Exons 



17100. .17228, 17202. .17285, 
17340. .17384, 17358. .1744 4, 



17207. .17284, 17328. .17507, 
17523. .17642 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name. OJ000314_09 . 0405 . C7 . o4 . ts 

Start 17361 

GI none 

Exons 17361. .17507, 17426 .. 17470, 
17669. .17746 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Soybean 

End 17746 

Score 156 
17523. .17744, 17528. .17590, 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 0405 . C7 . o4 . tc 

Start 20859 

GI none 

Exons 20859. .21194, 20978.. 21124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Cress 

End 21194 

Score 204 



47323 
100662 
27974 

OJ000314_09.0405.C7.o3.tm 
20886 
none 

20886. .21302, 20888 .. 21265, 20898.. 21302 



Seq. ID OJ000314_09.0405.C7 
Strand 

28403 

TBLASTX: Maize 
21302 
305 



End 

Method 

End 

Score 



47323 

100662 Strand 

27974 End 

OJ000314_09 . 04 05 . C7 . ol . ts Method 

20946 End 

none Score 

20946. .21527, 2094 6 .. 21350, 21368 .. 214 99, 21564 .. 2167 1 , 
21567. .21671 



Seq. ID OJ000314 09. 0405. C7 



28403 

TBLASTX: Soybean 

21671 

424 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 04 05 . C7 . ol . tw 

Start 21120 

GI none 

Exons 21120. .21548 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Wheat 

End 21548 

Score 208 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 04 05 . C7 . o7 . tm 

Start 23863 

GI none 

Exons 23863. .23988, 23867.. 23998 

Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314 09 . 04 05 . C7 . ol . tc 



Seq. ID OJ000314_09.0405.C7 

Strand - . . - 

End 28403 

Method TBLASTX : Mai ze 

End 23998 

Score 185 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Cress 



49001 



Start 
GI 

Exons 



23867 
none 



End 
Score 



24673 
163 



23867. .23998, 24145 24597, 24146 24598, 24616 .. 24669, 
24617. .24673 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 04 05 . C7 . o2 . ts 

Start 23867 

GI none 

Exons 23867. .23992, 24 14 9 .. 24205, 
24344. .24595, 24427. .24588 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000314_09.0405.C7 
28403 

TBLASTX : Soybean 

24595 

105 



24166. .24366, 242 63.-24367, 



Seq. No. 47323 Seq. ID 

Gene No. 100662 Strand 

Start 27974 . End 

Name OJ000314_09 . 04 05 . C7 . o2 . tm ' Method 

Start 24178 End 

GI none Score 

Exons 24178. .24588, 24 17 9 .. 24205, 24263 24 604 , 24 617 .. 24730, 
24623..24673 



OJ000314_09.0405.C7 
28403 

TBLASTX: Maize 
24730 ■ 
45 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47323 

100662 

27974 

OJ000314_09.0405.C7. 

25534 

none 

25534 . .25611, 25535. 
26004, .26159, 26032. 
27100. .27180, 27100. 
27453. .27581, 27460. 
27660. .27710, 27662. 
27908. .28144, 27910. 



o4 . tm 



.25606, 
.26148, 
.27180, 
.27582, 
.27709, 
.28089 



47323 

100662 

27974 

OJ000314_09.0405.C7.o5.ts 
27114 
none 
27114. 
27331. 
27473. 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28 4 03 

Method TBLASTX : Mai ze 

End 2814 4 

• Score 107 
25537. .25611, 25612 .. 25665 , 
27099. .27179, 27099 .. 2717 9, 
27328. .27390, 27331 .. 27393, 
27472. .27582, 27476 .. 27613, 
27894. .28067, 27905 .. 27988, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_09.0405.C7 
28403 

TBLASTX : Soybean 

28080 

89 



.27173, 27115. .27177, 27330 .. 2738 9, 27331 .. 27393, 
,27390, 27456. .27581, 274 63 .. 27582, 27472 27582 , 
,27613, 27660. .27713, 27662 .. 27709, 27996 28067 , 



27997. .28080 



Seq. No. 47323 *' Seq. ID 

Gene No. 100662 -Strand 

Start 27974 End 

Name OJ000314_09 . 04 05 . C7 . 08 . gp Method 

Start 27974 End 

GI 2312543 Score- 

Exons 27974. .28403 



OJ000314_09.0405.C7 

28403 
AAT/GAP 
28403 
786 



Seq. No. 
Gene No. 



47324 
100663 



Seq. ID OJ000314_09.0405.C8 
Strand + 



49002 



Start 757 End 1395 

Name OJ000314_09 . 0405 . C8 . ol . gp Method AAT/GAP 

Start 757 End 1395 

GI 14911_1.R1084 Score 842 

Exons 757.. 822, 901.. 965, 1057.. 1395 

GI Descrip. '2342735 3.0e-42 (AC002341) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47324 

100663 

757 

OJ000314_09. 0405.C8.ol.gs 

760 

none 

760. .822, 880. .965, 994. .1164 



Seq. ID OJ000314_09. 0405.08 

Strand + 

End 1395 

Method GENSCAN 

End 1164 

Score .69 



47324 
100663 
757 

OJ000314_09.0405.C8.ol.np 
760 

2342735 

760. .822, 901. .965, 1057. .1149 

(AC002341) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000314_09.0405.C8 

Strand + 

End 1395 

Method AAT/NAP 

End 1149 

Score 177 



47324 
100664 
2940 

OJ000314_09.04 05.C8.o2.gp 
2940 

90742_1.R1084 
2940.. 3017 

f 5734616/dbj | AP000391 . 1 1 AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ000314_09.0405."C8 

Strand - „ 

End ' 3017 

Method AAT/GAP 

End 3017 

Score 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47324 

100665 

3312 

OJ000314_09.04 05.C8.o2. tm 

755 

none 

755. .823, 759. .824, 787. A 
1054. .1101, 1054. .1104 

47324 

100665 

3312 

OJ000314_09.04 05.C8.o3. ts 

•755 
none 



Seq. ID OJ00Q.314_09.0405.C8 
Strand 

End 5198 

Method TBLASTX: Maize 

End 1104 

Score 94 
325, 891. .977, 902. .964, 903. .968, 



Seq. ID OJ000314_09.0405.C8 
Strand 

End 5198 

Method TBLASTX : Soybean 

End 1101 

Score 50 



755. .799, 755. .820, 759. .821, 891. .968, 900. .977, 910. .978, 
1054. .1101, 1054. .1101 



Seq. No. 
Gene No, 
Start 
Name 



47324 

100665 

3312 

OJ000314_09.0405.C8.o2.gs 



Seq. ID OJ000314_09.0405.C8 
Strand 

End 5198 

Method GENSCAN 



49003 






Of -i v-f 










R C\ 9 £" 




P T 


none 






Score 


. oy 




TP «_» v"\ y"\ 

Lxons 


*3"31 9 "3Q *3H 


H £ U fl * 


A *3^R 4 4 
. ft jDj , ft fl 0 O 


. .OUZO 






C Qrt XI /-V 

OcCj. IN O . 


4 *7 "39 /I 






oeq . iu 


PiTnnn"3i4 no ci/hr pq 

UuUUU Jlft Uy.UflUO.L-0 




/-\ /~\ XT /-v 

lie 1NO • 


100665 






Strand 






Start 


3312 






End 


5198 




Name . - 


OJOO'0314 09. 


0405. 


C8.o2.np 


Method 


AAT/NAP 




Start 


3315 






End 


5038 




P T 


231654 






Score 


1245 




Exons 


3315. .3830, 


4204 . 


.4365, 4442 


. .5038 






kj± uescrip . 


BRITTLE-1 PROTEIN PRECURSOR gi | 82676 | pir | UQ1459 Btl prote 






precursor ~ 


maize gi | 168426 


(M79333) brittle-1 protein [Ze 






mays ] 












C C\ /T XT /-\ 

o e q . in o . 


47324 






Seq. ID 


OJ000314_09.0405.C8 




bene ino . 


i nn^;^^ 

IUUDDj 






Strand 






Start 


"3 *3 1 9 






End 


5198 




Name 


Pi th n n *3 1 /) HQ 


U4 Do . 


C8 . ol . tm 


Method 


TBLASTX: Maize 




C -(- -j v-+- 


"3 "3 Q *3 






End' 


4648 




P T 


none 






Score 


68 




Exons 


*3*3Q*3 3 3 £ 


3396. 


.3656, 3409 


..3453, 3496. .3651, 3657. .3842 






3660. .3803, 


3678. 


.3830, 3706 


..3843, 4204. .4317, 4205. .4318 






4448. .4648 










*""* 


beq. JNO. 


A H "3 9 /I 
fl / JZ 4 






Seq. ID 


OJ000314_09.0405.C8- 


?■?% 


Gene No. 


i n n £ £ r 






Strand 






Start 


jjIZ 






End 


5198 


iJ 


Name 


n too n "3 i a no 


U4 (JO . 


C8 . ol . ts 


Method 


TBLASTX: Soybean 




C -1 ivf 

otart 








End 


4648 




P T 


none 






Score 


51 




Exons 


3393. .3584, 


Joy b . 


. ODZ 1 , J4Uy 


..3453, 3531.. 3836, 3532.. 3648 






*3£7ft "3R91 

JO /O . . JOZl; 




.J/44, 4 3 oz 


. .4648 




f 1 ' 


Seq. No. 


/I 1 "3 9 yl 






Seq. ID 


OJ000314_09.0405.C8 




Gene No. 


i n n £ £ c; 






Strand 














End 


5198 




Name 


r\ to n n 3 1 a no 
UJ UUU Jl 4 u y . 


U4U j , 


Lb . Ol . tC 


Method 


TBLASTX: Cress 




Of 2 

o tare 


33 — 






End 


4660 


,2 ^ " 


P T 


none 






Score 


165 


□ 


U* v /"\ o 


3396. .3590, 


3409. 


.3648, 3678 


..3824, 4562. .4660 




Seq. No. 


47324 






Seq. ID 


OJ000314_09.0405.C8 




Gene No. 


100665 






Strand 






otail 


3312 






End 


5198 




Name 


OJ000314 09. 


0405. 


C8.ol.tw 


Method 


TBLASTX: Wheat 




btart 


3396 






End 


4639 




P T 


none 






Score 


65 




Exons 


3396. .3659, 


3409. 


.3453, 3496 


..3651, 367 


8. .3830, 4556. .4639 




OcCJ. IN O . 


47324 






Seq. ID 


OJ000314_09.0405.C8 




Gene No. 


100665 






Strand 






Start 


3312 






End 


5198 




Name 


OJ000314 09. 


0405. 


C8.o2.ts 


Method 


TBLASTX: Soybean . 




Start 


4204 






End 


4543 




GI 


none 






Score 


66 




Exons 


4204. .4371, 


4211. 


.4354, 4442 


. 4543 





49004 



Seq. No. 


47324 




Seq. ID 


"OJ000314 


_09.0405.C8 


bene no. 


1 c\ c\ a c 
lUUbbo 




C +- -v- -\ « 

btrana 






bt art: 






bna 


CI QQ 

Di yo 




.Name 


ujuuuo14 uy . U4 uo . bo . oj . gp 




Method 


AA1 /bAr 




otart 


ah o a 

4 / Z b 




bna 


CI QQ 

o i y o 






none 




Score 


DO O 




Exons 


AH O d ROTI ci on ci no 

4/zb..ou/i, oijy..oiytf 










Seq. No. 


47325 




Seq. ID 


OJ000314 


_09.0405.C9 


Gene No . 


lUUODD 




Strand 


+ 




bt art 


i c n 
lOU 




End 


/ o y j 




Name 


ojuuuji4 uy.U4Uo.cy.oi.gs 




Method 


GENSCAN 




btart 


i cn 
lOU 




End 


O A H *3 

Z 4 / J 




bl 


none 




Score 


H H 




Exons 


i c r\ ott (T^o /too or»/i/i 
lbO.-Jl/, bJJ..boz, <dU44. 


2332, 2429.. 


z4 73 




Seq. No. 


47325 




Seq. ID 


OJ000314 


_09.0405.C9 


Gene No. 


100666 




Strand 


+ 




btart 


150 




End 


/ by o 




Name 


OJ000314 09.0405.C9.ol.np 




Method 


AA1 /NAP 




Start 


1257 




End 


A O C A 

4 3o4 




r* t 
bl 


7340868 




Score 


zU / 




Exons 


1257. .1278, 2936. .3124, 4300. 


.4354 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




beq . no . 


47325 




Seq. ID 


UJ UUU j! 4 


uy . U4 ud . by 


Gene No. 


100666 




Strand 


+ 




Start 


150 




End 


7693 




Name 


OJ000314 09.0405.C9.ol.gp 




Method 


AA1 /bAr 




Start 


2822 




End 


314 3 




bl 


LIB34 32-058-P1-K1-E12 




Score 


34 1 




Exons 


2822. .3143 










GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 8 . Oe- 


31 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


47325. 




Seq. ID 


0 JO 00314 


J)9.0405.C9 . 


Gene No. 


100666 




Strand 


+ 






150 




End 


7693 




Name 


OJ000314 09.0405.C9.o2.gs 




Method 


GENSCAN 




Start 


4207 




End 


7693 




bl 


none 




Score 


.75 




Exons 


4207. .4356, 4470. .4565, 4E 


S63. 


.4942, 5566. .5665, 


Dy4 J . . bUD J , 




6699. .6858, 7257. .7348, 7469. 


.7693 






Seq. No. 


47325 




Seq. ID 


OJ000314 


_09.0405.C9 


Gene No. 


100666 




Strand 


+ 




Start 


150 




End 


7693 .-■ 




Name 


OJ000314 09.0405.C9.ol.tm 




Method 


TBLASTX: 


Maize 


Start 


7318 




End 


7693 




GI 


none 




Score 


161 




Exons 


7318. .7359, 7469. .7579, 7469. 


.7561, 7470. .7577, 


7583. .7693, 



7586. .7693 



Seq. No. 
Gene No. 
Start 



47326 

100667 

176 



Seq. ID 

Strand 

End 



OJ000314_ 
+ 

571 



09. 0405. C10 



49005 



Name OJ000314_09 . 0405 . CIO . ol . gs 

Start 176 

GI none 

Exons 176.. 292, 365.. 571 

Seq. No. 47327 

Gene No. 100668 

Start 1568 

Name OJ000314_09 . 0405 . CI 6 . ol . tw 

Start 450 

GI none 
Exons 



Method GENSCAN 
End 571 
Score .48 



Seq. ID OJ000314_09.0405.C16 



Strand 
End 

Method 

End 

Score 



+ 

■2040 

TBLASTX: Wheat 

1918 

51 



450. .500, 1567. .1740, 1571. .1756, 1571. .1756, 1868. .191? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47327 
100668 
1568 

OJ000314_09.0405.C16.ol.tm 
1559 
none 

1559. .1963, 1561. .1950 
47327 

100668 Strand 
1568 End 
OJ000314_09.04 05.C16.ol.np Method 
1568 End * 

6069646 Score 
1568.. 2040 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ000314_09.0405.C16 

Strand + 

End 2040 

Method TBLASTX : Mai ze 

End 1963 

Score 414 ■ 



Seq. ID OJ000314_09.0405.C16 
+ 

2040 
AAT/NAP 
2040 
274 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4.7328 

100669 

10459 

OJ000314_09.0405.C18.o2.gp 
10459 

5501_1.R1084 

10459. .1054 8, 10770. .11196, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_09.0405.C18 
+ 

12440 
AAT/GAP ' 
12440 
1675 



11912. .11982, 12086. .12440 



, 5679336/gb|AAD46926.1 |AF171223_1 6.0e-40 (AF171223) putative 
zinc finger protein [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47328 

100669 

10459 

OJ000314_09. 04 05.C18.o2.np 

10775 

5803246 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10775. .10898, 10 94 1 .. Ill 96, 11912. .11993 

(AP000399) ESTs AU077984 (C62969) , D41648 (S4289) , AU063584 (C62969) 
correspond to a region of the predicted gene; similar to 
putative Ser/Thr protein kinase (AC003105) [Oryza sativa] 



OJ000314_09.0405.C18 
+ 

12440 
AAT/NAP 
11993 
408 



Seq. No. 
Gene No. 



47328 
100670 



Seq. ID 
Strand 



OJ000314 09.0405.C18 



49006 



Start 1 End 4755 

Name OJ000314_09 . 0405 . C18 . ol . np Method- AAT/NAP 

Start 1 End 4480 

GI 4680191 Score 41 

Exons 1..21, 2927.. 3021, 4423.. 4480 

GI Descrip. (AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. No. 47328 Seq. ID 

Gene No. 100670 " Strand 

Start 1 End 

Name OJ000314_09 . 04 05 . C18 . ol . gs Method 

Start 698 End 

GI none Score 

Exons 698. .807, 1601. .1692, 2367. .2512 



OJ000314_09.0405.C18 

4755 
GENSCAN 
2512 
.43 



Seq. No. 47328 . Seq. ID 

Gene No. tf :100670 Strand 

Start 1 End' 

Name OJ000314_09 . 0405 . C18 . o2 . gs' ' Method 

Start 2812 End 

GI none Score 

Exons 2812.. 3015, 4462.. 4755 



OJ000314_09.0405.C18 

4755 
GENSCAN 
4755 
. 69 



Seq. No. 47328 Seq. ID 

Gene No. 100671 Strand 

Start 5006 End 

Name OJ000314JD9 . 04 05 . C18 . o3 . gs Method 

Start 5006 End 

GI none Score 

Exons 5006.. 5581 



OJ000314_09.0405.C18 

5581 
GENSCAN 
5581 
.81 



Seq. No. 47328 
Gene No. 100672 
•Start 14948 

Name O J000314_09 . 04 05 . C18 . ol . tm 

Start 10747 

GI none 

Exons 10747. .10800, 10753 

10970. . 11155, 10976 
11155. . 11196, 11156 
11910. . 11990,. 11,917 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 09.0405.C18 



10860, 10778. 

11143, 11000, 

11197, 11904. 

11991, 11985. 



15797 

TBLASTX: Maize 
12011 
47 

10870, 10962. .11057, 
11068, 11107. . 11154, 
11987, 11909. .11989, 
12011 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



GI Descrip. 



47328 

100672 

14948 

OJ000314_09.0405.C18.ol-.ts 

10778*" 
5677.740' 

10778. .10870, 10795. .10860, 
10997. .11104, 10999. .11034, 
11162. . 11197, 11883. .11987, 



OJ000314 09.0405.C18 



Seq. ID _ 
Strand 

End 15797 
Method TBLASTX : Soybean 
End 11995 
Score 112 
10969. .10998, 10982. .10996, 
11000. .1104 4, 11134. .11196, 
11909. .11995, 11910. .11978 
2760836 8.0e-54 (AC003105) putative Ser/Thr protein kinase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



47328 
100672 



Seq. ID 
Strand 



OJ000314 09.0405.C18 



49007 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14948 End 
OJ000314_09.04 05.C18 .ol.tc Method 
10780 End 
none Score 

10780. .10857, 10790. .10867, 10969, 

10997. .11089, 10998. .11057, 11919. 



15797 

TBLASTX :. Cress 

11990 

131 



,11004, 10970, 
,11990 



, 11005, 



OJ000314 09.0405.C18 



47328 ' Seq. ID 

100672 Strand 
14948 End 15797 

OJ000314JD9 . 04 05 . CI 8 . o3 . gp Method AAT/GAP 
14670 End 15123 

LIB3431-045-P1-N1-A10 Score 836 

14670. .15123 

'5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



47328 Seq. ID 

100672 Strand 
14 94 8 End 
OJ000314_09.04 05.C18 .o3.np Method 
14924 End 
7228442 Score 
14924. .15108 

(AP001366) EST C28 952 {C62945 ) corresponds to a region of. the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000314_09.0405.C18 

15797 
AAT/NAP 
15108 
241 



47328 

100672 

14948 

OJ000314_09.0405.C18.o5.gs 

14948 

none 



Seq. ID OJ000314_09.0405.C18 



Strand 
End 

Method 

End 

Score 



15797 
GENSCAN 
15708 
.57 



14948. .15108, 15259. .15461, 154 66 .. 15513, 15577. .15708 



Seq. ID- 
Strand 
End • 
Method 
End 
Score 



OJ000314 09.0405.C18 



47328 
100672 
14948 

OJ000314_09.04 05.C18.o4.np 
15227 
5.441880 
15227. . 15461, 15577 .. 157 97 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



15797 
AAT/NAP 
15797 
575 



47329 
100673 . 
1 

OJ000314_09.0405.C19.ol.np 
1 

7228438 



OJ000314 09.0405.C19 



Seq. ID _ 
Strand 

End 5211 
Method AAT/NAP 
End 5124 
Score 5497 

1..292, 385. .643, 720. .1018, 1111. .1521, 1607. .1705, 3163. .5124 
(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



49008 



Seq. No.' 47329 

Gene No. 100673 

Start 1 

Name OJ000314_09 . 0405 . C19 . ol . gs 

Start 110 

GI none 
Exons 



Seq. ID OJ000314_09.0405.C19 
Strand 

End 5211 

Method GENSCAN 

End 5211 

Score .53 



110.. 292, 385.. 643, 720.. 1018, 1111. .1521, 1697.. 1943, 
2049.. 2199, 2583.. 5211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47329 
100673 
1 

OJ000314_09.0405.C19.ol.gp 
393 

LIB3475-007-P1-K1-G8 
393.. 643, 720.. 892 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the .predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ000314_09.0405.C19 
Strand' 

End 5211 

Method AAT/GAP 

End 8 92 

Score 797 



47329 

100673 

1 

OJ000314_09.04 05.C19.ol.tw 

3523 

none 



Seq. ID OJ000314_09.0405.C19 
Strand 

End 5211 

Method TBLASTX : Wheat 

End 3903 

Score 7 9 



3523. .3699, 3553. .3699, 3584. .3703, 3697. .3894, 3709. .3903 



Seq. No. 47329 

Gene No. 100673 

Start 1 

Name OJ000314_09 . 04 05 . C19 . ol . tm 

Start 3601 

GI none 
Exons 



Seq. ID OJ000314_09.0405.C19 
Strand 

End 5211 

Method TBLASTX : Mai ze 

End 4197 

Score 154 



3601. .3672, 3736. .4035, 3797. .4018, 4069. .4197, 4091. .4189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47329 
100673 
1 

OJ000314_09. 0405.C19.o2.gp 
3723 
5701669 
3723. .4154 . 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ000314_09.0405.C19 
Strand 

End 5211 

Method AAT/GAP 

End 4154 

Score 837 



47330 

100674 

692 

OJ000314_09.0405.C20.ol.gs 

692 

none 

692.'. 1294 



Seq. ID OJ000314_09.0405.C20 

Strand + 

End 1294 

Method GENSCAN 

End 1294 

Score .89 



Seq. No. 



47331 



Seq. ID OJ000224_03.0404.C5 



49009 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100675 Strand 
12 End 2569 . 

OJ000224_03.0404.C5.ol.np Method AAT/NAP 

12' End 1767 

399096 Score 210 

12. .114, 1538. .1767 

AGAMOUS PROTEIN gi | 322650 | pir | | A4 34 84 probable transcription 
factor BAG1 - rape gi | 167126 | gb | AAA32 985 . 1 1 (M99415) BAG1 
[Brassica napus] 



47331 Seq. ID 

100675 Strand 

12 End 

OJ000224J)3.0404 .C5.ol .gs Method 

1492 End 

none Score 

1492. .1510, 1538. .1746, 2505. .2569 



OJ000224_03.0404.C5 

2569 
GEN SCAN 
2569 
.7 



Seq. No. 47331 

Gene No. 100675 

Start 12 

Name OJ000224_03 . 0404 . C5 . ol . tc 

Start 1533 

GI none 

Exons 1533.. 1553, 1538.. 1681, 1540, 
1827. .1859 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1689, 



OJ000224 03. 0404. C5 



2569 

TBLASTX: Cress 
1859 
35 

1589".. 1717, 1600.. 1686, 



Seq. No. 


47331 








Seq. ID 


OJ000224_03.0404.C5 


Gene No. 


100675 








Strand 




Start 


12 








End 


2569 


Name 


OJ000224 03. 


.0404 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1537 








End 


1697 


GI 


none 








Score 


120 


Exons 


1537. .1689, 


1541 


. .1672, 


1600. 


.1689, 1617. .1697 


Seq. No. 


47331 








Seq. ID 


OJ000224_03.0404.C5 


Gene No. 


100675 








Strand 




Start 


12 








End 


2569 


Name 


OJ000224 03, 


,0404 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1538 








End 


1715 


GI 


none 








Score 


171 


Exons 


1538, .1681, 


1540 


. .1689, 


1592.. 


.1708, 1600. .1689, 1617. .1715 


Seq. No. 


47331 








Seq. ID 


OJ000224_03.0404.C5 


Gene No. 


100675 








Strand 




Start 


12 








End 


2569 


Name 


OJ000224 03. 


,0404 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1538 








End 


1737 ^ 


GI 


none 








Score 


152 


Exons 


1538. .1681, 


1540 


. .1689, 


1600. 


.1737 





Seq. No. 47331 Seq. ID 

Gene No. 100675 Strand 

Start 12 End 

Name OJ000224_03 . 04 04 .C5.ol.gp Method 

Start 2274 End 

GI uC-osf Icyp061g02bl Score 



OJ000224_03.0404.C5 

2569 
AAT/GAP 
2336 
81 



49010 



Exons 

GI Descrip. 



2274. .2336 

'2130078/pir | IS59480 3 . Oe-44 MADS-box protein 3 - rice 
>gi_886405 (L37528) MADS box protein [Oryza sativa] 1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



47332 Seq. ID 

100676 . Strand 

419 End 

OJ000224_03. 0404 .C6.ol .gs Method 

419 ■ End 

none Score 

419. .424, 1014. .1129 



OJ000224_03.0404.C6 

1129 
GENSCAN 
1129 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47333 Seq. ID 

100677 Strand 
525 End 
OJ000224_03. 0404 .C7.ol.np Method 
525 End 
2130078 Score 
525. .749 

MADS-box protein 3 - rice gi | 886405 | gb | AAA99964 . 1 | (L37528) MADS 

box protein [Oryza sativa] 



OJ000224_03.0404.C7 
+ 

749 

AAT/NAP 

749 

57 



Seq. No. 47334 Seq. ID 

Gene No. 100678 - Strand 

Start 326 End 

Name - OJ000224_03 . 0404 . C9 . ol . gs Method 

Start 326 End 

GI none Score 

Exons 326.. 498 



OJ000224_03.0404.C9 
+ 

498 

GENSCAN 

498 

.52 



Seq. No. 47335 

Gene No. 100679 

Start 72 

Name OJ000224_03 . 0404 . C17 . ol . gs 

Start 72 

GI none 

Exons 72..2S2, 545.. 621, 728.. 761, 
30'39.;3187 



OJ000224_03.0404.C17 

3187 
GENSCAN 
3187 
.56 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1465. .1878, 1883. .2030, 2078. .2172, 



Seq. No. 47335 

Gene No. 100680 

Start 3583 

Name OJ000224JD3 . 0404 . C17 . ol . gp 

Start 3583 

GI 4716623 

Exons 3583.. .3935, 5440.. 5487, 5633. 
GI Descrip. 



OJ000224 03.0404.C17 



Seq. ID 
Strand 

End 9818 
Method AAT/GAP 
End 5745 
Score 968 
.5745 

2305113/gb | AAB65698 . 1 1 2. Oe-24 (AF009959) metallothionein-iike 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47335 Seq. ID 

100680 Strand 
3583 End 

OJ000224_03.0404.C17.ol.np . Method 
3839 End 
2305113 Score 



OJ000224 03.0404.C17 



AAT/NAP 

5682 

271 



3839. .3935, 5441. .5487, 5633. .5682 

(AF009959) metallothionein-like protein [Oryza sativa] 



49011 




Seq. No. 


47335 m 


; Seq. ID 


OJ000224 


_03.0404 


.C17 


belle LNO . 


1UUDOU 


Strand 








Of- a y+- 


J JO J 


End 


9818 






Name 




Method 


GENSCAN 






o Ldi L 




End 


9818 . 






PT 


none 


Score 


.57 






Exons 


44Q4 4 A/l Q 4ftH9 Rfl^n ^AAH 


..5487, 5633.-5799, 


9789. .9818 


Seq.. No. 


47335 


Seq. ID 


OJ000224 


_03.0404 


.C17 


Gene No. 


100681 


Strand 








OLaiU 


1 ^94 S 
X jZ fl O 


End 


17813 






Name 


nTnnri99zi c\ac\a pit ^4 ne 
vjduuuz^fi uj . \jh . bi / . ofi . gs 


Method 


GENSCAN 








1 JLT J 


End 


17813 






oX 


none 


Score 


.59 






Exons 


1^94^ 1 ^^D1 14997 IdRDR 


14599. . 14798, 15033 


. .1.5633, 






1 cici i coon 1 £1 1 1 1£^R1 
X D /OX. . X O O O U , XDXXX. . X OO 0 X , 


16717. . 16763, 17695 


. .17813 




Seq. No. 


■47335 


Seq. ID 


OJ000224_ 


_03.0404 


.C17 


bene incj . 


1UUDOZ 


Strand 








C+- -j 

ot ait 


lOO / J 


End 


19509 






Name 


01000994 o^ oziozi pi7 rr<= 


Method 


GENSCAN 






en- a 

otaiL 


1 ft £7 "3 _ 
10D / J 


End 


19509 






PT 
(aX 


none 


Score 


.83 






Exons 


loo / J. . H7^uy f x y ft 4 / . . xyouy 










Seq. No. 


47335 


Seq. ID 


OJ000224_ 


_03.0404 


.C17 


Gene No. 


100682 


Strand 










18673 


End 


19509 






Name 


OJ000224 03.0404.C17.o2.np 


Method 


AAT/NAP 






Of a >-+- 

otart 


18676 


End 


19156 






PT 


3643605 


Score 


232 






Exons 


18676. .18717, 18748. .19156 










bi uescrxp. 


(AC005395) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


47336 


Seq. ID 


OJ000224_ 


_03.0404 


.C18 


Gene No. ■ 


100683 


Strand 








OLait. 


350 


End 


1069 






Name 


OJ000224 03.0404.C18.ol.np 


Method 


' AAT/NAP 






otd ITU 


350 


End 


1069 






UX 


4512242 


Score 


806 






Exons 


350. .761, 790. .1069 










\jl uescrxp. 


(AB014750) polyprotein [Nicotiana tabacum] 






Seq. No. 


47336 


Seq. ID 


OJ000224_ 


_03.0404 


C18 


bene ino . 


100683 . 


Strand 








Cf nv-f 


350 


End 


1069 






Name 


OJ000224 03.0404.C18.ol.gs 


Method 


GENSCAN 






Of 2 v~f- 

biart 


405 


End 


1013 






bX 


none 


Score 


.97 






Exons 


405. .706, 798. .1013 










Seq. No. 


47336 


Seq. ID 


OJ000224_ 


_03.0404 


C18 


Gene No. 


100683 


Strand 








Start 


350 


End 


1069 






Name 


OJ000224 03.0404.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


418 


End 


770 







49012 





none 






Score 






Exons 


4 1 0 . . DDj, 


>I1Q dCA AO d 
4 1 0 . . OD4 / 4ZO 


n a £ 


A 0 £ TTn 

4 Z O . . / / u 






Seq. No. 


' 47336 


- 




Seq. ID 


OJ000224_03.0404 


.C18 


Gene No. 


100683 






Strand 






G+- -3 >~ 4- 

btart 


"3 c. n 






tna 


1 u 0 y 




Name 




Uo.U4U4.blo . 0 ,1 


. cm 


Method 


1 bij/\b 1 a : Mai zq 




O 4 , -K- 4- 

otart 


4 o y 








yz / 




C T 


none 






Score 


1 "^n 




Exons 


/ICQ TTfl 

4 d y . . / / u , 


A~l 0 C^n *7 Q A 

4 / . . DbU, / 0 4 


. . y<£ / , 


/ y / . . yi j 






Seq. No. 


47336 






Seq. ID 


OJ000224JD3.0404 


.C18 


Gene No. 


100683 






Strand 






O +■ -3 >- 4- 

b tart 


o c n 

jjU 






Lna 


1 u d y 




Name 


UJ UUUiZ 4 


UO.U4U4 .Lib .OZ 


. ts 


Method 


1 biiAb 1 a : boyoean 




n 4 , 4- 


t; i q — 






tina 


/ 0 4 




bl 


none 






Score 


R R 

J J 




Exons 




con c^i 








"> 


Seq. No. 


47336 






Seq. ID 


OJ000224_03.0404 


.C18 


Gene No. 


100683 






Strand 






C 4 i -K- 4- 

otart 


OCA 

j j u 






End 


1069 




Name 


UJ UUUZZ4 


. U4U4 .bio .OZ 


. tw 


Method 


TBLASTX: Wheat 




O 4- — > -y- 4- 

btart 


/ 0 4 






End 


1066 




P T 

bl 


none 






Score 


122 




Exons 


/ o 4 . . y<£ / , 


7Q/I Q1Q QOO 

/ y 4 . . y i y , y^z 


1 rtf c 

. . IUDj, 


. 980. .1066 




Seq. No. 


47336 






Seq. ID 


OJ000224_03.0404 


.C18 


Gene No. 


100683 






Strand 






C 4 1 v~+- 

otart 


3D U 






End 


1069 




Name 




UJ.U4U4 .bio. Ol 


4- 

. t s 


Method 


TBLASTX: Soybean 




O 4 j v- 4- 

btart 


o 1 4 






End 


1069 




p t 
bl 


none 






Score 


56 




Exons 


0 1/1 QOI 

o 1 4 . . y^: / , 


Q1 c Q 1 "3 QOO 

0 lo . . y 1 j , yzo 


. . 1U bo , 


929. .1069 




beq. no. 


47337 






Seq. ID 


OJ000224_03.0404 


. Li y 


Gene No. 


100684 






Strand 






Start 


1 






End 


4639 




Name 


OJ000224 


03.0404.C19.ol 


. np 


Method 


AAT/NAP 




O 4 1 v-4- 

otart 


1 






End 


3163 




p T 

bl 


4680179 






Score 


339 




Exons 


1. .307, 3099. .3163 










GI Descrip. 


(AF111709 


) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


47337 






Seq. ID 


OJ000224_03.0404 


• C19 


Gene No. 


100684 






Strand 






otart 


1 






End 


4639 ^ ; 




Name 


OJ000224 


03.0404.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


17 






End 


281 




p t 

bl 


none 






Score 


102 




Exons 


17. . 151, 


18. .143, 43. .144, 136 


i..252, 138. .272, 144. .281 




Seq. No. 


47337 






Seq. ID 


OJ000224_03.0404 


.C19 


Gene No. 


100684 






Strand 






Start 


1 






End 


4639 




Name 


OJ000224 


03.0404 .C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


20 






End 


281 





49013- 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

20. .151, 144, 



.281 



47337 

100684 

1 

OJ000224_03.0404.C19.ol.gs 

1471 

none 

1471. .1559, 1884. .2084, 3102. 
3936.. 3997, 4537.. 4632 



Score 114 



Seq. ID OJ000224_03.0404.C19 
Strand 

End 4639 

Method GENSCAN 

End 4 632 

Score .71 

.3273, 3458. .3499, 3742. .3841, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000224_03.0404 .C19 
Strand 

End 4639 

Method AAT/GAP 

End 3278 

Score 760 



47337 
100684 
1 

OJ000224JD3. 04 04 .C19.ol.gp 
2486 

uC-osflcypl01h04al ' 
2486. .2708, 3102. .3278 

'542191/pir | | JQ2289 5.0e-ll floral homeotic protein ZAG1 -- maize 
>gi_309574 (L18924) homologue of Arabidopsis gene AGAMOUS [Zea 
mays] ' 



47337 

100684 

1 

OJ000224_03.04 04 .C19.o2.np 

3091 

542191 



Seq. ID OJ000224_03.0404 .C19 
Strand 

End 4639 

Method AAT/NAP 

End 4 639 

Score 398 



3091, .3273, 3458. .3499, 3601. .3642, 3742. .3841, 3936. .3997, 
4537. .4639 

floral homeotic protein ZAG1 - maize gi | 309574 | gb | AAA02 933 . 1 1 
(L18924) homologue of Arabidopsis gene AGAMOUS [Zea mays] 



47337 

100684 

1 

OJ000224_03. 04 04 .C19.ol. tc 

3452 

none 



Seq. ID OJ000224_03.0404 .C19 

Strand '- 

End 4639 

Method TBLASTX : Cress 

End 4 620 

Score 86 



3452. .3502, 3601. .3645, 3742. .3843, 3917. .4006., 4504. .4620 

OJ000224 03.0404.C19 



47337 
100684 
.1 

OJ000224_03.04 04 .C19.o2.gp 
3943 

uC-osflcyp061g02bl 
3943. .3997, 4537. .4639 

1 2130078/pir | IS59480 3.0e-44 MADS-box protein 3 - rice 
>gi_886405 (L37528) MADS box protein [Oryza sativa] 1 



Seq. ID 
Strand 

End 4639 
Method AAT/GAP 
End 4 639 

Score " '226 



47338 

100685 

3104 

OJ000224_03.0404 .C20.ol.np 
3104 



Seq. ID OJ000224_03.0404 .C20 

Strand + 

End 3881 

Method AAT/NAP 

End 3881 



49014 




GI 7444414 Score 215 

Exons 3104.. 3373, 3775.. 3881 

GI Descrip. hypothetical protein - common tobacco retrotransposon Ttol 

gi|1167523|dbj IBAA11674.il (D83003) ORF (AA 1-1338) [Nicotiana 
tabacum] 





T ' J JO 














Start 


1063 






Name 


OJ000224 03, 


.0404 


.C20.ol 


Start 


1063 






GI 


none 






Exons 


1063. .1151, 


2414 


. .2500, 


Seq. No. 


47338 






Gene No. 


100686 






Start 


1063 






Name 


OJ000224 03, 


,0404 


.C20.ol 


Start 


3096 






GI 


none 






Exons 


3096. .3275, 


3097 


. .3288, 



Seq. ID OJ000224_03.0404.C20 
Strand 

End 3369 

.gs Method GENSCAN 

End 3343 

Score .48 
2719. .2757, 2822. .2931, 3289. .3343 

Seq. ID OJ000224_03.0404 .C20 
Strand 

End 3369 

.tm ' Method TBLASTX : Maize 

End- 3369. 

Score 221 
3101.. 3298, 3102.. 3293, 3325.-3369 



Seq. No. 47339 Seq. ID 

Gene No. 100687 Strand 

Start 94 End 

Name OJ000224_03 . 0404 . C21 . ol . gs Method 

Start 94 End 

GI none Score 

Exons 94 . .165 



OJ000224_03.0404 .C21 
165. 

GENSCAN 

165 

.76 



Seq. No. 


47340 


Seq. ID 


OJ000224_03.0404 


.C22 


Gene No. 


100688 


Strand 


+ 




Start 


1 


End 


1174 




Name 


OJ000224 03.0404 .C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


603 




GI 


5911167 


Score 


464 




Exons 


1..373, 475. .603 








GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 




Seq. No. 


47340 


Seq. ID 


OJ000224_03.0404 


.C22 


Gene No. 


100688 


Strand 


+ 




Start 


1 


End 


1174 




Name 


OJ000224 03.0404.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 




End 


373 




GI 


none 


Score 


308 




Exons 


16. .342, 17. .373, 263. .373 








Seq. No. 


4734.0 


Seq. ID 


OJ000224JD3.0404 , 


.C22 


Gene No. 


100688 


Strand 


+ 




Start 


1 


End 


1174 




Name 


OJ000224 03.0404.C22.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17 


End 


361 




GI 


none 


. Score 


103 




Exons 


17. .112, 122. .361, 241. .354 








Seq. No. 


47340 


Seq. ID 


OJ000224_03.0404 . 


.C22 


Gene No. 


100688 


Strand 







49015 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000224_03.0404 .C22.ol.tw 

23' 
none 



End 

Method 

End 

Score 



1174 

TBLASTX: Wheat 

792 

247 



23. .376, 76. .141, 250. .342, 471. .590, 499. .588, 697. .792 



47340 , 
100688 
1 

OJ000224_03.0404.C22.ol.gs 
180 
none 

180. .372, 861. .963, 1034. .1146 



Seq. ID OJ000224_03.0404 .C22 

Strand + 

End 1174- 

Method GENSCAN 

End 1146 

Score .51 



47340 
100688 
1 

OJ000224_03.0404 .C22.o2. tm 
940 
none 

940. .975, 1031. .1147, 1033. 

47341 
100689 
3377 

OJ000224_03.0404 .C23.ol.gs 

3377 

none 

3377.. 3635, 3708. .3856, 3969. 
5068.. 5133, 5217. .5300, 5386. 
6124. .6171, 6769. .6834, 7088. 



Seq. ID OJ000224__03.0404 .C22 

Strand + 

End 1174 

Method TBLASTX : Mai ze 

End 1174 

Score 47 
,1167, 1034. .1174 

Seq. ID OJ000224 03.0404.C23 



Strand 
End 

Method 
End 
Score 

.4172, 4472 
.5451, 5577 
.7324, 8954 



+ 

9426 
GENSCAN 
9426 
.75 

4564, 4833. .4991, 
5636, 5757. .5819, 
9131, 9197. .9426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47341 

100689 

3377 

OJ000224 
4892 
1411 
4892 
5757 
7407 



_03. 0404 .C23.ol.gp 



1.R1084 
.4991, 5068. 
.5819, 5908. 
.7658 



,5133, 
,5980, 



5217. 
6124 . 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5300, 
.6171, 



OJ000224_ 
+ 

9426 
AAT/GAP 
7658 
1644 
5386. .5451, 
6420. .6485, 



03. 0404 .C23 



5577. 
6769. 



,5636, 
, 6834, 



, 5777612/emb|AJ245900.1|OSA245900 2.0e-31 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



47341 

100689 

3377 

OJ000224_03.0404.C23.ol.np 

'8093 
6623973 
8093. .8508 
(AC007505) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_ 
+ 

9426 
AAT/NAP 
8508 
325 



03.0404 .C23 



Highly similar to Tal-3 polyprotein [Arabidopsis 



Seq. No. 
Gene No. 
Start 



47341 

100690 

14168 



Seq. ID OJ000224_03.0404.C23 
Strand + 
End 20348 



49016 



Name OJ000224_03 . 0404 . C23 . o3 . np Method AAT/NAP 

Start 14168 End 20348 

GI 7340909 Score 141 

Exons 14168. .14196, 17387 17614, 20099.. 20348 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 



oeq . iNo . 


A *7 "3/1 1 








bene lno . 










OtaiL 










Name 


OJ000224 03. 


0404 


.C23.o2 


.gs 


Start 


11263 










none 








Exons 


1 Iz DO . . 1 1 4 


!, 11672. .11736, 




14 (Job . . JLhZDI 


., 14601. .14741, 


oeq . ino . 


A 7 "3 A 1 
4 / J 4 1 








Gene No . 


1 n n £ q o 
lUUbyz 








O 4- -» -v-4- 

btart 


1 CLC\CC 

1 bUbb 








Name 


OJ000224 03. 


n a n a 
U 4 U 4 


. UZ 3 . OZ 


4- m 

. t.m 


Start 


3727 








C T 
bl 


none 








Exons 


d i z f . . oyoo , 


3728 


. .3937, 


3732 


oeq. ino. 


4 / 1 








Gene No . 


i u u b y z 








otart 


1 oUbb 








Name 


OJ000224 03. 


U4 U4 






Start 


4469 








PT 


none 








Exons 


A A £ Q /IC^QO 

4 4 by . . 4 DoZ , 


4499 


. .4567, 


4631 




4 boo . . 4 / o b , 


4690 


. . 4788 




oeq . INO . 


A 1 "3/1 1 








Gene No. 


1 U u by Z 








Start 


16066 








Name 


OJ000224_03. 


0404 


.C23.ol 


. tw 




1 QA A 

/ y fi fi 










none 








Exons 


/ y 4 4 . , oUUj/ 


8095 


. .8253, 


8104 


Cart M /~i 

oeq. ino. 


4 / J 4 1 








Gene No . 


lUUbyz 








Start 


16066 








Name 


OJ000224 03. 


0404 


.C23.ol 


.tm 


Cf3 >-+- 

o Lai L. 


8094 








GI 


none 








Exons 


8094. .8495, 


8094 


. .8495, 


8095 


Seq. No. 


47341 








Gene No. 


100692 








Start 


16066 








Name 


OJ000224 03. 


0404 


.C23.ol 


. ts 


Start 


8098 








GI 


none 








Exons 


8098. .8373, 


8102 


. .8236, 


8107 


Seq. No. 


47341 









Seq. ID OJ000224_03.0404.C23 
Strand 

End 15675 

Method GENSCAN 

End 15675 

Score .55 



Seq. ID OJ000224_03.0404.C23 
Strand 

End 16740 

Method TBLASTX : Mai ze 

End 4160 

Score 251 



Seq. ID OJ000224_03.0404.C23 
Strand 

End ' 16740 

Method TBLASTX : Mai ze 

End 4788 

Score 7 6 



Seq. ID OJ000224_03.0404.C23 
Strand 

End 16740 

Method TBLASTX : Wheat 

End 8472 

Score 38 



Seq. ID OJ000224_03.0404 .C23 
Strand 

End 16740 

Method TBLASTX : Mai ze 

End 8499 

Score ' 245 



Seq. ID OJ000224_03.0404.C23 
Strand 

End 16740 

Method TBLASTX : Soybean 

End 8496 

Score 269 



Seq. ID OJ000224_03.0404.C23 



49017 



Gene No. 100692 Strand 

Start 16066 End 16740 

Name OJ000224_03 . 0404 . C23 . o3 . gs Method GENSCAN 

Start 16066 ' End 16740 

GI none Score . 96 

Exons 16066. . 16740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.,, No. 

Gene' No . 

Start 

Name 

Start 

GI 

Exons 



47341 " 
100692 
16066 

OJ000224_03.0404 .C23.o2.np 

16123 

7487080 

16123. .16245, 16285 .. 16451, 
hypothetical protein T16I18 
gi I 7270234 | emb | CAB80004 . 1 1 
[Arabidopsis thaliana] 

47342 ■ 
100693 
605 

OJ000224_03.0404.C24.ol.gs 

605 

none 

605. .686, 2208. .2344 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 03.0404.C23 



16740 
AAT/NAP 
16695 
201 

16516. .16695 
.80 - Arabidopsis thaliana 
(AL161582) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_03.0404 .C'2'4 

2344 
GENSCAN 
2344 
.56 



Seq. No. 47343 Seq. ID OJ000224_03 . 04 04 . C25 

Gene No. 100694 Strand + 

Start -157 End 5332 

Name OJ000224_03 . 0404 . C25 . ol . np Method AAT/NAP 

Start 157 End 3896 

GI 7484715 Score 231 

Exons 157. .205, 2834. .2892, 2924. .3076, 3479. .3896 

GI Descrip. cellulose synthase. (EC 2.4.1. 

cotton (fragment) gi | 1706958 | gb | AAB377 67 . 1 | (U58284) 

synthase [Gossypium hirsutum] 



catalytic chain cel.A2 - upland 

cellulose 



Seq. No.' 47343 Seq. ID 

Gene No. 100694 Strand 

Start 157 End 

Name OJ000224_03 . 0404 . C25 . o2 . gs Method 

Start 2596 End 

GI none Score 

Exons 2596.-2672, 2710.. 3.010, 3215.. 3574, 3658.. 3820, 4703.. 4836, 

4850. .5044, 5135. .5332 



OJ000224_03.0404.C25 
+ 

5332 
GENSCAN 
5332 
.68 



OJ000224 03.0404.C25 



Seq. No. 47343 Seq. ID 

Gene No. 100695 * Strand 

Start 8543 End 

Name ' OJ000224__03 . 0404 . C25 . ol . tc Method 

Start 2836 End 

GI none Score 

Exons 2836.. 2883, 2945.. 3013, 3479.. 3604, 3667.. 3804, 3672.. 3764, 
3810.. 3890 



8683 

TBLASTX: Cress 

3890 

53 



Seq. No. 
Gene No. 



47343 
100695 



Seq. ID 
Strand 



OJ000224 03.0404.C25 



49018 



Start 
Name 
Start 
GI 

Exons 



'8543 

OJ000224_03.0404 .C25.ol.tm 

2836 

none 

2836. .2883, 2945. .3013, 3473. 



Seq. No. 47343 

Gene No. 100695 

Start 8543 

Name OJ000224_03 . 0404 . C25 . ol . ts 

Start 2836 

GI none 

Exons 2836.. 2883, 2936.. 3013, 3479. 
3810. .3890 



End 8683 

Method TBLASTX : Mai ze 

End 3890 

Score 59 

.3604, 3667.. 3804, 3810.. 3890 

Seq. ID OJ000224_03.0404.C25 
Strand 

End 8683 

Method TBLASTX : Soybean 

End 3890 

Score 4 6 

.3604, 3667. .3804, 3678. .3764, 



Seq. No. 47343 

Gene No. 100695 

Start 8543 

Name OJ000224_03 . 04 04 . C25 . o3 . gs 

Start 8543 

GI none 

Exons 8543.. 8683 



Seq. ID OJ000224_03.0404.C25 
Strand 

End 8 683 

Method ' GENSCAN 

End 8683 

Score .54 



Seq. No. 47344 

Gene No. 100696 

Start 2954 

Name OJ000224_03 . 04 04 . C26 . o2 . gs 

Start 2954 

GI none 

Exons 2954.. 3055, 3060.. 3194 



Seq. ID OJ000224_03.0404.C26 

Strand + 

End 3194 

Method GENSCAN 

End . 3194 

Score .57 



Seq. No. 47344 

Gene No. 100697 

Start .4724 

Name OJ000224_03 . 0404 . C26 . o3 . gs 

Start 4724 

GI none 

Exons 4724.. 4911, 4944.. 5010, 5582. 

9537. .9654, 9830. .10030 



Seq. ID OJ000224_03.0404.C26 
Strand 

End 10030 

Method GENSCAN 

End 10030 

Score- .42 

.5719, 6837. .6995, 8853. .8960," 



Seq. No. 47345 

Gene No. 100698 

Start 145 

Name OJ000224_03 . 04 04 . C30 . ol . gs 

Start 145 

GI none 

Exons 145. . 302 



Seq. ID OJ000224_03.0404 .C30 

Strand + 

End 302 

Method GENSCAN 

End 302 

Score . 9 



Seq. No. 47346 

Gene No. 100699 

Start 3876 

Name OJ000224_03 . 04 04 . C31 . o2 . gp 

Start 3876 

GI none 

Exons 3876.. 4506 



Seq. ID . OJ000224_03.0404.C31 

Strand + 

End 4506 

Method AAT/GAP 

End 4506 

Score 1155 



Seq. No. 



47346 



Seq. ID OJ000224 03.0404.C31 



49019 



Gene No. 100700 Strand + 

Start 5267 End 5348 . 

Name OJ000224_03 . 0404 . C31 . o3 . gp Method AAT/GAP 

Start 5267 End 5348 

GI LIB3477-003-P1-K1-E9 Score 131 

Exons 5267. .5348 

GI Descrip. 1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s" 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47346 Seq. ID 

100701 Strand 

10305 End 

OJ000224_03 . 04 04 . C31 . o2 . np Method 

10305 End 

6630699 Score 
10305. .10384 

(AP000969)' hypothetical protein [Oryza sativa] 

gil 6721536 | dbj IBAA89566'. 1| (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000224_03.0404.C31 
+ 

10384 
AAT/NAP 
10384 
102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47346 Seq. ID 

100702 Strand 
10514 End 
OJ000224_03.04 04 .C31.o3.np Method 

10514 - End 

6539570 ' Score 



OJ000224_03.0404.C31 
+ 

11971 
AAT/NAP 
11971 
132 



10514. .10712, 10875. .10952, 11869. .11971 
(AP000836) hypothetical protein [Oryza sativa] 

47346 Seq. ID OJ000224_03 . 04 04 . C31 

100703 Strand 

1 End 8138 

OJ000224_03 . 0404 . C31 . ol . np Method AAT/NAP 

1 * . . End 8138 

3980411 Score 90 

1..70,- 4371. .4691, 7718. .8138 

(AC004561) putative proline-rich protein [Arabidopsis thaliana] 



47346 Seq. ID 

100703 Strand 
1 . End 
OJ000224_03.0404 .C31.ol.gp Method 

3691 End 

3761800 Score 
3691. .3957 



OJ000224_03.0404 .C31 

8138 
AAT/GAP 
3957 
444 



Seq. No. 47346 Seq. ID 

Gene No. 100703 Strand 

Start 1 End 

Name OJ000224_03 . 04 04 . C31 . o2 . gs Method 

Start 4050 End 

GI none Score 

Exons 4050.. 4355, 4406:. 4534 



OJ000224_03 . 04 04 . C31 

8138 
GENSCAN 
4534 
.88 



Seq. No. 
Gene No. 



47346 
100704 



Seq. ID 
Strand 



OJ000224 03.0404.C31 



49020 




otart 


1 n^no 

1U jUU 










i 0797 
1U 1 £ 1 


Nanie 


r\ tooo9 o a 


n a n a 
. U4 


. Lj 1 . Ol 


. tm 


Metnoa 


1 Dlj/io 1 A . Via. lZe 


b tart 


A 1 9 1 








fcjna 


H Z 0 D 




none 








Score 


17 1 
1/1 


Exons 


4 191 /iooc; 


A 1ZZ 


. . ft Z O 0 








Seq, No. 


47346 








Seq. ID 


OJ000224_03.0404 .C31 


Gene No. 


100704 








Strand 




o tar l 


1U JUU 








Lna 


107 97 - 
1 U / z / 


Name 


UUUUUZZ4 UJ 


U H U4 


P^l r>1 
. tjl . Ol 


. tw 


net nou 


TRT ZiQTY * Whp3 +- 
1 DLr\0 1A • VKIlcaL 


btart 


/I 1 9 1 
4 1 Z 1 








LJlQ 


A 9 7 Q 

ft z / y 




none 








Score 


I 1 o 

I I o 


Exons 


/M 9 1 a on o 


A 1 9 9 
4 1ZZ 


A 9 *7 1 
. . *1 Z / 1 








beq. no. 


47346 








beq. iu 


0100099 a m 0404 p^i 

b'JUUUZZfJ U J t U 1 • L Ol 


bene ino . 


100704 








Strand 




Start 


10300 








End 


10727 


Name 


OJ000224 03 


0404 


.C31.o4 


.gp 


Method 


AAT/GAP 


Of a yf 

o l a r tz ■■■ 


.10300 








End 


1 0797 


bl 


LIB3479-006- 


-Q6-K1-B11 




Score 


^7 9 


Exons 


10300. . 10727 










GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 1 . Oe- 


± jl u wiryza Ddiiva genomic 




DNA, chromosome 


6, clone :P0538C01' 




Seq. No. 


47347 








, Seq. ID 


OJ000224_03.04 04 .C32 


Gene No . 


100705 








^ St rand 


+ 


C f- -i v»+- 


727 








End 


Z JO J 


Name 


OJ000224 03 


0404 


.C32.ol 


.gs 


Method 


PIT M Q Zi M 


Of -\ vf 

o tar c 


727 








End 


9 ^ ft 

Z -5 0 0 


bl 


none 








Score 


. DO 


Exons 


727. .865, U 


$62. . 


2385 








Seq. No. 


47347 








Seq. ID 


OJ000224_03.0404 .C32 


Gene No. 


100706 








Strand 


+ 


Of -3 V"f 

o tart 


4573 








End 


R £4 1 


Name 


OJ000224 03. 


0404 


.C32.o3 


.gs 


Method 




otart 


4573 








End 


3 Oh 1 


bl 


none 








Score 


. 3 1 


Exons 


4573. .4634, 


5171 


. .5217, 


5577 


. .5641 




beq . no . 


47347 








Seq. ID 


OJ000224_03.0404 .C32 


Gene No . 


100707 








Strand 




Start 


1900 








End 


3151 


Name 


OJ000224 03. 


0404 


.C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1898 








End 


3086 


H T 
bl 


none 








Score 


38 


Exons 


1898. .1939, 


1900 


. .1938, 


1951 


.2160, 1973.. 2161, 2176. /2241, 




2255. .2272, 


2289 


. .2387, 


2302 


.2397, 2392. .2448, 2399. .2446, 




2652. .2681, 


2680 


. .2712, 


2685 


.2729, 2750. .2812,' 2760. .2813, 




2810. .2974, 


2817 


. .2969, 


2975 


.3085, 2994.. 3086 


Seq. No. 


47347 








Seq. ID 


OJ000224_03.0404.C32 


Gene No. 


100707 








Strand 




Start 


1900 








End 


3151 


Name 


OJ000224 03. 


0404 


.C32.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


1898 








End 


2241 


GI 


none 








Score 


50 



49021 



Exons 



1898. .1948, 1900. .1947, 1951. .2160, 1952. .2161, 2176. .2241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224 03.0404.C32 



47347 
100707 
1900 

OJ000224_03.0404.C32.ol.np 
1900 
4836876 
1900.. 2453, 2645.. 3103 

(AC007260) Similar to dTDP-D-glucose 4 , 6-dehydratase 
[Arabidopsis thaliana] 



OJ000224 03.0404.C32 



3151 
AAT/NAP 
3103 
957 



Seq. No. 


47347 








Seq. ID 


Gene No. 


100707 








Strand 


OLall 










HiIlU. 


Name 


UJ U UUZZ fi u J . 


U 4 U 4 


poo -I 
. t jZ . Ol 


. ts 


Method 


C4- -\ v>+- 

b tart 


1 y UU 








_no. 


C T 


none 








Score 


Exons 


i y uu . . lyjo; 


i y o y 


. . i y d o , 


i y o x . 


9 1 £0 1 1 
. Z ± OU , 1 




ZZOO . . ZZ / Z , 


9 9 Q Q 

z z o y 


. .Zoo / , 


9 ^09 
Z JUZ . 


9 ^ Q7 9 

. z o y / , z . 




Z DDZ . . Z DO I f 


Z DoU 


. . Z / 10 , 


Z boo . 


9 7 9 Q 9 ' 

. z / z y , z 




on 1 A O OAO 

zo iu . . zyuo , 


zol / 


. . ZoOZ 






Seq. No. 


47347 








Seq. ID 




1 00707 










Start 


i y uu 








_na 


Name 


(JJUUUZZ4 Uj. 


U 4 U 4 


. UoZ . O 1 . 


. tw 


Method 


C H 1 x~ 4- 


o n 9 a 








_na. 


r t 


none 








Score 


Exons 


ZUZ O . .ZlD/ f 


9 O 9 7 
Z UZ f 


Ol CO 

. . Z 1 D o , 


9 O 7 7 
Z U / / . 


9 1 9 
. Z 1 O D , Z . 




2305. .2394, 


2321 


. .2416, 


2392. 


.2421 


o e q . in o . 


4 7 *3 7 
4 / O 4 / 








oeq . iu 


Gene No . 


1UU / U / 








Strand 


otart 


i yuu 








_nu. 


Name 


UJUUUZz 4 U o . 


U4 U 4 


poo ^1 
. UJZ . 0 1 . 


» tc 


Method 


o tar l 


ZJU 1 








_na 




none • 








Score 


Exons 


9 "5 O 1 9 "}Q. 7 


9^0 9 


9 "3 Q 1 

. . z o y j. , 


9 "3 Q9 
z o y z . 


9 yl m 9 i 
. Z 4 0 1 , Z I 




2685. .2729, 


2750 


. .2812, 


2760. 


.2813, 2i 




2975. .3088, 


3018 


. .3089 






Seq. No. 


47347 








Seq. ID 


Gene No . 


100707 








Strand 


Start 


1900 








End 


Name 


OJ000224 03. 


0404 


,C32.o2, 


,gs 


Method 


Start 


2549 








End 


GI 


none 








Score 


Exons 


2549. .3151 










Seq. No. 


47347 








Seq. ID 


Gene No. 


100707 








Strand 


Start' 


1900 








End 


Name 


OJ000224 03. 


0404 


.C32.o2. 


, tw 


•Method 


Start 


2843 








End 


GI 


none 








Score 


Exons 


2843. .2974, 


2975 


. .3085, 


.3027. 


.3086 



3151 

TBLASTX: Soybean 

2908 

122 



OJ000224_03.0404.C32 
3151 

TBLASTX: Wheat 

2421 

81 

79. .2241, 2289. .2393, 



OJ000224_03.0404.C32 
3151 

TBLASTX: Cress 

.3089 

95 

32. .2681, 2680. .2712, 
L0..2974, 2817. .2969, 



OJ000224_03.0404.C32 

3151 
GENSCAN 
3151 
.58 



OJ000224_03.0404.C32 
3151 

TBLASTX: Wheat 

3086 

86 



49022 



Seq. No. 


47347 


Seq. ID 


OJ000224_03. 0404 , 


.C32 


Gene No . 


100707 


Strand 






Start 


1900 


End " 


3151 




Name 


OJ000224 03 0404 C32 o2 ts 


Mof hod 


TRTiASTX • ^ovbp^n 

j. i_-> j_IjTi o ± *\ . \j y u ^ ci 1 1 




Start 


2909 _ 


End 


3089 




GI 


none 


Score 


96 




Ex on s 


2909 2974. 2975 3088. '2994 


. 3089 






Seq. No. 


47348 


Seq. ID 


OJ000114_24.0315. 


CI 


Gene No. 


100708 


Strand ' 


+ 




Start 


5485 


End 


6281 




Name 


OJ000114 24.0315.Cl.o2.np 


Method 


AAT /NAP 




Start 


5485 


End 


6281 




GI 


4512231 


Score 


1239 




Pvnnq 


5485. .6281 








\-j j. j j. -i. k- 1 • 


(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


47348 


Seq. ID 


OJ000114_24.0315. 


CI 


Gene No. 


100709 


Strand 


+ 




Start 


6563 


End 


8621 




Name 


OJ000114 24.0315.Cl.o3.np 


Method 


AAT /NAP 




Start 


6563 


End 


8621 




GI 


6983860 


Score 


1760 




Pynn «=; 


6563". .7668, 8600.. 8621 








OX L/CjUJ — * 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


47348 


Seq. ID 


OJ000114_24.0315. 


CI 


Gene No. 


100710 


Strand 






Start 


1263 


End 


4060 




Name 


OJ000114 24.0315.Cl.ol.np 


Method 


AAT /NAP 




Start 


1263 


End 


4060 




GI 


5852179 


Score 


261 




Exons 


1263. .1285, 2575. .2645, 2749. 


.2941, 3016. .3216, 4040. .4060 


vj _L i_y w o — > — - k-J ■ 


(AL117265) zhb0009.1 [Oryza sativa] 






Seq. * No . 


47348 


Seq. ID 


OJ00011.4_24.0315. 


CI 


Gene No. 


100711 


Strand 






Start 


4677 


End 


4867 




Name 


OJ000114 24.0315.Cl.ol.gp 


Method 


AAT /GAP 




Start 


4677 


End 


4867 




GI 


LIB3433-026-P1-K1-C1 


Score 


248 




F.xon ^ 

1_J A \_/ llO 


4677. .4867 








GT Dpqrr i r> 


, 5852170/emb|AL1172 65. 1 I0ST17 


804 l.Oe- 


44 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


Seq. No. 


47348 


Seq. ■' ID 


OJ000114_24.0315. 


CI 


Oil \^ i-1 V-/ • 


100712 


Strand 






O Lai L 


8113 


End 


8510 




Name 


OJ000114 24.0315.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6730 


End 


6928 




GI . 


none 


Score 


192 




Exons 


6730.. 6927, 6746.. 6928 








Seq. No. 


47348 


Seq. ID 


OJ000114_24.0315. 


CI 


Gene No. 


100712 


Strand 







49023 




G f -a v-+- 


Q1 1 -3 
Oil J 


iina 


ft m n 

0 JlU 






Name 


piTnnnii^ 9/i n^i C\ pi ^1 fm 
UUUUU114 Z4 . u jid . bi . ox . cm 


Method 


TEST 7i OTY • 


Mai ze 




Of a yJ- 


D!?OU 


Hiiia 


7 "31 ft 
/ jlo 






P T 


none 


Score 


9 4 ft 
Z 4 O 








fiQftD 7^1 R fiQR^ 7*lftQ* 










Seq. No. 


47348 - 


Seq. ID 


OJ000114 


_24 .0315. 


XI 


Gene No. 


100712 


Strand - 








c -|- -=> >-f 


ftl 1 ^ 
0 x x 0 


Hi! 1U 


0 JlU 






Name 


piTnnmid 9 a n^i ^ pi ^1 i-w 

UJUUU114 Z 4 . Ujl J • bl .OX . LW 


f\A s~\ f V-\ 


TRT Z\ CTY • 
1 OX1R.0 1 A . 


TaTH oaf 






D j 0 U 


tjna 








P T 
bl 


none 


Score 


J X D 








U?OU • . / JJU 










Seq. No. 


47348 


Seq. ID 


OJ000114 


_24.0315. 


XI 


Gene No. 


100712 


Strand 








O Lai L 


ft 1 1 ^ 

O X X 0 


Fnrt 
£ji Id 


ft m n 

0 JlU 






No. me 


piTnnniid OA n^i s pi n9 -i-ur 

UuUUU114 . UjI J • bl . OZ . LW 


Kyi ^ f /"\ ^1 


TT3T Zi QTY « 
1 DXjriO 1 A . 


wnea u 




Qf a yf 


7 / QC ~~ 
/ 4 27 O 


HjIIQ. 


7ft70 






b X 


none 


Score 


£9 
OZ 






Exons 


74Q6 7^4^ 761 7ft70 764P 


! 7 ft £Q 
1 . . / 0 O J 








Seq. No. 


47348 


Seq. ID 


OJ000114 


_24.0315. 


XI 


Gene No. 


100712 


Strand 








OLalL 


ft 1 1 ^ 

Oil J 


£jf 1(1 


r m n 

0 JlU 






Name 


ATnnmi/i 9/t mi c; pi no ^0 
ujuuuii4 Z4 . u^xo . bi . oz . gs 


• Method 


bUjlNbbAN 






Of 2 >-f 

bt art 


0 X X O 


n^na 


O o 1 u 






PT 
bl. 


none 


Score 


7 7 






Exons 


pi 1 0 ft9£ft QA'ZQ pci A 
oil J . ,0^.00, oftjy. . O 0 X U 


... 








o e q . iN O . 


A 7 O A Q 

4 / 0 4 y 


oeq. 1JJ 


UJ UUUl 14 


OA mi R 
Z 4 . U O 1 D . 


P9 
bZ 


Gene No. 


100713 


Strand 


+ 






Start 


2684 


End 


5790 






Name 


OJ000114 24.0315.C2.o3.np 


Method 


AAT/NAP 






Qfa rf 


2684 


End 


5790 






PT 


4416302 


Score ' 


3403 






Exons 


2684. .5790 










bl UcSCIip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




o e q . in o . 


47349 


Seq. ID 


OJ000114 


_24 .0315. 


P9 
bZ 


bene ino • 


100714 


Strand 


+ 






Of a r-f 


13599 


End 


18380 






Name 


OJ000114 24.0315.C2.o5.np 


Method 


AAT/NAP 






Start 


13599 


End 


18380 






GI 


2708484 


Score 


1443 








13599. .13702, 13809 13918 , 


14068. . 14166, 14247 


. . 14303, ■ 






14488. .14643, 14731 14815, 


14925. .15015, 15451 


. . 15615, 






15695. . 15814, 16118 1 6193, 


16280. .17116, 17307 


. .17614, 






17735. . 17868, 17 97 1 . . 181 61 , 


18259.. 18380 






GI Descrip . 


(U79557) IAA24 [Arabidopsis 


thaliana] 








Seq. No. 


47349 


Seq. ID 


OJ000114 


_24.0315. 


C2 


Gene No. 


100715 


Strand 


+ 






Start 


25657 


End 


28539 






Name 


OJ000114 24.0315.C2.o6.np 


Method 


AAT/NAP 






Start 


25657 


End 


28539 






GI 


5042463 


Score 


405 







49024 



R vnn ^ 


25657 25677 27372 


2754 4 , 


28254. .28409, 28456 


2ft ^39 


O -L L/C; uLII ^-v • 


(AC0011&Q\ unknown 




[Oryza sativa] 




Sea No 


47349 




Seq. ID 


OJ000114_ 


24 . 0315 


Gene No . 


100716 




Strand 


+ 




Start 


31077 




End 


33342 




Name 


OJ000114 24. 0315. C2 


. o7". np 


Method 


AAT/NAP 




Start 


31077 




End 


33342 




GI 


4406814 




Score 


368 




R von <=; 


31077. .31311, 33221 


. .33342 










(AC006201) putative 


peptidyl-prolyl cis-trans isomerase 




[Arabidopsis thaliana] 








Seq. No. 


47349 




c orT t n 
ocq . x u 


n too m i a 


oa n^i ^ 


Gene No. 


100717 










Start 


33964 




RnH 

Hi 11 (J. 


34 Of) A 




Name 


OJ000114 24. 0315. C2 


.o2.gp 




r\t\ 1 / brtr 




Start 


33964 




RnH 


34 0(\ A 
O H U 4 




GI 


2442637 




Score - 


4 45 




R von 


33964. .34204 










Seq. No. 


47349 




Seq. ID 


OJ000114 


OA D"31 ^ 


Gene No. 


100718 




Strand 


+ 




Start 


34652 




End 


35775 




IN dlLLC 


OJ000114 24. 0315. C2 


. o3 . gp 


Method 


AAT/GAP 




O Lai L 


34652 




End 


35775 




GI 


31 f)7 M 5 




Score 


655 




R von c> 

ill A \J 1 1 o 


34652. .34865, 35642 


. .35775 








Seq. No. 


47349 




Seq. ID 


OJ000114_ 


OA 031 R 


Gene No. 


100719 




Strand 


+ 




Start 


36134 




End 


37493 




Name 


OJ000114 24. 0315. C2 


. o4 . gp 


Method 


AAT/GAP 




Start 


36134 




End 


37493 




GI 


none 




Score 


1165 




J-J ^k. 1 1 t^J) 


36134. .36215, 36294 


. .36493, 


37003. .37128, 37229 




Qprr Ma 


4'7 34 9 




Seq. ID 


OJ000114_ 


_24.0315 


Gene No. 


100720 




Strand 


+ 




Start 


39316 




End 


41502 




Name 


OJ000114 24. 0315. C2 


. o3 . gs 


Method 


GENSCAN 




Start 


39316 




End 


41502 




GI 


none 




Score 


.43 




R von 


39316. .39490, 39663 


. .39889, 


40540. .40598, 40726. 


.40795, 




41464. .41502 










O C ^ . LNU • 


47349 




Seq. ID 


OJ000114_ 


_24 .0315 


Gene No. 


100721 




Strand 


+ 




Start 


45378 




End . t 


47235 




Name 


OJ000114 24. 0315. C2 


. 08 . np 


Method 


AAT/NAP 




Q-|- 3 y-f- 
O Ldl L 


45357 




End 


47235 




GI 


7488427 




Score 


282 




Exons 


45357. .45725, 47209 


. .47235 








GI Descrip. 


wuschel protein - Arabidopsis thaliana 






Seq. No. 


47349 




Seq. ID 


OJ000114_ 


24 .0315 


Gene No. 


100721 




Strand 


+ 





49025 



Cf a v+- 


A R H ft 
ft O j / 0 


End 


47235 




N3IU6 


vJU UUUllfi Zft.UOlO.^Z.Ufi.yo 


Method 


GENSCAN 






4 11 ft ~~ 
4 O O / O 


End 


46419 




P T 


none 


Score 


.63 




T*^ V /"V to 


/coto 4^7^^ d^ft^R dRQTfi 
4 3 O / O . . ft D / 3 J , 4 JO JJ . . fi 3 .7 / O , 


46057. .46419 




OC4 . LNvJ . 


AHAQ 


Seq. ID 


OJ000114_24.0315 


O 




100722 


Strand 


+ 






51741 . 


End 


52073 




Name 


OJ000114 24.0315.C2.ol0.np 


Method 


AAT/NAP 




Start 


51741 


End 


52070 




P T 
ul 


7486045 


Score 


624 






51741. .52070 








bi uescrip. 


hypothetical protein F23F1.E 


) - Arabidopsis thaliana 






gi|3420051|gb|AAC31852.1| (AC004680) unknown protein 






[ Arabidops is thaliana] 








Seq. No. 


A "7 "3 A Q 

4 / 3 4 y 


Seq. ID 


OJ000114_24.0315 


.C2 


Gene No. 


1UU / z Z 


Strand 


+ 






0 1 / 4 1 


End 


52073 




Name 


OJ000114 24.0315.C2.o6.gs 


Method 


GENSCAN 






51741 


End 


52073 




P T 


none 


Score 


.77 




IT 1 v 0 
£LtXOIl£> 


01/41. . DZU / j 








Seq. No. 


A 1 1 A Q 

4 / 0 fi y 


Seq. ID 


OJ000114_2if 0315 


.C2 


Gene No. 


1 u u / Z J 


Strand 


+ 




Cf 3 r-f- 
uial L. 


JJ y fi fi 


End 


57970 




Name 


OJ000114' : 24 .0315.C2.o7.gs 


Method 


GENSCAN 




Cf a r-+- 


55944 


End 


57970 




P T 


none 


Score 


. 63 




L ' v n 0 


3 3 y 4 4 . . 3 3 y 4 y , 30431. . ddodU/ 


5674 6. .56870, 5695 6. .57 970 




Octj. IN O . 


4 / 34 y 


Seq. ID 


OJ000114_24.0315 


P9 


osnc ino . 


1 uu / Z j 


Strand 


+ 




Start 


33 y 4 4 


End 


57970 




Name 


OJ000114 24.0315.C2.o5.gp 


Method 


AAT/GAP 




Of- -1 -r+- 


57171 


End 


57620 




PT 


LIB3431-023-P1-K1-B10 


Score 


839 




C 1 v /-\ in 0 


57171. .57620 








P T Hoo/^yi t^i 
bl UcoLX ip . 


* 201 53/emb 1X57 919 | OS 12RG14R 


8.0e-83 0. 


sativa random single 




DNA fragment 12RG143R 1 








Seq. No. 


47349 


Seq. ID 


OJ000114_24.0315 


.C2 


Gene No. 


100724 


Strand 


+ 




Cf 2 r-f- 
OlalL 


61877 


End 


62096 




Name 


OJ000114 24.0315.C2.o9.gp 


Method 


AAT/GAP 






61877 


End 


62096 




P T 


none 


Score 


312 




IT 1 /~\ r~\ c 


61877. .62096 








Seq. No. - 


47349 


Seq. ID 


OJ000114_24.0315 


.C2 


Gene No. 


100725 


Strand 


+ 




Start 


64935 


End 


65049 




Name 


OJ000114 24.0315.C2.ol2.gp 


Method 


AAT/GAP 




Start 


64935 


End 


65049 




GI 


none 


Score 


197 





49026 






64 S £ SH 4 Q 

D4 3JJ . . OjU 4 ¥ 








Can Mn 


4 7"34Q Qorr Tn 


UJ U U U X X 4 


Z h . UjXj 




Gene No. 


100726 Strand 








Start 


1 End 


1741 






Name 


O.TOnOI 1 4 2 4 0^1 S nl nn M^t-hoH 


a a t / ni a p 






O Lai. L 


X EillQ 


17 4 1 
X / 4 X 






(IT 










DAUi 1 0 


1 ^71 1 S7 0 1741 

X . . J / / 1 J / U • •1/41 










^nrUUlU / ^ ^ Iiy LyU Lilt? L ltdi LJxULcXIl |_VJxyZa 


sat i va J 






Con Kin 


47349 Seq. ID 


OJ000114_ 


_24.0315. 


.C2 


Gene No. 


100727 Strand 








Start 


5742 End 


14325 






Name 


OJ000114 24.0315.C2.o4.np Method 


AAT/NAP 






O Lai L 


5742 End 


14325 






O X 


6721516 Score 


620 








5742. .5835, 6522. .6685, 9890. .10143, 10554 108 09, 14 301 ... 14325 


rZT Hoc py i 
oX UcoUI . 


(AP001072) hypothetical protein [Oryza 


sativa] 






Oc^ . LNU . 


47349 Seq. ID 


OJ000114_ 


_24.0315, 




OtJIlc IN (J. 


100728 Strand 








Start 


45776 End 


50446 






Name 


OJ000114 24.0315.C2.o9.np Method 


AAT/NAP 






O L. a X L. 


45776 ' End 


49995 






PT 
VJ X 


6648198 Score 


377 






IT 1 v i"i c? 


45776. .45793, 47753 .. 4781 9, 4 8143 .. 48242, 49586. 


. .49691, 






49803. .49995 . 








UX L'C O i- X£J . 


(AC013483) unknown protein [Arabidopsis thaliana] 




Oc^ i INvJ . 


47349 Seq. ID 


OJ000114_ 


_24 .0315. 


C2 


Gene No. 


100728 Strand 








Start 


45776 End 


50446 






Name 


OJ000114 24.0315.C2.o5.gs Method 


GENSCAN 






OLdl I 


47724 End 


50446 






\j x 


none Score 


.75 








- 47724 .. 47819, 48143 .. 48242, 4 958 6 .. 4 9691 , 49803. 


.50119, 






50343. .50446 








Seq. No. 


47349 Seq. ID 


OJ000114_ 


24 .0315. 


C2 


Gene No. 


100729 Strand 








Start 


57718 - End 


58142 






Name 


OJ000114 24.0315.C2.o6.gp Method 


AAT/GAP 






OLdl L 


57718 . End 


58142 






d x 


none Score 


819 








57718. .58142 








Seq. No. 


47349 Seq. lb ' 


OJ000114_ 


24 .0315. 


C2 


Gene No. 


- 100730 Strand 








O Lui. L 


61441 End 


68675 






Name 


OJ000114 24.0315.C2.ol3.tm Method 


TBLASTX: Maize 




Start 


2512 End 


2872 






GI 


none -Score 


105 






Exons 


2512. .2604, 2514. .2606, 2633. .2872, 2641. .2709, 


2737. .2865 


Seq. No. 


47349 Seq. ID 


OJ000114_ 


24 .0315. 


C2 


Gene No. 


100730 Strand 









49027 




u Lai L. 


U JL H H X 








TT ri 


£Q £7 R 


Name 


n Tnnn i i 4 9 /i 

vJJ UUU X Xft Z 4 


n.91 ^ 
. U J x 0 


. LZ . OO . 


tw 


Method 


1 dXiAo 1 a : wneat 




9 £Ci7 








tna 


z y bo 


C T 


none 








Score 


017 
zx / 


Exons 


9 £ R7 OQ^C 

zoo t . . z y oo , 


9 £ £9 


9ftfi 9 
. . ZOO J 








o6C[ . INO . 


^ / oft y 








Seq. ID 


OJ000114_24.0315.C2 


Gene No. 


100730 








Strand 




Start 


61441 








End 


68675 


Name 


n mom 1 4 94 


091 r 

• v Ji J 


CO nQ 


Lilt 


.Method 


TBLASTX: Maize 


otaJ.1 


OQ7C 

Z O / 0 








■ End 


3267 


p t 

(aX 


none 








Score 


89 


Exons 


Zo / 0 . . jUUD, 


9 Q 7 £ 


. . 3 u , 


0 QQ9 
z y yZ . 


.3216, 2994. .3200, 2995. .3267 




9 QQQ 99 £R 
Z y y y . . JiOj 












Seq. No. 


47349 








Seq. ID 


OJ000114_24.0315.C2 


Gene No. 


100730 








Strand 






£14 4 1 
O X *i *± X 








End 


. 68675 


Name 


UJ UUUXXf! Z fl 


n 9 1 R 


r*9 ^ 0 
. UZ . OZ . 


tl W 


' Method 


TBLASTX: Wheat ■ 


o Lair l 


jUj / 








End 


3602 


C T 


none 








Score 


261 


Exons 


9n 97 "3 0 £7 


O A O Q 


. . JZOO/ 


9 9 9 9 
33Zo . 


.3400, 3429. .3602, 3430. .3600 


oeq, IN o . 


ft / 3 f* 








Seq. ID 


OJ000114_24.0315.C2 


Gene No . 


1 n n 7 9n 
xuu / JU 








Strand 




Start 


61441 








End 


68675 


Name 


OJ000114 24 


.0315 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 












End 


4071 


C T 
LrX 


none 








Score 


109 


tjXons 


"5979 OT/i'D 


oz / y 


9 9/1/1 


99 QQ 
3Z 3* O . 


.3345, 3339.. 3920, 3344.. 3409 




JJO / . . J / Dl, 


94 9 7 


9Q£H 


9 4 90. 


.3960, 3969. .4070, 3973. .4071 




4H91 

4 UZ X . . 4 UD y 












Seq. No. 


47349 








Seq. ID 


OJ000114_24.0315.C2 


Gene No. 


100730 








Strand 




OtaiT, 


£14 4 1 

O X H H X 








End 


68 675 


Name 


n to nm 1 /i 94 
UJ UUUX X4 Z4 


. UjI j 


r"9 ^ R 
. UZ . OO . 


ts 


Method 


TBLASTX : Soybean 


otar l 


J4 Jl 








End 


-3912 


*aX 


' none 








Score 


338 


IT 1 v r\ Y"\ o 
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100730 






Strand 






Start 


61441 






End 


68675 




Name 


OJ000114 24. 0315. C2 . 


o7.gp 


Method 


AAT/GAP 




Start 


60966 






End 


61232 - 





49034 






none 




Score 


^7 R 




E 1 w /~\ -pi o 
Hi Awl I o 


6HQ66 61 9"}9 










Seq. No. 


47349 




Seq. ID 


OJ000114_24 .0315. 


C2 


Gene No. 


100730 




Strand 








614 41 




FnH 


6ft 67 R 




Name 


o.Tnnm i d 94 rm r P9 


Oo . gp 


L v Itr t ilvJCi 


&z\t /pz\p 




Of- a -rt- 


^1 rids . 




PnH 


61 9^ 




PT 

O J. 


J. D JtU J4 




Q oo r*o 


9Q6 




R von 


6104S 619^H 










Can Mo 
OcCj. LN (J . 


4 7 ^4 Q 




Seq. ID 


OJ000114_24.0315. 


P9 


Gene No. 


100730 




Strand 






Start 


61441 




End 


68675 




Ma mo 


n.Tfinm i 4 94 rm r r? 


oft nc 


Method 


GENSCAN 






61 4 4 1 _ 
DJL1 1 1 




End 


68675 




PT 
bX 


none 




Score 


.55 






61441 614 6^ 61 ft ft r 


6^4 QQ 


63584 . . 6364 0, 64 334 . . 6504 7, 






66R1 6 666QQ 6701 1 


67 1 4 4 

• D / X 4 4 , 


68429.-68564, 68S99..68675 




Seq. No. 


47349 




Seq. ID 


OJ000114_24 .0315. 


C2 


Gene No. 


100730 




Strand 








614 41 




End 


68675 




Name 


ninnm 1 4 94 0^1 R P9 


0 x u . gp 


Method 


AAT/GAP 




uldi L 


69HQ7 _ 




End 


62984 




py 


none 




Score 


1662 




Exons 


69DQ7 69QR4 












4 7 ^ 4 Q 




Seq. ID 


OJ000114_24 .0315. 


P9 


bene i\o . 


i no7 

1UU / -3U 




Strand 






Start 


61441 




End 


68675 




Name 


OJ000114 24. 0315. C2. 


06 . tm 


Method 


TBLASTX: Maize 




u Lai L 


69 Q 




End 


63246 




pT 


n on o 




Score 


46 




von q 


69^RQ 6976Q 69^QD 


694 R R 


6254 9. .6277 6, 62558. .62776, 






69774 69ft^Q 6977R 


69ft R R 


6284 0. . 63094, 62841. . 6304 4, 






6^041 6^9^9 6^i ri 


6^94 6 








Q&rr Mo 


4'7^4 Q 




Seq. ID 


OJ000114_24 .0315. 


P9 


Gene No. 


100730 




Strand 






Start 


61441 




End 


68675 




Name 


o.Tonni 1 4 94 rm r P9 


0 1 1 . np 


Method 


AAT/NAP 




u Lai L, 


DjU / O 




End 


66713 




PT 


477 RRD 




Score 


141 




LiAUllO 


6^076 6^1 OR 6446ft 


. 64774, 


66586.. 66713 




p T pio crri n 


TnorA7m -f- o OT"*of~oi n RV> 


i-l - Babesia bovis 


( fragment ) 




Qarr Mo 
O C CJ . LN (J . 


47-340 




Seq. ID 


OJ000114_24 .0315. 


P9 


Rpnp Mo 


100730 




Strand 






Start 


61441 




End 


68675 




Name 


OJ000114 24. 0315. C2. 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


63424 




End 


64498 




GI 


none 




Score 


111 . 




Exons 


63424. . 63501, 63424. 


. 63501/' 


63566. . 63616, 63567 63620, 






64028. . 64222, 64063. 


.64203, 


64074. .642' 


11, 64355. . 64498, 





64375. .64497 



49035 




beq. No. 


a n o a n 

4 / J4 y 


Seq. ID 


OJ000114_ 


24.0315. 


LZ 


bene no . 


1UU / JU 


Strand 








Start 


b!4 4 1 


End 


68675 






Name 


UJUUUI14 . UJlO.LZ.OO.tW 


Method 


TBLASTX: Wheat 




btart 


a a a a q 

d4 4 by 


End 


65047 






GI 


none 


Score 


134 






Exons 


64469.-64627, 64511 .. 64651 , 


64511. .64651, 64529. 


CA CQ7 






04 OZ y . . OHO J 3 f 04041. . 04 / Z y , 


64553. .64792, 64559. 


CA 1 A 1 






C A CdQ r /IT7 Q C A CO A C AH H "7 

D4bUy..D4//y, b4 bz4 b4 / U/ , 


64727. .64825, 64740. 


. 04 O Z U , 






o4 / 04 . . o4 o4 y , o4 / 30 . . b4 o 4 1 , 


64784 . . 64915, 64785. 


£d Q1 £ 






d4 / o 0 . . b4 y 1 b , b4 o i b . . b4 y Jo , 


64906. . 65043, 64910. 


.65044, 






b4 y 1U . . boU4 / 










beg. no. 


A H "5 A Q 

4 / j 4 y 


Seq. ID 


OJ000114_ 


Z H . UjIj . 


bZ 


Gene No. 


100730 


Strand 








Start 


61441 


End 


68675 






Naine 


UJUUU114 z 4 . U j1 J . . Oil . qp 


Method 


AAT/GAP 






otart 


C A A "7 Q 

b4 4 / o 


End 


64879 






bi 


b4 o bb 1 . Kl Uo 4 


.Score 


712 






Exons 


C A A ~7 Q C A Q n CX 

b4 4/o..b4o/y 










GI Descrip. 


4/0/04 z.ue- ±o (Nyyo/o) oo 


kDa protein [Babesia 


bovis] 1 




Seq. No. 


47350 


Seq. ID 


OJ000114_ 


OA n *3 1 r; 
Z4 . 10 . 


C3 


Gene No. 


100731 


Strand 


+ 






Start 


QIC 

o 1 b 


End 


5056 






Name 


OJUUU114 Z 4 . U Jlo . C j . Ol . qs 


Method 


GENSCAN 






Start v- 


O 1 0 


End 


5056 






bl 


none 


Score 


.55 






Exons 


oi z: ooo -\ r\ a a i i o /i /imo 
olb. .ooz, ±U44..11o4, 4y/z.. 


5056 








beq . no . 


/men 
4 / J OU 


Seq. ID 


OJ000114_ 


24.0315. 






100732 


Strand 


+ 






Start 


6273 


End 


' 8643 






Name 


OJ000114 24 .0315.C3.ol.np 


Method 


AAT/NAP 






Start 


6273 


End 


8613 






GI 


7484692 


Score 


413 






Exons 


6273..6367, 7495. .8613 










GI Descrip. 


anthranilate N-benzoyltransf erase (EC 


2.3.1.144) 


- clove 


pink 



qi | 223908 9 | emb | CAB064 30 . 1 | (Z84 38 6) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] 
qi | 3288180 | emb | CAB1 14 66. 1 | (Z987 58) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 



Seq. No. 


47350 










Seq. ID 


OJ000114_24 .0315 


Gene No. 


100732 










Strand 


+ 


Start 


6273 










End 


8643 


Name 


OJ000114 24 


.0315 


.C3 


o2 


. gs 


Method 


GENSCAN 


Start 


7303 










End 


8643 


GI 


none 










. Score 


1 


Exons 


7303. .8643 














Seq. No. 


47350 










Seq. ID 


OJ000114__24 .0315 


Gene No. 


100733 










Strand 




Start 


8283 










End 


11163 


Name 


OJ000114 24 


0315 


C3 


ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


7501 










End 


11121 


GI 


none 










Score 


73 



49036 



Exons 



7501. .7674, 7660. .7848, 7701.. 
8365.. 8607, 8403.. 8546, 10918, 



7862, 8053. .8334, 8130.. 8330, 
.11121 



O \-4 . li ^ . 


47350 




Seq. ID 


OJ000114 


24 0315 C3 




100733 




Strand 






Start 


8283 




End 


11163 




Name 


OJ000114 24. 


0315.C3.ol.tw 


Method 


TBLASTX : 


Wheat 


Start 


7701 ~~ 




End 


8127 




GI 


none 




Score 


136 




Exons 


7701. .7820, 


7702.. 7815, 7833. 


.7907, 7834. .8127, 


7977 . .8108 


Sea No 


47350 




Seq. ID 


OJ000114 


24 0315 C3 


VJC11C LN ^ • 


100733 




Strand 






Start 


8283 




End 


11163 




Name 


OJ000114 24 


0315 C3 ol tm 


Method 


TBLASTX : 


Mcii z© 


Start 


8070 ~~ 




End 


11150 






none 




Score 


165 




Exons 


8070 . .8330, 


8071.. 8334, 8371. 


.8496, 8415. .8486, 


11029 . . 11136, 




11039. .11110 


, 11094. .11150 








Seq. No. 


47350 




Seq. ID 


OJ000114 


_24.0315.C3 


Gene No. 


100733 




Strand 






Start 


8283 




End 


11163 




Name 


OJ000114 24. 


0315.C3.o2.np 


Method 


AAT/NAP 




Start 


8283 




End 


11163 




GI 


131277 




Score 


146 




Exons 


8283. .8397, 


10294. .104 61, 10596. .1074 4, 


11131. . 


11163 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN {CP-47 PROTEIN) 
gi I 82629|pir | | S14140 photosystem II chlorophyll a-binding 
protein psbB - wheat chloroplast gi 1 12357 | emb | CAA3854 1 . 1 1 
(X54749) chlorophyll a-binding protein CP47 [Triticum aestivum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114 24. 0315. C3 



11163 
AAT/NAP 
11163 
145 



47350 
100733 
8283 

OJ000114_24 .0315.C3.o3.np 
10912 
7484692 
10912.. 11163 

anthranilate N-benzoyltransf erase (EC 2.3.1.144) 
gi | 2239089 | emb | CAB064 30 . 1 | (Z84 38 6) anthranilate 
N-hydroxycinnamoyl /benzoyl transferase [Dianthus caryophyllus ] 
gi|3288180|emb|CAB11466.1| (Z98758) anthranilate 
N-hydroxycinnamoyl /benzoyl transferase [Dianthus caryophyllus] 



clove pink 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47351 Seq. ID 

100734 Strand 

4 0 End 

OJ000114_24 . 0315.C4 .ol . tm Method 

22 End 

none Score 

22. .387, 43. .384, 107. .388 



OJ000114_24 .0315.C4 
388 

TBLASTX: Maize 

388 

118 



Seq. No. 47351 Seq.:'. ID 

Gene No. 100734 Strand 

Start 40 End 

Name OJ000114_24 . 0315 . C4 . ol . gs Method 



OJ000114_24 .0315.C4 
388 

GENSCAN 



49037 



Start 
GI 

Exons 



40 

none 
40. .384 



End 384 
Score .96 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47352 Seq. ID 

100735 Strand 

1 End 2224 

OJ000114_24 .0315.C5.o2.np Method AAT/NAP 

1 ' End 2224 

4680183 Score 104 
1..40, 2136. .2224 

(AF111709) gag-pol protein [Oryza sativa subsp. 



OJ000114_24.0315.C5 
+ 



indica] 



47352 Seq. ID 

100736 Strand 

1183 End 

OJ000114_24 .0315.C5.o3.np Method 

1183 ■* End 

7340881 Score • 



OJ000114_24.0315.C5 

4059 
AAT/NAP 
4059 
190 



1183. .1235, 2958. .3275, 3406.. 3550, 4012. .4059 
(AP001551) hypothetical protein [Oryza sativa] 



47352 

100736 

1183 

OJ000114_24 .0315.C5.ol.np 
2013 
6721561 
2013. .2103 
(AP001073) EST 
predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_24.0315.C5 

4059 
AAT/NAP 
2103 
133 



AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.ll' (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


47353 




Seq. ID 


OJ000114 


_24, 


.0315 


-C6 


Gene* No. . 


100737 




. Strand 


+ . 








Start 


24 




End 


604 








Name 


OJ000114 24 .0315.C6.ol 


.gs 


■ Method 


GENSCAN 








Start 


24 




End 


604 








GI 


none 




Score 


.48 








Exons 


24. .155, 173. .604 














Seq. No. 


47353 




Seq. ID 


OJ000114 


_24. 


.0315 


.C6 


Gene No. 


100738 




Strand 


+ 








Start 


7761 




End 


8119 








Name 


OJ000114 24.0315.C6.o4 


.gs. 


Method 


GENSCAN 








Start 


7761 




End 


8119 








GI 


none .. 




Score 


. 6 








Exons 


7761. .7896, 8046. .8119 














Seq. No. 


47353 




Seq. ID 


OJ000114 


_24. 


,0315 


• C6 


Gene No. 


100738 




Strand 


+ 








Start 


7761 




End 


8119 








Name 


OJ000114 24.0315.C6.o2 


• gp 


Method 


AAT/GAP 








Start 


7833 




End 


8119 








GI 


uC-osflcyp080h06al 




Score 


228 









49038 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7833. .7896, 8046. .8119 

'4105124/gb|AF043347 (AF043347 3.0e-17 Zea mays cell wall 
invertase (incw4)- gene,* complete cds 1 



47353 Seq. ID 

100739 Strand 

1388 End 

OJ000114_24 . 0315 . C6 . ol . np Method 

1373 End 

5052007 Score 



OJ000114_24.0315.C6 

3751 
AAT/NAP 
3745 
1952 



1373. .1624, 1705. .1798, 1935. .2338, 2439.-3336, 3594. .3745 
(AF155121) apoplastic invertase [Oryza sativa subsp. indica] 



47353 

100739 

1388 

OJ000114_24.0315.C6.o2.gs 
1388 . 

none ' - 



Seq. ID OJ000114_24 .0315. C6 
Strand 

End 3751 

Method GENSCAN 

End 37 51 

Score .96 



1388. .1624, 1705. .1798, 1935. .2338, 2439. .3331, 3598. .3751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47353 

10074 

3891 

OJ000 

1433 

none 

1433. 

1720. 

2054. 

2724. 

3267. 

4588. 

5087. 

5699. 

6092. 



0 

114 24, 



.1597, 
.1806, 
.2173, 
.2999, 
.3335, 
.4662, 
.5155, 
.5752, 
. 6154, 



0315.C6.ol.tm 



1434. 
1934. 
2154. 
2788. 
3268. 
4684 . 
5209. 
5771. 



,1598, 1548. 

,1984, 1965. 

,2234, 2249. 

,3000, 2983. 

,3333, 3591. 

,4761, 4692. 

5235, 5245. 

5797, 5813. 



6129. .6341, 6338. 



Seq. ID OJ000114_24.0315.C6 
Strand 

End 6961 

Method TBLASTX : Maize 

End 6850 

Score 75 

.1637, 1556. .1624, 1709. .1807, 

.2054, 1982. .2053, 2051. .2233, 

.2344, 2253. .2333, 2442. .2594, 

.3084, 3000. .3260, 3001. .3270, 

.3638, 3599. .3640, 4584. .4670, 

.4760, 4849. .4911, 5083. .5154, 

.5451, 5254. .5430, 5513. .5674, 

.6040, 5814. .6035, 6071. .6331, 
.6403, 6797. .6880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.47353 

10074 

3891 

OJ000 

1433 

none 

1433. 

1720. 

2054. 

2724 . 

3267 . 

4588. 

5087. 

5699. 

6092. 



0 

114 24, 



.1597, 
.1806, 
.2173, 
.2999, 
.3335, 
.4662, 
.5155, 
.5752, 
.6154, 



Seq. ID 
Strand 



OJ000114 24. 0315. C6 









End 


6961 






0315. 


C6.ol. 


ts 


Method TBLASTX: 


Soybean 








End 


6880 












Score 


75 








1434. 


. 1598, 


1548. 


.1637, 


1556. , 


.1624, 


1709. . 


1807, 


1934. 


.1984, 


1965. 


.2054, 


1982. . 


.2053, 


2051. . 


2233, 


2154. 


.2234, 


2249. 


.2344, 


2253. , 


.2333, 


2442. . 


2594, 


2788. 


.3000, 


2983. 


.3084, 


3000. - 


.3260, 


3001. . 


3270, 


3268. 


.3333, 


3591. 


.3638, 


3599. - 


.3640, 


4584 . . 


4670, 


4684 . 


.4761, 


4692. 


.4760, 


4849. . 


.4911, 


5083. . 


5154, 


5209. 


.5235, 


5245. 


.5451, 


5254. . 


.5430, 


5513. . 


5674, 


5771. 


.5797, 


5813. 


.6040, 


5814. . 


. 6035, 


6071. . 


6331, 


6129. 


. 6341, 


6338. 


.6403, 


6797. , 


.6880 







Seq. No. 47353 Seq. ID 

Gene No. 100740 Strand 

Start 3891 End 

Name OJ000114 24 . 0315 . C6 . ol . tc Method 



OJ000114_24.0315.C6 
6961 

TBLASTX: Cress 



49039 






1 A A ft 
X 4 4 0 








End 


6403 




P T 


none 








Score 


81 




Exons 


1448. .1624", 


1557. 


.1637, 


1934. 


.1993, 1979. .2104, 


2117. .2344, 




2157. .2216, 


2253. 


.2333, 


2439. 


.2573, 2446. .2562, 


2628. .2750, 




9699 9709 


97 M 


99ft 4 


2779 


.2967, 2986. .3261, 


3000 3260 




0<£ U f • . JJJJ/ 


^971 


3333 
. j j j j / 


3599 

J %J _7 Z? . 


.3640, 3600.. 3650, 


4584 4760 

4-JU4. . 4 1 \J \J f 




4 619 47 61 


4ft S"* 
4 0 0 0 . 


4 9^ 

. 4 _7 O O , 


soao 


.5199, 5242. .5343, 


S347 5451 

JJ4 / . .J4J1, 




6 ^6^6 


R69Q 

JD33. 


"^7 94 


SR07 


.6046, 5808. .5942, 


5 994 -60 5 3 




606ft 6^1 


61 99 


633? 


6338 

U J JO • 


.6403 






oeq. L\ O . 


4 / J J J 








Seq. ID 


OJ000114 


24 0^1 5 C6 

£.4 . U Ji. J • vj 


bene lno . 


x u u / 4 u 








Strand 






Start 


3891 








End 


6961 




Name 


OJ000114_24 


.0315. 


C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Of- -a rt 










End 


5193 




bl 


none 








Score 


91 




Exons 


14 4ft 1 69 4 

1410 • .10^4, 


1 4 

14 JJ • 


1 6^7 


14 61 

11 Ui. t 


.1625, 1510.. 1647, 


1702 1800 




1 Q?4 i Qfifi 

1 .7 O 4 . . i?DO/ 


1 979 
1 r? / -z? • 


9068 


1 980 

1 Zf O \J * 


.2069, 4584. .4760, 


4584 -4760 

4JCJ4. .4 f \J\J f 




4 SR S 4 7 61' 

4 JO J . .4 / OX/ 


4 ft 

4 0 0 0 • 


4 9^ 

• 4 Zf 0 0 , 


J U J J . 


.5079, 5074.. 5193, 


' 5081 ■ 5161 

JV/Ul. t J 1 Ul 


Con Ma 

oeq. lm o . 


4 1 OOO 








Seq. ID 


OJ000114 


94 0^1 S Pfi 

^.4 ■ L/J1J . 


Gene No. 


100740 








Strand 






Start 


3891 








End 


6961 




Name 


n.Tnnni 14 9 4 


0^1 ^ 

. UJ1J . 


P6 0^ 




Method 


TBLASTX: 


Wheat 


onar l 


Z 1 4 X 








End 


5656 




PT 


none 








Score 


56 




HiXons 


914 1 99^Q 

z x 4 x . . ^zoy/ 


9 9 ^ft 
Z Z O 0 . 


9^99 
. Z j3Z, 


9 9 ^ft 


.2305, 2439.-2573, 


^.4JJ. . lJOO/ 




^94 9 ^406 
JZ4Z . . J4UD; 


^S1 ^ 


^6^6 
■ J O O D 










beq . no . 


4 *7 "3 G. 








Seq. ID 


OJ000114 


94 0^1 S Pfi 

^4 . U J1J .V^O 


Gene No. 


100740 








Strand 






Start 


3891 








End 


6961 




Name 


o.tooo 1 14 94 

vuuuy 114 £.4 


0^1 s 
. u 0 1 0 . 


P6 Ol 


■h w 
u w 


Method 


TBLASTX: 


Wheat 




"31 09 ~~ 








End 


6838 




PT 

kjl 


none 








Score 


138 




Exon s 


^1 09 "3960 


^109 




^1 1 R 
j 1 1 0 ■ 


.3333, 3589.. 3630, 


3599 3652 




^600 ^699 


617^ 

Ol f J-. 


* U 4 \J vJ , 


fil 74 

u 1 / 4 . 


.6356, 6797. .6838, 


6798 6830 


oeq. in o . 


4 7 ^ R ^ 








Seq. ID 


OJ000114 


24 0315 C6 


belle LN(J . 


1 00740 

iuu / 4 \j 








Strand 






Start 


3891 








End 


6961 




Name 


OJ000114 24 


.0315. 


C6.o2. 


np 


Method 


AAT/NAP 






^R 91 

-J O _7 X 








End 


6961 






^0 S9007 








Score 


1956 




Exons 


7RQ1 ^QSQ 


4578. 


.4760, 


4838. 


.4931, 5036. .5439, 


5528: . 6411, 




6796 6Q61 














ui uescixp. 


\ r\C X O O X Z. X ^ 


apoplastic invertase [Oryza 


sativa subsp. indica] 


Seq. No. 


47353 








Seq. ID 


OJ000114 


_24 .0315.C6 


Gene No. 


100740 








Strand 






Start 


3891 








End 


6961 




Name 


OJ000114 24 


.0315. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


4548 








End 


6877 




GI 


none 








Score 


.79 




Exons 


4548. .4760, 


4838. 


.4931, 


5036. 


.5439, 5528. .6402, 


6796. . 6877 


Seq. No. 


47353 








Seq. ID 


OJ000114 


__24 .0315.C6 



49040 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100740 Strand 
3891 End 
OJ000114_24.0315.C6.ol.gp Method 
4 683 End 
LIB34 33-054-P1-K1-G10 Score 
4683. .4760, 4838. .4931, 5036. .5322. 

1 4,80566/pir | | S37047 5.0e-35 beta-f ructof uranosidase (EC 
3.2.1.26) - potato >gi_397 631_emb_CAA80358_ (Z22645) 
■beta-f ructof uranosidase [Solanum tuberosum] 1 



6961 
AAT/GAP 
5322 
807 



Seq. No. 47354 Seq. ID OJ000114_24 . 0315 . C7 

Gene No. 100741 Strand 

Start 1239 End 1504 

Name OJ000114_24 . 0315 . C7 . ol . gp Method AAT/GAP 

Start 1239 End 1504 

GI uC-osflcyp080h06al Score 511 

Exons 1239.. 1504 

GI Descrip. 1 4 105124 /gb | AF043347 | AF043347 3.0e-17 Zea mays cell wall 
invertase (incw4) gene, complete cds ' 



Seq. No. 


47355 


Seq. ID 


OJ000114_24.0315 


.C8 


(~2. q n q KT /-v 


100742 


Strand 


+ 




OLait 


1769 


End 


2232 




Name 


OJ000114 24 .0315.C8.o2.np 


Method 


AAT/NAP 




o ran. 


1769 


End 


2232 






6006381 


Score 


190* 




Exons 


1769.. 2034, 2061. .2232 








\j± uescrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




kj C « 11 • 


47355 


Seq. ID 


OJ000114_24.0315 


.C8 


Gene No. 


100743 


Strand 






Start 


1 


End 


2368 




Name 


OJ000114 24.0315.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1307 




GI 


6553892 


Score 


208 




Exons 


1..82, 149. .409, 1209. .1307 








GI Descrip. 


(AC012563) putative S-adenosyl-L-methionine : salicylic acid 




carboxyl methyltransf erase 


[Arabidopsis thaliana] 




Seq. No. 


47355 


Seq. ID 


OJ000114_24.0315 


C8 


Gene No. 


100743 


Strand 






Start 


1 


End 


2368 




Name 


OJ000114 24.0315.C8.ol.gs 


Method 


GENSCAN 




Start 


11 


End 


2368 




GI 


none 


Score 


.51 




Exons 


11. .409, 1221. .1337, 1982.. 


2159, 2220. . 


2368 




Seq. No. . 


47355 


Seq. ID 


OJ000114_24.0315 


C8 


Gene No. 


100744 


Strand 






Start 


3643 


End 


3938 




Name 


OJ000114 24.0315.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5 


End 


221 




GI 


4396917 


Score 


49 




Exons 


5. .79, 9. .68, 146. .220, 150 


. .221 






GI Descrip. 


2982464/emb_CAA18228_ 3.0e- 


23 (AL022223) putative protein 




[Arabidopsis thaliana] 









49041 



Seq. No. 


47355 






Seq. ID 


OJ000114 


Gene No. 


100744 






Strand 




Start 


3643 " 






End 


3938 


Name 


OJ000114 24 


.0315.C8.ol. 


tc 


Method 


TBLASTX : < 


Start 


158 






End 


1292 


GI 


none 






Score 


133 


Exons 


158. .355, 168. .347, 338 


. .409, 


1221. .1292 


Seq. No. 


47355 






Seq. ID 


OJ000114_ 


Gene No. 


100744 






Strand 




Start 


JUU 






End 


3938 


Name 


OJ000114 24 


.0315.C8.o2. 


gs 


Method 


GENSCAN 


Start 


3643 






End 


3938 


GI 


none 






Score 


.95 


Exons 


3643. .3654, 


3795. .3938 








Seq. No. 


47356 






Seq. ID 


OJ000114_ 


Gene No. 


100745 






Strand 


+ 


Start 


1 
1 






End 


4412 


Name 


OJ000114 24 


.0315.C9.o2. 


np 


Method 


AAT/NAP 


Start 


1 






End 


4412 


GI 


7339707 






Score 


73 


Exons 


1..56, 1564 


..1662, 3112 


. .3247 


, 4386. .4412 


GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


47356 






Seq. ID 


UJ UUU1 14 


Gene No. 


100745 






Strand 


+ 


Start 


i 






End 


A A T 9 
H fi 1 Z 


Name 


OJ000114 24 


.0315.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1633 






End 


2515 


GI 


none 






Score 


.93 


Exons 


1633. .1786, 


2346. .2515 








Seq. No. 


47356 






Seq. ID 


OJ000114_ 


Gene No. 


' 100746 






Strand 




Start 








End 


3039 


Name 


OJ000114 24 


.0315.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1298 






End 


3039 


GI 


7339707 






Score 


71 


Exons 


1298. .1449, 


1513. .1684, 


2878. 


.3039 




GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47356 






Seq. ID 


OJ000114_ 


Gene No. 


100746 






Strand 




Start 


1298 






End 


3039 


Name 


OJ000114 24 


.0315.C9.o2. 


gs 


Method 


GENSCAN 


Start 


'2770 




End 


3002 


GI 


none 






Score 


1 


Exons 


2770. .3002 










Seq. No. 


47357 






Seq. ID 


OJ000114_ 


Gene No. 


100747 






Strand 




Start 


297 






End 


1903 


Name 


OJ000114 24 


.0315. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


297 






End 


1903 


GI 


none 






Score 


.76 


Exons 


297. .435, 647. .699, 1263. .1440, 1834.. 


1903 



49042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



: z 


Seq. No 




Gene No 




Start 




Name 


\ .[J 


btart 




GI 


iy 


Exons 








Seq. No 


i y 


Gene No 




Start 




Name 




Start 




GI 




Exons 






i ~% 


Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 




Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 




Seq. No 



47357 
100748 
3112 

OJ000114_24 .0315. CIO. ol.np 
3112 
2494610 
3112. .3417 

CELL DIVISION PROTEIN FTSZ CHLOROPLAST HOMOLOG PRECURSOR 
gi 1 1079732 (U39877) cpFtsZ [Arabidopsis thaliana] 



Seq. ID OJ000114_24. 0315. C10 
Strand 

3417 
AAT/NAP 
3417 
189 



End 

Method 

End 

Score 



Seq. ID OJ000114_24 .0315. C10 
Strand 

End 3417 

Method AAT/GAP 

End 3370 

Score 296 - 



47357 
100748 
3112 

OJ000114_24 .0315. C10. ol.gp 
3201 

72509JL.R1084 
3201. .3370 

' 24 94 610/sp IQ42545 | FTSZ_ARATH 9.0e-72 CELL DIVISION PROTEIN FTSZ 
CHLOROPLAST HOMOLOG PRECURSOR >gi_1079732 (U39877) cpFtsZ 
[Arabidopsis thaliana] ' 



47357 

100748 

3112 

OJ000114_24 .0315. C10. ol.tc 

3224 

none 

3224.. 3370, 3234.. 3371 

47357 

100748 

3112 

OJ000114_24. 0315. C10. ol.ts 

3224 
none 

3224. .3370, 3237. .3371 

47358 

100749 

2982 

OJ000214_28.0306.C4.ol.gs 

2982 

none 



Seq. ID OJ000114_24 .0315. C10 
Strand 

End 3417 

Method TBLASTX : Cress 

End 3371- 

Score 122 



Seq. ID OJ000114_24 .0315. C10 
Strand 

End 3417 

Method TBLASTX : Soybean 

End 3371 

Score 153 



Seq. ID OJ000214_28.0306.C4 

Strand + 

End 6807 

Method GENSCAN 

End 6807 

Score .82 



2982. .3111, 3186. .3369, 4607. .4680, 4694. .4782, 4899. .5736, 
6251. .6807 



47358 

100750 

7363 

OJ000214__28.0306.C4 . o2 . gs 

7363 

none 



' Seq. ID OJ000214_28.0306.C4 

Strand + 

End 22954 

Method GENSCAN 

End 12860 

Score .63 

7363..7753, 7890.. 7927, 9330. .9473, 11283 . . 114 69, 11471 .. 12102, 
12135. .12860 



47358 



Seq. ID OJ000214 28. 0306. C4 



49043 



Gene No . 


100750 




Strand 


+ 


Start , . 


7363 




End 


22954 


Name ; ' 


OJ000214 28. 0306. C4 


. o 1 . gp 


Method 


AAT/GAP 




7811 




End 


10287 


C T 
bl 


14968. 2.R1084 




Score 


887 


Exons 


7811. .7927, 9330. .9486, 10048. .10287 




GI Descrip. 


, 3850821/emb|CAA77135 | 5 . 0e- 


-18 (Y18350) U2 snRNP auxiliary 




factor, large subunit [Nicotiana plumbaginif olia] 1 


beq. wo. 


47358 




Seq. ID 


OJ000214_28.0306.C4 


Gene No. 


100750 




Strand 


+ 


Start 


i ^ £ ^ 




End 


22954 


Name 


OJ000214 28. 0306. C4 


. ol . np 


Method 


AAT/NAP 


otart 


11340 




End 


22954 


bl 


4678208 




Score 


1121 


Exons 


11340. .11469, 20608 


. .20954, 


21029. .21975, 22894.. 22954 


bi uescrip. 


(AC007134) putative 


sugar transporter 


[Arabidopsis thaliana] 


beq . no . 


47358 




Seq. ID 


OJ000214_28.0306.C4 


Gene No. 


100750 




Strand 


+ 


Start 






End 


22954 


Name 


OJ000214 28. 0306. C4 


. o4 . gs 


Method 


GENSCAN 


otart 


18291 




End 


21979 


bl 


none 




Score 


.76 


Exons ' 


18291. .18360, 18595 


. .18691, 


18940. . 18 


967,. 19172. .19355, 




20352. .20534, 20536 


. .20954, 


21029.. 21979 


beq. NO. 


47358 




Seq. ID 


OJ000214_28.0306.C4 


Gene No. 


1 uu / 0 1 




Strand 


+ 


Start 


26460 




End 


28138 


Name 


OJ000214 28. 0306. C4 


. o2 . np 


Method 


AAT/NAP 


b tart 


26460 




End 


28138 


bl 


4678208 




Score 


1105 


Exons 


26460. .26598, 26670 


. .27016, 


27128. .28138 


GI Descrip. 


(AC007134) putative 


sugar transporter 


[Arabidopsis thaliana] 


Seq. No. 


47358 




Seq. ID 


OJ00.Q214_28 . 0306 . C4 


Gene No. 


1 n m i 

1 UU / j! 




Strand 


+ : ' ? '* * ■ 


O 4- -a v~+- 


26460 




End 


28138 


Name 


OJ000214 28. 0306. C4 


. o5 . gs 


Method 


GENSCAN 


Cf a r f 

btan 


26460 




End 


28078 


P T 
bl 


none - 




Score 


.95 


Exons 


26460. .26598, 26670 


. .27016, 


27128. .28078 


beq. no. 


47358 




Seq. ID 


OJ000214_28.0306.C4 


Gene No. 


100752 




Strand 




Start 


14685 




End 


28072 


Name 


OJ000214 28. 0306. C4 


. ol . tw 


Method 


TBLASTX: Wheat 


brar l 


3302 




End 


27421 


bl 


none 




Score 


169 


Exons 


3302. .3388, 11935. .: 


12102, 11938. .12084, 21058 .. 21324 , 




21059. .21316, 27155 


. .27214, 


27157. .27420, 27158. .27421 


Seq. No. 


47358 




Seq. ID 


' OJ000214_28.0306.C4 


Gene No. 


100752 ' 




Strand 




Start 


14685 




End 


28072 


Name 


OJ000214 28. 0306. C4 


.ol. tc 


Method 


TBLASTX: Cress 



49044 



Start 
GI 

Exons 



5046 End 5704 

none Score 4 23 

5046. .5444, 5049. .5255, 5069. .5443, 5325. .5462, 5477. .5566, 

5484. .5651, 5497. .5568, 5642. .5704 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



47358 

100752 

14685 

OJ000214_28.0306.C4 .o2.ts 

5159 

none 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 

Method TBLASTX : Soybean 

End 5702 

Score 540 



5159.. 5557, 5160.. 5702, 5325. .5702 



Seq. No. 47358 

Gene No. 100752 

Start 14685 - 

Name OJ000214_28 . 0306 . C4 . o2 . tm 

Start 5249 

GI none 
Exons 



Seq. ID OJ000214__28.0306.C4 
Strand 

28072 

TBLASTX: Maize 
5735 
46 



End 

Method 
End 
Score 

5249.. 5278, 5249.. 5269, 5300.. 5353, 5307.. 5351, 5352.. 5735, 
5352.. 5681, 5477.. 5734 



Seq. No. 47358 

Gene No. 100752 

Start 14685 

Name OJ000214_28 . 0306 . C4 . o2 . tw 

Start 9320 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 
. Method TBLASTX: Wheat 
End 10142 
Score 228 

9320. .9487, 9329.-9484, 9330. .9491, 9330. .9494, 9331. .9492, 
1004 4. .10142, 1004 9. .10090, 10050. .10091 



Seq. No. 47358 

Gene No. 100752 

Start 14685 

Name OJ000214_28 . 0306 . C4 . o3 . ts 

Start 9323 

GI none 

Exons ' 9323. .9490,' 9324. .9488, 9337, 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 

Method TBLASTX : Soybean 

End 94 90 

Score 236 
.9489 



Seq. No. 47358 

Gene No. 100752 

Start 14685 

Name OJ000214_28 . 0306 . C4 . o3 . tm 

Start 9324 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 

Method TBLASTX : Mai ze 

End 10097 

Score 263 



9324. .9491, 9325. .9492, 9329. .9484, 10044. .10097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



47358- * 

100752 

14685 

OJ000214_28.0306.C4 .o4 .tc 

9329 

none 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 " 

Method TBLASTX : Cress 

End 10103 

Score 100 



9329. .94 87, 932 9. .94 84, 9330. . 94 91, 1004 4 . .10103-... 



47358 
100752 



Seq. ID OJ000214_28 .0306.C4 
Strand 



49045 



Start 
Name 
Start 
GI 

Exons 



14685 End 

OJ000214_28.0306,C4 .o5.tc Method 

11400 End 

none Score 



28072 

TBLASTX: Cress 

26839 

95 



11400. .11468, 11572. .11718, 20453 .. 20533, 20577 .. 20777 , 
20660. .20800, 26532 26597 , 26669.. 26839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



-47358 
100752 
14685 

OJ000214_28. 
11403 
none 

11403. . 11477, 
11859. . 12059, 
12584. .12745, 
20468. .20560, 
21026. .21292, 
21703. .21858, 
26660. .26764, 
27119. .27214, 
27808. .27957, 



0306.C4.ol.tm 



11560 
12114 
12594 
20577 
21028 
21710 
26669 
27127 
27809 



.11760, 
.12158, 
.12758, 
.20957, 
.21216, 
.21877, 
.27046, 
.27396, 
.27976, 



Seq:' ID' OJ000214_28.0306.C4 
Strand 

End 28072 

Method TBLASTX : Mai ze 

End 27976 

Score 81 
11575. .11718, 117 91. .12093, 
12218. .124 60, 12219. .124 52, 
12624. . 12752, 20416. .20535, 
20607. .20834, 20612. .20953, 
21358. .21603, 21359. .21595, 
21734 . .218 62, 264 57. .2 6600, 
26674. .27036, 27113 27415, 
27454 . .27 699, 274 55 .. 27715, 
27863. .27976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47358 

100752 

14685 

OJ000214_28. 
11403 ' 
none 

11403. .11468, 
12114. .12158, 
12581. .12862, 
20577. .20957, 
21290. .21595, 
21925. .21969, 
27091. .27399, 
27808. .27957, 



0306.C4.ol.ts 



11572, 
12195. 
12597. 
20615. 
21313. 
26508. 
27125. 
27809. 



.11718, 
. 12332, 
. 12851, 
.20956, 
.21630, 
.26597, 
.27421, 
.28069 • 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11859 

12201 

20453 

21026 

21700 

26669 

27409 



OJ000214 28. 0306. C4 



28072 

TBLASTX : Soybean 
28069 
87 

12059, 11860. .12093, 
12452, 12221. .12460, 
20533, 20476. .20538, 
21304, 21031. .21216, 
21858, 21710. .21970, 
27037, 26677. .27024, 
27717, 27410. .27727, 



Seq. No. 47358 
Gene No. 100752 
Start 14685 

Name OJ000214_28 . 0306 . C4 . o2 . tc 

Start 11944 
GI none 

Exons 11944 . .12084, 11965 .. 12075, 

12200. . 12337, 12201. . 12341, 

21302. .21466, 21313 .. 214 62 , 

27389. .27562, 274*09 .. 27558 



Seq. ID OJ000214_28.0306.C4 
Strand 

End 28072 

Method TBLASTX : Cress 

End 27562 

Score 168 
12114. .12158, 12195. .12326, 
21064. .21216, 21065. .21307, 
27163. .27405, 27164 .. 27406, 



Seq. No. 47358 

Gene No. 100752 

Start 14685 

Name ■ OJ000214_28 . 0306 . C4 . o3 . tc 

Start 12633 

GI none 

Exons 12633. .12866, 12633 .. 127 13, 21752 
21923. .21970, 27851.. 28072 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214_28.0306.C4 
28072 

TBLASTX: Cress 

28072 

227 



.21973, 21752. .21817, 



49046 



Seq. No. 47358 Seq. ID OJ000214_28 . 0306 . C4 

Gene No. 100752 Strand . - 

Start 14685 ■ End 28072 

Name OJ000214_28 . 0306 . C4 . o2 . gp Method AAT/GAP 

Start 14210 End 14533 

GI 426767 Score 625 

Exons 14210.. 14533 

GI Descrip. 544 1872/dbj | AP000366 . 1 | AP000366 2.0e-15 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 





Con M/-v 


47 "3Sft 

4 / J JO 




Q&n T D 




9ft 0*306 Cd 






i 007^9 

1UU / D c. 




OLI allQ. 










14 DO J 




JMIQJ. 


9ft 07 9 






Name 


o,tooo9i 4 9 a 


O^Ofi Cd r>*3 rrQ 
UOUD.U4 . UJ . yo 


Mot - h oH 


\j Ej Ln O ^rAlN 






OtalL 


14DO J 






1DJ04 








none 




Score 


.83 






Exons 

JJAVllu 


14685 15084 


, 16026 .16384 










Seq. No. 


47359 




Seq. ID 


OJ000214 


_28.0306.C5 




Gene No. 


100753 




Strand 


+ 






Start 


2112 




End 


3639 






Name 


OJ0Q0214 28. 


0306.C5.ol.gs 


Method 


GENSCAN 






Start 


2112 




End 


3639 






GI 


none 




Score 


1 






Exons 


2112. .2253, 


2340. .2774, 2801. 


.3639 • 








Seq. No. 


47359 




Seq. ID 


OJ000214 


_28.0306.C5 


L. -H 


Gene No. 


100754 




Strand 


+ 






Start 


4202 




End 


8699 






Name 


OJ000214 28. 


0306.C5.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


2098 




End 


3537 






GI 


none 




Score 


46 






Exons 


2098. .2151, 


2178.. 2255, 2339. 


.2749, 2344. .2748, 


2752. .2943, 






2754. .2876, 


3003.. 3263, 3019. 


.3279, 3201.. 3518, 


3370. .3537 



Seq. No. 


47359 








Seq. ID 


OJ000214 


_28.0306.C5 


Gene No. ' 


100754 








Strand - 


+ 




Start 


4202 








End 


8699 




Name 


OJ000214 28 


.0306. 


C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2169 








End 


3630 




GI 


none 








Score 


97 




Exons 


2169. .2252, 


2339. 


.2746, 


2458. 


.2739,' 2758. .2961, 


2760. .2960, 




2973. .3281, 


2974 . 


.3291, 


3369. 


.3518, 3370. .3630, 


3585. .3620 



Seq. No. 47359 

Gene No. 100754 

Start 4202 ' 

Name OJ000214_28 . 030 6 . C5 . 06 . tc 

Start 2187 

GI none 

Exons 2187.. 2252, 2339.. 2509 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Cress 

End 2509 

Score 8 6 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214 28 . 0306 . C5 . o2 . tw 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Wheat 



49047 



Start 
GI 

Exons 



2714 
none 

2714. .2749, 2752. .2976, 2755. 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

.Name OJ000214_28 . 0306 . C5 . ol . tc 

Start " 2758 

GI none 
Exons 



End 2984 
Score 52 
.2889, 2757.. 2984 

Seq. ID OJ000214 28. 0306. C5 



Strand 
End 

Method 

End 

Score 



+ 

8699 

TBLASTX: Cress 

3126 

242 



2758. .2961, 2760. .2960, 2973. .3122, 2974. .3126 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ0002 14_28 . 0306 . C5 . o3 . tc 

Start 3408 

GI none 

Exons 3408. .3491, '3412. .3630, 3583.. 3630 



Seq. ID OJ000214 28. 0306. C5 



Strand 
End 

Method 
End 
Score 



+ 

8699 

TBLASTX: Cress 

3630 

213 



in 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . o2 . gs 

Start 4202 

GI none 

Exons 4202.. 4366, 4835.. 5073, 5683. 

7160. .7348, 7576. .7779, 7872. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214 
+ 

8699 
GENSCAN 
8640 
.83 



28. 0306. C5 



.5753, 6787.. 6857, 
.8013, 8337.. 8404, 



6988. .7068, 
8503. .8640 



Seq. No. 47359 Seq. ID OJ000214_28 . 0306 . C5 

Gene No. 100754 , Strand + 

Start 4202 End 8699 

Name OJ000214_28 . 0306 . C5 . ol . np Method AAT/NAP 

Start 4220 End 8637 

GI 6751682 Score 1491 

Exons 4220. .4373, . 4836. .5073, 5184 .. 5270, ■ 5683 .. 5753, 6787, 

6967.. 7068, 7160.. 7779, 7872.. 8013, 8337.. 8404, 8503. 

GI Descrip. 



.6868, 
.8637 



(AC018908) 
thaliana] 



putative U2 snRNP auxiliary factor [Arabidopsis 



Seq. No. 47359 
Gene No. 100754 
Start 4202 

Name OJ000214_28 . 0306 . C5 . ol . tm 

Start 4801 
GI none 

Exons 4801.. 4872, 4884.. 4931, 4956, 

6964. .7065, 7156. .7491, 7156. 
7482. .7745, 7483. .7752, 7483. 
7896.. 8015, 7896. .8018, 7897. 
8336.. 8407, 8498. .8644, 8500. 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Mai ze 

End 8646 

Score 37 

.4997, 6817. .6843, 6946. .7068, 
.7500, 7157.. 7501, 7482.. 7622, 
.7782, 7662. .7787, 7891. .8016, 
.8016, 8335. .8406, 8336. .8407, 
.8646, 8502. .8645 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . o2 . ts 

Start 6783 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Soybean 

End 8407 



49048 



GI 

Exons 



none 

6783. 

7157. 

7483. 

8336. 



.6845, .6972.. 7040, 6979. 

.7501, 7157. .7501, 7447. 

.7740, 7720. .7755, 7722. 
.8407 



Score 59 

,7065, 6990. .7067, 7156. .7500, 

.7713, 7476.. 7739, 7482. .7715, 

,7745, 7908. .8015, 8335. .8406, 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . o5 . tc 

Start 6991 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Cress 

End 7228 

Score 122 



6991.. 7065, 6993. .7067, 7156.. 7227, 7157.. 7228 



Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . ol . tw 

Start 7174 

GI none 

Exons 7174. .7446, 7184. .7447 

Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . o2 . tc 

Start 7519 ■ 

GI none 

Exons 7519.. 7755, 7521.. 7739 

Seq. No. 47359 

Gene No. 100754 

Start 4202 

Name OJ000214_28 . 0306 . C5 . o4 . tc 

Start 7896 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Wheat 

End 74 47, 

Score 433 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

'Method TBLASTX : Cress 

End 7755 

Score 345 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method TBLASTX : Cress 

End 8631 

Score 14 4 - • 



7896. .8012, 8333. .8-407, 8.335. .8406, 8500 . . 8 631 , 85Q2 . . 8 624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47359 
100754 
4202 

OJ000214_28.0306.C5.ol.gp 
8132 
2311546 
8132. .8404, 8503. .8699 

3850821/emb|CAA77135| 5.0e-18 (Y18350) U2 snRNP auxiliary 
factor,, large subunit [Nicotiana plumbaginif olia] 



Seq. ID OJ000214_28.0306.C5 

Strand + 

End 8699 

Method. AAT/GAP 

End 8699 

Score 831 



47360 
100755 
1 

OJ000214_28.0306.C7.ol.np 

1 

1076821 
1..26, 334. .447, 563. .712 

probable l-acyl-glycerol-3-phosphate acyltransf erase - maize 
gil 575960|emb|CAA82638 | (Z29518) l-acyl-glycerol-3-phosphate 



Seq. ID OJ000214_28 .0306.C7 

Strand 

End 712 

Method AAT/NAP 

End 712 

Score 229 



49049 



acyltransferase (putative) [Zea mays] 



Seq. No. 47360 Seq. ID 

Gene No. 100755 Strand 

Start 1 End 

Name OJ000214_28 . 0306 . C7 . ol . gs Method 

Start 310 ' End 

GI none Score 

Exons 310.. 447, 563.. 655 



OJ000214_28.0306,C7 
712 

GENSCAN 

655 

183. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47360 

100755 

1 

OJ000214_28.0306.C7.ol.tm 

334 

none 



OJ000214_28.0306.C7 
712 

TBLASTX: Maize 
655 
138 

334. .450, 362. .448, 362. .460, 558. .653, 562. .654, 563. .655, 
563. .655 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47360 Seq. ID OJ0002 14_28 . 0306 . C7 

100755 Strand 

1 End 712 

OJ000214_28 .0306.C7 .ol .gp Method AAT/GAP 

360 End 691 

15647_1.R1084 Score 28T 

360.. 447-, 563.. 691 

, 1076821/pir| IS52645 3.0e-47 probable 
l-acyl-glycerol-3-phosphate acyltransferase - maize 
>gi_575960_emb_CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] ' 



47361 

100756 

825 

OJ000214_28.0306.C8.ol.gp 
825 

45517_1.R1084 
82 5.. 990 

, 4938503/emb|CAB43861.1| 2. 
[Arabidopsis thaliana] ' 



Seq. ID OJ000214_28.0306.C8 

Strand + 

End 990 

Method AAT/GAP 

End 990 

Score . 295 

Oe-33 (AL078465) hnRNP-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



47362 Seq. ID . OJ000214_28 . 0306 . C10 

100757 Strand - 

2880 End 3172 

OJ000214_28 .0306.C10.ol.gp Method AAT/GAP 

2642 End 3172 

15647_1.R1084 Score 999 

2642. .3172 

! 107-6821/pir| IS52645 3.0e-47 probable 
l-acyl-glycerol-3-phosphate acyltransferase - maize 
>gi_575960_emb_CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] 1 



47362 Seq. ID 

100757 Strand 

2880 End 

OJ000214_28. 0306. C10. ol.gs Method 



OJ000214_28. 0306. C10 

3172 
GENSCAN 



49050 



Start 
GI 

.Exons 



2880 
none 

2880.'. 3169 



End 
Score 



3169 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47362 . Seq. ID 

100757 Strand 

2880 End 
OJ000214__28 . 0306 . C10 . ol . tm Method 

2961 End 

none Score 

2961. .3170, 2971. .3171, 2999. .3169 



47362 

100757 

2880 

OJ000214_28. 0306. C10. ol.tw 

2961 

none 

2961. .3050, 2964. .3044, 2999. 
3085. .3171 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3049, 



OJ000214_28. 0306. C10 
3172 

TBLASTX: Maize 

3171 

258 



OJ000214 28. 0306. C10 



3172 

TBLASTX: Wheat 
3171 
114 

3050. .3169, 3051. .3170, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47362 Seq. ID OJ000214_28 . 0306 . C10 

100757 Strand 

2880 End 3172 

OJ000214_28 . 0306 . C10 . ol . np Method AAT/NAP 

2966 End 3169 

1076821 Score 261 

2966. .3169 

probable l-acyl-glycerol-3-phosphate acyltransf erase - maize 
gi | 575960 | emb | CAA82638 | (Z29518) l-acyl-glycerol-3-phosphate 
acyltransf erase (putative) [Zea mays] 



47363 

100758 

2748 

OJ000214_28.0306.Cll.ol.gs 

27 4 8 

none 



Seq. ID OJ000214_28.0306.C11 

Strand + 

End 12207 

Method GENSCAN 

End 11878 

Score .45 



2748. .2808, 3597. .3721, 4224. .4367, 7353. .7449, 9130. .9345, 
9747. .9868, 9979. .10062, 10173 .. 10470, 11159 .. 11336, 
11818. .11878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



47363 Seq. ID OJ000214_28 . 0306 . Cll 

100758 Strand + 

2748 End 12207 

OJ000214_28 . 0306 . Cll . o2 . np Method AAT/NAP 

9988 End 12207 

7450580 Score 266 ' 

9988. .10062, 10173 .. 10305 , 10393 .. 104 66, 11197 .. 1 1336, 

11815. .11882, 12185. .12207 

probable GTP binding protein slr!974 - Synechocystis sp. (strain 
PCC 6803) gi|1653291|dbj |BAA18206.1| (D90912) hypothetical 
protein [Synechocystis sp.] 



47363 

100759 

1 



Seq. ID 

Strand 

End 



OJ000214 28. 0306. Cll 



4353 



49051 



Name OJ0002 14_28 . 0306 . CI 1 . ol . gp Method AAT/GAP 

Start 1 End 4353 

GI 23815_1.R1084 Score 1539 

Exons 1..53, 1290. .1448, 1531. .1608, 2449. .2508, 2632. .2705, 

2799.-2838, 3566. .3688, 4094. .4353 
GI Descrip. 1 1076821/pir | | S52645 1.0e-115 probable 

. l-acyl-glycerol-3-phosphate acyltransf erase - maize 

>gi_575960_emb_CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 

acyltransf erase (putative) [Zea mays] ' 



Seq. No. 47363 

Gene No. 100759 

Start 1 

Name OJ000214_28 . 0306 . Cll . ol . np 

Start 1 

GI 1076821 

Exons 1..53, 1290., 1448, 1531. 

2799. .2838, 3566. .3688, 

GI Descrip, 



OJ000214 28. 0306. Cll 



Seq. ID 
Strand 

End 4353 
Method AAT/NAP 
End 4174 
Score 897 
.1608, 2449. .2508, 2632. .2705, 
4094. .4174 

probable l-acyl-glycerol-3-phosphate acyltransf erase - maize 
gi | 575960 | emb|CAA82638 I -(Z29518) l-acyl-glycerol-3-phosphate 
acyltransf erase (putative) [Zea mays] 



Seq. No. 

O Gene No. 

3 Start 

IS Name 

*■!: Start 

r : z 

C3 Exons 



47363 

100759 

1 

OJ000214_28 .0306. Cll.ol. tm 

16 

none 



Seq. ID OJ000214_28. 0306. Cll 
Strand 
End 

Method 
End 
Score 



•4353 

TBLASTX: Maize 

2497 

253 



16. .60, 1290. .1448, 1294. .1452, 1531. .1614, 1532. .1609, 
1537. .1647, 2444. .2497, 2446. .2496, 2447. .2497 





Seq. No. 


47363 








Seq. ID 


OJ000214 


_28. 0306. Cll 




Gene No. 


100759 








Strand 








Start 


1 








End 


4353 




% J 


Name 


OJ000214 28 


.0306. 


Cll.ol, 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1290 








End 


1614 






GI 


none 








Score 


166 






Exons 


1290. .1445, 


1294. 


.1452, 


1531. 


.1614, 1532.. 1609 






Seq. No. 


47363 








Seq. ID 


OJ000214 


_28. 0306. Cll 




Gene No. 


100759 








Strand 








Start 


1 








End 


4353 






Name 


OJ000214 28, 


.0306. 


Cll.ol. 


,tc 


Method 


TBLASTX: 


Cress 




Start 


1353 








End 


2716 






GI 


none 








Score 


90 






Exons 


1353. .1445, 


1354. 


.1455, 


1362. 


.1457, 1531. .1614, 


1532. .1609, 






1543. .1647, 


2444 . 


.2512, 


2446. 


.2511, 24 


t47. .2512, 


2449. .2514, 






2626. .2709, 


2632. 


.2709, 


2636. 


.2716 








Seq. No. 


47363 








Seq. ID 


OJ000214 


_28. 0306. Cll 




Gene No. 


100759 








Strand 








Start 


1 








End 


4353 






Name 


OJ000214 28. 


.0306. 


Cll.o2, 




Method 


TBLASTX: 


Soybean 




Start 


2444 








End 


3694 






GI 


none 








Score 


104 






Exons 


2444 . .2512, 


2446. 


.2511, 


2455. 


.2514, 2456. .2512, 


2621. .2698, 






2626. .2709, 


2636. 


.2707, 


3564. 


.3665, 3565.. 3666, 


3566. .3670, 



49052 



3617. .3694 



Seq. No. 47364 

Gene No. 100760 

Start 236 

Name OJ000214_28 . 0306 . C12 . ol . gs 

Start 236 

GI none 
Exons 



Seq. ID OJ000214_28 .0306.C12 

Strand + 

End 2388 

Method GENSCAN 

End 2388 

Score .84 



236. .406, 508. .701, 1018. .1136, 1215. .1242, 1597. .1781, 
2324 . .2388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47364 
100760 
236 

OJ000214_28 . 0306 . C12 . ol . np 
314 

1549379 

314. .406, 508. .701, 1018. .1168, 1619. .1807 
(U62737) putative protein. [Synechococcus PCC7942] 



Seq. ID OJ000214_28.0306.C12 

Strand + 

End 2388 

Method AAT/NAP 

End 1807 

Score 412 



47364 

100761 

2332 

OJ000214_28.0306.C12.ol.tc 

242 

none 



Seq. ID OJ000214_28.0306.C12 
Strand 

End 2597 

Method TBLASTX : Cress 

End 642 

Score 221 



242. .406, 244. .408, 267. .407, 442. .642, 505. .615 



Seq. No. 47364 

Gene No. 100761 

Start 2332 

Name OJ000214_28 . 0306 . C12 . ol . tm 

Start 281 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C12 
Strand 

End 2597 

Method TBLASTX : Mai ze 

.End 2381 

Score 179 



281. .406, 281. .406, 282. .413, 285. .407, 442. .708, 505. .711, 
1006. .1110, 1016. .1174, 1019. .1168, 1134. .1169, 1615. .1788, 
1616. .1789, 2322. .2381 



Seq. No. 47364 

Gene No. 100761 

Start 2332 

Name OJ000214_28 . 0306 . C12 . ol . ts 

Start 1616 

GI none 

Exons 1616.. 1777, 1618.. 1758 



Seq. ID OJ000214_28.0306.C12 
Strand 

End 2597 

Method TBLASTX : Soybean 

End 1777 

Score 231 



Seq. No. 47364 

Gene No. 100761 

Start 2332 

Name OJ000214_28 . 0306 . C12 . o2 . tc 

Start 1616 

GI none 
Exons 



Seq. ID OJ000214_28 .0306.C12 
Strand 

End 2597 

Method TBLASTX : Cress 

End 1783 

Score 139 



1616. .1702, 1618. .1701, 1705 .. 1782 ,. 1706 .. 1783 



Seq. No. 
Gene No. 
Start 



47364 

100761 

2332 



Seq. ID OJ000214_28 .0306.C12 
Strand 

End 2597 



49053 




Name OJ000214_28 . 0306 . C12 . ol . gp Method AAT/GAP 

Start 2332- End 2597 

GI uC-osflcypl35g02al Score 508 

Exons 2332. .2597 

GI Descrip. 1 5852172/emb | CAB55410 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] * 



Seq. No. 


47365 






Seq. ID 


OJ000214 


21 


3.0306. 


C13 


Gene No. 


100762 






Strand 


+ 








Start 


1152 






End 


3669 








Name 


OJ000214 28. 


0306.C13.ol 


. qs 


Method 


GENSCAN 








Start 


1152 






End 


2906 








GI 


none 






Score 


. 77 








Exons 


1152. . 1216, 


1293. . 1345, 


1725. , 


.2383, 28 


86. .2906 








Seq. No. 


47365 






Seq. ID 


OJ000214 


21 


3.0306. 


C13 


Gene No. 


100762 






Strand 


+. 








Start 


1152 






End 


3669 








Name 


OJ000214 28. 


0306.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


2205 






End 


3669 








GI 


2428351 






Score 


374 








Exons 


2205. .2383, 


3637. .3669 














Seq. No. 


47366 






Seq. ID 


OJ000214 


_2i 


3.0306. 


C14 


Gene No. 


100763 






Strand 


+ 








Start 


956 






End 


3927 








Name 


OJ000214 28. 


0306.C14.ol, 


.gs 


Method 


GENSCAN 








Start 


956 






End 


3927 








GI 


none 






Score 


.79 








Exons 


956.-982, 2421. .2514, 2728 .. 3094 , .3223 


..3371, 390E 


i. .3927 


Seq. No. 


47366 






Seq. ID 


OJ000214 


_2E 


i . 0306 . 


C14 


Gene No . 


100764 






Strand 


+ 








Start 


5023 






End 


6295 








Name 


OJ000214 28. 


0306.C14.o2, 


.gs 


Method 


GENSCAN 








Start 


5023 






End 


6295 








GI 


none 






Score 


. 6 








Exons 


5023. .'5224, 


5802. .5824, 


5958. . 


6064, 6184.. 6295 








Seq. No. 


47366 






Seq. ID 


OJ000214 


_2£ 


f.0306. 


C14 


Gene No. 


100765 






Strand 










Start 


5810 






End 


6944 








Name 


OJ000214 28. 


0306.C14.ol, 


.np 


Method 


AAT/NAP 








Start 


5810 






End 


6944 








GI 


6907086 






Score 


214 








Exons 


5810. . 6156, 


6218. . 6365, 


6438. . 


6543, 6598.. 6944 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47367 






Seq. ID 


OJ000214_ 


_28 


:.0306. 


C15 


Gene No. 


100766 






Strand 


+ 








Start 


94 






End 


2489 








Name 


OJ000214 28. 


0306.C15.ol. 


gs 


Method 


GENSCAN 








Start 


94 






End 


2489 








GI 


none 






Score 


.53 








Exons 


94. .181, 593 


..691, 2225. 


.2252, 


2318. .2489 








Seq. No. 


47367 






Seq. ID 


OJ000214_ 


_28 


.0306. 


C15 



49054 



Gene No. 


100767 


Strand 


- 


Start 


1 


End 


3613 


Name 


OJ000214 28.0306.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1452 


GI 


6907088 


Score 


175 


Exons 


1..378, 873. .1093, 1318. .1452 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47367 


Seq.- ID 


OJ000214 


Gene No. 


100767 


Strand 




Start 


1 


End 


3613 


Name 


OJ000214 28.0306.C15.o2.np 


Method 


AAT/NAP 


Start 


669 


End 


3613 


GI 


4680186 


Score 


167 


Exons 


669. .710, 1328. .1459, 2067. .2241, 3583. 


.3613 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Seq. No. 


47367 


Seq. ID 


OJ000214 


Gene No . 


100768. 


Strand 




Start 


3622' 


End 


13308 


Name 


OJ000214 28.0306.C15.o2.gs 


Method 


GEN SCAN 


Start 


3622 


End 


13308 


GI 


none 


Score 


.48 


Exons 


3622. .3680, 5779.-5846, 6002.. 


6075, 6202. .6258, 




7261. .7383, 1104 9 .. 11205 , 112E 


J7. .11403, 


13068. . 




13204'.'. 13308 






Seq. No. 


47368 


Seq. ID 


OJ000214 


Gene No. 


100769 


Strand 


+ 


Start 


470 


End 


2462 


Name 


OJ000214 28.0306.C16.ol.gs 


Method 


GEN SCAN 


Start 


470 


End 


2462 


GI 


none 


Score 


.41 


Exons 


470. .557, 648. .772, 2451. .2462 




Seq. No. 


47368 


Seq. ID 


OJ000214 


Gene No. 


100770 


Strand 


+ 


Start 


3180 


End 


3909 


Name 


OJ000214 28.0306.C16.ol.gp 


Method 


AAT/GAP 


Start 


3180 


End 


3909 


GI 


LIB34 31-010-P1-K1-H2 


Score 


566 


Exons 


3180. .3240, 3625. .3909 






GI Descrip. 


, 5441872/dbj | AP000366 . 1 | AP000366 2.0e-15 Oryza 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 



28.0306.C16 



Seq. No. 47368 Seq. ID OJ000214_28 . 0306 . CI 6 

Gene No. 100771 Strand 

Start 1 End 5365 

Name OJ000214_28 . 0306 . C16 . ol . np Method AAT/NAP 

Start 1 End 4922 

GI 7228457 Score 46 

Exons 1..27, 4704.. 4922 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 



47368 



Seq. ID OJ000214_28.0306.C16 



49055 



Gene No. 100771 Strand 

Start 1 End 

Name OJ000214_28 . 030 6 . CI 6 . o2 . gs Method 

Start 4698 End 

GI none Score 

Exons 4698..4844, 5147.. 5365 



5365 
GENSCAN 
5365 
.78 



Seq. No. 47369 .■ / ' 

Gene No. 100772 

Start 1 

Name OJ000214_28 . 0306 . CI 9. ol . gp 

Start 1 

GI 45517_1.R1084 

Exons 1..165, 348. .414 

GI Descrip. 1 4 938503/emb | CAB4 38 61 . 1 | 2.0e-33 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000214__28.0306.C19 
Strand + 

1562 
AAT/GAP 
414 
373 



End 

Method 

End 

Score 



Seq. No. 47369 

Gene No/* 100772 

Start 1 

Name OJ000214_28 . 030 6 . CI 9 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000214_28.0306.C19 

Strand + 

End 1562 

Method TBLASTX : Soybean 

End 1358 

Score 226 



1..168, 3. .167, 10. .135, 347. .38.5, 348. .716, 357. .710, 437. .715, 
444. .617, 455. .610, 641. .682, 702. .866, 708. .815, 870. .1073, 
871.. 981, 1185.. 1277, 1296.. 1358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47369 

100772 

1 

OJ000214_28.0306.C19.ol.tm 
1 

none 



Seq. ID OJ000214_28.0306.C19 

Strand + 

End 1562 

Method TBLASTX : Mai ze 

End 1526 

Score 215 



1..168, 3. .185, 10. .135, 347. .379, 348. .383, 419. .838, 435. .944, 
437. .718, 443. .577, 444. .587, 480. .815, 526.-894, 630. . 680, 
641. .682, 921. .1073, 1280. .1309, 1321. .1368, 1397. .1444, 
1401. .1445, 1433. .1522, 1455. .1526 



47369 

100772 

1 

OJ000214_28 -0306.C19.ol.tc 
1 

none 



Seq. ID OJ000214_28.0306.C19 

Strand + 

End 1562 

Method TBLASTX : Cress 

End 803 

Score 184 



1..249, 3. .185, 10. .135, 347. .385, 348.-392, 435. .722, 437. .718, 
444. .560, 741. .803 



Seq. No.' 47369 

Gene No. 100772 

Start 1 

Name OJ000214_28 . 0306 . CI 9 . ol . np 

Start 1 

GI 6648193 

Exons 1..165, 348.. 1562 

GI Descrip. (AC013483) putative RNA-binding protein [Arabidopsis thaliana] 



Seq. ID OJ000214_28 .0306.C19 

Strand . + 

End ' 1562 

Method AAT/NAP 

End 1562 

Score 1116 



Seq. No. 



47369 



Seq. ID OJ000214 28.0306.C19 



49056 



Gene No. 


100772 


Strand 


+ 








Start 


1 


End 


1562 








Name 


OJ000214 28. 0306.C19.ol.gs 


Method 


GENSCAN 








Start 


55 ~~ 


End 


1529 








GI 


none 


Score 


. 94 








Exons 


55. .255, 348. .1529 












Seq. No. 


47370 


Seq. ID 


OJ000114_ 


_20. 


0315 


.C2 


Gene No. 


100773 


Strand 


+ 








Start 


25 • 


End 


168 








Name 


O JO 00114 20.0315.C2.ol.gs 


Method 


GENSCAN 








Start 


25 ~~ 


End 


168 








GI 


none 


Score 


.86 








Exons 


25 . . 168 












Seq. No. 


47371 


Seq. ID 


OJ000114_ 


20. 


0315 


.C5 


Gene No. 


100774 


Strand 


+ 








Start 


3161 


End 


4437 








Name 


OJ000114 20.0315.C5.o2.gs 


Method 


GENSCAN 








Start 


3161 


End 


4437 








GI 


none 


Score 


. 93 








Exons 


3161. .3412, 3548. .3741, 4269. .4437 










Seq. No. 


47371 


Seq. ID 


OJ000114_ 


20. 


0315, 


.C5 


Gene No. 


100775 


. Strand 


+ 








Start 


15698 


End 


16654 








Name 


OJ000114 20. 0315.C5.o4 . gs 


Method 


GENSCAN 








Start 


15698 


End 


16654 








GI 


none 


Score 


. 46 








R x o n 


15698. .15772, 16478. .16654 












Seq. No. 


47371 


Seq. ID 


OJ000114 


20 . 


0315 , 


. C5 


Gene No. 


100776 


Strand 


+ 








Start 


16655 


End 


16762 








Name 


OJ000114 20.0315.C5.o3.np 


Method 


AAT/NAP 








Start 


16655 


End 


16762 








GI 


5922619- 


Score 


89 








Exons 


16655. . 16762 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi | 6016852 | dbj | BAA85195. 1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


47371 


Seq. ID 


OJ000114_ 


20. 


0315, 


,C5 


Gene No . 


100777 


Strand 


+ 








Start 


19029 


End 


22214 








Name 


OJ000114 20.0315.C5.o5.gs 


Method 


GENSCAN 








Start 


19029 


End 


22214 








GI 


none 


-Score 


.44 








Exons 


19029. .19059, 19065 .. 19247, 


19278, .19451, 19565. 


.19650, 






20005. .20037, 20903 .. 21109," 


21239. .21307, 21803. 


.21899, 






21996. .22078, 22137. .22214 












Seq. No. 


47371 


Seq. ID 


OJ000114_ 


20. 


0315. 


C5 


Gene No. 


100778 


Strand 










Start 


1 


End 


1845 








Name 


OJ000114 20.0315.C5.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1442 









4 9057 



GI 

Exohs 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4733891 Score 838 

1..343, 440. .596, 706. .851, 938. .1081, 1311. .1442 
(AF104924) unconventional myosin heavy chain [Zea mays] 



47371 

100778 

I 

OJ000114_20.0315.C5.ol.gs 

702 

none 



Seq. ID OJ000114_20.0315.C5 
Strand 

End 1845 

Method GENSCAN 

End 1845 

Score . 63 



702. .851, 938. .1081, 1311. .1439, 1591. .1845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 



47371 
100779 
10136 

OJ000114_20. 0315.C5.o2.np 
10136 
7523517 

10136. .10242, 11766. .11811, 11956. .12266 
(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000114_20. 0315.C5 
Strand 

12266 
AAT/NAP 
12266 
291 



End 

Method 

End 

Score 



47371 

100780 

16902 

OJ000114_20.0315.C5.ol. tc 

437 

none 

437. .604, 441. .605, 500.. 



Seq. ID OJ000114_20.0315.C5 
Strand 

End 16994 

Method TBLASTX: Cress 

End 1457 

Score 235 
607, 696. .830, 700. .855, 705. .851, 



938. .1057, 939. .1058, 1308. .1457, 1314. .1421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47371 Seq. ID OJ000114_20 . 0315 . C5 

100780 Strand 

16902 End 16994 

OJ000114_20 . 0315 . C5 . o4 . np Method AAT/NAP 

16902 End 16994 

6630699 * Score 77 

16902.. 16994 

(AP000969.) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47371 

100781 

20898 

OJ000114_20.0315.C5.ol. tm 
20898 
none , 

20898! .20933; 20900 
20934. .21002, 20935 
21022. .21129, 2i023 
21182. .21292, 21290 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_20.0315.C5 
21325 

TBLASTX: Maize 

21325 

39 



.20935, 20902. .20934, 20931 .. 21005 , 

.21006, 21003. .21041, 21005 .. 21019, 

.21202, 21023. .21205, 21175 .. 21291 , 
.21325 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47372 Seq. ID 

100782 Strand 

228 End 

OJ000114_20 .0315.C6.ol.gs Method 

228 End 



OJ000114_20.0315.Ce 
+ 

4128 

GENSCAN 

4128 



49058 



GI 


none 




Score 


.69 




Exons 


228. .303, 397. .518, 1773.. 


1821, 2033.. 


2282, 2818.. 2963, 




3043.. 3190, 4033, 


. .4128 








Seq. No. 


47372 




Seq. ID 


OJ000114_ 


20. 0315. C6 


Gene No. 


100783 




Strand 


+ 




Start 


11844 




End 


12095 




Name 


OJ000114 20.0315. 


.C6.o4 .gs 


Method 


GENSCAN 




Start 


11844 




End 


12095 




GI 


none 




Score 


. 93 




Exons 


11844 . .12095 










Seq. No. 


47372 




Seq. ID 


OJ000114_ 


20. 0315. C6 


Gene No. 


100784 




Strand 






Start 


4528 




End 


10283 




Name 


OJ000114 20.0315. 


.C6.ol.np 


Method 


AAT/NAP 




Start 


4528 




End 


10283 




GI 


7488141 




Score 


1434 




Exons 


4528. .4579, 5104. 


..6521, 9532. .9749, 9848. .9881, 


10092. .10283 


GI Descrip. 


probable peptide 


transport 


protein T17F15.170 - 


Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



thaliana gi | 4 678332 | emb | CAB41143 . 1 | 
transporter [Arabidopsis thaliana] 



(AL04 9658) putative peptide 



OJ000114 20. 0315. C6 



47372 Seq. ID 

100784 Strand 

4528 End 10283 

OJ000114_20.0315.C6.ol.gp Method AAT/GAP 

4804 End 5856 

16142_1.R1084 Score 2069 

4804. .5856 

, 4678332/emb|CAB41143.1| 5.0e-63 (AL049658) putative peptide 

transporter [Arabidopsis thaliana] ' 



47372 Seq. ID 

100784 Strand 

4528 End 

OJ000114_20.0315.C6.o2.gs Method 

5121 End 

none Score 
5121. .6533 



OJ000114_20.0315.C6 

10283 
GENSCAN 
6533 
.81 



Seq. No. 47372 Seq. ID 

Gene No. 100784 Strand 

Start -4528 End 

Name OJ000114_20 . 0315 . C6. o2 . gp Method 

Start 6465 End 

GI 25730_1.R1084 Score 

Exons. 6465. .6521, 9532. .9749, 9848. .10072 

GI Descrip. 1 4 67 8 332 /emb | CAB4 114 3 . 1 1 3.0e-21 (AL049658) 
transporter [Arabidopsis thaliana] 1 



OJ000114 20. 0315. C6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10283 
AAT/GAP 
10072 
960 



putative peptide 



47372 

100784 

4528 

OJ000114 

8086 

none 



20.0315.C6.o3.gs 



Seq. ID 

Strand 

End 

Method 
End- 
Score 



OJ000114_20.0315.C6 

10283 
GENSCAN 
9992 
.93 



49059 



Exons 



8086.. 8094, 9532.. 9749, 9773.-9992 



Seq. No. ' 47372 
Gene No. 100785 
Start 12623 

Name OJ000114_20 . 0315 . C6 . o2 . tm 

Start 3884 
GI none 

Exons 3884.. 3955, 3885.. 3959, 3885, 

3993. .4133,' 4030. .4134, 4030, 
4151. .4198, 4237. .4266, 4237. 



Seq. -ID 
Strand 
End 

Method 

End 

Score 
.3956, 
.4137, 
.4335, 



OJ000114_20.0315.C6 
13052 

TBLASTX: Maize 
4417 
82 

3886.. 3993, 3887.. 3961, 
4147. .4170, 4147. .4170, 



4333. .4395, 4334 . . 4417 



Seq. No. 47372 
Gene No. 100785 
Start 12623 

Name OJ000114_20 . 0315 . C6 . ol . tc 

Start 5127 
GI none 

Exons ■ 5127.. 5276, 5283. .5492, 5520. 

5932.. 6009, 5940.. 5993, 6037. 
9846. .9908 



Seq. ID OJ000114_20.0315.C6 
Strand 

End 13052 

Method TBLASTX : Cress 

End 9908 

Score 83 

.5738, 5718. .5903; " 5815 



.6204, 6042. .6461, 9568. 



5895, 
9750, 



Seq. No. 47372 
Gene No. 100785 
Start 12623 

Name OJ000114_20 . 0315 . C6 . ol . tm 

Start 5130 
GI none 
Exons 5130. 

5736. 

9826. 



Seq. ID OJ000114_20.0315.C6 
Strand 

End 13052 
_ ' Method TBLASTX: Maize 

End 994 4 

Score 542 

.5735, 5137. .5583, 5613. .5681, 5665. .5736, 5677..5736> 
.6521, 5740.. 6264, 6304.. 6522, 9568.. 9750, 9602.. 9712, 
.9885, 9835.. 9894, 9846.. 9896, 9900.. 9944 



Seq. No. 47372 

Gene No. 100785 

Start 12623 

Name OJ000114_20 . 0315 . C6 . ol . tw 

Start 5130 

GI none 

Exons .5130. .5276, 5262. .5456, 5263. 



Seq. ID OJ000114_20.0315.C6 
Strand 

End 13052 

Method TBLASTX : Wheat 

End 54 56 

Score 103 
.5451 



Seq. No. 47372 

Gene No. 100785 

Start 12623 

Name OJ000114_20 . 0315 . C6 . ol . ts 

Start 5139 

GI none 

Exons 5139.. 5246, 5250.. 5468, 5520. 

6037.. 6246, 6333.. 6521, 6334, 



Seq. ID OJ000114_20.0315.C6 
Strand 

End 13052 

Method TBLASTX : Soybean 

End 9747 

Score 110 

,5894, 5940.. 5993, 6036.. 6299, 
,6477, 9568.-9747 



Seq. No. 47372 

Gene No. 100785 

Start 12623 

Name OJ000114_20 . 0315 . C6 . o5 . gs 

Start 12623 

GI none 

Exons 12623. . 12720, 12761.. 13052 



Seq. ID OJ000114_20.0315.C6 
Strand 

End 13052 

Method GENSCAN 

End ■ 13052 

Score .42 



49060 






-Seq. No. 


47373 


Seq. ID 


OJ000114_20.0315 


.C8 




Gene No. 


100786 


Strand 


+ 






Start 


506 


End 


621 






Name 


OJ000114 20 0315 C8 ol as 


Mpt hod 


GENSCAN 






Start 


506 ~ 


End 


621 






GI 


none 


Score 


.85 






Exons 


• 506 . . 621 










Seq. No. 


47373 


Seq. ID 


OJ000114_20.0315 


.C8 




Gene No. 


100787 


Strand 


+ 






Start 


2844 


End 


3199 






Name 


OJ000114 20 0315 C8 ol.aD 


Met hod 


AAT /GAP 






Start 


2844 ~~ 


End * 


3199 






GI 


none 


Score 


697 ' 






Exons 


2844 3199 










Seq. No. 


47373 


Seq. ID 


OJ000114_20.0315, 


.C8 




Gene No. 


100788 


Strand 








Start 


2194 


End 


2272 






Name 


OJ000114 20 0315 C8 o2 as 


Mpt h nd 


GENSCAN 






Start 


2194 ~~ 


End 


2272 






GI 


none 


Score 


. 56 




r.~: 


Lit AU1 1 O 


2194 2272 








1. 




47374 


Seq. ID 


OJ000114 20 0315 


. C9 




Gpnp No 


100789 


Strand 


+ ~~ 




V !i 


Start 


1 


End 


241 






Name 


OJ000114 20.0315.C9.ol.gp 


Method 


AAT /GAP 




n 


Start 


1 


End 


241 




Vis? 


GI 


LIB34 31-028-P1-N1-G5 


Score 


104 




W 


Pynns 

i~j ^r\. \y no 


1..89, 220. .241 










GI Descrip . 


, 4680335/gb|AF128457.1|AF128457 5.0e-16 Oryza sativa subsp. 


ru 

s 




indica BAC clone 16F19 php20725 region 


, complete sequence 1 




Seq. No. 


: 47374 


Seq. ID 


OJ000114_20..0315. 


,C9 




Gene No. 1 


'100790 


Strand 








Start 


631 


End 


1029 * 




i ■ 


Name 


OJ000114 20.0315.C9.ol.gs 


Method 


GENSCAN 




V -J 


Start 


631 


End 


1029 




f == 


GI 


none 


Score 


.54 




' ' 3 

^ ssr 


Exons 


631. .720, 934. .1029 










Sea. No. 


47375 


Seq. ID 


OJ000114_20.0315. 


■ C10 




Gene No. 


100791 


Strand 








Start 


1 


End 


1683 






Name 


OJ000114 20.0315.C10.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


1683 






GI 


6539570 


Score 


172 








1..44, 1236.. 1309, 1482.. 1683 










GT Hp^rri n 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47375 


Seq. ID 


OJ000114_20.0315. 


C10 




Gene No. 


100791 


Strand 








Start 


1. ' 


End 


1683 






Name 


OJ000114 20.0315.C10.ol.gs 


Method 


GENSCAN 






Start 


1529 


End 


1648 






GI 


none 


Score 


.71 





49061 




Exons 


1529. . 1648 














Seq. No. 


47376 




Seq. ID 


OJ000114_ 


20 


.0315 


■ Cll 


Gene No. 


100792 




Strand 


+ 








OLdit 


1 




End 










Name 


OJ000114 20.0315.Cll.ol 


,np 


Method 


AAT/NAP 








Start 


1 




End 


605 








GI ' 


6498436 




Score 


232 








Exons 


1..25.2, 4 92.. 605 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47377 




Seq. ID 


OJ000114_ 


20 


.0315 


.C12 


Gene No . 






Strand 










Start 


218 




End 


964 








Name 


OJ000114 20.0315.C12.ol, 


.gs 


Method 


GENSCAN 








Start 


218 




End 


964 








GI 


none 




Score 


1 








Exons 


218. .964 














Seq. No. 


47378 




Seq. ID 


OJ000114 


20 


.0315, 


.C13 


Gene No. 


100794 




Strand 


4- 








O 4- -i v- +- 

otart 


1 




End 










Name 


OJ000114 20.0315.C13.ol, 


.np 


Method 


AAT/NAP 








Start 


1 




End 


12492 








GI 


7340868 




Score 


198 








Exons 


1..61, 10361. . 10599, 12432.. 


12492 










GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 








Seq. No.' 


47378 




Seq. ID 


OJ000114_ 


20 


.0315, 


.C13 


Gene No. - 


100794 




Strand 


+ 








Start 


1 




End 


12492 








Name 


OJ000114 20.0315.C13.o5, 


.gs 


Method 


GENSCAN 








Start 


9235 




End 


10441 








GI 


none 




Score 


.49 








Exons 


9235. . 9236, 9541. .9685, 


9690 


. .9740, 10295. .10441 






Seq. No. 


47378 




Seq. ID 


OJ000114_ 


20. 


.0315. 


■ C13 


Gene No . 


100795 




Strand 










Start 


109 




End 


677 








Name 


OJ000114 20.0315.C13.ol. 


gs 


Method 


GENSCAN 








Start 


109 




End 


677 








GI 


none 




Score 


.81 








Exons 


109. .417, 423.-526, 623. 


.677 












Seq. No. 


47378 




Seq. ID 


OJ000114_ 


20, 


,0315. 


,C13 


Gene No. 


100796 




Strand 










Start 


1879 




End 


2613 








Name 


OJ000114 20:0315. C13.o2. 


gs 


Method 


GENSCAN 








Start 


1879 




End 


2613 








GI 


none 




Score 


1 








Exons 


1879. .2613 














Seq. No. 


47378 




Seq. ID 


OJ000114_ 


20. 


, 0315. 


C13 


Gene No. 


100797 




Strand 










Start 


4844 




End 


6541 








Name 


OJ000114 20.0315.C13.o3. 


gs 


Method 


GENSCAN 








Start 


4844 




End 


6541 









4 9062 






GI 


none 


Score 


. 95 








Exons 


4844. .5362, 5985. .6160, 6487. 


. 6541 " 










Seq. No. 


47378 


Seq. ID 


OJ000114_20. 


0315 


.C13 




Gene No. 


100798 


Strand 










Start 


7432 


End 


8170 








Name 


OJ000114 20.0315.C13.o4.gs 


Method 


GENSCAN 








Start 


7432 


End 


8170 








GI 


none 


Score 


. 95 








Exons 


7432. .7629, 7703. .8170 












Seq. No. 


47378 


Seq. ID 


OJ000114_20. 


0315 


.C13 




Gene No. 


100799 


Strand 










Start 


11622 


End 


12444 








Name 


OJ000114 20.0315.C13.o6.gs 


Method 


GENSCAN 








Start 


11622 


End 


12444 








GI " 


none ' 


Score 


. 71 








Exons 


11622. . 11685, 117 38. . 124 44 












Seq. No. 


47379 


Seq. ID 


OJ000114 20. 


0315 


.C14 




Gene No. 


100800 


Strand 


+ ~~ 








Start 


1 


End 


777 








Name 


OJ000114 20.0315.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


777 








GI 


5777617 , 


Score 


96 








Exons 


1. . 67> 668". .777 










u% 

f-i : 


GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


47379 


Seq. ID 


OJ000114_20. 


0315 


.C14 


iy 


Gene No. 


100801 


Strand 


+ 








Start 


2806 


End 


5470 








Name 


OJ000114 20.0315.C14.o2.tm 


Method 


TBLASTX: Maize 






Start 


1562 


End 


3039 






£ 


GI 


none 


Score 


58 






C'3 


Exons 


1562. .1657, 2875.. 3039, 2890. 


.2961, 2892. .3014 








Seq. .No..- 


47379 


Seq. ID 


OJ000114_20. 


0315 


.C14 




Gene No. 


100801 


Strand 


+ 






~ ==. 


Start 


2806 


End 


5470 








Name 


OJ000114 20.0315.C14.ol.gp 


Method 


AAT/GAP 








Start 


2751 


End 


3200 








GI 


uC-osflM202083f08bl 


Score 


873 








Exons 


2751.. 3200 












GI 'Descrip . 


'2213591 7.0e-15 (AC000348) T7N9.11 [Arabidopsis thaliana] ' 




Seq. No. 


47379 


Seq. ID 


OJ000114_20. 


0315 


.C14 




Gene No. 


100801 


Strand 


+ 








Start 


2806 


End 


5470 








Name 


OJ000114 20.0315.C14.o2.gs 


Method 


GENSCAN 








Start 


2806 


End 


4960 








GI 


none 


Score 


.99 








Exons 


2806.. 3493, 3749. .3921, 4937. 


.4960 










Seq. No. 


47379 


Seq. ID 


OJ000114_20. 


0315 


.C14 




Gene No. 


100801 


Strand 


+ 








Start 


2806 


End 


5470 








Name 


OJ000114 20.0315.C14 .o2.np 


Method 


AAT/NAP 







4 9063 




Start 


2848 








End 


5470 






GI 


2213591 








Score 


548 






Exons 


2848 . . 3505, 


3725 


. .3820, 


5437. 


.5470 








GI Descrip. 


(AC000348) 


T7N9. 


11 [Arabidopsis thaliana] 






Seq. No. 


47379 








Seq. ID 


OJ000114 


_20.0315, 


,C14 


Gene No. 


100801 








Strand 


+ 






Start 


2806 








End 


5470. . 






Name 


OJ000114 20 


. 0315 


.C14 .ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


2875 ~~ 








End 


3317 






GI 


none 








Score 


195 






Exons 


2875. . 3039, 


2907 


. .3014, 


3175. 


.3312, 3183. .3317 






Seq. No. 


47379 








Seq. ID 


OJ000114 


_20.0315. 


C14 


Gene No. 


100801 








Strand 


+ 






Start 


2806 








End 


5470 






Name 


OJ000114 20 


. 0315 


.C14.ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2878 ~~ 








End 


3225 






GI 


none 








Score . * 


. 190 






Exons 


2878 . . 3039, 


3172 


. .3225 












Sea No 


47379 








Seq. ID 


OJ000114 


_20.0315. 


C14 


Gene No. 


100801 








Strand 


+ 






Start 


2806 








End 


5470 






Name 


OJ000114 20 


10315 


.C14.ol, 


.tm 


Method 


TBLASTX: 


Maize 




Start 


3175 ~~ 








End 


3926 






GI 


none 








Score 


317 






Exons 


3175. . 3492, 


3175 


. .3489, 


3183. 


.3491, 3619. .3639, 


3742. .3816, 




3744 3815. 


3750 


. .3926, 


3852. 


.3899 








Sea. No. 


47379 








Seq. ID 


OJ000114 


_20.0315. 


C14 


Gene No. 


100801 








Strand 


+ 






Start 


2806 








End 


5470 






Name 


OJ000114 20 


.0315 


.C14.o2. 




Method 


AAT/GAP 






Start 


3327 ~ 








End 


3842 






GI 


LIB3432-006 


-P1-K1-A7 




Score 


433 






Exons 


3327 . .3493, 


3749 


. .3842 












GI Descrip. 


f 2213591 l.i 


Oe-08 


(AC000348) T7N9.11 [Arabidopsis thaliana] 1 


Seq. No. 


47380 








Seq. ID 


OJ000114 


_20.0315. 


C15 


Gene No. 


100802 








Strand 


+ 






Start 


992 








End 


1066 






Name 


OJ000114 20 


.0315 


.CIS.ol. 


.gs 


Method 


GENSCAN 






Start 


992 ~~ 








End 


1066 






GI 


none 








Score 


. 69 






Exons 


992 1066 
















Sea No 


47381 








Seq. ID 


OJ000114 


_20.0315. 


C20 


Gene No. 


100803 








Strand 


+ 






Start 


2163 








End 


4145 






Name 


OJ000114 20 


.0315 


.C20 .o2. 


,np 


Method 


AAT/NAP 






Start 


2163 








End 


4145 






GI 


7340909 








Score 


120 






Exons 


2163. .2185, 


3553 


. .3674, 


3721. 


.3859, 3909. .4145 






GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47381 








Seq. ID 


OJ000114 


_20. 0315. 


C20 



49064 



Gene No. 


100804 


Strand 








Start 


1 


End 


4287 






Name 


OJ000114 20.0315.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1372 






GI 


6094553 


Score 


210 






Exons 


1..27, 108. .171, 1045. .1128 


, 1291. .1372 






GI Descrip. 


(AC01067 6) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


47381 


Seq. ID 


OJ000114_20 


.0315, 


.C20 


Gene No. 


100804 


Strand 








Start 


1 


End 


4287 






Name 


OJ000114 20.0315.C20.ol.gs 


Method 


GENSCAN 






Start 


494 


End 


4287 






GI 


none 


Score 


. 72 






Exons 


494. .615, 1045. .1069, 1272. 


.1337, 2339 


..2398, 2806 


. .3178, 




3742. .3890, 4017. .4287 










Seq. No. 


47382 


Seq. ID 


OJ000114_20 


.0315, 


.C21 


Gene No. 


100805 


Strand 


+ 






Start 


262 


End 


5460 






Name 


OJ000114 20.0315.C21.ol.gs 


Method 


GENSCAN 






Start 


262 


End 


5460 






GI 


none 


Score 


.6 






Exons 


262. .286, 438. .512, 3914. .4109, 5189.. 


5241, 5260.. 


5460 




Seq. No. 


47382 


Seq. ID 


OJ000114_20 


.0315. 


.C21 


Gene No. 


100806 


Strand 


— ... 






Start 


1 


End 


2059 






Name 


OJ000114 20.0315.C21.ol.np 


Method' 


AAT/NAP 






Start 


1 


End 


2059 






GI 


7340909 


Score 


78 






Exons 


1..42, 1335. .1456, 2017. .2059 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47382 


Seq. ID 


OJ000114_20 


.0315. 


.C21 


Gene No.- 


100806 


Strand 








St.art 


1 


End 


2059 - 






Name 


OJ000114 20. 031-5. C21.ol.gp 


Method 


AAT/GAP ■ 






Start 


1260 


End 


1343 






GI 


LIB3477-003-P1-K1-E9 


Score 


114 






Exons 


1260. .1343 











GI Descrip. * 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I). >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000114_20.0315.C21 

7490 
AAT/NAP 
7490 
362 



47382 Seq. ID 

100807 Strand 
5054 End 
OJ000114__20.0315.C21.o2.np Method 
5054 End 
6069646 Score 
5054. .5461, 7445. .7490 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa]- gi | 6907 112 | dbj | BAA90639 . 1 1 "(AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



49065 



Seq. No.. 47382 Seq. ID 

Gene No. 100807 Strand 

Start 5054 End 

Name OJ000114_20 . 0315 . C21 . o2 . gs Method 

Start 7227" End 

GI none Score 

Exons 7227.. 7431 



OJ000114_20.0315.C21 

7490 
GENSCAN 
7431 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100808 

266 

OJ000114 

266 

none 

266. .550 



20.0315.C23.ol.gs 



Seq. ID OJ000114_20.0315.C23 

Strand + 

End 550 

Method GENSCAN 

End 550 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI . Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 
100809 
3654 

OJ000114_20.0315.C23.ol.gp 
3654 

uC-osroM202017c04al 
3654. .3938 

»5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ000114__20.0315.C23 

Strand + 

End 3938 

Method AAT/GAP 

End 3938 

Score 570 



47383 

100810 

1976 

OJ000114_20.0315.C23.o2.gs 

1976 

none 

1976.. 2423, 2455.. 2666 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 2666 

Method GENSCAN 

End 2666 

Score 1 



Seq. No. ' 47383 

Gene No. 100811 

Start 3952 

Name OJ000114_20 . 0315 . C23 . o2 . tw 

Start 2107 

GI none 
Exons 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 

Method TBLASTX : Wheat 

End 8416 

Score 58 



2107. .2208, 2319. .2387, 8139. .8201, 8141. .8395, 8273. .8416 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



47383 

100811 

3952 

OJ000114_20.0315.C23.ol.np 

3932 

6730697 



Seq. ID OJ000114_20.0315.C23 
.Strand 

End 9039 

Method AAT/NAP 

End 8749 

Score 1778 



3932. .4098, 4375. .4605, 4675. .4842, 4930. .5342, 8083. .8749 
(AC011809) calcium-dependent protein kinase 1 [Arabidopsis 
thaliana] 



Seq. No. 47383 

Gene No. 100811 

Start 3952 

Name OJ000114_20 . 0315 . C23 . o3 . gs 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 

Method GENSCAN 



49066 



Start 
GI 

Exons 



3952 
none 

3952. .4098, 



4375. .5304 



End 
Score 



5304 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20, 

3961 

none 

3961. .4101, 
4714 . . 4857, 



0315.C23.ol.ts 



3971.. 4099, 4375. 
4715. .4843, 4916. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 20.0315.C23 



9039 

TBLASTX: Soybean 
8137 
132 

4413, 4471. .4635, 4496. .4603, 
5344, 4927.. 5337, 8078.. 8137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20. 

3961 

none 

3961. .4101, 



0315.C23.o3. tm 



3971. . 4099 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_20.0315.C23 
9039 

TBLASTX: Maize 

4101 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20. 

3967 

none 

3967. .4101, 
4715. .4843, 
4928. .5251, 
8273. .8449 



0315.C23.ol.tc 



3971.. 4099, 4375. 
4744.. 484.5, 4765. 
5050.. 5328, 5300. 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 
Method -TBLASTX : Cress 
End- 8596 
Score 154 

.4638, 4496. .4639, 4711. .4857, 
.4848, 4880.. 4933, 4927.. 5337, 
.5344, 8081.. 8596, 8097.. 8282, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20, 

4375 

none 

4375. .4605, 
4928. .5257, 



0315.C23.ol.tm 



4562.. 4621, 4717, 
5050. .5313 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 

Method TBLASTX : Ma* ze 

End 5313 

Score 48 

.4845, 4718. .4843, 4927. .5313, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20. 

5014 

none 

5014. .5325, 



0315.C23.ol.tw 



5024.. 5260, 5131. 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 

Method TBLASTX : Wheat 

End 8137 

Score 196 

.5325, 8072.. 8125, 8072.. 8137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47383 

100811 

3952 

OJ000114_20; 

6455 

none 

6455. .6627, 



0315.C23.o4 .gs 



6847. .6883, 6977, 



Seq. ID OJ000114_20.0315.C23 
Strand 

End 9039 

Method GENSCAN 

End 8848 

Score .83 
.7020, 8083.. 8848 



49067 





Seq. No. 


47383 




Seq. ID 


OJ000114 


_20.0315, 


.C23 




Gene No. 


100811 




Strand 










Start 


3952 




End 


9039 








Name 


OJ000114 20.0315.C23.o2 


. tm 


Method 


TBLASTX : 


Maize 






Start 


8075 




End 


8551 








GI 


none 




Score 


77 








Exons 


8075. .8395, 8078. .8173, 


8100. 


.8201, 8273.. 8506, 


8447. .8551 




Seq. No. 


47383 




Seq. ID 


OJ000114 


_20 . 0315, 


■ C23 




Gene No. 


100811 




Strand 










Start 


3952 




End 


9039 








Name 


OJ000114 20.0315.C23.o2 


. ts 


Method 


TBLASTX: 


Soybean 






Start 


8141 




End 


8551 






GI 


none 




Score 


82 








Exons 


8141. .8551, 8154. .8204, 


8273. 


. 8503 










Seq. No. 


47383 




Seq. ID 


OJ000114 


_20.0315. 


,C23 




Gene No. 


100811 




Strand 










Start 


3952 




End : 


' 9039 








Name 


OJ000114 20.0315.C23.o2 


. gp 


Method 


AAT/GAP 








Start 


8526 




End 


9039 








GI 


none 




Score 


937 








Exons 


8526. .9039' 














Seq. No. . 


47384 




Seq. ID 


OJ000114 


_20.0315. 


C24 




Gene No. 


100812 




Strand 










Start 


477 




End 


891 






§ y 


Name 


OJ000114 20.0315.C24.ol 


. as 


Method 


GENSCAN 






f ~i 


Start 


477 




End 


891 








GI 


none 




Score 


. 53 






In? 


Exons 


477. .662, 847. .891 












I ^ 


Seq. No. 


47385 . 




Seq. ID 


OJ000114 


_20.0315. 


C33 




Gene No. 


100813 




Strand 








ft 


Start 


1678 




End 


1762 






-.. 5. 


Name 


OJ000114 20.0315.C33.ol 


. gs 


Method 


GENSCAN 








Start 


1678. 




End 


1762 








GI 


none 




Score 


. 47 • 






v3 


Exons 


1678. .1762 














Seq. No. 


47386 




Seq. ID 


OJ000114 


_20.0315. 


C34 




Gene No. 


100814 




Strand 


+ 








Start 


433 




End 


3648 








Name 


OJ000114 20.0315.C34.ol 


.gs 


Method 


GENSCAN 








Start 


433 




End 


3648 








GI 


none 




Score 


.59 








Exons 


433. .607, 1820. .1838, 2695. .2826, 3506, 


. .3648 








Seq. No. 


47386 




Seq. ID 


OJ000114 


_20.0315. 


C34 




Gene No. 


100815 




Strand 










Start 


1284 




End 


2589 








Name 


OJ000114 20.0315.C34.ol, 


.np 


Method 


AAT/NAP 








Start 


1284 




End 


2589 








GI 


6815099 




Score 


83 








Exons 


1284.. .1410, 2519.. 2589 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 







49068 



Seq. No. 


47387 


Seq. ID 


OJ000114_20. 


.0315 


.C40 


Gene No. 


100816 


Strand 


+ 






Start 


224 


End 


1077 






Name 


OJ000114 20.0315.C40.ol.np 


Method 


AAT/NAP 






Start 


224 


End 


1077 






GI 


6094553 


Score 


92 






Exons 


224. .321, 1056. .1077 










GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


47388 


Seq. ID 


OJ000114_20. 


,0315, 


.C41 


Gene No. 


100817 


Strand 


+ 






Start 


616 


End 


2113 






Name 


OJ000114 20.0315.C41.ol.np 


Method 


AAT/NAP 






Start 


616 


End 


2113 






GI 


6094553 


Score 


126 






Exons 


616. .697, 1508. .1602, 2061. 


.2113 








GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


47389 


Seq. ID 


OJ000114_20. 


0315. 


.C43 


Gene No. 


100818 


Strand 


+ 






Start 


1 


End 


1274 






Name 


OJ000114 20.0315.C43.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1274 






GI 


6094553 


Score 


152 






Exons 


1. .'82, 1157. ,1274 










GI Descrip. 


(AC010676) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


47390 


Seq. ID 


OJ000114_20. 


0315, 


.C44 


Gene No. 


100819 


Strand 








Start 


1207 


End 


134 6 






Name 


OJ000114 20.0315.C44.ol.gs 


Method 


GEN SCAN 






Start 


1207 


End 


1346 






GI 


none 


Score 


.85 






Exons 


1207. .1346 










Seq. No. 


47391 


Seq. ID 


OJ000114_20. 


0315. 


C46 


Gene No. 


100820 


Strand 








Start 


258 


End 


1226 






Name 


OJ000114 20.0315.C46.ol.gs 


Method 


GENSCAN 






Start 


258 


End 


1226 






GI 


none 


Score 


.78 






Exons 


258. .303, 327. .399, 624. .802, 1175. .1226 






Seq. No. 


47392 


Seq. ID 


OJ000114_20. 


0315. 


C47 


Gene No. 


100821 


Strand 


+ 






Start 


1 


End 


3763 






Name 


OJ000114 20.0315.C47.ol.gp 


Method 


AAT/GAP ^ 






Start 


1 


End 


3763 







GI 

Exons 



GI Descrip. 



553 1.R1084 



3225 



_ Score 
1..112, 271. .415, 1165. .1329, 1417. .1655, 1743. .1775, 
2063. .2144, 2254. .2414, 2528. .2713, 2800. .2982, 3079. .3257, 
3515.. 3763 

' 21817 9/dbj | BAA01058 | 0.0e+00 (D10207) H-ATPase [Oryza sativa] 
>gi_4 4 4 339_prf 1906387A H ATPase [Oryza sativa] 1 



Seq. No. 
Gene No. 



47392 
100.821 



Seq. ID OJ000114_20.0315.C47 
Strand + 



49069 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000114_20.0315.C4 7.ol.np 
1 

218179 



End 

Method 

End 

Score 



3763 
AAT/NAP 
3608 
2336 



1..112, 271. .415, 1165. .1329, 1417. .1655, 1743. .1775, 

2063. .2144, 2254. .2414, 2528. .2713, 2800. .2982, 3079. .3257, 

3515. .3608 ■ 

(D10207) H-ATPase [Oryza sativa] gi | 444339 | prf | | 1906387A H 





ATPase [Oryza sativa] 










Seq. No. 


47392 




Seq. ID 


OJ000114_20.0315, 


.C47 


Gene No. 


100821 




Strand 


+ 




Start 


1 




End 


3763 




Name 


OJ000114 20.0315.C47.ol. 


QS 


Method 


GENSCAN 




Start 


2 




End 


3611 




GI 


none 




Score 


.93 




Exons 


2. .112, 271. .415, 1165.. 


1329, 


1417.. 1655, 2.063. .2144, 






2254 . .2414, 2528. .2713, 


2800. 


.2982, 3079.. 3257, 3515.. 3611 


Seq. No. 


" 47392 




Seq. ID 


OJ000114_20.0315. 


.C47 


Gene No. 


100822 




Strand 


+ 




Start 


4242 




End 


4683 




Name 


OJ000114 20.0315.C47.o2. 


gp 


Method 


AAT/GAP 




Start 


4242 




End 


4683 




GI 


none 




Score 


844 




Exons 


4242. .4683 










Seq. No. 


47392 




Seq. ID 


OJ000114_20.0315. 


,C47 


Gene No. 


100823 




Strand 






Start 


4427 




End 


7364 




Name 


OJ000114 20.0315.C47.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


4 




End 


3613 




GI 


none 




Score 


103 




Exons 


4. .114, 5. .115, 270. .413, 270 


..416, 274 


..426, 284. .421, 





3142. .3168, 3145. .3174, 3172. .3258, 
3513. .3608, 3521. .3613, 3536. .3610 



317.4.. 3251, 3513.. 3611, 



47392 

100823 

4427 

OJ000114_20.0315.C4 7.ol.tm 
5 

none 

5. .112, 5. .112, 268. .414, 269. 
1149. .1328, 1163. .1327, 1407.. 

2038. .2148, 2062.. 
2521. .2712, 2521.. 
2799.. -2993, 2800.. 
3079. .3258, 3512.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 20.0315.C47 



1746. 
2304. 
2796. 
3078. 
3520. 



,1784, 
,2441, 
,2981, 
,3272, 
,3636 



7364 

TBLASTX: Maize 
3636 
160 

.415, 270. .416, 271. .426, 
1679, 1410.. 1652, 1415. .1654, 
2148, 2252. .2413, 2253. .2414, 
2712, 2522. .2725, 2720. .2965, 
2985, 3073.. 3222, 3077.. 3256, 
3610, 3513.. 3611, 3513.. 3608, 



Seq. No. 47392 Seq. ID 

Gene No. 100823 Strand 

Start 4427 End 

Name OJ0001 14_20 . 0315 . C4 7 . o2 . ts Method 

Start 5 End 

GI none Score 



OJ000114_20.0315.C47 
7364 

TBLASTX: Soybean 

1328 

111 



49070 



Exons 



5. .112, 261. .413, 268. .411, 270. .416, 271. .426, 1149. .1328, 
1163.. 1327 



Seq. No. 47392 Seq. ID 

Gene No. 100823 . Strand. 

Start 4427 End 
Name ' OJ000114_20 . 0315 . C47 . ol . tw Method 

Start 50 End , 

GI none Score 
Exons 



OJ000114_20.0315.C47 
7364 

TBLASTX: Wheat 

27.25 

80 



50. .112, 58. .105, 261. .416, 270. .416, 271. .426, 1149. .1328, 

1163. .1327, 1407. .1679, 1409. .1654, 1743. .1787, 1748. .1783, 

2062. .2148, 2087. .2146, 2252. .2410, 2253. .2411, 2304. .2411, 
2305. .2412, 25S5..2725, 2587. .2715 



Seq. No. 47392 
Gene No. 100823 
Start 4 4 27 

Name OJ000114_20 . 0315 . C4 7 . ol . tc;- ■ 

Start 1149 
GI none 

Exons 1149.. 1328, 1159.. 1329, 1172. 

1409. .1654, 1410. .1658, 1559. 
2087. .2146, 2252. .2374, 2253. 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 



OJ000114 20.0315.C47 



7364 

TBLASTX: Cress 
2381 '.. 
235 

.1327, 1180. .1329, 1407. .1679, 
.1681, 1742. .1774, 2062. .2148, 
.2381, 2304.. 2381 



Seq. No. 47392 
Gene No. 100823 
Start 4427 

Name OJ000114_20 . 0315 . C47 . ol . ts 

Start 1407 
GI none 

Exons 1407.. 1679, 1415.. 1654, 1758. 

2252. .2413, 2253. .2414, 2304. 
2534. .2635, 2539. .2706, 2793. 
3073.. 3222, 3077.. 3157, 3078. 
3080.. 3259, 3513.. 3611 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 20.0315.C47 



7364 

TBLASTX: Soybean 
3611 
296 

1802, 2062. .2148, 2087. .2146, 
2414, 2335. .2418, 2522. .2725, 
2981, 2799.. 2993, 2800.. 2985, 
3254, 3078.. 3173, 3079.. 3258, 



Seq. No. 47392 

Gene No. - 100823 

Start 4427 

Name OJ000114_20 . 0315 . C4 7 . o2 . tc 

Start 2594 

GI none 

Exons 2594.. 2725, 2596.. 2724, 2787, 
3073. .3141, 3079. .3141 



Seq. ID OJ000114_20.0315.C47 
Strand 

End 7364 

Method TBLASTX : Cress 

End 3141 

Score 135 

.2972, 2788.. 2985, 2805.. 2993, 



Seq. No. 47392 

Gene No. 100823 

Start 4427 

Name * OJ000114_20 . 0315 . C47 . o2 . tw 

Start 2800 

GI none 

Exons 2800.. 2982, 2805.. 2963, 3063. 
3097. .3183 



Seq. ID OJ000114_20.0315.C47 
Strand 

End 7364 

Method TBLASTX: Wheat 

End 3183 

Score 24 9 

.3173, 3078. .3173, 3082.. 3174, 



Seq. No. 
Gene No. 
Start 



47392 

100823 

4427 



Seq. ID 

Strand 

End 



OJ000114 20.0315.C47 



7364 



49071 



Name 


OJ000114 20.0315.C47.o2 


. gs 


Method 


GEN SCAN 




Start 


4427 




End 


7364 




GI 


none 




Score 


.77 




Exons 


4427. .4475, 4533. .6502, 


6840 


. .7364 






Seq. Nck 


47392 




Seq. ID 


OJ000114_20.0315. 


C47 


Gene No. 


100823 




Strand 






Start 


4427 




End 


7364 




Name 


QJ000114 20.0315.C47.o2 


. tm 


. Method 


TBLASTX: Maize 




Start 


5375 




End 


5824 




GI 


none 




Score 


42 




Exons 


537S..5824, 5397. .5558, 


5592 


. .5813 






Seq. No. 


47392 




Seq. ID 


OJ000114_20.0315. 


C47 


Gene No. 


100823 




Strand 






Start 


4427 




End 


7364 




Name 


OJ000114_20; 0315.C47.o3 


. np 


. Method 


AAT/NAP 




Start 


5462 




End 


7271 




GI 


7489509 




Score 


605 




Exons 


■ 5462. .6487, 6831. .7271 










GI Descrip. 


NBS-LRR type resistance 


protein - rice 


( fragment ) 






gi | 27 92238 | gb | AAB96994 . 


1| (AF032697) NBS-LRR type resistanc 




protein [Oryza sativa] 










Seq. No. 


47392 




Seq. ID 


OJ000114_^20.0315. 


C47 


Gene "No. 


100823 




Strand 






Start 


.4427 




End 


7364 




Name . * 


OJ000114 20.0315.C47.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


5513 




End 


6463 




GI 


none 




Score 


67 




Exons 


5513. .5635, 5651. .5761, 


5657 


..5824, 6002. .6052, 6077. .6325, 




6090. .6338, 6338. . 6463, 


6372 


. .6449 






Seq. No. 


47392 




Seq. ID 


OJ000114_20.0315. 


C47 


Gene No. 


100823 




Strand 






Start ' 


4427 




End 


7364 




Name 


OJ000114 20.0315.C47.o3 


. tm 


Method 


TBLASTX: Maize 




Start • 


6116 




End 


7262 




GI 


none 




Score 


115 




Exons 


6116. .6475, 6156. .6452, 


6798 


..6896, 6891. .7046, 7146. .7262 


Seq. No. 


47392 




Seq. ID 


OJ000114_20.0315. 


C47 


Gene No. 


100823 




Strand 






Start 


4427 




End 


7364 




Name 


OJ000114 20.0315.C47.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6179 




End 


6466 




GI 


none 




Score 


94 




Exons 


6179. .6310, 6329. .6466 










Seq. No. 


47393 




Seq. ID 


OJ000114_20.0315. 


C48 


Gene No. 


100824 




Strand 


+ 




Start 


630 




End 


9603 




Name 


OJ000114 20.0315.C48.ol 


. np 


Method 


AAT/NAP 




Start 


630 




End 


9603 




GI 


7228457 




Score 


2972 




Exons 


630. .682, 3640. .3717, 4849. .6281, 6336 


..7998, 8065. .9603 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 





4907 2 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) ""[Oryza 



Seq. No. 


47393 


Seq. ID 


OJ000114 20 


.0315, 


.C48 


Gene No. 


100824 


Strand 


+ 






Start 


630 


End 


9603 






Name 


OJ000114 20.0315.C48.o2.gs 


Method 


GENSCAN 






Start 


3322 ... 


End 


5433 






GI 


none ~ ' 


Score 


. 96 




- 


Exons 


3322 . . 5433 










Seq. No. 


47393 


Seq. ID 


OJ000114 20 


.0315. 


,C48 


Gene No. 


100824 


Strand 


+ 






Start 


630 


End 


9603 






Name 


OJ000114 20.0315.C48.o3.gs 


Method 


GENSCAN 






Start 


5538 


End 


6404 






GI 


none 


Score 


.97 






Exons 


5538 . . 6404 










Seq. No. 


47393 


Seq. ID 


OJ000114_20 


.0315. 


C48 


Gene No . 


100824 


Strand 


+ 






Start 


630 


End 


9603 






Name 


OJ000114 20.0315.C48.o4.gs 


Method 


GENSCAN 






Start 


6657 


End 


9519 






GI 


none- 


Score 


. 63 






Exons 


6657.. 7051, 7093. .7258, 7417 


. .8590,' 8771. .9519 






Seq. No. 


47393 


Seq. ID 


OJ000114_20 


. 0315 . 


C48 


Gene No. 


100825 


Strand 


+ 






Start 


13569 


End 


14056 






Name 


OJ000114 20.0315.C48.o4.np 


Method 


AAT/NAP 






Start 


13569 


End 


14056 






GI 


7523517 


Score 


244 






Exons 


13569. .13856, 14002. .14056 










GI" Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47393 


Seq. ID 


OJ000114_20 


. 0315. 


C48 


Gene No . 


100826 


Strand 


+ 






Start 


15433 


End 


20752 






Name 


OJ000114 20.0315.C48.o6.gs 


Method 


GENSCAN 






Start 


15433 


* End 


16680 






GI 


none 


Score 


• 94 






Exons 


154 33. .16067, 16073. .16523, 


16585. .16680 






Seq. No. 


47393 


Seq. ID 


OJ000114_20 


.0315. 


C48 


Gene No. 


100826 


Strand 


+ 






Start 


15433 


End 


20752 






Name 


OJ000114 20.0315. C48.o5.np 


Method 


AAT/NAP 






Start 


16104 


End 


20618 






GI 


7489509 


Score 


635 






Exons 


16104. .16523, 19592. .20618 










GI Descrip. 


NBS-LRR type resistance protein - rice 


( fragment ) 








gi|2792238|gb|AAB96994.1| (AF032697) NBS-LRR type resistance 




protein [Oryza sativa] 










Seq. No. 


47393 


Seq. ID 


OJ000114_20 


.0315. 


C48 


Gene No. 


100826 


Strand 


+ 







49073 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seql. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15433 End 20752 

OJ000114_20 . 0315 . C4 8 . 06 . np. Method AAT/NAP 
16464 End 20564 

2213598 Score 111 

16464. .16504, 20114.. 20564 
(AC000348) T7N9.18 [Arabidopsis thaliana] 



47393 ' Seq. ID 

100826 Strand 

15433 End 
OJ000114_20. 0315.C4 8.o7.gs Method 

19762 End 

none Score 

19762. .20131, 20534.. 20752 



OJ000114_20.0315.C48 
+ 

20752 
GENSCAN 
20752 
.56 





Seq. No. 


47393 






Seq. ID 


OJ000114 20.0315. 


,C48 




Gene No. 


100827 






Strand 








Start 


1 






End 


58 






Name 


OJ000114 20. 


0315.C48.ol, 


• gp 


Method 


AAT/GAP 






Start 


1 






End 


58 






GI 


none 






Score 


116 






Exons 


1. .58 












r j 


Seq. No. 


47393 






Seq. ID 


OJ000114_20.0315. 


C48 


\3 


Gene No . 


100828 ■ 






Strand 








Start 


34 






End 


439 




fy 


Name 


OJ000114 20. 


0315.C48.ol. 


■ gs 


Method 


GENSCAN 






Start • 


34 






End 


439 






GI 


none 






Score 


.81 






Exons 


34. .187, 252 


!. .439 












Seq. No. 


47393 






Seq. ID 


OJ000114_20.0315. 


C48 




Gene No. 


100829 






Strand 








Start 


9747 






End 


13873 






Name 


OJ000114 20. 


0315.C48.o7. 


tw 


Method 


TBLASTX: Wheat 






Start 


4909 






End 


5307 






GI 


none 






Score 


239 




ASS. 


Exons 


4909. .5307, 


4923. .4961, 


5034 . 


.5219. 








Seq. No. 


47393 






Seq. ID 


OJ000114_20.0315. 


C48 




Gene No. 


100829 






Strand 








Start 


9747 






End 


13873 






Name 


OJ000114 20. 


0315.C48.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


5766 






End 


6221 






GI 


none 






Score 


146 






Exons 


5766. .5948, 


5774 . .5947, 


5985. 


.6221, 5987. .6103, 5997. .6206 



'■Seq.- No. 47393 

Gene No. 100829 

Start 9747 

Name OJ000114_20 . 0315 . C48 . ol . tw 

Start 6413 

GI none' 

Exons 6413.. 6868, 6414.. 6869, 12721.. 12816 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 13873 

Method TBLASTX : Wheat 

End 12816 

Score 536 



Seq. No. 
Gene No. 



47393 
100829 



Seq. ID 
Strand 



OJ000114 20.0315.C48 



49074 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene Nb. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



9747 

OJ000114_20. 
6543 . 
none 

6543. .6899, 

47393 

100829 

9747 

OJ000114__20. 

6927 

none 

6927. .7310, 

47393 

100829 

9747 

OJ000114_20. 

6987 

none 

6987. .7406, 

47393 

100829 

9747 

OJ000114_20. 

7070 

none 

7070. .7222, 

47393 

100829 

9747 

OJ000114_20. 

7545 

none 

7545. .7796, 

47393 

100829 

9747 

OJ000114_20. 
8016 
none 

8016. .8336, 

47393 

100829 

9747 

OJ000114_20. 
8479 
none 

8479. .8784, 

47393 

100829 

9747 



0315.C48 .ol. tm 



6584. .6898 



0315.C48 .o3. tm 



7031. .7306 



0315.C48-.o2.tw 



7031. .7408 



0315.C48.ol.ts 



7071. .7463 



0315.C48.o6.tw 



7570. .7794, 7804, 



0315.C48.o9.tw 



8017. .8274 



0315.C48.o2.tm 



8496. .8783 



End 

Method 

End 

Score 



13873 

TBLASTX: Maize 

6899 

388 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 13873 

Method TBLASTX : Mai ze 

End 7310 

Score 296 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 13873 

Method TBLASTX : Wheat 

End 7408 

Score 421 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 13873 

Method TBLASTX: Soybean 

End 7463 

Score 281 



Seq. ID OJ000114_20.0315.C48 
Strand 

13873 

TBLASTX: Wheat 
7977 
210 



End 

Method 
End 
Score 
.7977 



Seq. ID OJ000114_20. 0315.C48 
Strand 

End 13873 

Method TBLASTX : Wheat 

End 8336 

Score 181 



Seq. ID OJ000114_20.0315.C48 

Strand - .... . 

End 13873' 

Method TBLASTX: Maize 

End 8784 

Score 308 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 13873 



49075 



Name 


OJ000114 20. 


0315.C48.o5.tw 


Method 


TBLASTX : 


Wheat 




Start 


8479 - - 




End 


8862" " 






GI 


none 




Score 


315 






Exons 


8479. .8862, 


8487.-8675, 8712 


. .8861 








Seq. No. 


47393 




Seq. ID 


OJ000114 


_20.0315. 


C48 


Gene No. 


100829 




Strand 








Start 


9747 




. End 


13873 






Name 


OJ000114 20. 


0315.C48.o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


8986 




End 


9594 






GI 


none 




Score 


356 






Exons 


8986. . 9438, 


9000. .9089, 9135 


..9242, 9463. .9594, 


9468. .9593 


Seq. No. 


47393 




Seq. ID 


OJ000114 


_20.0315. 


C48 


Gene No . 


100829 




Strand 








Start 


9747 




End 


13873 






Name 


OJ000114 20. 


0315.C48.o5.gs 


Method 


GENSCAN 






Start 


9747 




End 


13873 






GI 


none 




Score 


.57 






Exons 


9747. .9829, 


10058. .10224, 10360. .10615, 


10714. . 


10859, 






10983. .11744 


, 11814. .11872, 


11943. .12128, 12196 


. .12320, 






12487. .13172, 1354 4 .. 13636, 


13788. .13873 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47393 

100829 

9747 

OJ000114_20.0315.C48.o2.np 

10982 

6721561 



OJ000114 20.0315.C48. 



Seq. ID _ 
Strand 

End 13873 
Method AAT/NAP. 
End 13180 
Score 1080 
10"982 . . 11744, 11814. .11872, 11943 .. 12128 , 13112. 
(AP001073) EST AU082058 (C1297 6) corresponds to a 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13180 

region of the 



OJ000114. 20.0315.C48 



47393 
100829 
9747 

OJ000114_20.0315.C48.o3.np 
11101 
6721558 

11101. .11209, 11533. .11630, 12196 .. 12320, 13021. 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13873 
AAT/NAP 
13120 
255 



13120 



47393 

100830 

16113 

OJ000114_20.0315.C48.o4 . tm 

16113 

none 



Seq. ID OJ000114_20.0315.C48 
Strand 

End 20574 

Method TBLASTX: Maize 

End 20007 

Score 69 



16113. .16253, 16317. .16472, 1 64 67 . . 1 6526, 19624 .. 1 9917 , 
19629. .19952, 19945 . .-20007 



Seq. No. 



47393 



Seq. ID OJ000114_20.0315.C48 



49076 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100830 
16113. 

OJ000114_2<r. 0315.C48.o8.tw 

19624 

none 

19624. .19776, 19777. .19908 

47393 

100830 

16113 

OJ000114_20. 0315.C4 8.o2.ts 

19642 

none 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20574. 

TBLASTX: Wheat 

19908 

95 



OJ000114_20.0315.C48 
20574 

TBLASTX: Soybean 

20574 

71 



19642. .19710, 19693. .20016, 20260.. 20574 



47394 

100831 

59 

OJ000114_20.0315.C4 9.ol.gs 
59 

none 
59. .429 



Seq. ID OJ000114_20.0315.C49 

Strand + 

End 42 9 

Method GENSCAN 

End 429 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47394 Seq. ID 

100832 Strand 

2226 End 
OJ000114_20 . 0315 . C4 9 . o2 . gs Method 

2226 End 

none Score 

2226. .2302, 2694 . .2898 



OJ000114_20.0315.C49 
+ 

2898 
GENSCAN 
28 98 
.66 



47394 Seq. ID ~OJ000114_20 . 0315 . C4 9 

100833 Strand + 

3255 End 3431 

OJ000114_20. 0315.C4 9.ol.gp Method AAT/GAP 

3255 End 3431 

LIB34-31-047-P1-K1-B4 ■ Score 271 

3255.. 3431 

' 5670155/gb| AF161269. 1 | AF161269 2.0e-14 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



47394 Seq. ID 

100834 Strand 
3650 End 
OJ000114_20.0315.C4 9.o3.gs Method 
3650 End 
none Score 

3650. .3739, 4374. .4466, 4 699 .. 4788, ■ 5593 . 

5901.. 6088, 6232.. 6375, 6732.. 6833, 6941. 



OJ000114_20.0315.C49 

7339 
GENSCAN 
7307 
.73 



,5646, 5767. 
,7039, 7155. 



.5896, 
.-7307 



Seq. No. 47394 

Gene No. 100834 

Start 3650 

Name ■ OJ000114_20 . 0315 . C4 9 . ol . np 

Start 3656 

GI 2213597 
Exons 



Seq. ID OJ000114_20.0315.C49 
Strand 

End 7339 

Method AAT/NAP 

End 7316 

Score 924 



3656.-3739, 4374. .4438, 4528. .4612, 4699. .4788, 5137. .5188, 



49077 






5278. .5384, 


5593 


. .5697, 


5767 


. .5896, 


5994. .6088, 


6232. .6375, 




6732. . 6833, 


6941 


. .7039, 


7155 


. .7316 






GI Descrip. 


(AC000348).v 


T7N9. 


17 [Arabidopsis thaliana] 




Seq. No. 


47394 








Seq. ID OJ000114 


20.0315.C49 


Gene No. 


100834 








Strand 






Start 


3650 








End 


7339 




Name 


OJ00011.4 20 


.0315 


.C49.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4362 








End 


4783 




GI 


none 








Score 


76 




Exons 


4362. .4442, 


4532 


. .4612, 


4542 


. .4613, 


4565. .4618, 


4696. .4782, 




4712. .4783 














Seq. No. 


47394 








Seq. ID OJ000114 


20.0315.C49 


Gene No. 


100834 








Strand 






Start 


3650 








End 


7339 




Name 


OJ000114 20 


.0315 


.C49.01 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4577 








End 


7000 . 




GI 


none 








Score 


61 




Exons 


4577 . .4612, 


4 57 8 


. .4613, 


4578 


. .4613, 


4701. .4781, 


4701 .. 4784, 




4703. . 4789, 


4708 


. .4791, 


4709 


. .4789, 


5133. .5177, 


5141. .5182, 




5270. . 5380, 


5277 


. .5387, 


5277 


. .5387, 


5593. .5700, 


5593. . 5700, 




5758. .5895, 


5764 


. .5895, 


5950 


. .6087, 


5987. .6088, 


5992. . 6096, 




5997 . . 6128, 


6217 


. .6381, 


6217 


. .6384, 


6729. .6839, 


6730. . 6822, 




6732. .6836, 


6926 


. .6991, 


6938 


. .7000 






Seq. No. 


47394 








' Seq. ID OJ000114 


20.0315.C49 


Gene No. 


100834 








Strand 






Start 


3650 








End 


7339 




Name 


OJ000114 20 


.0315 


.C4 9.o2 


gp 


Method 


AAT/GAP 




Start 


5148 








End 


6393 




GI 


20973 1.R1084 






Score 


1072 




Exons 


5148. .5188, 


5278 


. .5384, 


5593 


. .5697, 


5767. .5896, 


5994. .6088, 




6232. .6393 














GI Descrip. 


'2213597 2. 


Oe-16 


(AC000348) T7N9.17 


[Arabidopsis thaliana] 1 


Seq. No. 


47394 








Seq. ID OJ000114 


_20.0315.C49 


Gene No . 


100834 








Strand 






Start 


3650 








End 


7339 




Name 


OJ000114 20 


.0315 


.C49.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5782 








End 


6873 




GI 


none 








Score 


58 




Exons 


5782. .5910, 


5809 


. .5889, 


5816 


.5911, 


5987. .6085, 


5987. .6106, 




5988. .6122, 


6208 


. .6408, 


6226 


.6387, 


6729. .6836, 


6732. .6836, 




6760. .6873 














Seq. No. 


47394 








Seq. ID OJ000114 


_20.0315.C49 


Gene No. 


100834 








Strand 






Start 


3650 








End 


7339 




Name 


OJ000114 20 


.0315 


.C4 9.o3. 


gp 


Method 


AAT/GAP 




Start 


6727 








End 


7339 




GI 


702460 








Score 


504 




Exons 


6727. .6833, 


6941 


. .7039, 


7155. 


.7177, 


7268. .7339 




GI Descrip. 


2213597 2. Oe-16 


(AC00034.8) T7N9.17 [Arabidopsis 


thaliana] 


Seq. No. 


47395 








Seq. ID OJ000114 


_20.0315.C50 


Gene No. 


100835 








Strand 


+ 





49078 




Start 862 End 4294 

Name OJ000114_20 . 0315 . C50 . ol . np Method AAT/NAP 

Start. 862 ' End 3332 

GI 5777634 Score 70 

Exons 862.. 1004, 1546.. 1641, 3271.. 3332 



GI Descrip. (AJ245900) CAA303722.1 protein [Oryza sativa] 



Seq. No. 47395 Seq. ID OJ000114_20 . 0315 . C50 

Gene .-No. 100835 Strand + 

Start 862 End 4294 

Name OJ000114_20 . 0315 . C50 . ol . gp Method AAT/GAP 

Start 1813 End 4294 

GI 58038JL.R1084 Score 1300 

Exons 1813.. 2152, 3969.. 4294 

GI Descrip. ' 354 9666/emb | CAA20577 . 1 | 4.0e-31 (AL031394) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


47395 






Seq. ID 


OJ000114 


_20.0315 


.C50 


Gene No. 


100835 






Strand 


+ 






Start 


862 






End 


4294 






Name 


OJ000114 20 


.0315. 


C50.o2.np 


Method 


AAT/NAP 






Start 


1904 






End 


4130 






GI 


6841210 






Score 


238 






Exons 


1904. .2152, 


3969. 


.4130 










GI Descrip. 


(AF161398) 


HSPC280 [Homo sapiens] 








Seq. No. 


47395 






Seq. ID 


OJ000114 


_20. 0315 


.C50 


Gene No. 


' 100835 






Strand 


+ 






Start 


8 62 






End 


42~94 






Name 


OJ000114 20 


.0315. 


C50.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2048 






End 


4147 






GI 


none 






Score 


109 






Exons 


2048. .2194, 


3966. 


.4121, 3968. 


.4147 









Seq. No. 47395 Seq. ID 

Gene" No. 100835 Strand 

Start 8 62 End 

Name OJ000114__20 . 0315 . C50 . ol . tm ' Method 

Start 2065 End 

GI none Score 
Exons 



OJ000114_20.0315.C50 
+ 

4294 

TBLASTX: Maize 

4279 

141 



2065. .2193, 2066. .2194, 3966. .4124, 3968. .4219, 3986. .4171, 
4214. .4279, 4214. .4270 



Seq. No. 47395 Seq. ID 

Gene No. 100835 Strand 

Start • 8 62 End 

Name OJ000114_20 . 0315 . C50 . ol . ts - Method 

Start 2072 * End 

GI none Score 
Exons 



OJ000114_20.0315.C50 
+ 

4294 

TBLASTX: Soybean 

4147 

100 



2072. .2155, 3954. .4109, 3966. .4121, 3968. .4147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47396 

100836 

1015 

OJ000114 

1015 

none 



20.0315.C51.ol.gs 



Seq. ID OJ000114_20. 0315.C51 
Strand 

End 1686 

Method GENSCAN 

End 1686 

Score .4 



49079 



Exons 



1015. .1233, 1621. .1686 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



47397 Seq. ID OJ000204_25 . 0306 . C4 

100837 Strand + 

1 End 4 92 

OJ000204_25.0306.C4 .ol.np Method AAT/NAP 

1 End 4 92 

114534 Score 72 

1. .32, 274. .492 

ATP SYNTHASE ALPHA CHAIN gi | 67828 I pir | | PWWTA H+-transporting ATP 
synthase (EC 3.6.1.34) alpha chain - wheat chloroplast gi 1552976 
(M16842) ATP synthase alpha subunit [Triticum aestivum] 



47397 
100838 
19063 

OJ000204_25.0306.C4 .o3.gs 
19063 
none 

19063. .19112/ 19212. .19379, 1964 9 .. 19770, 19966 
20381. .20842, 21266 .. 21402, 22149. .22223 



Seq. ID OJ000204_25.0306.C4 
Strand + 

22223 
GENSCAN 
22223 
.68 

20187, 



End 

Method 

End 

Score 



47397 Seq. ID 

100838 Strand 

19063 End 

OJ000204_25 . 0306 . C4 . o3 . np Method 

20533' End 

6815052 Score 
20533. .20685, 20767.. 20844 

(AP001080) hypothetical protein [Oryza sativa] 



OJ000204_25.0306.C4 
+ 

22223 
AAT/NAP 
20844 
283 '' 



47397 

100839 

8394 

OJ000204_25.0306.C4.ol.gp 
8394 

68377_i-..R1084 
8394.. 8878 

'1420932/gb|U61383|ORU61383 



Seq. ID 

Strand 

End 

Method 
End 

Score v 



OJ000204_25.0306.C4 

15664 

AAT/GAP 

8878 

■881 . . • 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204 25. 0306. C4 



47397 
100839 
8394 

OJ000204_25.0306.C4.o2.np 
8673 
7485065 

8673. .8878, 9004. .9064, 9171. .9217, 9306. 
12661. .12691, 13177. .13290, 14012.. 14308 
hypothetical protein - Arabidopsis thaliana 
gi|2244831|emb|CAB10253.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 72 68 180 | emb | CAB78516 . 1 | (AL161539) 
hypothetical protein [Arabidopsis thaliana] 



15664 
AAT/NAP 
14308 
950 

,9455, 



9504. .10114, 



47397 

100839 

8394 



Seq. ID 

Strand 

End 



OJ000204 25. 0306. C4 



15664 



49080 



Name 

Start 

GI 

Exons 



OJ000204_25.0306.C4.o2.gs 

9000 

none 

9000.. 9061, 9168.. 9611, 9692. 
14583. -.14696, 15650.. 15664 



Method GENSCAN 
End 15664 
Score .73 

10094, 13177. . 13332, 14012 .. 144 19, 



Seq. No. 47397 

Gene No. 100839 

Start 8394 

Name OJ000204_25 . 0306 . C4 . ol . tm 

Start 9003 

GI none 

Exons 9003.. 9062, 9003.. 9065, 9157, 
9306. .9362 



Seq. ID QJ000204_25.0306.C4 
Strand 

End 15664 

Method TBLASTX : Mai ze 

End 9378 

Score 81 

.9219, 9165. .9218, 9301. .9378, 



Seq. No. 47397 

Gene No. ' 100839 

Start 8394 

Name OJ000204_25 . 0306 . C4 . ol . ts 

Start 9006 

GI none 

Exons 9006.. 9062, 9026.. 9064, 9165. 
9535. . 9612 



Seq. ID OJ000204_25.0306.C4 

Strand - • 

End 15664 

Method TBLASTX: Soybean 

End 9613 

Score 65 

.9218, 9301.. 9441, 9530.. 9613, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI" Descrip-. 



47397 

100839 

8394 

OJ000204_25.0306.C4 .ol.tc 

9535 

none 



Seq. ID OJ000204_25.0306.C4 
Strand 
End 

Method 
End 
Score 



15664 

TBLASTX: Cress 

9813 

39 



9535.. 9612, 9536.. 9613, 9669.. 9806, 9694.. 9813 



47398 

100840 

830 

OJ000204_25.0306.C5.ol.gs 

830 - 



Seq. ID OJ000204_25.0306.C5 

Strand + 

End 3855 

Method GENSCAN 

End 3746 

Score . 67 



830. .887, 2301. .2614, 2696. .2947, 2958. .3746 



47398 
100840 
830 

OJ000204 
2303 
7485089 
2303; .2652, 



_25. 0306.C5.o2.np 



3047. .3086, 3168. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,3422, 



OJ000204 

+ ' 

3855 
AAT/NAP 
3855 
175 
3556. .3855 



25. 0306. C5 



hypothetical protein - Arabidopsis' thaliana 
gi|2244832|emb|CAB10254.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268181 | emb | CAB78517 . 1 | (AL161539) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47398 

100840 

830 

OJ000204_25.0306.C5.ol.np 
2312 



Seq. ID OJ000204_25.0306.C5 

Strand + 

End 3855 

Method AAT/NAP 

£nd 3688 



49081 



GI 7485745 Score 153 

Exons 2312.. 2476, 2552.. 2614, 2696.. 2923, 3047.. 3422, 3553.-3688 

GI Descrip.' hypothetical protein F19B15.180 - Arabidopsis thaliana 

gi I 4972061 1 emb | CAB43929.il (AL078470) hypothetical protein 
[Arabidopsis thaliana] gi | 7269813 | emb | CAB7 9673 . 1 | (AL161574) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 47398 

Gene No. 100841 

Start 5418 

Name OJ000204_25 . 0306 . C5 . o2 . gs 

Start 5418 

GI none 

Exons 5418.. 5429, 5548.. 5991, 6050. 

7974. .8037, 8878. .8928, 9446. 



Seq. ID OJ000204_25.0306.C5 

Strand + 

End 9958 

Method GENSCAN 

End 9541 

Score . 65 

6174, 7151. .7253, 7770. .7840, 
9541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47398 

100841 

5418 

OJ000204_25. 0306.C5.o3.np 

5764 

1839188 



Seq. ID OJ000204_25.0306.C5 



Strand 
End 

Method 

End 

Score 



+ 

9958 
AAT/NAP 
9958 
1058 



5764. .5908, 6846. .6912, 7151. .7253, 7770. .7840, 7974. .8037, 
8122. .8187, 8316. .8363, 8447. .8509, 8595. .8651, 8770. .8928, 
9302. .9370, 9446. .9537, 9913. .9958 



GI Descrip. (U86081) root hair, defective 3 [Arabidopsis thaliana] 



Seq. No. 47398 Seq. ID 

Gene No. 100841 • Strand 

Start 5418 End 

Name OJ000204_25 . 0306 . C5 . ol . tm Method 

Start 5785 End 

GI none Score 

Exons 5785. .5910, 6842. .6913, 6844.. 6912, 7134, 

7138. .7254, 7159. .7254, 7769. .7843, 7770, 

7955.. 8038, 7966.. 8055, 7971.. 8057, 8089, 

8115. .8204, 8122. .8196, 8315. .8362, 8316, 



OJ000204_25.0306.C5 
+ 

9958 

TBLASTX: Maize 
8366 
131 

,7253, 7137. .7253, 
,7841, 7954. .8019, 
,8187, 8115. .8177, 

,8366 



Seq. No. 47398 
Gene No. 100841 
Start 5418 

Name OJ000204_25 . 0306 . C5 . ol . tc 

Start 7982 
GI none 

Exons 7982.. 8023, 7983.. 8057, 7984. 

8316. .8375, 8319. .8366, 8444. 
8595. .8654, 8767. .8952, 8769, 
9449. .9538, 9454. .9507 



Seq. ID OJ000204_25.0306.C5 

Strand + 

End 9958 

Method TBLASTX : Cress 

End 9538 

Score 98 

.8055, 8089.. 8187, 8122. .8196, 
.8500, 8446. .8520, 8594. .8653, 
.8951, 9296;. 9352, 9298. .9360, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47398 

100841 

5418 

OJ000204_25.0306.C5.ol.ts 

8465 
none 



Seq. ID OJ000204__25.0306.C5 

Strand + 

End 9958 

Method TBLASTX: Soybean 

End 9958 

Score 4 6 



8465. .8500, 8595. .8654, 8753. .8929, 8767. .8952, 8784. .8930, 
9296.-9367, 9298. .9366, 9444. .9518, 9449. .9538, 9454. .9507, 



49082 




9911. .9958 



Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100842 


Strand 


+ 


Start 


128 


End 


2858 


Name 


OJ000204 25.0306.C6.ol.gs 


Method 


GENSCAN 


Start 


128 


End 


2858 


GI 


.'none 


Score 


.65 


Exons 


128. .257, 327. .726, 919. .1080 


1, 1168. . 1272, 1414. .1508, 




1596.. 1692, 2496.. 2858 






Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100842 


Strand 


+ 


Start 


128 


End 


2858 


Name 


OJ000204 25.0306.C6.ol.np 


Method 


AAT/NAP 


Start 


128 


End 


2698 


GI 


1839188 


Score 


758 


Exons 


128. .252, 385. .647, 727. .823, 


919. .1080, 1168. .1272, 1414. .1508, 




1596.. 1692', 2496.. 2698 






GI Descrip. 


(U86081) root hair defective 


3 [Arabidopsis thaliana] 


Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100843 


Strand 




Start 


4805 


End 


7927 


Name. 


OJ000204 25.0306.C6.o3.tm 


Method 


TBLASTX: Maize 


Start • 


127 


End 


1689 


GI 


none 


Score 


1,17 


Exons 


127. .237, 382. .654, 390. .665, 


721. .822, 


725. .823, 949. .1086, 




1161. .1253, 1162. .1272, 1411. 


.1527, 1440. .1517, 1582. .1689, 




1593. .1688 






Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100843 


Strand 




Start 


4805 


End 


7927 


Name 


OJ000204 25.0306.C6.o3. tc 


Method 


TBLASTX: Cress 


Start 


391 


End 


624 


GI 


none 


Score 


205 


Exons 


391. .624, 399. .623 






Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100843 


Strand 




Start 


4805 


End 


7927 


Name 


OJ000204 25.0306.C6.o2.ts 


Method 


TBLASTX: Soybean 


Start 


570 


End 


999 


GI 


none 


Score 


95 


Exons 


570. .650, 571. .648, 718. .822, 


725. .823, 


921. .965, 949. .999 


Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100843 


Strand 




Start 


4805 


End 


7927 


Name 


OJ000204 25.0306.C6.o4.tc 


Method 


TBLASTX: Cress 


Start 


949 


End 


1266 


GI 


none 


Score 


82 


Exons 


949. .1086, 1153. .1263, 1155.. 


1265, 1156 


;. .1266 


Seq. No. 


47399 


Seq. ID 


OJ000204_25.0306.C6 


Gene No. 


100843 


Strand 





49083 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4805 

OJ000204_25.0306.C6.ol.tm 

4745 

none 

4745.. 5008, 4803.. 4895, 4804. 
5004.. 50*57, 5006.. 5056 

47399 

100843 

4805 

OJ000204_25.0306.C6.o2.gs 

4805 

none 

4805. .5380, 5698. .6153, 6256. 
6754. .6835, 7192. .7272, 7654. 



End 

Method 

End 

Score 



7927 

TBLASTX: Maize 

5057 

148 • 



4896, 4961. .4996, 4968. .4997, 



Seq. ID OJ000204_25.0306.C6 
Strand 

End 7927 

Method GENSCAN 

End 7725 

Score .94 

.6340, 6406. .6479, 6616. .6665, 
.7725 



Seq. No. 47399 Seq. ID 

Gene No. 100843 > Strand 

Start 4805 End 

Name OJ000204_25. 0306 . C6 . ol . tc Method 

Start 4806 End 

GI none Score 

Exons 4806.. 4892, 4811. .5071, 4968. .5012 



OJ000204_25.0306.C6 
7927 

TBLASTX: Cress 

5071 

83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47399 
100843 
■4805 

OJ000204_25.0306.C6.ol.ts 

4811 

none 

4811. .5029, 4812. .4889, 4968. 
5162. .5284, 5178. .5294 

47399 

100843 

4805 

OJ000204_25.0306.C6.o4 . tm 

5959 

none 

5959. .6045, 5960. .6043, 6043. 
6257.. 6322, 6260.. 6322, 6406. 
6611. .6667, 6616. .6684, 6616. 
6753.. 6827 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_25.0306.C6 

7927 : 
TBLASTX : : Soybean 
5294 
94 



,5030, 5085. .5123, 5090. .5119, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 25. 0306. C6 



7927 

TBLASTX: Maize 
6829 
78 

6201, 6043. .6153, 6250. 
6480, 6406. .6477, 6408. 
6666, 6716.. 6829, 6752. 



6321, 
6479, 
6817, 



Seq. No. 47399 

Gene No. 100843 

Start 4805 

Name OJ000204_25 . 0306 . C6 . ol . tw 

Start ^6619 

GI none 

Exons 6619.. 6666, 6734.. 6847, 6753. 
7183. .7284 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_25.0306.C6 
7927 

TBLASTX: Wheat 

7284 

92 



,6836, 6910. .6960, 7054. .7098, 



Seq. No. 47399 Seq. ID 

Gene No. 100843 Strand 

Start 4805 End 

Name OJ000204 25 . 0306 . C6 . o2 . np Method 



OJ000204_25.0306.C6 

7927 
AAT/NAP 



49084 



Start 6722 End 7927 

GI 4585993 Score 389 

Exons 6722.. 6835, 6913.. 6962, 7053.. 7095, 7192.. 7272, 7371.. 7415, 

7507. .7553, 7645. .7710, 7872. .7927 
GI Descrip. (AC005287) Similar to serine/threonine kinases [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47399 

100843 

4805 

OJ000204_25.0306.C6.o3.ts 

6910 

none 



Seq. ID OJ000204__25.0306.C6 
Strand' 
End 

Method 
End 
Score 



7927 

TBLASTX: Soybean 

7284 

73 



6910. .6963, 6911. .6964, 7051. .7098, 7183. .7275, 7192. .7284 



Seq. No. 47399 Seq. ID 

Gene No. 100843 Strand 

Start 4805 End 

Name OJ000204_25 . 0306 . C6 . o2 . tc Method 

Start 6911 End 

GI none Score 
Exons 



OJ000204_25.0306.C6 
7927 

TBLASTX: Cress' ■ 

7713 

60 



6911, 
7371, 



,6964, 6916. .6963, 7051. .7089, 7189. .7284, 7211. .7309, 
,7400, 7506. .7583, 7675. .7713 



Seq. No. 47399 - 

Gene 'No. 100843 

Start 4805 

Name OJ000204_25 . 0306 . C6. o2 . tm 

Start 6919 

GI none 

Exons 6919.. 6963, 6920.. 6973, 7051, 
7183. .7284, 7192. .7284, 7371, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 25. 0306. C6 



7927 

TBLASTX: Maize 
7713 
65 

7098, 7052. .7096, 7167. .7283, 
7400, 7372.. 7401, 7506.. 7565, 



7507. .7554, 7648. .7713, 7649. .7711 



Seq. No. 47400 

Gene No. 100844 

Start 1 

Name OJ000204_25 . 0306 . C7 . ol . np 

Start 1 

GI 4585993 

Exons 1..81, 209, 

GI Descrip. (AC005287) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_25.0306.C7 
294 

AAT/NAP 

294 

187 



.294 

Similar to serine/threonine kinases [Arabidopsis 



Seq. No. 47400 Seq. ID 

Gene No. 100845 Strand 

Start 68 95 End 

Name OJ000204_25 . 0306 . C7 . ol . gp Method 

Start 6661 End 

GI 40192_1.R1084 Score 

Exons 6661.. 6961, 7342.. 7475, 7670.. 7797 
GI Descrip. 



OJ000204_25.0306.C7 

8158 
AAT/GAP 
7797 
1031 



f 3142292 3.0e-54 (AC002411) Contains similarity to 
tetratricopeptide repeat protein gb_U46571 from home sapiens. 
EST gb_Z47802 and gb_Z48402 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 



47400 



Seq. ID OJ000204 25. 0306. C7 



49085 



Gene No. 100845 
Start 6895 

Name OJ000204_25 . 0306 . C7 . ol . tm 

Start 6830 
GI none 

Exons 6830.. 6964, 6856.-6966, 6857, 

7341. .7484, 7342. .7479, 7667. 
7668. .7754 



Strand - ■ 

End 8158 

Method • TBLASTX : Mai ze 

End 7754 

Score 101 

.6964, 6898. .6969, 7340. .7480, 
.7753, 7667. .7753, 7668.. 7754, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47400 

100845 

6895 

OJ000204 

6895 

none 



25.0306.C7.o3.gs 



47400 

100845 

6895 

OJ000204 

6904 

none 



25.0306.C7.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6895. .6961, 7342. .7475, 7670. .7789 



OJ000204_25.0306.C7 

8158 
GENSCAN 
7789 
.86 



Seq. ID OJ000204_25.0306.C7 



Strand 
End 

Method 

End 

Score 



8158 

TBLASTX: Cress 

7484 

139 



6904. .6966, 7337. .7480, 7341. .7484, 7342. .7479 



Seq. No. 47400 
Gene No. . ■ 100845 v 

Start 6895 

Name OJ000204_25 . 0306 . C7 . o2 . np 

Start 7195 

GI 7485874 

Exons 7195.. 7475, 7670.. 7789, 7950 
GI Descrip. hypothetical protein F20D22. 



OJ000204 25. 030.6. C7 



Seq. ID 
Strand - .. 
End 8158 
Method AAT/NAP 
End 8158 
Score '287 
8158 

- Arabidopsis thaliana 
gi|3142292|gb|AAC16743.1| (AC002411) Contains similarity to 
tetratricopeptide repeat protein gb|U46571 from home sapiens. 
EST gb|Z47802 and gb|Z48402 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 47400 

Gene No. 100845 

Start 6895 

Name OJ000204_25 . 0306 . C7 . ol . ts 

Start 7306 

GI none 
Exons 



Seq. ID OJ000204_25.0306.C7 
Strand 
End 

Method 
End 
Score 



8158 

TBLASTX: Soybean 

7479 

184 



7306. .7476, 7331. .7477, 7333.-7479, 7338.-7478 



Seq. No. . .47401 . Seq. ID 

Gene No. 10084 6 ' Strand 

Start 8022 End 

Name OJ000204_25 . 0306 . C9 . o3 . gs Method 

Start 8022 End 

GI none Score 

Exons 8022.. 8345 



OJ000204_25.0306.C9 
+ 

8345 
GENSCAN 
8345 
.72 



Seq. No. 
Gene No. 
Start 



47401 

100847 

605 



Seq. ID 

Strand 

End 



OJ000204 25. 0306. C9 



914 



49086 



Name 

Start 

GI 

Exons 



OJ000204_25 . 0306 . C9 . ol . gs Method GENSCAN 

605 End" 914 

none Score .96 
605. .914 



Seq. No. 47401 

Gene No. 100848 

Start 8754 

Name OJ000204_25 . 0306 . C9. o4 . gs 

Start 8754 

GI none 

Exons 8754.. 8957, 10727 108 66, 
16178. . 16333 



Seq. ID OJ000204_25.0306.C9 
Strand 

End 16333 

Method GENSCAN *• • 

End 16333 

Score .41 
11722. . 11846, 12843. . 13006, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47402 

100849 

162 

OJ000204_25. 030.6. C10. ol.gs 

162 

none 

162. .909, 1020. .1168 



Seq. ID OJ000204_25. 0306. C10 

Strand + 

End 1642 

Method GENSCAN 

End 1168 

Score .97 



47402 Seq. ID OJ000204_25 . 0306 . C10 

100849 Strand + 

162 End 1642 

OJ000204_25. 0306. C10. ol.np Method AAT/NAP 

162 End 1642 

6630696 Score 2564 

162. . 1642 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47402 

100849 

162 

OJ000204_25. 0306. C10. ol.gp 

204 

101595_1.R1084 

204. .904, 1020. .1094 

'3047066 3.0e-15 (AF058825) 



Seq. ID OJ000204_25. 0306. C10 

Strand + 

End 1642 

Method AAT/GAP 

End 1094 

Score 1435 

contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



47402 

100850 

1438 

OJ000204_25. 0306. C10. ol.tw 
56 

none 



Seq. ID OJ000204_25. 0306. C10 
Strand 
End 

Method 
End 
Score 



1569 

TBLASTX: Wheat 

453 

128 - 



56. .154, 57. .191, 168. .452, 242. .433, 271. .453, 322. .453 



47402 

100850 

1438 . 

OJ000204 

204 

none 



25.0306.C10.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_25. 0306. C10 
1569 

TBLASTX: Maize 

512 

323 



49087 



Exons 



204. .512, 251. .433, 304. .447, 333. .509 



Seq. No. 47402 

Gene No. 100850 

Start 1438 

Name OJ000204_25 .0306. CIO. ol.tm 

Start 1035 

GI none 
Exons 



Seq. ID • OJ000204_25. 0306. C10 
Strand 

End 1569 
Method TBLASTX : Mai ze 
End 1379 
Score 391 ' 



1035.'. 1307-, 1036.. 1308, 1037.. 1309, 1037.. 1309, 1338.. 1379, 
1343. . 1372 



Seq. No. 47402 

Gene No. 100850 

Start 1438 

Name OJ000204_25 . 0306 . C10 . o2 . gs 

Start 1438 

GI none 

Exons 1438 . . 1569 



Seq. ID OJ000204_25. 0306. C10 
Strand 

End 1569 

Method GENSCAN 

End 1569 

Score .98 



Seq. No. 47403 
Gene No. 100851 
Start 1 

Name OJ000204_25 . 0306 . Cll . ol . np 

Start 1 
GI 6630696 
Exons- 1. .969 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ00'0204_25. 0306. Cll 

Strand + 

End 969 

Method AAT/NAP 

End 969 

Score 1577 



Seq. No. 


47403 






Seq. ID 


OJ000204 


_25.0306 


.Cll 


Gene No. 


100852 






Strand 








Start 


1749 






End 


8066 






Name 


OJ000204 


25. 0306. Cll. o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5 






End 


342 






GI 


none 






Score 


63 






Exons 


5.. 55, 52 


..159, 160. .342 


, 162 


. .335 








Seq. No. 


47403 






Seq. ID 


OJ000204 


_25.0306 


.Cll 


Gene No. 


100852 






Strand 








Start 


1749 






End 


8066 






Name 


OJ000204 


25. 0306. Cll. o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


130 






End 


'502 






GI 


none 






Score 


347 






Exons 


130. .501, 


162. .500, 254. 


.502 










Seq. No. 


47403 






Seq. ID 


OJ000204 


_25.0306 


.Cll 


Gene No. 


100852 






Strand 








Start 


1749 






End 


8066 






Name 


OJ000204 


25. 0306. Cll. ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


346 






End 


720 






GI 


none 






Score 


117 






Exons 


346. .477, 


352. .477, 495. 


.626, 


496. .720 








Seq. No. 


47403 






Seq. ID 


OJ000204 


_25.0306 


.Cll 


Gene No. 


100852 






Strand 








Start 


1749 






End 


8066 







49088 



Name 


OJ000204 25.0306 


.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


358 






End 


833 


GI 


none 






Score 


105 


Exons 


358. .432, 359. .418, 363 


. .431, 


447. .833, 448. .831 


Seq. No. 


47403 






Seq. ID 


OJ000204_25. 0306. Cll 


Gene No. 


100852* 






Strand 




Start 


1749 






End 


8066 


Name 


OJ000204_25 . 0306 


. Cll . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


1110 






End 


1429 


GI 


none 






Score 


36 


Exons 


1110. .1154, 1110 


. .1142, 


1155. 


.1250, 1157. .1252, 1180. .1251, 




1260. .1319, 1262 


. .1327, 


1262. 


.1327, 1278. .1427, 1295. .1405, 




1336 . . 1428, 1337 


. .1429 








Seq. No. 


47403 






Seq. ID 


OJ000204_25. 0306. Cll 


Gene No. 


100852 






Strand 




Start 


1749 






End 


8.066 


Name 


OJ000204 25.0306 


.Cll ,o2 


. gs 


Method 


GENSCAN 


Start 


1749 






End 


8009 


GI 


none 






Score 


.57 


Exons 


1749. .2262, 4577 


. .4686, 


7443. 


.8009 




Seq. No. 


47403 






Seq. ID 


OJ000204_25.0306.C11 


Gene No. 


100852 






Strand 




Start 


1749 






End 


8066 


Name 


OJ000204_25 . 0306 


.Cll.ol 


. gp 


Method 


AAT/GAP 


Start 


7239 






End 


7431 


GI 


zil / olo 






Score 


319 


Exons 


7239. .7431 










Seq. No. 


47403 






Seq. ID 


OJ000204_25. 0306. Cll 


Gene No. 


100852 






Strand 




Start 


1749 






End 


8066 


Name 


OJ000204 25.0306 


.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


7377 






End 


8066 


GI 


7446364 






Score 


329 


Exons 


7377. .8066 










GI Descrip. 


probable protein 


kinase 


- Arabidopsis 


thaliana 



Seq. No, 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



gi | 5302772 | emb | CAB4 6060 
[Arabidopsis thaliana] 
SNF1 like protein kinase 



1| (Z97336) SNF1 like protein kinase 
gi | 7268164 | emb | CAB7 8500 . 1 | (AL1 61539) 
[Arabidopsis thaliana] 



47403 Seq. ID 

100852 Strand 

1749 End 
OJ000204_25. 0306.Cll.o2. ts Method 

7716 End 

none' Score 

7716. .7856, 7887. .8066 



Seq. No. 47403 Seq. ID 

Gene No. 100852 Strand 

Start 1749 End 

Name OJ000204_25 . 0306 .Cll . ol . tm Method 

Start 7719 End 

GI none Score 



OJ000204_25. 0306. Cll 
8066 

TBLASTX: Soybean 

8066 

170 



OJ000204_25. 0306. Cll 
8066 

TBLASTX: Maize 

8066 

42 



49089 



Exons 77-19. .7757, 7719. .7781, 7723. .7782, 7782. .7883, 7783. .7947, 

7878. .8066, 7885. .8064 



Seq. No. 


47403 




Seq. ID 


OJ000204_25.0306 


.Cll 


Gene No. 


100852 




Strand 






Start 


1749 




End 


8066 




Name 


OJ00020.4 25.0306.Cll.o3. 


. tw 


Method 


TBLASTX: Wheat 




Start 


7731 \ 




End 


8066 ' 




GI 


none 




Score 


37 




Exons 


7731 . .1112, 7732. .7818, 


7803. 


.7877, 7878. .8066, 7879. .8 


061 


Seq. No. 


47403 




Seq. ID 


OJ000204_25.0306 


.Cll 


Gene No. 


100852 




Strand 






Start 


1749 




End 


8066 




Name 


OJ000204 25.0306.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7893 




End 


8066 




GI 


none 




Score 


187 




Exons 


7893. .8066 










Seq. No. 


47404 




Seq. ID 


OJ000204_25.0306 


.C12 


Gene No. 


100853 




Strand 






Start 


1 




End 


1225 




Name 


OJ000204 25.0306.C12.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1225 




GI 


6651177 




Score 


386 




Exons 


1..468, 1160. .1225 










GI Descrip. 


(AF1'41378) protein kinase PK4 


[Zea mays] 




Seq. No. 


47404 




Seq. ID 


OJ000204_25.0306 


.C12 


Gene No. 


100853 




Strand 






Start 


1 




End 


1225 




Name 


OJ000204 25.0306.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


128 




End 


527 




GI 


49180 1.R1084 




Score 


729 




Exons 


128. .527 










GI Descrip. 


'170076 1.0e-15 (L01433) 


calmodulin [Glycine max] 






>gi_1583770_prf 2121384D calmodulin [glycine max] f 




Seq. No. 


47404 




Seq. ID 


OJ000204_25.0306 


.C12 


Gene No. 


100854 




Strand 






Start 


3994 




End 


5820 




Name 


OJ000204 25.0306.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


154 




End 


414' 




GI 


none 




Score 


129 




Exons 


154. .237, 157. .195, 158. 


.391, 


241. .390, 


352. .414 




Seq. No. 


47404 




Seq. ID 


OJ000204_25.iD.306 


.C12 


Gene No . 


100854 




Strand 






Start 


'3994 




End 


5820 




Name 


OJ000204 25.0306.C12.o2. 


gs 


Method 


GEN SCAN 




Start 


3994 




End 


5820 




GI 


none 




Score 


.62 




Exons 


3994 . .4163, 5540. .5621, 


5761. , 


.5820 






Seq. No. 


47405 




Seq. ID 


OJ000204_25.0306, 


.C13 


Gene No. 


100855 




Strand 


+ 




Start 


1900 




End 


6521 





49090 



Name 

Start 

GI 

Exohs 



OJ000204_25.0306.C13.ol.gs 
1900 



Method GENSCAN 
End 6521 
none ' Score . 73 

1900. .1950, 2865. .2922, ' 4231. .4288, 6169. .6220, 6291. .6521 



Seq. No. 


47405 




Seq. ID 


OJ000204 25.0306. 


C13 


Gene No. 


100855 




Strand 


+ 




Start 


1900 . 




End 


6521 




Name 


OJ000204 25.0306.C13 


. ol . np 


Method 


AAT/NAP 




Start 


4014 




End 


4170 




GI 


6815099 




Score 


111 




Exons 


4014. .4170 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47405 




Seq. ID 


OJ000204_25.0306. 


C13 


Gene No . 


100856 




Strand 


+ 




Start 


9885 




End 


10471 




Name 


OJ000204 25.0306.C13 


. ol . gp 


Method 


AAT/GAP 




Start 


9885 




End 


10213 




GI 


2311842 




Score 


632 




Exons 


9885. .10213 










GI Descrip. 


170076 1.0e-15 (L01433) calmodulin [Glycine max] 






>gi_1583770_prf 2121384D calmodulin [Glycine max] 




Seq. No. 


47405 




Seq. ID 


OJ000204_25.0306. 


C13 


Gene No . 


100856 




Strand 


+ 




Start 


9885 




. End 


10471 




Name 


OJ000204 25.0306.C13 


. o2 . np 


Method 


AAT/NAP 




Start 


9986 




End 


10471 




GI 


7441485 




Score 


501 




Exons 


9986. .10219, 10256. . 


10471 








GI Descrip. 


calmodulin - soybean gi | 170076 | gb IAAA34015 . 1 | (L01433) 






calmodulin [Glycine 


max] gi| 1583770|prf | | 2121384D calmodulin 




[Glycine max] 










Seq. No^ 


47405 




Seq. ID 


OJ000204_25.0306. 


C13 


Gene No. 


100857 




Strand 






Start 


13876 




End 


19487 




Name 


OJ000204 25.0306.C13 


.ol. tm 


Method 


TBLASTX :Maize 




Start 


10021 




End 


10464 




GI 


none 




Score 


239 




Exons 


10021. . 10212, 10021. 


.10212, 


10022. .10213, 10022. .10213, 






10025. .10213, 10025. 


.10213, 


10277. .104 62, 10277. .10351, 






10277. .10462, 10280. 


.10459, 


10280. . 104 59, 10294. .104 64, 






10294. .10464 










Seq. No. 


47405 




Seq. ID 


OJ000204_25.0306-. 


C13 


Gene No. 


100857 




Strand 






Start 


13876 




End 


19487 




Name 


OJ000204 25.0306.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10021 




End 


10464 




GI 


none 




Score 


239 




Exons 


10021. . 10212, 10022. 


.10213, 


10025. .10213, 10277. .104 62, 






10277. .10351, 10280. 


.10459, 


10294. .10464 




Seq. No. 


47405 




Seq. ID 


OJ000204_25.0306. 


C13 


Gene No. 


100857 




Strand 







49091 



Start 


13876 


End 


19487 




Name 


OJ000204 25.0306.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


10022 


End 


10464 




GI 


none 


Score 


239 




Exons 


10022. .10213, 10025. . 10213, 


10090. .10212, 10277. .104 62, 






10280. .10459, 10291.. 10464 








Seq. No. 


47405 


Seq. ID 


OJ000204_25.0306. 


CI 


Gene No. 


100857 


Strand 






Start 


13876 


End 


19487 




Name 


OJ000204 25.0306.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10022 


End 


10462 




GI 


none 


Score 


245 




Exons 


10022. .10213, 10025. .10204, 


10090. .10206, 10277. .104 62, 






10280. .10459, 10291. .10461 








Seq. No. 


47405 


Seq. ID 


OJ000204_25.0306. 


CI 


Gene No. 


100857 


Strand 






Start 


13876 


End 


19487 




Name 


OJ000204 25.0306.C13.o3.gs 


Method 


GENSCAN 




Start 


13876 


End 


19487 




GI 


none 


Score 


.43 




Exons 


13876. .13966, 15446. . 15545, 


19349. .19487 




Seq. No. 


47406 


Seq. ID 


OJ000204_26.0307. 


C4 


Gene No . 


100858 


Strand 


+ 




Start 


7436 


End 


7801 




Name 


OJ000204 26.0307.C4.o2.gs 


Method 


GENSCAN 




Start 


7436 


End 


7801 




GI 


none 


Score 


.74 




Exons 


7436. .7801 








Seq. No. 


47406 


Seq. ID 


OJ000204_26.0307. 


C4 


Gene No . 


100858 


Strand 


+ 




Start 


7436 


End 


7801 




Name 


OJ000204 26.0307.C4.o2.np 


Method 


AAT/NAP 




Start 


7436 


End 


7798 




GI 


4874310 


Score 


241 . " . 




Exons 


7436. .7798 








GI Descrip. 


(AC006053) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


47406 


Seq.' ID 


OJ000204_26.0307. 


C4 


Gene No. 


100859 


Strand 






Start 


1 


End . 


'6575 




Name 


OJ000204 26.0307.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4522 




GI 


4038042 


Score 


1526 




Exons 


1..29, 303. .468, 891. .1064, 


1137. . 1322, 


1869.. 2049, 2150..: 



2400, 



2709. .2749, 3447. .3564, 3638. .3769, 3812. .4048, 4300. .4522 
GI Descrip. (AC005936) SNF2/RAD54 family (ETL1 subfamily) protein 
[Arabidopsis thaliana] 



Seq. No. 47406 Seq. ID 

Gene No. 100859 Strand 

Start 1 End 

Name OJ000204_26 . 0307 . C4 . ol . gs Method 

Start 310 End 



OJ000204_26.0307.C4 

6575 

GENSCAN 

6575 



49092 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .54 

310. .468, 891. .1064, 1137. .1322, 1869. .2049, 2150. .2400, 

2709.. 2749, 3447.. 3600, 3638.-4752, 5413.. 5452, 6567.. 6575 



47406 

100860 

8492 

OJ000204_26.0307 .C4.o2. ts 

355 

none 



Seq. ID OJ000204_26.0307.C4 
Strand 

End 8690 - 

Method TBLASTX : Soybean 

End 1196 

Score 114' 



355. .471, 356. .469, 882. .1073, 892. .1068, 1134. .1196, 
1135. . 1194, 1137. . 1196 



47406 

100860 

8492 

OJ000204_26.0307.C4.ol.tm 

415 

none 



Seq. ID OJ000204_26.0307.C4 
Strand 

End 8690 

Method TBLASTX : Mai ze 

End 1336 

Score ■■ 68 



415. .471, 415. .489, 882. .1073, 888. .953, 892. .1068, 1131. .1331, 
1135.. 1332, 1136.. 1336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47406 
100860 
84 92 

OJ000204_26. 0307. C4 .ol. ts 

1977 

none 



Seq. ID OJ000204_26.0307.C4 
Strand 

End 8690 

Method TBLASTX : Soybean 

End 3534 

Score 85 



1977.. 2051, 1977.. 2051, 2150.. 2401, 2155.. 2403, 2709.. 2750, 
3442. .3534 



Seq. No. 47406 

Gene No. 100860 

Start 8492 

Name OJ000204_26 . 0307 . C4 . o3 . gs 

Start 8492 

GI none 

Exons 8492.. 8690 



Seq. ID OJ000204_26.0307.C4 
Strand 

End 8690 

Method GENSCAN 

End " 8690' 

Score .51 



Seq. No. 47407 

Gene No. 100861 

Start 1594 

Name OJ000204_26 . 0307 . C5 . ol . gs 

Start 1594 

GI none 

Exons 1594.. 1723 



Seq. ID OJ000204_26.0307.C5 
Strand 

End 1723 

Method GENSCAN 

End 1723 

Score .84 



Seq. No. 47408 

Gene No. 100862 

Start 1 

Name OJ000204_2 6 . 0307 . C6 . ol . np 

Start 1 

GI 6693018 

Exons 1..28, 1527.. 1581, 1700.. 1782, 2356.. 2527 
GI Descrip. (AC012375) T22C5.11 [Arabidopsis thaliana] 



Seq. ID OJ000204_26.0307.C6 

Strand + 

End 2527 

Method AAT/NAP 

End 2527 

Score 99 



Seq. No. 



47409 



Seq. ID OJ000204 26. 0307. C7 



49093 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100863 Strand 
77 ... End 8929 

OJ000204_26 .0307 . C7 . ol . np Method AAT/NAP 

77 End 3722 

5091523 Score 102 

77. .232, 391. .578, 737. .1182, 3698. .3722 

(AB023482) Similar to Gallus gallu's mRNA for attachment region 
binding protein (ARBP) . (Y14166) [Oryza sativa] 



Seq. No. 


47409 






Seq. ID 


OJ000204 


_26.0307.C7 


Gene No. 


100863 






Strand 






Start 


77 






End 


8929 




Name 


OJ000204 26 


.0307 


.C7.ol.gs 


Method 


GENSCAN 




Start 


220 






End 


1896 




GI 


none 






Score 


.62 




Exons 


220. .371, 690. .1086, 1832. .1896 






Seq. Np. 


• '47409 






Seq. ID 


OJ000204 


26. 0307 ,C7 


Gene No. 


100863 






Strand 






Start 


77 






End 


8929 




Name 


OJ000204 26, 


.0307 


-C7.ol.gp 


Method 


AAT/GAP 




Start 


2478 






End 


2931 




GI 


LIB3431-045- 


-P1-N1-A10 


Score 


836 




Exons 


2478.. 2931 












GI Descrip. 


'5441876/dbj IAP000367. 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 


2, clone: P0437H03 (contig b) ' 




Seq. No. 


47409 






Seq. ID 


OJ000204 


26. 0307 ,C7 


Gene No. 


100863 






Strand 






Start 


77 






End 


8929 




Name 


OJ000204 26. 


.0307 


.C7.o2.gs 


Method 


GENSCAN 




Start 


2756 






End 


8929 




GI 


none 






Score 


.49 




Exons 


2756. .2916, 


3067 


..3269, 3274. 


.3321, 3385. .3516, 


3617. .3672, 




3830. .4012, 


4105 


..4363, 4440. 


-.4738, 4830. .5145, 


5325. .5359, 




5415. .5694, 


5767 


..5917, 6301. 


.'8929 






Seq. No. 


47409 






Seq. ID 


OJ000204 


_26.0307.C7 


Gene No. 


■ 100863 






Strand 






Start 


77 






End 


8929 




Name 


OJ000204 26. 


,0307 


.C7.o2.np 


Method 


AAT/NAP 




Start 


3602 






End 


8842 




GI 


7228438 






Score 


5544 




Exons 


3602. .3672, 


3830 


..4012, 4105. 


.4363, 4440. .4738, 


4830. .5240, 




5325. .5423, 


6881 


. .8842 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000204 26. 0307. C7 



47409 
100863 
77 

OJ000204_26.0307.C7.o2.gp 
4113 

LIB3475-007-P1-K1-G8 
4113. .4363, 4440. .4612 

'5441880/dbj [BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8929 
AAT/GAP 
4612 
793 



49094 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 47409 

Gene No. 100863 

Start 77 

Name OJ000204_26 . 0307 . C7 . ol . tw 

Start 7241 

GI none 
Exons 



Seq. ID OJ000204_26.0307.C7 
Strand 
End 

Method 
End 
Score 



8929 

TBLASTX: Wheat 

7621 

103 



7241. .7417, 7242. .7421, 7415. .7612, 7427. .7621 



Seq. No. 


47409 




Seq. ID 


OJ000204 


_26.0307.C7 


Gene No. 


100863 




Strand 






Start 


77 




End 


8929 




Name 


OJ000204 26.0307.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7319 




End 


7915 




GI 


none 




Score 


151 




Exons 


7319. .7390, 7454. .7753, 


7515. 


.7736, . 7787. .7915, 


7809. .7907 


Seq. No. 


47409 




Seq. ID 


OJ000204 


_26.0307.C7 


Gene No. 


100863 




Strand 






Start 


77 




End 


8929 




Name 


OJ000204 26.0307.C7.o3. 


gp 


Method 


AAT/GAP 




Start 


7441 




End 


7872 




GI 


5701669 




Score 


853 




Exons 


7441. .7872 ■ 










GI Descrip. 


5441880/dbj | BAA82378.il 


5.0e- 


75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 47410 

Gene No. 100864 

Start 41 

Name OJ000204_2 6 . 0307 . C8 . ol . gs 

Start 41 

GI none 
Exons 



Seq. ID OJ000204_26.0307.C8 

Strand + 

End 5118 

Method GENSCAN 

End 5118 

Score .4 



,.41.. 166, 2438. .2555,^3509. .3592, 3746.. 3920, 4846.. 5118 



Seq. No. 47411 Seq. ID 

Gene No. 100865 Strand 

Start 1308 End 

Name OJ000204_26 . 0307 . C9 . ol . gs Method 

Start 1308 End 

GI none Score 

Exons 1308.. 1432 



OJ000204_26.0307.C9 

1432 
GENSCAN 
1432 
.47 



26. 0307. C10 



Seq. No. 47412 b . Seq. ID 

Gene No. 100866 Strand 

Start 4463 End 

Name OJ000204_26 . 0307 . C10 . o2 . np Method 

Start 4463 End 

GI 7484805 Score 

Exons 4463.. 5670 

GI Descrip. amino acid transport protein homolog F22I13.20 
thaliana gi | 4539333]emb | CAB37481 . 1 | (AL035539) 
acid transport protein [Arabidopsis thaliana] 
gi|7270809|emb|CAB80490.1| (AL161593) putative amino acid 



OJ000204_ 

+ ' 

5670 
AAT/NAP 
5670 
1112 



- Arabidopsis 
putative amino 



49095 



transport protein [Arabidopsis thaliana] 



Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_2 6 . 0307 . CIO . ol . tm 

Start 4474 

GI none 
Exons 



Seq. ID OJ000204_26. 0307 .CIO 

Strand + 

End 5670 

Method TBLASTX : Mai ze 

End 5113 

Score 39- 



4474. .4500, 4481. .4507, 4561. .4902, 4565. .4936, 4703. .4906, 
4913. .5113, 4915. .5112 



Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_26 . 0307 . C10 . o2 . tc 

Start 4564 

GI none 
Exons 



Seq. ID OJ000204_26. 0307. C10 

Strand + 

End 5670 

Method TBLASTX : Cress 

End 4879 

Score 195 



4564. .4722, 4565. .4741, 4756. .4872, 4760. .4879, 4775. .4879 



Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_26 . 0307 . C10 . o3 . ts 
Start ■ 4565 

GI none 

Exons 456S..4756, 4579.. 4755, 4766. 

Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_26 . 0307 . C10 . ol . ts 

Start 4937 

GI none 

Exons 4937.. 5254, 4999.. 5235 



Seq. ID OJ000204_26. 0307. C10 
Strand + 

5670 

TBLASTX: Soybean 
4888 
148 



End 

Method 
End 
Score 
.4888 



Seq. ID OJ000204_26. 0307 .C10 

Strand + 

End 5670 

Method TBLASTX : Soybean 

End 5254 

Score 324 



Seq. No. 47412 

Gene. No. 100866 
Start . 4463 

Name OJ000204_26 . 0307 . C10 . ol . tc 

Start 5092 

GI none 
Exons 



Seq. ID OJ000204_26. 0307. C10 

Strand + 

End 5670 

Method TBLASTX : Cress 

End 5670 

Score 389 



5092. .5544, 5093. .5530, 5527. .5670, 5591. .5668 



Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_26 . 0307 . C10 . o2 . tm 

Start 5138 

GI none 

Exons 5138.. 5668, 5140.. 5667 

Seq. No. 47412 

Gene No. 100866 

Start 4463 

Name OJ000204_26 . 0307 . C10 . o2 . ts 

Start 5273 

GI 5753219 



Seq. ID OJ000204_26. 0307. C10 

Strand + 

End 5670 

Method TBLASTX : Maize 

End ' 5668 

Score 628 



Seq. ID OJ000204_26. 0307. C10 

Strand + 

End 5670 

Method TBLASTX : Soybean 

End 5571 

Score 222 



49096 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5273. .5437, 5317. .5436, 5447. .5536, 5470. .5571 

4539333/emb_CAB37481.1_ 2.0e-12 (AL035539) putative amino acid 
transport protein [Arabidopsis thaliana] 



47413 
100867 
3539 . 

OJ000204_26 . 0307 . Cll . o2 . gs 

3539 * 

none 

3539. .4933 



Seq. ID OJ000204_26. 0307. Cll 
Strand 

End 4939 

Method GENSCAN 

End 4933 

Score .98 



Seq. No. 47413 

Gene No. 100867 

Start 3539 

Name OJ000204_26 . 0307 . Cll . ol . np 

Start 3542 

GI . 6226510 

Exons - 3542. .4939 

GI Descrip. ZEATIN O-GLUCOSYLTRANSFERASE (ZEATIN 

O-BETA-D-GLUCOSYLTRANSFERASE) gi | 4140691 (AF101972) zeatin 



Seq. ID OJ000204_26. 0307 .Cll 
Strand 

End 4939 

Method AAT/NAP 

End - 4 939 

Score 720 





O-glucosyltransf erase [Phaseolus lunatus] 






Seq. No. 


47413 








Seq. ID 


OJ000204 


_26.0307 


.Cll 


Gene No . 


100868 








Strand 








Start 


5606 








End 


6704 






Name 


OJ000204 26, 


. 0307 , 


.Cll .ol, 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


3526 








End 


3917 






GI 


none 








Score 


50 






Exons 


3526. .3588, 


3536, 


. .3586, 


3537. 


.3608, 3573. .3917, 


3581. .3916, 




3666. .3917 
















Seq. No. 


47413 








Seq. ID 


OJ000204 


_26.0307 


.Cll 


Gene No. 


100868 








Strand 








Start 


5606 








End 


6704 






Name 


OJ000204 26, 


.0307, 


.Cll.o2. 


. tm 


Method 


TBLASTX : 


Maize 




Start 


3527 








End 


3818 






GI 


none 








Score 


226 






Exons 


3527. .3586, 


3581. 


. .3805, 


3588. 


.3806, 3792. .3818- 






Seq. No. 


47413 








Seq. ID 


OJ000204 


_26.0307 


.Cll 


Gene No. 


100868 








Strand 








Start 


5606 








End 


6704 






Name 


OJ000204 26. 


.0307, 


.Cll.ol. 


,tc 


Method 


TBLASTX: 


Cress 




Start 


3722 








End 


4160 






GI 


none 








Score 


97 






Exons 


3722. .3940, 


3783. 


. .3920,. 


4013. 


.4159, 4014. .4160 






Seq. No. 


47413 








Seq. ID 


OJ000204 


_26.0307 


.Cll 


Gene No. 


100868 








Strand 








Start 


5606 








End 


6704 






Name 


OJ000204 26. 


,0307, 


.Cll.ol. 


,ts 


Method 


TBLASTX: 


Soybean 




Start 


3746 








End 


4213 






GI 


none 








Score 


95 






Exons 


3746. '.3952, 


3783. 


. .3941, 


4013. 


.4213 








Seq. No. 


47413 








Seq. ID 


OJ000204 


_26.0307 


.Cll 



49097 




Gene No. 


100868 








Strand 






Start 


5606 








End 


6704 




Name 


OJ000204 26 


.0307 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4077 








End 


4561 




GI 


none 








Score 


118 




Exons 


4077. .4166, 


4085 


. .4165, 


4095. 


.4169, 4196. .4324, 4196. .4315, 




4228. .4374, 


4361 


. .4552, 


4361. 


.4561, 4368. .4559 




Seq.. No. 


47413 








Seq. ID 


OJ000204_26.0307 


.Cll 


Gene No. 


100868 








Strand 






Start 


5606 








End 


6704 




Name 


OJ000204 26 


.0307, 


.Cll.o2 


. tw. 


Method 


TBLASTX: Wheat 




Start 


- 4142 








End 


4437 




GI 


none 








Score 


151 




Exons 


4142. .4435, 


4142, 


. .4435, 


4143. 


.4436, 4144. .4437 




Seq. No. 


47413 








Seq. ID 


OJ000204_26.0307 


.Cll 


Gene No. 


100868 








Strand 






Start 


5606 








End 


6704 




Name 


OJ000204 26 


.0307, 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4562 








End 


4891 




GI 


none 








Score 


168 




Exons 


4562. .4807, 


4626. 


. .4835, 


4827. 


.4889, 4853. .4891 




Seq. No. 


47413 








Seq. ID 


OJ000204_26.0307 


.Cll 


Gene No. 


100868 








Strand 






Start 


5606 








End 


6704 




Name 


OJ000204 26 


.0307. 


.Cll.o3 


. gs 


Method 


GENSCAN 




Start 


5606 








End 


6704 




GI 


none 








Score 


.84 




Exons 


5606. .5707, 


5964, 


. .6250, 


6274. 


.6350, 6584. .6704 




Seq. No. 


47414 








Seq. ID 


OJ000204_26.0307 


.C12 


Gene. No. 


100869 








Strand 






Start 


478 








End 


3390 




Name 


OJ000204 26 


.0307. 


.C12.ol 


. gs 


Method 


GENSCAN 




Start 


.478 








End 


3390 




GI 


none 








Score 


.45 




Exons 


478. .1007, : 


1218. . 


,1715, ; 


2334. . 


2465, 2532.. 2820, 3052. .3170, 




3207. .3390 














Seq. No. 


47414 








Seq. ID 


OJ000204_26.0307 


.C12 


Gene No. 


100869 








Strand 






Start 


478 








End 


3390 




Name 


OJ000204 26 


.0307. 


C12.ol 


. np 


Method 


AAT/NAP 




Start 


541 








End 


1773 




GI 


6997177 








Score 


986 




Exons 


541. . 1773 














GI Descrip. 


(AC023839) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


47414 








Seq. ID 


OJ000204_26.0307 


.C12 


Gene No. 


100870 








Strand 






Start 


3473 








End 


3624 




Name 


OJ000204 26, 


.0307. 


C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


703 








End 


1041 




GI 


none 








Score 


45 




Exons 


703. .768, 764. .811, 772 


. .810, 


808 . . 1041 


., 898. .1041 





'4 : 9098 





Seq. No. 


47414 


Seq. ID 


OJ000204_26.0307 


.C12 




Gene No. 


100870 


Strand 








Start 


3473 


End 


3624 






Name 


OJ000204 26. 0307 .C12 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


715 ~ 


End 


1129 






GI 


none 


Score 


80 






Exons 


715. .813, 715.. 942, 791.. 949, 


863.;-. 940 


, 864. .950, 942.. 


1124 






952. .1128, 962. .1129 










Seq. No. 


47414 


Seq. ID 


OJ000204_26.0307 


.C12 




Gene No. 


100870 


Strand 








Start 


3473 


End 


3624 






Name 


OJ000204 26.0307.C12.ol.tm 


Method 


TBLASTX: Maize 






Start 


1042 


End 


1473 






GI 


none 


. Score 


84 ■ 






Exons 


1042.. 1125., 1043.. 1126, 1144. 


.1473, 1145. .1456 






Seq. No. 


47414 


Seq. ID 


OJ000204_26;0307 


-C12 




Gene No . 


100870 


Strand 








Start 


3473 


End 


3624 






Name 


OJ000204 26.0307.C12.o2.tw 


Method 


TBLASTX -.Wheat 






Start 


1259 ~ 


End 


1716 






GI 


none 


Score 


133 






Exons 


1259. .1486, 1261. .1716 










Seq. No. 


47414 


Seq. ID 


OJ000204_26.0307 


.C12 




Gene No. 


100870 


Strand 








Start 


3473 


End 


3624 






Name 


OJ000204 26.0307.C12.o3.np 


Method 


AAT/NAP 






Start 


3473 


End 


3624 * 






GI 


7523512 


Score 


176 




: U; 


Exons 


3473. .3624 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




fl 


Seq. No. 


47415 


Seq. ID 


OJ000204_26.0307 


.C13 




Gene No . 


100871 


Strand 


+ 






Start 


23 


End 


'4763 






Name 


OJ000204 26.0307.C13.ol.gs 


Method 


GENSCAN 






Start 


23 


End 


3062 




IS 

Is? 


GI 


none 


Score 


.6 






Exons 


23. .85, 350. .524, 561. .1444, 


1587. .1641, 1717. .3062 






Seq, No. 


47415 


Seq. ID 


OJ000204_26.0307 


.C13 




Gene No . 


100871 


Strand 


+ 






Start 


23 


End 


4763 






Name 


OJ000204 26.0307.C13.bl.np 


Method 


AAT/NAP 






Start 


635 


End 


4763 






GI 


7228457 


Score 


6429 






Exons 


635.. 1001, 1063.. 2999; 3063.. 


3897, 4020. .4763 






GI Descrip. 


(AP001366) Similar to Sorghum 


bicolor Gypsy-Ty3 type 








retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 






sativa] 










Seq. No. 


47415 


Seq. ID 


OJ000204_26.0307, 


.C13 




Gene No . 


100871 


Strand 


+ 






Start 


23 


End 


4763 





49099 



Name 

Start 

GI 

Exons 



OJ000204_26.0307 

2420 

none 

2420. .2593, 2421, 



Seq. No. 47415 

Gene No. 100871 

Start 23 

Name OJ000204_26 . 0307 , 

Start 3071 

GI none 

Exons 3071.. 3526, 3072, 



C13.o3. tw 



.2906, 2615. 



C13.ol.tw 



.3533 



Method 
End 
Score 
.2875 



TBLASTX: Wheat 

2906 

400 ' 



Seq. No. 47415 

Gene No. 100871 

Start 23 

Name OJ000204_26 . 0307 . C13 . o2 . ts 

Start 3111 

GI none 

Exons 3111.. 3335, 3342.. 3476 



Seq. No. ' 47415 

Gene No. 100871 

Start 23 

Name OJ000204_26 . 0307 , 

Start 3126 

GI none 

Exons 3126.. 4284, 4477, 

Seq. No. 47415 

Gene No. 100871 

Start 23 

Name OJ000204_26 . 0307 . 

Start 3201 

GI none 

Exons 3201.. 3557, 3236. 

Seq. No. 47415 

Gene No. 100871 

Start 23 

Name OJ000204_26 . 0307 . 

Start 3584 

GI none 

Exons 3584.. 3949, 3585. 



Seq. No. 47415 

Gene No. 100871 

Start .23 

Name OJ000204_26 . 0307 , 

Start 3641 

GI none 

Exons 3641.. 4054, 3642. 

Seq. No. 47415 

Gene No. 100871 

Start 23 

Name OJ000204 26.0307. 



C13.o2.gs 



.4671 



C13.ol. tm 



,3547, 3252. 



C13.o2. tm 



.3968 



C13.o2. tw 



.4061 



C13.ol. ts 



Seq. ID OJ000204_26.0307.C13 

Strand + 

End 4763 

Method TBLASTX : Wheat . 

End 3533 

Score 582 



Seq. ID OJ000204_26.0307.C13 

Strand + 

End 4763 

Method TBLASTX : Soybean 

End 3476 

Score 117 



Seq. ID OJ000204_26.0307.C13 

Strand + 

End 4763 

Method GENSCAN 

End 4671 

Score . 94 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3557 



OJ000204_2 6. 0307 .C13 
+ 

4763 

TBLASTX: Maize 

3557 

387 



Seq. ID OJ000204_26.0307.C13 

Strand + 

End 4 7 63 

Method TBLASTX : Mai ze 

End 3968 

Score 357 



Seq. ID OJ000204_26.0307.C13 

Strand + 

End 4763 

Method TBLASTX: Wheat 

End 4061 

Score 487 



Seq. ID OJ000204__26.0307.C13 

Strand + 

End 4763 

Method TBLASTX : Soybean 



49100 



Start - 3720 End 4091 

GI none Score 273 

Exons 3720.. 4091, 3737.. 3880 



Seq. No. 47416 Seq. ID 

Gene No. 100872 Strand 

Start 1 End 

Name .. OJ000204_26 . 0307 . C14 . ol . np Method 

Start 1 End 

GI 7228457 " Score 

Exons 1. .25, 92. .1642 " 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein (AF098806) [Oryza 
sativa] 



OJ000204_26.0307.C14 
+ 

1642 
AAT/NAP- 
1642 
2627 



Seq. No. 47416 Seq. ID 

Gene No. 100873 Strand 

Start 2273 End 

Name OJ000204_26 . 0307 . C14 . o3 . tw Method 

Start 1 End 

GI none Score 

Exons 1..183, 59.. 319 



OJ000204_26.0307.C14 
4075 

TBLASTX: Wheat 

319 

192 



Seq. No. 


47416 




Seq. ID 


OJ000204_26.0307.C14 


Gene No. 


100873 




Strand 




Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


512 




End 


874 


GI 


none 




Score 


'357 


Exons 


512. .835, 541. .822, 827. 


.874 






Seq. No. 


47416 




Seq. ID 


OJ000204_26.0307.C14 


Gene No. 


100873 




Strand 




Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6.4 9 




End 


1050 - 


GI 


none 




Score ' 


364 


Exons 


649. .705, 650. .1030, 751 


. .1050 




Seq. No. 


47416 




Seq. ID 


OJ000204_26.0307.C14 


Gene No. 


100873 




Strand 




Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1055 




End 


1633 


GI 


none 




Score 


235 


Exons 


1055. .1315, 1057. .1314, 


1079. 


.1447, 1507. .1629, 1508. .1633 


Seq. No. 


47416 




Seq. ID 


OJ000204_26.0307.C14 


Gene No. 


.. 100873 




Strand 




Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1502 




End 


1648 


GI 


none 




Score 


186 


Exons 


1502. .1648, 1507. .1641 









Seq. No. 47416 Seq. ID OJ000204_26 . 0307 . C14 

Gene No. 100873 Strand 



49101 



Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14.o2 




Method 


GEN SCAN 


Start 


2273 




End 


4022 


GI 


none 




Score 


.93 


Exons 


2273.-2693, 2792. .2934, 


2949. 


.4022 




Seq. No. 


47416 




Seq. ID 


OJ000204 


Gene No. 


100873 




Strand 




Start 


2273 




End 


4075 


Name 


OJ000204 26.0307.C14.o2 


.np 


Method 


AAT/NAP 


Start 


2276 




End 


4075 


GI 


7228456 




Score 


2676 


Exons 


2276. .4075 








GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47417 




Seq. ID 


OJ000204 


Gene No. 


100874 




Strand 




Start 


1 




End 


1360 


Name 


•OJ000204' 26.0307.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1360 


GI 


6907089 




Score 


2121 


Exons 


1. . 1360 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47417 




Seq. ID 


OJ000204 


Gene No. 


100874 




Strand 




Start 


1 




End 


1360 • 


Name 


OJ000204 26.0307.C15.ol 


.gs 


Method 


GENSCAN 


Start 


99 




End 


1360 


GI 


none 




Score 


.8 


Exons 


99. .497, 639. .1360 








Seq. No. 


47417 




Seq. ID 


OJ000204 


Gene No. 


100875 




Strand 




Start 


1997 




End 


2149 


Name 


OJ000204 26.0307.C15.o2 


.np 


Method 


AAT/NAP 


Start 


1997 




End 


2149 


GI 


7523512 




Score 


194 


Exons 


1997. .2149 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47418 




Seq.- ID 


OJ000204 


Gene No. 


100876 




Strand 


+ 


Start 


339 




End 


894 


Name 


OJ000204 26.0307.C16.ol 


gs 


Method 


GENSCAN 


Start 


339 




End 


894 


GI 


none 




Score 


. 67 


Exons 


339. .401, 664 . . 894 








Seq. No. 


47418 




Seq. ID 


OJ000204 


Gene No. 


100877 




Strand 


+ 


Start 


4580 




End 


6338 


Name 


OJ000204 26.0307.C16.o2 


np 


Method 


AAT/NAP 


Start 


4580 




End 


6338 


GI 


7523517 




Score 


326 


Exons 


4580. .4878, 5023. .5097, 


6216. 


.6338 




GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 



'49102 



Seq. No. 47418 

Gene No. 100878 

Start 7959 

Name OJ000204_26 . 0307 . C16 . o7 . np 

Start 7959 

GI * 4539658 . 

Exons 7959.. 8048, 9379.. 9498, 9539. 
GI Descrip. 



Seq. ID OJ000204_26.0307.C16 

Strand + 

End 12393 

Method AAT/NAP 

End 12361 

Score 166 
.9689, 1231-7. . 12361 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 47418 

Gene No. 100878 

Start 7959 

Name OJ000204_26 . 0307 . CI 6 . 08 . np 

Start 8571 

GI 4539658 

Exons 8571.. 8605, 
GI Descrip. 



9415. .9498, 9539. 



Seq. ID OJ000204_26.0307 .C16 

Strand + 

End 12393 

Method AAT/NAP 

End 9713 

Score 146 
.9713 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47418 Seq. ID 

100878 Strand 
7 959 End -r ; - ■ 

OJ000204_26.0307.C16.o9.np . Method 

10297 " End 
7523517 Score 

10297. .10606, 10757. .10795, 12371.. 12393 
(AP001633) hypothetical protein [Oryza sativa] 



OJ000204_26.0307.C16 
+ 

12393 
AAT/NAP 
12393 
336 



47418 Seq. ID OJ000204 

100878 Strand + 

7959 End 12393 

OJ000204_26..0307 .C16.ol0.np Method AAT/NAP 

11699 End 11947 

7340924 Score 79 
11699. .11947 

(AP001550) hypothetical protein [Oryza sativa] 



26.0307.C16 



47418 Seq. ID OJ000204_26 . 0307 . CI 6 

100879 Strand 

1878 End 3278 

OJ000204_26. 0307 .C16.ol.np Method AAT/NAP 

1854 End 3278 

6226510 Score 718 

1854. .3278 

Z EAT IN O-GLUCOSYLTRANSFERASE (ZEATIN 

O-BETA-D-GLUCOSYLTRANSFERASE) gi 14140691 (AF101972) zeatin 
O-glucosyltransf erase [Phaseolus lunatus] 



Seq. No. 47418 Seq. ID 

Gene No. 100879 Strand 

Start 1878 End 

Name OJ000204_2 6 . 0307 . CI 6 . o2 . gs Method 

Start 1878 ' End 

GI none Score 

Exons 1878.. 3272 



OJ000204_26.0307.C16 

3278 
GENSCAN 
3272 
1 



49103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26. 

1875 

none 

1875. .1925, 



0307 ,C16.ol. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_26.0307.C16 
12700 

TBLASTX: Wheat 

2256 

67 



1876. .1926, 1912. .2256, 1920. .2255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26. 

1876 

none 

1876. . 1926, 



0307.C16.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_26.0307.C16 
12700 

TBLASTX: Maize 

2145 

40 



1878. .1925, 1920. .2144, 1927. .2145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26, 

2067 

none 

2067. .2279, 



0307.C16.ol.tc 



2122.. 2280, 2352, 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 
.2498 



OJ000204_26.0307.C16 
12700 

TBLASTX: Cress 

2498 

104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26. 

2070 

none 

2070. .2291, 



0307.C16.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_26.0307.C16 
12700 

TBLASTX : Soybean 

2552 

99 



2122. .2280, 2352. .2528, 2352. .2552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.47418 
100880 
4111 

OJ000204_26. 

2151 

none 

2151. .2279, 



0307. f €16.o5.tm 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000204_26.0307.C16 
12700 

TBLASTX: Maize 

2417 

92 



2151. .2300, 2152. .2352, 2346. .2417, 2352. .2417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26. 

2424 

none 

2424 . .2504, 
2533. .2655, 



0307.C16.ol.tm 



2431. .2505, 2434. 
2535. .2654, 2700. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2508, 2435 
.2855, 2700 



OJ000204 26.0307.C16 



12700 

TBLASTX: Maize 
2901 
118 

2509, 2482. 
2900, 2701. 



.2541, 
.2901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 

100880 

4111 

OJ000204_26. 

2481 

none 

2481. .2774, 



0307.C16.o2.tw 



2481. .2774, 2527, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2775 



OJ000204_26.0307.C16 
12700 

TBLASTX: Wheat 

2775 

174 



49104 




Seq. No. 


47418 






Seq. ID 


OJ000204 


_26 


.0307 


.C16 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2901 






End 


3228 








GI 


none 






Score 


203 








Exons 


2901. .3149, 


2926. .3147, 


3196. 


.3228 










Seq. No. 


47418 






Seq. ID 


OJ000204 


_26 


.0307 


.C16 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o4 


. np 


Method 


AAT/NAP 








Start 


4111 






End 


5438 








GI 


5902444 






Score 


73 








Exons 


4111. .4134, 


5300. .5438 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


47418 






Seq. ID 


OJ000204 


_26, 


. 0307 


.016 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o3 


.np 


Method 


AAT/NAP 








Start 


4826 






End 


6666 








GI 


6721512 






Score 


99 








Exons, 


4826. .4932, 


4960. .5051, 


64.00. 


.64,4:4, - 6564. . 6666 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47418 






Seq. ID 


OJ000204 


_2 6, 


,0307 


.C16 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o6 


.np 


Method 


AAT/NAP 








Start 


4868 






End 


9512 








GI 


6907089 






Score 


238 








Exons 


4868. .4901, 


8312. .8939, 


9386. 


.9512 










GI Descrip. 


(AP001129) : 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47418 






Seq. ID 


OJ000204 


_26. 


,0307 


.C16 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o4, 


.qs 


Method 


GEN SCAN 








Start 


6860 






End 


12700 








GI 


none 






Score 


.56 








Exons 


6860. .7625, 


7708. .7766, 


7837 . 


.8034, 8101. .8225, 


8393. .8" 


747, 




9393. .9502, 


.10380. .10523, 12679. .12700 










Seq. No. 


47418 






Seq. ID 


OJ000204 


_26. 


,0307 


.C16 


Gene No. 


100880 






Strand 










Start 


4111 






End 


12700 








Name 


OJ000204 26 


.0307.C16.o5. 


.np 


Method 


AAT/NAP 








Start 


6863 






End 


9119 








GI 


6721561 






Score 


1165 








Exons 


6863. .7624, 


7704. .7766, 


7837. 


.8034, 9059. .9119 









GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi |6815086| dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47418 
100880 
4111 

OJ000204_2 6. 0307.C16.o4 . tm 
9282 



OJ000204 26.0307.C16 



none 

9282. 

9401. 

9780. 

9937. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9398, 9397.. 9507, 9398.. 9508, 
9520, 9754.. 9867, 9778.. 9870, 9779.. 9868, 9780..9878, 
9869, 9874. .9906, 9874. .9939, 9930. .10040, 9937. .10041, 
10053 



12700 

TBLASTX: Maize 

10053 

127 



,9395, 9290. .9397, 9294. 



Seq. No. 47419 

Gene No. 100881 

Start 192 

Name OJ000204_26 . 0307 . C18 . ol . gs 

Start 192 

GI none 

Exons 192.. 519, 602.. 816, 954.. 1046 



Seq. ID OJ000204_26.0307.C18 

Strand + 

End 1046 

Method GENSCAN 

End 1046 

Score . 7 



Seq. No. 47419 
Gene No. 100881 
Start 192 

Name ' OJ000204_26 . 0307 . C18 . ol . tm 

Start ■ 447 
GI none 
Exons 



Seq. ID OJ000204 26.0307.C18 



Strand 
End 

Method 

End 

Score 



+ 

1046 

TBLASTX: Maize 

816 

77 



447. .515, 447. -.515, 448. .516, 448. .516, 455. .523, 458. .517, 
629. .811, 631. .816, 633. .812, 646. .816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47420 
100882 
1 

OJ000204_26.0307.C19.ol.np 
1 

6069654 
1. .150, 242. .735 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ000204_26.0307.C19 

Strand + 

End 735 

Method AAT/NAP 

End 735 

Score 174 



47420 Seq. ID 

100882 Strand 

1 End 
OJ000204_26.0307.C19.ol.gs Method 

214 End 

none Score 

214. .372, 529. .670 



OJ000204_26;0307.C19 
+ 

735 

GENSCAN 

670 

.64 



Seq. No. 47421 
Gene No. 100883 
Start 326 

Name OJ000204_2 6 . 0307 . C21 . ol . np 

Start 326 
GI 7452454 
Exons 326.. 536, 1003.. 1158 

GI Descrip. hypothetical protein 

gi I 3367574 | emb | CAA20026 

[Arabidopsis 

hypothetical 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_26.0307.C21 

1158 
AAT/NAP 
1158 
128 



F8D20. 
II 



70 - Arabidopsis thaliana 
(AL031135) hypothetical protein 
thaliana] gi | 7270507 | emb | CAB80272 . 1 | (AL161587; 
protein [Arabidopsis thaliana] 



49106 



Seq. No. 47421 

Gene No. 100883 

Start 326 

Name OJ000204_26 . 0307 . C21 . ol . tm 

Start 449 

GI none 
Exons ' 449. .499, 450. .491, 497. .613, 501. .611 



Seq. ID OJ000204 26.0307.C21 



Strand 
End 

Method 

End 

Score 



1158 

TBLASTX : Maize 

613 

43 



Seq. No. 47422 Seq. ID 

Gene No. 100884 Strand 

Start 1413 End 

Name OJ000204_27 . 0330 . C2 . ol . gs Method 

Start 1413 End 

GI none Score 

Exons 1413.. 1549 



OJ000204_27.0330.C2 

1549 
GENSCAN 
1549 
1 



Seq. No. 47423 Seq. ID 

Gene No. 100885 Strand 

Start 23 End 

Name- OJ000204_27 . 0330 . C3 . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 51 



OJ000204_27.0330.C3 
51 

GENSCAN 

51 

.59 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47424 Seq. ID 

100886 Strand 

884 End 

OJ000204_27 . 0330 .C5.ol.gs Method 

884 End 

none Score 

884. .971, 1176. .1249, 3175. .5325 



a_27.0330.C5.ol.np 



47424 
100886 
884 

OJ000204 
3166 
7488456 
3166. .5199 

hypothetical protein ARC1 - rape 
(AF024625) arm repeat containing 



Seq. ID 
Strand 
End 

Method 
End • 
Score 



OJ000204_ 
+ 

5325 
GENSCAN 
5325 
.91 



OJ000204_ 
+ 

5325 
AAT/NAP 
5199 
987 



27. 0330. C5 



27. 0330. C5 



gi | 2558 938 | gb | AAB97738 . 1 | 
protein [Brassica napus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



47424 

100886 

884 

OJ000204_27 .0330.C5.ol.gp 

4691 

3768302 

4691. .5148 

2558938 1.0e-25 (AF024625) 
[Brassica napus] 

47424 

100887 

5294 

OJ000204__27 . 0330 . C5 . o2 . gp 



Seq. ID OJ000204_27.0330.C5 

Strand + *" 

End 5325 

Method AAT/GAP 

End 5148 

Score 884 



arm repeat containing protein 



Seq. ID 

Strand 

End 

Method 



OJ000204_27.0330.C5 

5684 
AAT/GAP 



49107 



Start 5294 End 5684 

GI uC-osflM202084a07al Score 782 

Exons 5294.-5684' 

GI Descrip. 1 2558938 1.0e-25 (AF024625) arm repeat containing protein 
[Brassica napus] 1 



Seq. No. 47424 - Seq. ID 

Gene No. 100888. Strand 

Start 5900 End 

Name OJ000204_27 . 0330 . C5 . o2 . tm , Method 

Start 3634 ' End 

GI none Score 

Exons 3634.. 3987, 3669.. 3983, 3703.. 3990 

Seq. No. 47424 Seq. ID 

Gene No. 100888 Strand 

Start 5900 End 

Name OJ000204_27 . 0330 . C5 . o2 . tc ■ Method 

Start 3790 End 

GI none Score 

Exons 3790.. 3873, 4011.. 4202, 4012.. 4206 



OJ000204_27.0330.C5 
6326 

TBLASTX: Maize 

3990 

400 



OJ000204_27.0330.C5 
6326 

TBLASTX: Cress 

4206 

75 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



47424 Seq. ID 

100888 Strand 

5900 End 
OJ000204_27.0330.C5.o2.ts . Method 

3877 End 

none Score 

3877. .4227, 4008. .4241, 4012. .4245 

47424 Seq. ID 

100888 Strand 

5900 End 

OJ000204_27.0330.C5.ol.tw Method 

4009 • End 

none Score 

4009. .4272, 4029. .4268 



OJ000204_27.0330.C5 
6326 ■ 

TBLASTX : Soybean 

4245 

298 



OJ000204_27.0330.C5 
6326 

TBLASTX: Wheat 

4272 

251 



Seq. No. 47424 

Gene No. 100888 

Start 5900 

Name OJ000204_27 . 0330 . C5 . o4 . tm 

Start 4024 

GI none 

Exons 4024.. 4299, 4029.. 4241 

Seq. No. 47424 

Gene No. 100888 

Start 5900 

Name OJ000204_27 . 0330 . C5 . ol . tc 

Start 4207 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_27.0330.C5 
6326 

TBLASTX: Maize 

4299 

258 



OJ000204_27.0330.C5 
6326 

TBLASTX: Cress 

4848 

51 



4207. .4257, 4261. .4500, 4311. .4469, 4551. .4673, 4552. .4701, 
4561. .4668, 4743. .4847, 4749. .4811, 4750. .4848 



Seq. No. 
Gene No. 



47424 
100888 



Seq. ID OJ000204_27.0330.C5 
Strand 



49108 




Start 


5900 








End 


6326 


Name 


OJ000204 27 


0330 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4400 








End 


5040 


GI 


none 








Score 


595 


Exons 


4400. .4687, 


4401 


.5003, 


4401. 


.5018, 4402. .5016, 4843. .5040 


Seq. No. 


47424 








Seq. ID 


OJ000204_27. 0330.C5 


Gene No. 


100888 








Strand 


— 


Start 


5900 








End 


6326 


Name 


OJ000204 27. 


0330 


C5.o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


4401 








End 


4857 


GI 


none 








Score 


189 


Exons 


4401. .4586, 


4402 


.4629, 


4693. 


.4857 




Seq. No. 


47424 








Seq. ID 


OJ000204_27.0330.C5 


Gene No. 


100888 








Strand 




Start 


5900 








End 


6326 


Name 


OJ000204 27'. 


0330. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4416 








End 


5175 


GI 


none 








Score 


238 


Exons 


4416. .4610, 


4417 . 


.4644, 


4453. 


.4638, 4648. .5175, 4705. .5016, 




4716. .5165 












Seq. No. 


47424 








Seq. ID 


OJ000204_27.0330.C5 


Gene No. 


100888 








Strand 




Start 


5900 








End 


6326 


Name 


OJ000204 27. 


0330. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5041 








End 


5265 


GI 


none 








Score 


200 


Exons 


5041. .5178, 


5043. 


.5174, 


5064 . 


.5180, 5164.. 5265, 5175.. 5264 


Seq. No. 


47424 








Seq. ID 


OJ000204_27.0330.C5 


Gene No. 


100888 








Strand 




Start 


5900 








End 


6326 


Name 


OJ000204 27. 


0330. 


C5.o2. 


as 


Method 


GEN SCAN 


Start 


5900 








•End 


. 6326 


GI 


none 








Score 


■ . 62 . - " 


Exons 


5900. .5962, 


6131. 


. 6228, 


6269. 


. 6326 




Seq. No. 


47425 








Seq. ID 


OJ000204_27.0330.C6 


Gene No. 


100889 








Strand 


+ 


Start 


70 








End 


1443 


Name 


OJ000204 27. 


0330. 


C6.ol. 


gs 


Method 


GENSCAN 


Start 


70 








End 


1443 


GI 


none 








Score 


.55 


Exons 


70. .143, 910". .1117, 1294. .1443 




Seq. No. 


47425 








Seq. ID 


OJ000204_27.0330.C6 


Gene No. 


100890 








Strand 


+ 


Start 


1968 








End 


4433 - 


Name 


OJ000204 27. 


0330. 


C6.ol. 


np 


Method 


AAT/NAP 


Start 


1968 








End 


4433 


GI 


7340863 








Score 


1458 



Exons 1968.. 2688, 2725.. 3189, 3325.. 4433 

GI Descrip. (AP001551) Similar to Arabidopsis thaliana chromosome 4 BAG 

clone F10M6 ; S-receptor kinase -like protein. (AL021811) [Oryza 
sativa] 



49109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47425 

100891 

5018 

OJ000204_27 .0330.C6.o2.np 
5018 
7486272 
5018. .5214, 
7471. .7582, 
8881. .8996, 



6103. 
7906. 
9115. 



,6201, 
8031, 
9238, 



6297. 
8134. 
9323. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6458, 



OJ000204_ 
+ 

9889 
AAT/NAP 
9889 
1613 
6596. .6646, 



27. 0330. C6 



7066. 
8712. 



7200, 
8807, 



8183, 8469. .8627, 
9436, 9553.. 9889 
hypothetical protein F28A21.220 - Arabidopsis thaliana 
gi | 4539400 | emb | CAB37 4 66 . 1| (AL035526) putative protein 
[Arabidopsis thaliana] gi | 7268675 | emb | CAB78883 . 1 | (AL161549) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47425 
100891 
5018 

OJ000204_27. 0330.C6.ol.gp 

: '6305 

LIB34 74-001-P1-K1-G12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6305. .6458, 6596. .6646, 7066. .7200, 7291. .7314, 7471. .7529 
, 4539400/emb|CAB37466.1| 2.0e-35 (AL035526) putative protein 
[Arabidopsis thaliana] 1 



OJ000204_27.0330.C6 
+ 

9889 
AAT/GAP 
7529 
746 



W Seq. No. 

til Gene No. 

fy Start 

fi Name 

""'1 Start 

W GI 

%J Exons 

fy GI Descrip. 



47425 .... . . . Seq. ID OJ000204_27 . 0330 . C6 

100892 Strand + 

14186 End 14304 

OJ000204_27. 0330.C6.o2 . gp Method AAT/GAP 

14186 End 14304 

1257_1.R1084 Score • 212 

14186. .14304 

1 1173327/sp| P43333|RU2A_ARATH 3.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A' 1 (U2 SNRNP-A 1 1 ) >gi_322 61 9_pir S30580 U2 

snRNP protein A 1 ' - Arabidopsis thaliana >gi_17669_emb_CAA4 88 90_ 
(X69137) U2 small nuclear ribonucleoprotein A T 1 [Arabidopsis 
thaliana] 1 ' 



Seq. No. 47425 
Gene No. 100893 
Start 10940 

Name OJ000204_27 . 0330 . C6 . ol . tc 

Start 2295 
GI none 

Exons 229S..2339, 2448.. 2570, 3531. 

3635.. 3799, 3836.. 4078, 3837. 
4275. .4382 



Seq. ID OJ000204_27.0330.C6 
Strand 

End 12469 
Method TBLASTX : Cress 
End 4382 
Score 50 

.3620, 3581. .3613, 3633. .3830, 
.4079, 4085. .4144, 4086. .4157, 



Seq. No. 47425 Seq. ID 

Gene No. 100893 Strand 

Start 10940 End 

Name OJ000204_27 . 0330 . C6 . o3 . ts Method 

Start 2361 End 

GI none Score 

Exons 2361.. 2549, 2943.. 3008 



OJ000204_27.0330.C6 
12469 

TBLASTX: Soybean 

3008 

207 



Seq. No. 



47425 



Seq. ID OJ000204_27.0330.C6 



49110 




Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


OJ000204 27 


.0330 


. C6.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2919 








End 


3359 




GI 


none 








Score 


128 




Exons 


2919. .3017, 


2927 


. .3016, 


3048. 


.3107, 3195.. 3251, 


3234. .3359 


Seq. No. 


47425 








Seq. ID 


OJ000204 


^27. 0330. C6 


Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


OJ000204 27 


.0330 


.C6.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3519 








End 


3815 




GI 


none 








Score 


89 




Exons 


3519. .3620, 


3621 


. .3815, 


3671. 


.3814 






Seq. No. 


47425 








Seq. ID 


OJ000204 


_27.0330.C6 


Gene No. 


100893 








Strand . 






Start 


10940 








End 


12469 




Name 


OJ000204 27 


.0330, 


.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3576 








End 


4244 




GI 


none 








Score 


76 




Exons 


3576. .3626, 


3581, 


. .3619, 


3666. 


.4076, 3719. .4072, 


4086. .4244, 




4088. .4144 














Seq. No. 


47425 








Seq. ID 


OJ000204 


_27.0330.C6 


Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


OJ000204 27 


.0330. 


.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3683 








End 


4088 




GI 


none 








Score 


301 




Exons 


3683. .3805, 


3684 . 


. .4034, 


3836. 


.4003, 4038. .4088 




Seq. No. 


47425 








Seq. ID 


OJ000204 


_27.0330.C6 


Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


■ OJ00020.4 27 


.0330. 


,C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3875 








End 


4406 




GI 


none 








Score 


458 




Exons 


3875. .4144, 


3876. 


, .4244, 


4054 . 


.4179, 4263. .4406, 


4268. .4366, 




4278. .4388 














Seq. No. 


47425 








Seq. ID 


OJ000204 


_27.0330.C6 


Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


OJ000204__27 


.0330. 


C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5983 








End 


7317 




GI 


none 








Score 


43 




Exons 


5983. -,6012, 


5985. 


.6071, 


5985. 


.6017, 5995'.. 6069, 


6079. . 6204, 




6080. . 6211, 


6081. 


.6200, 


6109. 


.6204, 6281. . 6460, 


6291. .6458, 




6297. . 6464, 


6579. 


. 6638, 


6584 . 


.6649, 6585. .6641, 


6595. . 6651, 




7062. .7199, 


7066. 


.7200, 


7068. 


.7199, 7269.. 7313, 


7282. .7317 


Seq. No. 


47425 








Seq. ID 


OJ000204 


_27.0330.C6 


Gene No. 


100893 








Strand 






Start 


10940 








End 


12469 




Name 


OJ000204 27, 


.0330. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7470 








End 


9991 





49111 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 110 

7470. .7586, 7471. .7584, 7899. .8054, 7903. .8025, 7904. .8035, 

7905. .8072, 7906. .8070, 8132. .8194, 8133. .8183, 8466. .8630, 

8466. '.8627, 8468. .8629, 8706. .8810, 8711. .8809, 8874. .9005, 

8880.. 9002, 8881.79015, 9074.. 9253, 9106.. 9243, 9107.. 9244, 

9168. .9260, 9311. .9436, 9315. .9422, 9316. .9432, 9383.-9427, 

9551.. 9613, 9552.. 9641, 9553.. -9639, 9743.. 9991, 9746.. 9913 



47425 

100893 

10940 

OJ000204_27 . 0330 ,C6 . o2 . ts 
8145 
none 
8145. . 
8850. . 
9151. . 
9322. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 27. 0330. C6 



8183, -8457. .8624, 8466. 

9002, 8863.. 9003, 8866. 

9195, 9152.. 9196, 9188. 
9399 



12469 

TBLASTX : Soybean 
9399 
62 

8630, 8468.. 8629, 8706.. 8810, 
9015, 9073.. 9171, 9074.. 9169, 
9238, 9320.. 9397, 9322.. 9399, 



Seq. No. 47425 
Gene No. 100893 
Start 10940 

Name OJ000204_27 . 0330 . C6 . o2 . tc 

Start 9391 
GI none 

Exons . 9391. . 9435, 
9746.. 9892 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_27.0330.C6 
12469 

TBLASTX: Cress 

9892 

75 



9392.. 9436, 9552.. 9641, 9553.. 9639, 9745.. 9870, 



Seq. No. 


47425 


Seq. ID 


OJ000204 


_27.0330 


.C6 


Gene No. 


100893 


Strand 








Start 


10940 


End 


'12469 






Name 


OJ000204 27.0330.C6.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


9607 


End 


9892 




GI 


none 


Score 


40 






Exons 


9607.. 9639, 9720.. 9833, 9743 


..9835, 9745. .9864, 


9746. .9892 


Seq. No. 


47425 


Seq. ID 


OJ000204 


_27.0330 


C6 


Gene No. 


100893 


Strand 








Start 


10940 


End 


12469 






Name 


OJ000204 27.0330.C6.o3.gs 


Method 


GENSCAN 






Start 


10940 


End 


12469 






GI 


none 


Score 


.73 






Exons 


10940. .10995, 11125. .11292, 


11359. .11411, 12423 


. .12469 




Seq. No. 


47426 


Seq. ID 


OJ000204 


_27.0330 


C7 


Gene No. 


100894 


Strand 








Start 


1 


End 


3363 






Name' 


OJ000204 27.0330.C7.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


1017 






GI 


1257 1.R1084 


Score 


402 






Exons 


1..212, 966. .1017 











GI Descrip. ' 1173327/sp i P4 3333 | RU2A_ARATH 3.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A 1 1 (U2 SNRNP-A 1 1 ) >gi_322 61 9_pir S30580 U2 

snRNP protein A 1 1 - Arabidopsis thaliana >gi_17 669_emb_CAA4 8890 
(X69137) U2 small nuclear ribonucleoprotein A 1 ? [Arabidopsis 
thaliana] 1 



49112 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47426 Seq. ID 

100894 ■ Strand 
1 End 
OJ000204_27 . 0330 . C7 . ol . np Method 
1 End 
1173327 Score 



OJ000204_27.0330.C7 

3363 
AAT/NAP 
3151 
676 



1..212, 966. .1171, 1261. .1390, 2910. .2950, 3070. .3151 
U2 SMALL NUCLEAR RIBONUCLEOPROTEIN A' (U2 SNRNP-A'.) 
gi|322619|pir| IS30580 U2 snRNP protein A 1 - Arabidopsis thaliana 
gi 1 17669 I emb | CAA4 8890 | (X69137) U2 small nuclear 
ribonucleoprotein A 1 [Arabidopsis thaliana] 



47426 

100894 

1 

OJ000204_27.0330.C7.ol.tm 
13 

none 

13. .114, 31. 
966. .1115 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_27.0330.C7 
3363 

TBLASTX: Maize 

1134 

113 



,117, 39. .116, 124. .213, 127. .153, 952. .1134, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47426 
100894 
1 

OJ000204__27.0330.C7.ol.tc 
•30 
none 



OJ000204 27. 0330. C7 



Seq. ID 
Strand 
End 

Method - 
End 
Score 

30. .125, 34. .108, 943. .1167, 972. .1112, 1262. .1390, 1305. .1406, 
2908.. 2973, 29.10.. 2957, 3068.. 3163, 3069.. 3152 



3363 

TBLASTX: Cress 

3163 

64 



47426 Seq. ID 

100894 Strand 

1 End 

OJ000204_27 . 0330 . C7 . ol . gs Method 

39 End 

none Score 



OJ000204_27.0330.C7 

3363 
GENSCAN 
3151 : 
.99 



39. .212, 966. .1171, 1261. .1390, 2910 2950 ,3070 .. 3151 

47426 ' * ' Seq. ID OJ000204_27 . 0330 . C7 

100894 Strand 

1 End 3363 

OJ000204_27 . 0330 . C7 . o2 .gp Method AAT/GAP 

951 End 1354 

LIB3433-013-Q6-K1-D12 Score 475 

951. .1171, 1261. .1354 

1 1173327/sp|P43333|RU2A_ARATH.9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A f 1 (U2 SNRNP- A 1 1 ) >gi_322619_pir S30580 U2 

snRNP protein A 1 1 - Arabidopsis thaliana >gi_17 669_emb_CAA4 8 890_ 
(X69137) U2 small nuclear ribonucleoprotein A 1 ' [Arabidopsis 
thaliana] T 



47426 Seq. ID 

100894 Strand 

1 End 

OJ000204_27.0330.C7.o3.gp Method 

951 End 

LIB34 33-013-Q6-K1-D12 Score 



OJ000204_27.0330.C7 

3363 
AAT/GAP 
1345 
457 



49113 



Exons 951.. 1171, 1261. .1345 

GI Descrip. ' 1173327/sp | P4 3333 | RU2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A 1 1 (U2 SNRNP-A 1 '.') >gi_322619_pir S30580 U2 

snRNP protein A 1 1 - Arabidopsis thaliana >gi_17669_emb_CAA488 90_ 
(X69137) U2 small nuclear ribonucleoprotein A 1 ' [Arabidopsis 
thaliana] 1 



Seq. No. 47426 

Gene No. 100894 

Start 1 

Name OJ000204_27 . 0330 . C7 . ol . ts 

Start 1071 

GI none 

Exons 1071.. 1112, 1072.. 1122, 1132. 

2908.. 2973, 2910.. 2957, 3068. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1167, 1262 
.3151, 3069 



OJ000204 27. 0330. C7 



3363 

TBLASTX: Soybean 
3155 
60 

1390, 1311. .1406, 
3155 



Seq. No. 47426 

Gene No. 100894 

Start 1 

Name OJ000204_27 . 0330 . C7 . o2 . tm 

Start 1262 

GI none 
Exons 



Seq. ID OJ000204_27 .0330.C7 
Strand 
'End 
Method 
End 
Score 



3363 

TBLASTX: Maize 

3091 

169 



1262. .1390, 1263. .1400, 1264. .1392, 2910. .2957, 3068. .3091 



Seq. No. 47426 ;Seq. ID OJ000204_27 . 0330 . C7 

Gene No. 100894 Strand 

Start 1 End 3363 

Name OJ000204_27 . 0330 . C7 . o4 . gp Method AAT/GAP 

Start 2882 End 3363 

GI 5005008 Score 608 

Exons 2882.. 2950, 3070.. 3363 

GI Descrip. 1173327/sp | P43333 | RU2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A 1 (U2 SNRNP-A') >gi_322 61 9_pir S30580 U2 

snRNP protein. A* - Arabidopsis thaliana >gi_17 669_emb_CAA4 88 90_ 
(X69137) U2 small nuclear ribonucleoprotein A 1 [Arabidopsis 
thaliana] 



Seq. No. 47427 
Gene No. * 100895 

Start 196 

Name OJ000204_27 . 0330 . C9 . ol . gs 

Start 196 

GI none 
Exons 



Seq. ID OJ000204 27. 0330. C9 



Strand 
End 

Method 

End 

Score 



+ 

3696 
GENSCAN 
3588 
.64 



196. .272, 2154. .2262, 2327. .2635, 3446. .3588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47427 

100895 

196 

OJ000204__27.0330.C9.ol.gp 
1564 

23174 1.R1084 



Seq. ID OJ000204_27.0330.C9 
Strand + 
End 3696 
Method AAT/GAP 
End 3696 
_ Score 1434 

1564. .1694, 2154. .2262, 2366. .2635, 3446. .3696 

'3249086 3.0e-63 (AC004473) Contains similarity to 21 KD subunit 
of the- Arp2/3 protein complex (ARC21) gb_AF006086 from Homo 
sapiens. EST gb__Z37222 comes [Arabidopsis thaliana] ' 



Seq. No. 



47427 



Seq. ID OJ000204__27.0330.C9 



49114 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100895 Strand 

196 End 

OJ000204_27.0330.C9.ol.ts Method 

2121 End 

none Score 



+ 

3696 

TBLASTX : Soybean 

2600 

171 



2121. .2261, 2153. .2266, 2364. .2600, 2365.-2562, 2474. .2590 



47427 

100895 

196 

OJ000204_27.0330.C9.ol.np 

2132 
7486931 

2132.. 2262, 2366.. 2635, 3400 



Seq. .-ID 
Strand 
End 

Method 
End 
Score 
3585 

hypothetical protein T13D8.30 - Arabidopsis thaliana 
gi I 32490861 gb|AAC24070. 1 1 (AC004473) Contains similarity to 21 
KD subunit of the Arp2/3 protein complex (ARC21) gb|AF006086 
from Homo sapiens. EST gb|Z37222 comes [Arabidopsis thaliana] 



OJ000204_27.0330.C9 
+ 

3696 
AAT/NAP 
3585 
694 



Seq. No. 


47427 








Seq. ID 


OJ000204 


_27.0330.C9 


Gene No . 


100895 








Strand 


+ 




Start 


196 








End 


3696 




Name 


OJ000204 27 


. 0330 


.C9.ol. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


2141 ~ 








End 


3515 




GI 


none 








Score 


162 




Exons 


2141 . . 2257, 


2142 


. . 2258, 


2152 . 


.2268, 2154. .2291, 


2364 . .2633 




2365. .2562, 


•2365 


. .2634, 


2376. 


-.2636, 2564.. 2635, 


3435. .3515 




3439. .3513 














Seq. No. 


47427 








Seq. ID 


OJ000204 


27 . 0330 .C9 


Gene No . 


100895 








Strand 


+ 




Start 


196 








End 


3696 




Name 


OJ000204 27 


.0330 


.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2153 








End 


2484 




GI 


none 








Score 


166 




Exons 


2153. .2257, 


2154 


. .2261, 


2364 . 


.2480, 2365.. 2484 




Seq. No. 


47427 








Seq. ' ID 


OJ000204 


_27.0330.C9 


Gene No. 


100895 








Strand 


+ 




Start 


196 








End 


3696 




Name 


OJ000204 27 


.0330 


,C9.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3435 








End 


3588 




GI 


none 








Score 


232 




Exons 


3435. .3584, 


3439 


. .3588 










Seq. No. 


47428 








Seq. ID 


OJ000204 


_27.0330.C1 


Gene No. 


100896 








Strand 






Start 


961 








End 


1189 




Name 


OJ000204 27 


.0330 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


961 








End 


1189 




GI 


none 








Score 


.45 




Exons 


961. .1091, 


1183. 


.1189 










Seq. No. 


47429 








Seq. ID 


OJ000204 


_27.0330.Cli 


Gene No.. 


100897 








Strand 


+ 




Start 


782 








End 


6858 




Name 


OJ000204 27 


.0330 


.C12.ol 


.gs 


Method 


GENSCAN 





49115 





Start 


782 


End 


6423 




GI 


none 


Score 


. 69 




Exons 


782. .830, 1043. .1248, 3064. 


. 3525, . 3809 


. . 3837, 4976. . 5083, 






5574 . .5733, 5797. . 6423 








Seq. No. 


47429 


Seq. ID 


OJ000204 27.0330.C12 




Gene No. 


100897 


Strand 


+ 




Start- 


782 


End 


6858 




Name 


OJ000204 27.0330.C12.ol.gp 


Method 


AAT/GAP 




Start 


5192 


End 


5577 




GI 


uC-osflcyp003g09bl 


Score 


696 




Exons 


5192. .5577 








GI Descrip. 


l 100726/pir| IS22377 8.0e-15 


aspartate 


transaminase (EC 2.6.1. 






AAT1 precursor - proso millet >gi 20597 emb CAA45022 (X63428 






aspartate aminotransferase 


[Panicum miliaceum] 1 




Seq. No. 


47429 


Seq. ID 


OJ000204_27 .0330.C12 




Gene No. 


100897 


Strand 


+ 




Start - 


782 


End 


6858 




Name 


OJ000204 27.0330.C12.ol.np 


Method 


AAT/NAP 




Start 


6083 


End 


6858 




GI 


6630699 


Score 


97 




Exons 


6083.. 6306, 6770.. 6858 






\ z 


GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 |dbj |BAA89566.1| 


(AP001073) 


hypothetical protein 






[Oryza sativa] 






s 


Seq. No. 


47429 


Seq. ID 


OJ000204_27.0330.C12 


~ ~: 


Gene No. 


100898 


Strand 


+ 


IJ 


Start 


10478 


End 


10923 




Name 


OJ000204 27.0330.C12.o3.np 


Method 


AAT/NAP 




Start 


10478 


End 


10923 


: US 


GI 


6539570 


Score 


125 




Exons 


10478. .10681, 10857. .10923 






r 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47429 


Seq. ' ID 


OJ000204_27.0330.C12 




Gene No. 


100899 


Strand 






Start 


6726 


End 


10677 


: J 

■Z.-VC 


Name 


OJ000204 27.0330.C12.o2.gs 


Method 


GENSCAN 




Start 


6726 


End 


10677 


~~ — ~ 


GI 


none 


Score 


.48 




Exons 


6726. .6852, 7777. .7891, 8137. .8266, 8298. .8466, 8740. .8862, 






9953.-9977, 10016 10208, 10261. .10344 


, 10496.. 10677 




Seq. No. 


47429 


Seq. ID 


OJ000204__27.0330.C12 




Gene No. 


100899 


Strand 






Start 


6726 


End " 


10677 




Name 


OJ000204 27.0330.C12.o2.np 


Method 


AAT/NAP 




Start 


6998 


End 


10212 




GI 


5922620 


Score 


593 




Exons 


6998. .7128, 8497. .8862, 9202. .9235, 9953. .9977, 10023 .. 10133 , 



10174. .10212 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 



49116 



protein [Oryza sativa] 



Seq. No. 47430 Seq. ID 

Gene No. 100900 Strand 

.Start 2408 End 

Name OJ000204_27 . 0330 . C13 . ol . gs Method 

Start 2408 End 

GI none Score 

Exons 2408.. 2554 



OJ000204_27.0330.C13 

2554 
GENSCAN 
2554 
.41 



Seq. No. 47431 Seq. ID OJ000204_27 . 0330 . C14 

Gene No. 100901 Strand + 

Start 2646 End 2959 

Name OJ000204_27 . 0330 . C14 . ol . gp Method AAT/GAP 

Start 2646 End 2959 

GI 72524_1.R1084 Score 388 

Exons 2646.. 2959 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47431 Seq. ID 

100902 Strand 

2906 End 

OJ000204_27.0330.C14 .ol.np Method 

.2906 End 

7106512 Score 



OJ000204_27.0330.C14 
+ 

5998 • 
AAT/NAP 
5998 
2264 



2906.. 2965, 3039.. 3206, 3452.. 4807, 5351.. 5998 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


47431 






Seq. ID 


OJ000204 


Gene No. 


100902 






Strand 


+ 


Start 


2906 






End 


5998 


Name 


OJ000204 27, 


.0330.C14.ol, 


.gs 


Method 


GENSCAN 


Start 


3373 






End 


5908 


GI 


none 






Score 


.56 


Exons 


, 3373. .3497, 


3788. .4713, 


5412. 


.5908 




Seq. No. 


47432 






Seq. ID 


OJ000204 


Gene No . 


100903 






Strand 


+ 


Start 


1 






End 


1976 


Name 


OJ000204 27. 


.0330.C15.ol. 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1244 


GI 


7106512 






Score 


1648 


Exons 


1..843, 888. 


. .1244 









27.0330.C14 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted' gene . ; hypothetical protein [Oryza sativa] 



47432 Seq. ID 

100903 Strand 

1 End 

OJ000204_27.0330.C15.ol.gs Method 

29 End 

none Score 
29. .625, 711. .849, 874. .1174, 1194. .1305, 1429. .1675, 
1677. .1805, 1870. .1976 



OJ000204_27.0330.C15 
+ 

1976 
GENSCAN 
1976 
. 65 



49117 





Seq. No. 


47432 


Seq. ID 


OJ000204 27.0330 


.C15 




Gene No. 


100904 


Strand 


+ 






Start 


3628 


End 


3809 






Name 


OJ000204 27 . 0330 . CI 5 . o2 . np 


Method 


AAT/NAP 






Start 


3628 


End 


3809 






GI 


7106512 


Score 


122 






Exons 


3628. .3687, 3761. .3809 










GI Descrip. 


(-AP001278) EST C98429 (E0138 ) 


corresponds to a re'gion of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


47432 


Seq. ID 


OJ000204_27.0330 


.C15 




Gene No. 


100905 


Strand 


+ 






Start 


6057 


End 


12762 






Name 


OJ000204 27.0330.C15.o2.gp 


Method 


AAT/GAP 






Start 


6027 


End 


6716 






GI 


799 1.R1084 


Score 


559 






Exons 


6027.. 6059, 6154.. 6261, 6350. 


.6392, 6492.. 6716 






GI Descrip. 


•1172816/sp|P42795|Rlll ARATH 


1.0e-84 


60S RIBOSOMAL PROTEIN 






(L16A) >gi 624938 emb CAA57395 ' (X81799) ribosomal protein ] 






[Arabidopsis thaliana] 1 










Seq. No. 


47432 


Seq. ID 


OJ000204_27.0330 


.C15 




Gene No. 


100905 


Strand 


+ 






Start 


6057 


End 


12762 




E'3 


Name 


OJ000204 27.0330.C15.o2.gs 


Method 


GENSCAN 






Start 


6057 


End 


6691 * 






GI 


none 


Score 


.98 




?!i 


Exons 


6057. .6137, 6154. .6261, 6350. 


.6392, 6492. .6691 




tsar 


Seq. No. 


47432 


Seq. ID 


OJ000204_27.0330. 


.C15 


iy 


Gene No. 


100905 


Strand 


+ 




w 


Start 


6057 


End 


12762 






Name 


OJ000204 27.0330.C15.o3.np 


Method 


AAT/NAP 






Start 


6145 


End 


7978 






GI 


1172817 


Score 


486 






Exons 


6145. .6261, 6350. .6392, 6492. 


.6698, 7938.. 7978 






GI Descrip. 


60S RIBOSOMAL PROTEIN L11B (L16B) gi 1 55054 7 | emb | CAA57396 | 






(X81800) ribosomal protein L16 [Arabidopsis thaliana] 




il 




gi| 4539392 I emb ICAB374 58.1 1 (AL035526) 


ribosomal protein 


Lll, 


- — 




cytosolic [Arabidopsis thaliana] 








Seq. No. 


47432 


Seq. ID 


OJ000204_27.0330, 


,C15 




Gene No. 


100905 


Strand 


+ 






Start 


6057 


End 


12762 






Name 


OJ000204 27.0330.C15.o5.np 


Method 


AAT/NAP 






Start 


6806 


End 


12762 






GI 


6598575 


Score 


78 






Exons 


6806. .6857, 11954. .12106, 12697. .127 62 








GI Descrip. 


(AC006228)' F5J5.1 [Arabidopsis thaliana] 






Seq. No. 


47432 


Seq. ID 


OJ000204_27 .0330. 


C15 




Gene No. 


100906 


Strand 








Start 


2773 


End 


11115 






Name 


OJ000204 27.0330.C15.o4 .np 


Method 


AAT/NAP 






Start 


2773 


End 


9073 






GI 


5295971 


Score 


473 






Exons 


2773. .2797, 8347. .8574, 8653., 


.9073 







L11A 



49118 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204 27.0330.C15 



47432 
100906 
2773 

OJ000204_27 . 0330 . C15, ol . gp 
3367 

72524_1.R1084 
3367. .3681 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



11115 
AAT/GAP 
3681 
406 





JCkji ViKJ ■ 


4 74?? 










100906 








Start 


2773 








Name 


OJ000204 27 


. 0330 


. C15 . ol 




C-f- p v-+- 


6120 ~~ 








GI 


none 








Exons 


6120. .6257, 


6154 


. 6264, 






6494 6697 








OCLJi LV \J • 


474?? 








Cpnp Mo 
OC11C LHKJ * 


1 00906 

-L \J \J _7 \J \J 






sJ 

?.»; 




2773 








Name 


OJ000904 71 


0?30 




f-jf 


Start 


6145 ~~ 






SSL 


GI 


none 








Exons 


6145. .6264, 


6174 


.6254, 


Vs5 




6494. .6697, 


6637 


.6696 


1 iir 


Seq. No. 


47432 






E 


Gene No. 


100906 






?~i 


Start 


2773 








Name 


OJ000204 27 


0330. 


C15.ol 


i. -i. 


Start 


6151 








GI 


none 






W 


Exons 


6151. .6264, 


6159. 


.6257, 






6490. .6696, 


6494 . 


.6697 




Seq. No. 


47432 








Gene No. 


100906 








Start 


2773 








Name 


OJ000204 27, 


0330. 


C15.ol 




Start 


6153 








GI 


none N 








Exons 


6153. .6206, 


6153. 


. 6257, 






6347. .6397, 


6481. 


.6696, 



Seq. ID OJ000204_27.0330.C15 
Strand 

End 11115 

.ts Method TBLASTX: Soybean 

End 6697 ■ 

Score 169 
6347.. 6397, 6349.. 6396, 6490.. 6696, 



Seq. ID OJ000204_27.0330.C15 
Strand 

End 11115 

.tm Method TBLASTX : Maize 

End 6697 

Score 125 
6347.. 6397, 6349.. 6396, 6490.. 6570, 



Seq. ID OJ000204_27.0330.C15 
Strand 

End 11115 

.tw Method TBLASTX : Wheat 

End 6697 

Score 163 
6347. .6397, 6349. .6396, 6482. .6691, 



Seq. ID OJ000204_27.0330.C15 
Strand 

End 11115 

.tc Method TBLASTX : Cress 

End 6697 

Score 59 
6154. .6264, 6330.. 6395, 6332.. 6394, 
6494.. 6697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47432 

100906 

2773 

OJ000204 

8345 

none 



27 . 0330.C15.o2. tm 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



OJ000204_27.0330.C15 
11115 

TBLASTX: Maize 

8734 

232 



8345. .8641, 8345. .8584, 8452. .8625, 8672. .8734 



49119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



47432 . Seq. ID 

100906 . Strand 
2773 End 
OJ000204_27.0330.C15.o3.gs Method 
8438 End 
none Score 



OJ000204_27.0330.C15 

11115 
GENSCAN 
11115 
.77 



8438. .9019, 9122. .9235, 1044 9 .. 10576, 11064. .11115 



47433 
100907 
289 

OJ000204_27.0330.C16iol.np 
289 

7228450 

289. .383, 513. .641, 711. .808 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ000204_27.0330.C16 

Strand + 

End 808 

Method AAT/NAP 

End 808 

Score 81 



47433 Seq. ID 

100908 Strand 
3300 End 
OJ000204_27 . 0330 . C16 . o2 . np Method 
3300 End 
7340874 . Score 

3300. .3495 

(AP001551) ESTs D15590 (C0900 ) , D4 8950 (S15542 ) , D22684 (C0900 ) 
correspond to a region of the predicted gene.; Similar to 
Arabidopsis thaliana 60S ribosomal protein L11A (L16A) . (P42795) 

[Oryza sativa] 



OJ000204_27.0330.C16 
+ 

3495 
AAT/NAP 
3495 
320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47433 

100909 

5705 

OJ000204_27.0330.C16.o4 .np 
5705 
7484602 
5705. .5733, 



6818.. 8276, 9137 
GI Descrip. probable reticuline oxidase 



gi | 3282517 | gb | AAC61839 . 1 | 
[Papaver somniferum] 



Seq. ID OJ000204_27.0330.C16 
Strand + 
End 9172 
Method AAT/NAP 
End 9172 
Score 691 
. .9172 

(EC 1.5.3.9) - opium poppy 
(AF025430) berberine bridge enzyme 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47433 

100909 

5705 

OJ000204_27.0330.C16.o2. 
6542 

uC-osroM202026allbl 
6542. .7006" 

' 5262222/emb I CAB45848 . 1 | 



gp 



Seq. ID OJ000204_27.0330.C16 

Strand + 

End 9172 

Method AAT/GAP 

End 7006 

Score -859 



2.0e-15 (AL080254) reticuline 



oxidase-like protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47433 

100909 

5705 

OJ000204_27.0330.C16.o3. 

6605 

7485805 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 

.+ 

9172 
AAT/NAP 
8282 
996 



27.0330.C16 



49120 



Exons 6605.. 6689, 6729.. 8282 

GI Descrip. hypothetical protein F19I3.2 - Arabidopsis thaliana 

• - gi|3033375|gb|AAC12819.1| (AC004238) putative berberine bridge 
enzyme [Arabidopsis thaliana] 



Seq. No. 


47433 




Seq. ID 


OJ000204 


Gene No . 


100909 




Strand 


+ • 


Start 


5705 




End- 


9172 


Name 


OJ000204 27.0330.C16.o3, 


.gs 


Method 


GENSCAN 


Start 


6617 




End 


8318 


GI 


none 




Score 


.64 


Exons 


6617. .7062, 7211. .8318 








Seq. No. 


47433 




Seq. ID 


OJ000204 


Gene No . 


100910 




Strand 


+ 


Start 


12759 




End 


14529 


Name 


OJ000204 27.0330.C16.o7. 


.np 


Method 


AAT/NAP 


Start ■ 


12759 




End 


14529 


GI 


7228450 




Score 


261 


Exons 


12759. .1284 8, 13925. .14035, 


14175.' .14314, 14417 


GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47433 




Seq. ID 


OJ000204 


Gene No . 


100911 




Strand 


-f 


Start 


14554 




End 


15264 


Name 


OJ000204 27:0330. C16. 65\ 


.gs 


Method 


GENSCAN 


Start 


14554 




End 


15264 


GI •* 


none 




Score - 


.97 


Exons 


14554 . .'15264 








Seq. No. 


47433 




Seq. ID 


OJ000204 


Gene No. 


100912 




Strand 




Start 


3271 




End 


3645 


Name 


OJ000204 27.0330.C16.ol. 


,gp 


Method 


AAT/GAP 


Start 


3271 




End 


3645 


GI 


799 3.R1084 




Score 


615 


Exons 


•3271. .3645 









27.0330.C16 



27.0330.C16 



'GI Descrip. 1 6093997/sp | 02254 0 | RL11_0RYSA 2.0e-16 60S RIBOSOMAL PROTEIN Lll 
>gi_2570507 (AF022736) ribosomal protein [Oryza sativa] 1 



?! Seq. No. 


47433 








Seq. ID 


OJ000204 


_27.0330. 


.C16 


Gene No . 


100913 








Strand 








Start 


5358 








End 


6099 






Name 


OJ000204 27, 


.0330, 


.C16.o2. 


.gs 


Method 


GENSCAN 






Start 


• 5358 








End 


6099 






GI 


none 








Score 


.69 






Exons 


■5358. .5734, 


5805. 


. .6099 












Seq. No. 


47433 . 








Seq. ID 


OJ000204 


_27.0330. 


.C16 


Gene No. 


100914 








Strand 








Start 


9688 








End 


14491 






Name 


OJ000204 27. 


,0330. 


.C16.o3. 


, tc 


Method 


TBLASTX: 


Cress 




Start 


3297 








End 


3513 






GI 


none 








Score 


239 






Exons 


3297. .3476, 


3298. 


. .3513, 


3316. 


.3483 








Seq. No. 


47433 








Seq. ID 


OJ000204 


_27.0330. 


■ C16 



49121 



Gene No. 


100914 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27 


.0330 


.C16.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


3297 








End 


3486 


GI 


none 








Score 


91 


Exons 


3297 . . 3335, 


3298 


. . 3351, 


3301. 


.3483, 3381.. 3485, 3397.. 3486 


Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 


Gene No. 


100914 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27. 


.0330 


.C16.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


3297 








End 


3483 


GI 


none 








Score 


234 


Exons 


3297. .3335, 


3298 


. . 3483, 


3299. 


.3481, 3316.. 3483 


Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 


Gene No. 


100914 • 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27, 


.0330 


.C16.o4 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


3298 ■ 








End 


3489 


GI 


none 








Score 


214 


Exons 


3298. .3489, 


3300 


. . 3485, 


3319. 


.3486 




Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 


Gene No. 


100914 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27. 


. 0330 


.C16.o2. 


. tc 


Method 


TBLASTX: Cress 


Start 


6782 








End 


7322 


GI 


none 








Score 


148 


Exons 


6782. . 6964, 


6973 


. .7020, 


7111. 


.7137, 7164. .7322, 7181. .7243 


Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 


Gene No. 


100914 








Strand ■ 




Start 


9688 








End 


14491 


Name 


OJ000204 27. 


.0330 


.C16.o2. 


. ts 


Method 


TBLASTX: Soybean 


Start 


6782 








End 


7445 


GI 


none 








Score 


101 


Exons * 


6782.. 6949, 


6973 


. .7011, 


7111. 


.7137, 7164. .7445, 7181. .7225 


Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 


Gene No. 


100914 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27. 


.0330 


.C16.o4 . 


, tm 


Method 


TBLASTX: Maize 


Start 


6785 








End 


7217 


GI 


none 








Score 


138 


Exons 


6785. . 6964, 


6972 


. .7013, 


6973. 


.7011, 7114. .7137, 7164. .7217 


Seq. No. 


47433 








Seq. ID 


OJ000204_27-.0330.C16 


Gene No. . 


100914 








Strand 




Start 


9688 








End 


14491 


Name 


OJ000204 27. 


0330 


.C16.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


7467 








End 


8279 


GI 


none 








Score 


61 


Exons 


7467. .7538, 


7485 


. . 7544, 


7605. 


.7727, 7605.. 7721, 7764.. 8006, 




8040. .8135, 


8057 


. .8140, 


8115. 


.8279, 8150.. 8278 


Seq. No. 


47433 








Seq. ID 


OJ000204_27.0330.C16 



49122 




Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


,0330.C16.ol. tc 


Method 


TBLASTX: Cress 




Start 


7572 




End 


8276 




GI 


none 




Score 


. 123 




Exons 


7572 . . 7769, 


7788..7997, 8034. 


.8135, 8063. .8134, 8144. .8272, 


-■ 


8151 . . 8276 










Seq. No. 


47433 




Seq. ID 


OJ000204_27.0330 


-C16 


Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


0330.C16.ol. ts 


Method 


TBLASTX : Soybean 




Start 


7665 ~ 




End 


8276 




GI 


none 




Score 


221 




Exons 


7665 . .7997, 


8031 . . 8276, 8040. , 


.8267, 8063.. 8269 




Seq. No. * 


47433 




Seq. ID 


OJ000204_27.0330, 


.C16 


Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


0330.C16.o3.tw 


Method 


TBLASTX: Wheat 




Start 


7767 




End 


8198 




GI 


none 




Score 


133 




Exons 


7767 . .7997, 


8034 . . 8135, 8034 . . 


.8126, 8069. .8146, 8115. .8198, 




8165 . .8194 










Seq. No. 


47433 




Seq. ID 


OJ000204_27.0330. 


.C16 


Gene No . 


100914 




Strand 






Start 


9688 




End 


14 4 91 




Name 


OJ000204 27. 


0330.C16.o5.np 


Method 


AAT/NAP 




Start 


9688 




End 


13099 




GI 


7228457 




Score 


2084 




Exons 


9688. .10178, 


11571. .11660, 11722. .13099 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


47433 




Seq. ID 


OJ000204_27.0330. 


■ C16 


Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


0330.C16.o2. tm 


Method 


TBLASTX: Maize 




Start 


9774 




End 


10130 




GI 


none 




Score 


129 




Exons 


9774. .10058, 


9774.. 10130, 9784. .10095 






Seq. No. 


47433 




Seq. ID 


OJ000204_27.0330. 


.C16 


Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


0330.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9798 




End 


11651 




GI 


none 




Score 


309 




Rxon s 

1—1 *\ \-S 1 I O 


9798. .10184, 


9799.. 10185, 11571.. 11651 






Seq. No. 


47433 




Seq. ID 


OJ000204_27.0330. 


C16 


Gene No. 


100914 




Strand 






Start 


9688 




End 


14491 




Name 


OJ000204 27. 


0330.C16.o6.np 


Method 


AAT/NAP 




Start 


11354 




End 


14491 





49123 





7106516 






Score 


145 




Exons 


11354. .11383, 12131. .12205, 


13532. . 13703, 14462 


1 44Q1 
. . X *i H J ± 




(AP001278) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


47433 






Seq. ID 


OJ000204 


_27.0330.C16 


Gene No. 


100914 






Strand 








9688 






End 


14491 




Name 


OJ000204 27 


.0330.C16.o2 


. tw 


Method 


TBLASTX: 


Wh oaf 


Dtari. 


11795 






End 


12290 




P T 


none 






Score 


129 




Exon s 


117 95. .12289, 11841. .12095, 


12153. .12290 




o e q . in o . 


47434 






Seq. ID 


OJ000204 


01 n^*^o CM 




100915 






Strand 


+ 




Start 


2073 






End 


7280 




Name 


OJ000204 27 


.0330.C17.ol 


.gs 


Method 


GENSCAN 




o car l 


2073 






End 


7263 




C T 


none 






Score 


.5 




T* 1 v f~\ r*i o 


2073. .2207, 


3715. .3859, 


3909 


.-.40-47, 4090.. 4206, 


AO^a A AO A 




5091. .5333, 


5464. .5549, 


6114 


..6320, 6519. .6642, 


D?U1 . . / U U O , 




7091. .7263 












oeq . no . 


47434 






Seq. ID 


OJ000204 


/ . U jjU .Li / 


uene ino . 


100915 






Strand 


+ 




Start 


2073 






End 


7280 




Name' - 


OJ000204 27 


.0330.C17.ol 


.np 


Method 


AAT/NAP 




Start 


5142 






End 


7280 




GI 


2130067 






Score 


1193 




Exons 


5142. .5333, 


5464. .5549, 


6114 


..6320, 6537. .6642, 


6904. .7008, 




7091. .7280 












GI Descrip. 


aspartate transaminase 


(EC 2 


.6.1.1), mitochondrial - rice 



gi I 2696240 |dbj IBAA23815. 1 1 (D67043) aspartate aminotransferase 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47434 Seq. ID 

100915 Strand 
2073 End 
OJ000204_27.0330.C17.ol.gp Method 
5168 End 
5005404 Score 
5168. .5333, 5464. .5549, 6114. .6192 

100726/pir| IS22377 8.0e-15 aspartate transaminase (EC 
AAT1 precursor - proso millet >gi_205 97_emb__CAA4 5022_ 
aspartate aminotransferase [Panicum miliaceum] 



OJ000204_27.0330.C17 
+ 

7280 
AAT/GAP 
6192 
508 



2.6.1.1) 

(X63428) 



47434 

100915 

2073 

OJ000204_27.0330.C17.ol.tm 

5231 

none 

5231. .5332, 5232. .5333, 5464. 
6111. .6320, 6528. .6629, 6529. 
6902. .7015, 6903. .7010, 7088. 
7093. .7269, 7093. .7263 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5550, 5464 
.6642, 6532 



OJ000204_27.0330.C17 
+ 

7280 

TBLASTX: Maize 
7269 
162 

5550, 6109.. 6318, 
6642, 6892.. 7011, 



.7261, 7088. .7261, 7089.. 7262, 



Seq. No. 



47434 



Seq. ID OJ000204_27 .0330.C17 



49124 



Gene No. 100915 - 

Start 2073 

Name OJ000204_27 . 0330 .C17 . o2 . ts 

Start 5231 

GI none 

Exons 5231.. 5332, 5232.. 5333, 5464. 

; 6115. .6318, 6115. .6321 



Strand + 

End 7280 

Method TBLASTX : Soybean 

End 6321 

Score 133 

.5487, 5488. .5541, 6111. .6320, 



Seq. No. 47434 
Gene No. 100915 
Start 2073 

Name OJ000204_27 . 0330 . C17 . ol . tc 

Start 5246 
GI none 

Exons 5246.. 5332, 5247.. 5333, 5464, 

6115. .6321, 6519. .6635, 6520, 
6903.. 7007, 7083.. 7250, 7088, 



Seq. ID OJ000204_27.0330.C17 

Strand + 

End 7280 

Method TBLASTX : Cress 

End 7263 

Score 138 

.5550, 6111. .6320, 6115. .6318, 
.6642, 6533. .6637, 6898. .7008, 
.7249, 7094. .7261, 7096. .7263 



Seq. No. . 47434 ■* 

Gene No. 100915 

Start 2073 

Name OJ000204_27 . 0330 . C17 . ol . ts 

Start 6535 

GI none 

Exons 6535.. 6642, 6898.. 7011, 6903. 

7088. .7234, 7093. .7266 



Seq. ID OJ000204_27. 0330.C17 

Strand + 

End 7280 

Method TBLASTX : Soybean 

End 7266 

Score 152 

.7019, 6903. .7010, 7088. .7264, 



Seq. No. 47435 

Gene No. 100916 

Start 1 

Name OJ000204_27 . 0330 . C18 . ol . np 

Start 1 

GI 100726 

Exons 1..248, 337. .446 

GI Descrip. aspartate transaminase (EC 



Seq. ID OJ000204_27 . 0330.C18 

Strand + 

End 4 46 

Method AAT/NAP 

End 44 6 

Score 325 

2.6.1.1) AAT1 precursor - proso 



millet gi | 20597 | emb | CAA45022.il (X63428) aspartate 
aminotransferase [Panicum miliaceum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47435 
100916 
1 

OJ000204 27.0330.C18.ol.tc 



81 

none 
81. .251, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3.. 241, 334.. 432, 340.. 435 



OJ000204_27.0330.C18 
+ 

446 

TBLASTX: Cress 

435 

244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47435 

100916 

1 

OJ000204_27.0330.C18.ol. tm 
81 

none 



Seq. ID OJ000204_27.0330.C18 

Strand + 

End 4 46 

Method TBLASTX : Mai ze 

End 435 

Score 273 



81. .248, 83. .241', 88. .249, 88. .249, 334. .435, 334. .432 



Seq. No. 
Gene No. 
Start 



47435 

100916 

1 



Seq. ID OJ000204_27 .0330.C18 
Strand + 
End 44 6 



49125 



Name 


0.7000204 91 0330 n r r>i 




t" hoH 

L 1C L 1 !U H 


x D J—liiO J. /\ ■ O w y LJ ecu 




Start 


83 _ 




End 


4 35 




GI ; 


none 




Score 


236 




F.xons 


83 241. 87 251, 97 2 


49. 


334 432. 


340 435 




Seq. -No. 


47435 




Seq. ID 


OJ000204_27.0330, 


.C18 


Gene No. 


100916 




Strand 


■ + 




Start 


1 * 




End 


4 4 6 




Naine 


OJ000204 27 0330 C18 ol 




• Mpf hod 


GENSPAN 




Start 


89 _ 




End 


432 




GI 


none 




Score 


. 9 




P von q 

I_J .A. W 1 I O 


«Q OAQ r>r>j 










Qfirr NO 


47435 




Seq. ID 


OJ000204 27 0330 


. C18 


Gene No. 


100916 




Strand 


+ ~~ 




Start 


1 




End 


446 




Name 


OJ000204 27.0330.C18.ol 


• gp. 


Method 


AAT/GAP 




Start 


113 




End 


432 




GI 


173 1 R1084 




Score 


425 


- 


F.ynn q 

UAU! 1 O 


113"" 248 337 432 












1 2696238/dbi 1 BAA23814 1 


1 5. 


Oe-62 (D67042) aspartate 






suit nnhran^fpra^p rnT*v7'Pi 


sativa] 1 






Seq. No. 


47436 




Seq. ID 


OJ000204_27.0330. 


.C19 


Gene No. 


100917 




Strand 






Start 


1 




End 


4664 




Name 


OJ000204 27.0330.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


. 4664 




GI 


7269953 




Score 


1085 




Exons 


1..120, 223. .602, 859..: 


1246, 1521. .1581, 1781. .1840, 2099. .2242, 



3480. .3551, 3665. .3797, 4577. .4664 
GI Descrip. (AL161577) receptor-like kinase homolog [Arabidopsis thaliana] 





Seq. No. ' 


47436 












Seq. ID 


OJ000204_27.0330.C19 




Gene No. 


100917 












Strand • 




V. ; 
'■'is 


Start 


1 












End ■ 


4664 ' 


: j 
? = 


Name 


OJ000204 


_27 


.0330. 


C19.o2 


.trn 




Method 


TBLASTX: Maize 


. a* 
i r 


Start 


1 












End 


274 


? ™s 


GI 


none 












Score 


72 




Exons 


1. .120, 


2. . 


121, 3 


. .80, 


4 . .120 


, 220. .273, 221. .274 




Seq. No. 


47436 












Seq. ID 


OJ000204_27.0330.C19 




Gene No. 


100917 












Strand 






Start 


1 












End 


4664 




Name 


OJ000204 


_27 


.0330. 


C19.ol 


. tc 




Method 


TBLASTX: Cress 




Start 


4 












End 


556 




GI 


none 












Score 


173 - 




Exons 


4 . . 120, 


220 


. .543, 


220. . 


555/ 


221. .556 






Seq. No. 


47436 












Seq. ID 


OJ000204_27.0330.C19 




Gene No. 


100917 












Strand 






Start 


1 












End 


4664 




Name 


OJ000204 


_27 


.0330. 


C19.ol 


. ts 




Method 


TBLASTX : Soybean 




Start 


4 












End 


1171 




GI 


none 












Score 


255 




Exons 


4. .117, 


241 


. . 603, 


260. . 


451, 


2 


86. .606, 


855. .1010, 857. .1015, 



1007. .1171 



49126 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name. OJ000204_27 . 0330 . C19 . ol . gs 

Start 25 

GI none 
Exons 



Seq. ID OJ000204_27.0330.C19 
Strand 

End 4 664 

Method GENSCAN 

End 3995 

Score . 7 



25. .120, 223. .614, 859. .1194, 1287. .1439, 1508. .1581, 
1781. .1840, 1940. .2011, 2099. .2242, 3480. .3551, 3665. .3797, 
3887. .3995 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name OJ000204_27 . 0330 . CI 9 . ol . tw 

Start 265 

GI none 

Exons 265.. 591 



Seq. ID OJ000204_27.0330.C19 
Strand 

End 4664 

Method TBLASTX : Wheat 

End 591 

Score 314 



\ ss? 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name OJ000204_27 . 0330 . CI 9 . ol . tm 

Start 274 

GI none 
Exons 



Seq. ID OJ000204_27.0330.C19 
Strand 

4664 

TBLASTX: Maize 
1332 
211 



End 

Method 
End 
Score 

274. .600, 281. .598, 343. .603, 860. .1009, 861. .1010, 1007. .1138, 
1007. .1171, 1270. .1332 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name OJ000204_27 . 0330 . C19 . o2 . tc 

Start 556 

GI none 

Exons 556. .600, 860. .1009, 867. .1010, 929. .1012, 1007. .1171, 
1101. .1184 



Seq. ID OJ000204_27.0330.C19 
Strand 

End 4664 

Method TBLASTX : Cress 

End 1184 

Score 100 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name OJ000204_27 . 0330 . C19 . o2 . ts 

Start 1783 

GI none 
Exons 



Seq.. ID OJ000204_27.0330.C19 
Strand 

End 4664 

Method TBLASTX : Soybean 

End 3914 

Score 83 



1783. .1845, 1918. .2007, 2098. .2241, 2098. .2223, 2123. .2239, 
3479. .3541, 3664. .3804, 3674. .3805, 3888. .3914 



Seq. No. 47436 

Gene No. 100917 

Start 1 

Name OJ000204_27 . 0330 . CI 9 . o3 . tc 

Start 2176 

GI none 
Exons 



Seq. ID OJ000204_27.0330.C19 
Strand 

End 4664 

Method TBLASTX : Cress 

End 3923 

Score 52 



2176. .2241, 3479. .3550, 3504. .3548, 3664. .3804, 3668. .3802, 
3882. .3923 



Seq. No. 
Gene No. 



47437 
100918 



Seq. ID OJ000204_27.0330.C20 
Strand 



49127 



Start 
Name 
Start 
GI 

Exons 



824 

OJ000204 
385 
none 
385. 
660. 
965. 
1882 
2075 



27.0330.C20.ol. tm 



End 

Method 

End 

Score 



4702 

TBLASTX: Maize 

3666 

43 



420, 
710, 
1075, 
. 1980 
.2137 



2776. .2838 
2926. .3015 
3340. .3372 
3594. .3665 



389. .418, 408. .458, 438.-554, 462. .509, 504. .530, 
661. .711, 780. .878, 783. .881, 785. .883, 955. .1071, 

972. .1073, 974. .1075, 1689. .1808, 1708. .1803, 
, 1886. .1984, 1886. .1981, 2071. .2139, 2074. .2133, 
, 2222.. 2362, 2226.. 2366, 2226.-2387, 2227.. 2367, 
, 2778. .2837, 2918. .2980, 2925. .3002, 2926. .3006, 
, 3056.. 3370, 3088.. 3285, 3094.. 3372, 3098.. 3370, 
, 3438. .3497, 3442. .3501, 3446. .3505, 3479. .3532, 
, 3595. .3666, 3596. .3664 



Seq. No. 47437 
Gene No. 100918 
Start 824 

Name OJ000204_27 . 0330 . C20 . ol . 

Start 786 
GI none 

Exons 786.. 869, 791.. 883, 968, 

1705. .1788, 1709. .1804, 
1885. .1983, 2074. .2133, 
2701. .2751, 2776. .2838, 
2926.. 3003, 3094.. 3378, 
3446. .3505, 3595. .3678, 



Seq. ID 
Strand 
End 

ts Method 
End 
Score 



OJ000204 27.0330.C20 



4702 

TBLASTX: Soybean 
3715 
79 

.1075, 975. .1076, 1689. .1808, 

1882. .1980, 1883. .1981, 1883. .1981, 



2226. .2366, 2226. 

2778. .2837, 2921. 

3097.. 3285, 3107. 

3598.-3678, 3599. 



.2387, 2230.. 2367, 

.2965, 2925.. 3002, 

.3370, 3441. .3506, 

.3715 



Seq. No. 47437 Seq. ID 

Gene No. 100918 Strand 

Start 824 End 

Name OJ000204_27 . 0330 . C20 . o2 . tw Method 

Start 797 End 

GI none Score 
Exons 



OJ000204_27.0330.C20 
4702 

TBLASTX: Wheat 

1983 

65 



797. .883, 807. .881, 950. .1075, 966. .1073, 1689. .1808, 
1708. .1788, 1709. .1804, 1882. .1980, 1883. .1981, 1884. 
1885. .1983 



1982, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47437 Seq. ID 

100918 Strand 

824 End 

OJ000204_27 . 0330 . C20 . ol . np Method 

812 End 

7434281 Score 



OJ000204_27.03'30.C20 

4702 
AAT/NAP 
4702 
1556 

.1980, 2080. .2130, 



812. .880, 974. .1075, 1707. .1790, 1885. 
2226. .2366, 2781. .2837, 2928. .3002, 3097. .3369, 3446. .3505, 
3595.. 3684, 4604.. 4702 

probable shaggy-like protein kinase etha (EC 2.7.1.-) - rice 
gi|2182029|emb|CAA73848.1| (Y13437) shaggy-like kinase' etha 
(OSKetha) [Oryza sativa] 



47437 

100918 

824 

OJ000204_27.0330.C20.ol.gs 

824 

none 



Seq. ID OJ000204_27.0330.C20 
Strand 

End . . 4702 
Method GENSCAN 
End 3493 
Score .81 



824. .880, 974. .1141, 1707. .1823, 1885. .1980, 2080. .2130, 



49128 








2226. .2366, . 


2781 


. .2837, 


2928, 


..3002, 3097.. 3369, 


3446. . 3493 




Seq. No. 


47437 








Seq. ID 


OJ000.204 


27.0330.C20 




Gene No. 


100918 








Strand 








Start 


824 








End 


4702 






Name 


OJ000204 27. 


0330 


.C20.ol. 


.tc 


Method 


TBLASTX : 


Cress 




Start 


827 








End 


3679 






GI 


none 








Score 


131 






Exons 


827. .883, 971. .1075, 975. .1076, 975. .1076, 1613 


..17 92, 






1648 . . 1797, 


1689, 


. . 1808, 


1705. 


..1788, 1710. .1805, 


1882. . 1980, 






1883. . 1984, 


1883, 


. .1981, 


2074. 


..2133, 2075.. 2155, 


2079. .2138, 






2226. .2366, 


2226, 


. .2387, 


2227. 


..2367, 2228. .2368, 


2776. .2838, 






2778. .2837, 


2925, 


. .3002, 


2926. 


..3003, 2928.. ,3005, 


3094 . .3378, 






3097. .3285, 


3110, 


. .3373, 


3150. 


..3374, 3420. .3506, 


3445. .3507, 






3446. .3505, 


3595, 


. .3678, 


3602. 


. .3679 








Seq. No. 


47437 








Seq. ID 


OJ000204 


27 .0330.C20 




Gene No. 


100918 




- 




Strand 








Start - 


824 








End 


4702 






Name 


OJ000204 27. 


0330, 


.C20.ol. 


, tw 


Method 


TBLASTX: 


Wheat 




Start 


2973 








End 


3670 






GI 


none 








Score 


301 






Exons 


2973. .3002, 


3094, 


. .3378, 


3110. 


, .3370, 3446. .3505, 


3450. . 3506, 


is? 




3595. .3666, 


3596, 


. . 3670 












Seq. No. 


47438 . 








Seq. ID 


OJ000204 


_27.0330.C21 


%. '•■ E 


Gene No. 


100919 








Strand 


+ 






Start 


.316 








End 


465 






Name 


OJ000204 27. 


0330. 


.C21.ol. 


qs 


Method 


GENSCAN 






Start 


316 








End 


465 




J. c 


GI 


none 








Score 


.97 




I iJ 


Exons 


316. .465 
















Seq. No. 


47439 








Seq. ID 


OJ000204 


_27.0330.C24 


f "1 


Gene No. 


100920 








.Strand 


+ 




; ¥ 


Start ' 


1050 








End 


1199 






Name 


OJ000204 27. 


0330, 


,C24 .ol. 


gs 


Method 


GENSCAN 




P.™ 


Start 


1050 








End 


1199 






GI 


none 








Score 


.88 




f ^ 


Exons 


1050. . 1199 














1. .-i 


Seq. No. 


47439 








Seq. ID 


OJ000204 


_27.0330.C24 




Gene No. 


100921 








Strand 








Start 


1747 








End 


1928 






Name 


OJ000204 27. 


0330. 


,C24 .o2. 


gs 


Method 


GENSCAN 






Start 


1747 








End 


1928 






GI 


none 








Score 


.84 






Exons 


1747. .1861, 


1870. 


, .1928 












Seq. No. 


47440 








Seq. ID 


OJ000204 


_27.0330.C25 




Gene No. 


100922 








Strand 


+ 






Start 


53 








End 


3068 






Name 


OJ000204 27. 


0330. 


C25.ol. 


gs 


Method 


GENSCAN 






Start 


53 








End - 


3068 






GI 


none 








Score 


.48 






Exons 


53. .197, 356 


..453, 531.. 


777, 


862. .1098, 


1801. .1847, 2964. .3068 



49129 



Seq. No. 47440 

Gene No. 100922 

Start 53 

Name OJ000204_27 . 0330 . C25 . ol . tm 

Start 128 

GI none 

Exons 128.. 358, 361.. 450, 528.. 632 



Seq. ID OJ000204_27.0330.C25 

.Strand + 

End 3068 

Method ' TBLASTX: Maize 

End 632 

Score 162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 



Seq. ID OJ000204_27.0330.C26 
Strand + 

711 

AAT/NAP 
598 
518 



47441 
100923 
1 

OJ000204_27.0330.C26.ol.np 
1 

7488706 
1. .598 

probable transposase - soybean transposon mariner element 
Soymarl gi | 3386534 | gb I AAC28384 . 1 | (AF078934) mariner transposase 
[Glycine max] 



End 

Method 

End 

Score 



47441 

100923 

1 

OJ000204_27.0330.C26.ol.gs 
59 

none 

59. .591, 693. .711 



Seq. ID OJ000204_27.0330.C26 

Strand + 

End 711 

Method GENSCAN 

End 711 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47441 

100924 

1195 

OJ000204_27.0330.C26.ol.tw 

101 

none 

101. .382, 107. .229, 178. .396 



Seq. ID OJ000204_27.0330.C26 

Strand + 

End 1276 

Method TBLASTX : Wheat 

End 396 

Score 226 



47441 
100924 
1195 

OJ000204_27.0330.C26.ol.gp 
1195 

LIB34 33-009-Q6-K1-F10 
1195. .1276 

' 6015437/dbj IAB008112. 1 IAB008112 9.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. ID OJ000204_27.0330.C26 

Strand + 

End 1276 

Method AAT/GAP 

End 1276 

Score 83 



47442 

100925 

154 

OJ000204_27.0330.C27.ol.gs 

154 

none 

154. .180, 412. .516 



Seq. ID OJ000204_27.0330.C27 

Strand + 

End 516 

Method GENSCAN 

End 516 

Score .98 



Seq. No. 47442 

Gene No. 100926 

Start 1056 

Name OJ000204_27 . 0330 . C27 . o2 . gs 



Seq. ID OJ000204_27.0330.C27 
Strand 

End 1114 

Method GENSCAN 



49130 



Start 
GI 

Exons 



1056 
none 

1056. .1114 



End 
Score 



1114 
.89 



Seq. No. 47443 

Gene No. 100927 

Start 37 

Name OJ000204_27 . 0330 . C29 . ol . np 

Start 37 

GI 479356 

Exons 37.. 968 

GI Descrip. protein kinase PK1 (EC 2.7.1, 

Seq. No. - 47443 

Gene No. 100927 

Start 37 

Name OJ000204_27 . 0330 . C29 . ol . gs 

Start 86 

GI none 

Exons 86.-955 



Seq. ID OJ000204_27.0330.C29 
Strand 

End 968 

Method AAT/NAP 

End 968 

Score 1004 

-), receptor-like - maize 

Seq. ID OJ000204_27.0330.C29 

Strand 

End 968 

Method GENSCAN 

End 955 . 

Score . 9 



Seq. No. 47443 

Gene No.. 100927 

Start 37 

Name OJ000204_27 . 0330 . C29 . ol . tc 

Start * 95 

GI none 

Exons 95.. 199, 255.. 416, 299. .424, 
708.. 827, 801.. 923 



Seq. ID OJ000204_27.0330.C29 
Strand 

End 968 

Method TBLASTX: Cress 

End 923 

Score 88 

428. .640, 528. .620, 647. .826, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



47443 Seq. ID 

100927 Strand 

37 End 
OJ000204_27. 0330.C29.ol. ts Method 

290 End . 

none Score 

290. .796, 306.. 410, 797. .883, 810. .884 

47443 Seq. ID 

100927 Strand 

37 End 
OJ000204_27 .0330.C29.ol. tw Method 

353 . End 

none Score 

353. .634, 354. .623, 64 4 . . 772 , -645 . . 773 



OJ000204_27.0330.C29 
968 

TBLASTX : Soybean 

884 

60 



OJ000204_27.0330.C29 
968 

TBLASTX: Wheat 
'773 
197 



47443 

100927 

37 

OJ000204_27i0330.C2 9.ol. tm 

374 

none 

374. .631, 549. .632, 629. .826, 



Seq. ID OJ000204-_27.0330.C29 
Strand 
End 

Method 
End 
Score 
654. .827, 



968 

TBLASTX: Maize 

935 

44 

842. .934, 849. .935 



47444 Seq. ID 

100928 Strand 
1 End 



OJ000204_27.0330.C30 
570 



49131 



Name 


OJ000204 27.0330.C30. 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


570 




GI 


479356 




Score 


259 




Exons 


1. .570 










GI Descrip. 


protein kinase PK1 (EC 2.7.1. 


-), receptor-like - maize 




Seq. No. 


47445 




Seq. ID 


OJ000204_27.0330 


.C3 


Gene No. 


100929 




Strand 


+ 




Start 


528 




End 


653 




Name 


OJ000204 27.0330.C31. 


. ol . gs 


Method 


GENSCAN 




Start 


528 




End 


653 




GI 


none 




Score 


.73 




Exons 


528. .653 










Seq. No. 


47445 




Seq. ID 


OJ000204_27.0330 


.C3 


Gene No . 


100930 




Strand 






Start 


64 




End 


212 




Name 


OJ000204 27:0330. C31. 


, ol.gp 


Method 


AAT/GAP - 




Start 


64 . 




End 


212 




GI 


uC-osflcypl77g01al 




Score 


241 




Exons 


64. .212 










GI Descrip. 


'4884864/gb|AAD31846. 


1IAF133530 1 4.0e- 


-12 (AF133530) water 




channel protein MipH 


[Mesembryanthemum crystal linum] ' 





Seq. No. 47446 Seq. ID 

":f Gene No. 100931 Strand 

*!! Start • 535 ■ ■ End 

rU Name OJ000204_27 . 0330 . C34 . ol . gs Method 

Q Start 535 End 

GI none Score 

*t Exons 535.. 631, 784.. 803 



OJ000204_27.0330.C34 
+ 

803 

GENSCAN 

803 

.59 



* y Seq. No. 
= Gene No. 
fj Start 

Name 
=7 Start 
f Z GI 

Exons 



47446 Seq. ID 

100932 Strand 

1535 End 
OJ000204_27.0330.C34 .o2.gs Method 

1535 End 

none Score 
1535. .1861 



OJ000204_27.0330.C34 

1861 
GENSCAN 
1861 
.94 



Seq. No. 47447 Seq. ID 

Gene No. . 100933 Strand 

Start 516 ' End 

Name OJ000204_27 . 0330 . C35 . ol . gs Method 

Start 516 End 

GI none Score 

Exons 516.. 724, 1212.. 1418 



OJ000204_27.0330.C35 

+ 

1433 
GENSCAN 
1418 
.72 



Seq. No. -47447 Seq. ID OJ000204 

Gene No. 100933 Strand + 

Start 516 End 1433 

Name OJ000204_27 . 0330 . C35 . ol . np Method AAT/NAP 

Start 1216 End 1433 

GI 5902444 Score 333 

Exons 1216.. 1433 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



27.0330.C35 



49132 



Seq. No. 47448 Seq. ID 

Gene No. 100934 Strand 

Start 99 End 

Name OJ000204_27 . 0330 . C42 . ol . gs Method 

Start 99 End 

GI none . Score 

Exons 99.. 501, 979.. 1127 



OJ000204_27 . 0330 . C42 

1127 
GENSCAN 
1127 
.91 



Seq. No. 47449 Seq. ID OJ000204 

Gene No. 100935 Strand + 

Start 30 End 479 

Name OJ000204_27 . 0330 . C44 . ol . gs Method GENSCAN 

Start 30 End 479 

GI none Score .82 

Exons 30.. 189, 433.. 479 



27.0330.C44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47450 

100936 

345 

OJ000204_27 . 0330 . C4 7 . o2 . np 
345 

6721556 

345.. 502, 1020.. 1188, 4569 



Seq. ID OJ000204_27 .0330.C47 
Strand + 
End 6579 
Method AAT/NAP 
End 4 978 

Score 172 
4978 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815081 1 dbj IBAA90367.il (AP001081) hypothetical protein 

[Oryza sativa] 



47450 Seq. ID 

100936 Strand 

34 5 End 
OJ000204_27.0330.C47.ol.gs Method 

517 End 

none Score 

517. .642, 984. .1188, 1311. .1575, 2181. 



OJ000204_27.0330.C47 
+ * 

6579 
GENSCAN 
6579 
.6 

.2917, 3247. .3333, 



3888. .4003, 4356. .4464, 4627. 
6076. .6159, 6232. .6579 



,4789, 5194. .5351, 5611. .5933, 



Seq. No. 47450 Seq. ID OJ000204_27 . 0330 . C4 7 

Gene No. 100937 Strand 

Start 1 End 2126 

Name OJ000204_27 . 0330 . C4 7 . ol . np Method AAT/NAP 

Start 1 End 2126 

GI 7489684 Score 132 

Exons 1..45, 294. .611, 2033. .2126 

GI Descrip. probable low-affinity cation transport protein - wheat 

gi | 24 6004 4 | gb I AAB71851 . 1 | (AF015523) low-aff inity ' cation 
transporter [Triticum aestivum] 



Seq. No. 


47451 




Seq. ID 


OJ000204 


_27, 


.0330 


.C48 


Gene No. 


100938 




Strand 


+ 








Start 


73 




End 


476 








Name 


OJ000204 


_27.0330.C48.ol.gs 


Method 


GENSCAN 








Start 


73 




End 


476 








GI 


none 




Score 


. 62 








Exons 


73. .216, 


346. .476 












Seq. No. 


47452 




Seq. ID 


OJ000204 


_27 , 


.0330 


.C50 



49133 






Gene No. 


100939 








Strand 


+ 










OLdi L 


233 








FnH 












Name 


OJ000204 27, 


.0330. C50 


. KJ X 


. gs 














Of- o r +- 


233 








FnH 












O X 


none 








O V— Vj X C 


ft 9 










Pyrin Q 


233. .558, 654. .764 


















Seq. No. 


47453 








Seq. ID 


. OJ000204 


_27. 


0330 


.C52 




Gene No. 


100940 








Strand 


+ 










C+- a r~f 


159 








FnH 

Hi 1 X LI. 


O £. 










Name 


OJ000204 27. 


.0330. C52, 


i ux 


. gs 


Mot' Y\ r\f^ 


\3 Hi L N O \- LN 












159 , 








PnH 


9ft 9 










(IT 

\D X 


none 










79 










F v r^n q 


159. .282 




















Seq. No. 


47454 








Seq. ID 


OJ000204 


_27. 


0330 


.C53 




Gene No. 


100941 








Strand 












Start 


54 








End 


954 










LNdlUC 


OJ000204 27. 


,0330. C53, 


■ \j x . 


. gs 


Mot - Vi riH 
IMC L11UU 


(^pMCp7\M 
OHiLN O ^rt LN 










OLai L 


54 








PnH 


.7 J fi 










(IT 
\j x 


none 








OLUL tr 


d 1 
. *± X 










. DAUIlo 


54. .954 


















!:=? 


Seq. No. 


47454 








Seq. ID 


OJ000204 


_27. 


0330, 


.C53 


% 


Gene No. 


100941 








Strand 










U § 












End 


954 








? ! | 


Name 


. OJ000204 27. 


,0330. C53, 


.Ol, 


. tin 


Method 


TBLASTX: 


Maize 








91 








End 


445 










OX 


none 








Score 


100 








: = 


P v o Ti c 
Hi A. U 1 1 0 


91. .333, 97. 


.282, 98, 


. .403, 


123. .419, 370. .444, 


392. 


.445 




I y 


Seq. No. 


47454 








Seq. ID 


OJ000204 


_27. 


0330, 


.C53 




Gene No. 


100941 








Strand 












jLai L 


54 








End 


954 








C3 


LN CHUC 


OJ000204 27. 


0330. C53. 


.ol. 


. ts 


Method 


TBLASTX: 


Soybean 






o Lax L 


97 








End 


355 " 








3 : 
F — 


ox 


none 








Score 


124 








w 


P von c; 

Hi 


97. .282, 98. 


.355 




















47455 








Seq. ID 


OJ000204 


_27. 


0330. 






Gene No. 


100942 








Strand 












Start 


1 








End 


293 










IN CtlUC- 


OJ000204 27. 


0330. C56. 


ol. 


.np 


Method 


AAT/NAP 










O Lai L 


1 








End 


293 










riT 

OX 


7340868 








Score 


133 










Exons 


1..64, 105.. 


293 


















OX UKZ OUJ L £J • 


(AP001551) hypothetical* protein [Oryza 


sativa] 










Seq. No. 


47455 








Seq. ID 


OJ000204 


_27. 


0330. 


,C56 




Gene No. 


100942 








Strand 












Start 


1 








End 


293 










Name 


OJ000204 27. 


0330. C56. 


ol. 


gs 


Method 


GENSCAN 










Start 


41 








End 


185 










GI 


none 








Score 


. 67 










Exons 


41. .185 




















Seq. No. 


47456 








Seq. ID 


OJ000204 


_27. 


0330. 


C57 



49134 



Gene No. 


100943 






Strand 


+ 


Start 


1 






End 


717 


Name 


OJ000204 


_27.0330.C57.ol. 


np 


■ Method 


AAT/NAP 


Start 


1 






End 


717 


GI 


7106516 






Score 


174 


Exons 


1..153, 687. .717 








GI Descrip. 


(AP00127E 


) hypothetical 


protein [Oryza 


sat i va ] 


Seq. No. 


47456 






Seq. ID 


OJ000204__27 .0330.C57 


Gene No. 


100944 






Strand 




Start 


268 






End 


586 


Name 


OJ000204 


_27.0330.C57.ol. 


gs 


Method 


GENSCAN 


Start 


268 






End 


586 


GI 


none 






Score 


. 77 


Exons 


268 . . 586 










Seq. No. 


47457 






Seq. ID 


OJ0p0204_27.0330.C59 


Gene No. 


100945 






Strand 




Start 


503 






End 


628 


Name 


OJ000204 


27 . 0330 .C59. ol . 


gs 


Method 


GENSCAN 


Start 


503 






End 


628 


GI 


none 






Score 


. 81 


Exons 


503 . . 628 










Seq. No. 


47458 






Seq. ID 


OJ000204 27.0330. C60 


fipnp No 


100946 






Strand 




Start 


212 






End 


683 


Name 


OJ000204 


27.0330.C60.ol. 


tm 


Method 


TBLASTX • Maize 


Start 


3 






End 


683 


GI 


none 






Score 


66 


Exons 


3. . 95, 4 . 


. 96, 6. . 125, 10 


. .96, 


10. .126, 


19 87, 28 126. 59 




63 . . 122,. 


114 . .242, 121. . 


237, 


129. .248, 


136. .234, 144. .248, 




148 . . 234, 


152. .265, 152. 


.241, 


158 250 


163. .258, 164 . .277, 




166. .249, 


166. .234, 167. 


.274, 


167. .250, 


167. .274, 266. .391, 




273. .395, 


277. .402, 287. 


.406, 


288. .407, 


290 412 296 412 




299. . 403, 


299. .412, 300. 


.443, 


305. .406, 


379 . . 453, 411 . . 464 , 




441. .482, 


441 . .494, 462 . 


. 611, 


464. .511, 


501 . . 683, 504 . . 641, 




506. . 613, 


513 . . 608, 513 . 


.605, 


516. . 620 




Seq. No. 


47458 






Seq. ID 


OJ000204_27.0330.C60 


Gene No. 


100946 






Strand 




Start 


212 






End 


683 


Name 


OJ000204 


27.0330.C60.ol. 


gs 


Method 


GENSCAN 


Start 


212 






End 


239 


GI 


none 






Score 


. 6 


Exons 


212. .239 










Seq.. No. 


47459 






Seq. ID 


OJ000214_21.0330.C3 


Gene No. 


100947 






Strand 


+ 


Start 


8914 






End 


15898 


Name 


OJ000214 


21.0330.C3.o4 .gp 


Method 


AAT /GAP 


Start 


8555 






End 


11914 


GI 


700823 






Score 


643 


Exons 


8555. .8674, 11520 .. 11696, 11831. .11914 




Seq. No. 


47459 






Seq. ID 


OJ000214_21.0330.C3 


Gene No. 


100947 






Strand 


+ 



49135 



Start 
Name 
Start 
GI 

Exons 



8914 End 

OJ000214_21 . 0330 . C3 . o2 . gs Method 

8914 End 

none Score 



15898 
GENSCAN 
15898 
.75 



8914. .9126, 9322. .9458, 9535. .9646, 1 1520 .. 11696, 1 1831 .. 11947 , 
12535. .12637, 127 67 .. 128 14 , 13477 .. 13574 , 1367 1 .. 13785, 
14715. .14744, 15164 .. 1524 6, 15329. .15898 



Seq. No. 47459 Seq. ID 

Gene No. 100947 Strand 

Start 8914 End 

Name OJ000214_21 . 0330 . C3 . o3 . np Method 

Start 8943 End 

GI 7469146 Score 

Exons 8943.. 9203, 9336.. 9455, 9535.-9628 
GI Descrip. 



OJ000214_21.0330.C3 
+ 

15898 
AAT/NAP 
9628 
119 



conserved hypothetical protein - Rhodobacter capsulatus 
gi | 3128304 | gb | AAC16156 . 1| (AF010496) hypothetical protein 
[Rhodobacter capsulatus] 



Qpn No 


47459 




Seq. ID 


OJ000214 


_21.0330 


. C3 


VJC11C LN W . 


100947 




Strand 


+ 






Start 


8914 




End 


15898 






Name 


OJ000214 21. 0330. C3 


. o4 .np 


Method 


AAT/NAP 






Start 


11858 




End 


15895 ■ 






GI 


5430774 




Score 


494 








11858. .11947, 12535 


. .12637, 


13477. .13574, 15329 


. .15895 




GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis. thaliana] 




*w VJ . fcN \J . 


47459 




Seq. ID 


OJ000214 


_21.0330 


. C3 


uCHC LN*w>. 


100948 




Strand 


+ 






o l, a x. u 


16092 




End 


16369 






Name 


OJ000214 21. 0330. C3 


. o5 . gp 


Method 


AAT/GAP 






Start 


16092 




End 


16369 






GI 


5851098 




Score 


479 






Exons 


16092. .16369 












Seq. No. 


47459 




Seq. ID 


OJ000214 


_2l;0330 


.C3 


Gene No. 


100949 




Strand 


+ 






Start 


17199 




End 


20390 






Name 


OJ000214 21. 0330. C3 


. o3 . gs 


Method 


GENSCAN 






Start 


17199 




End 


19884 






GI 


none 




Score 


.54 






Exons 


17199. .17265, 18577 


. . 18984, 


19206. .19421, 19508 


. .19884 




Seq. No. 


47459 




Seq. ID 


OJ000214_ 


_21.0330 


.C3 


Gene No. 


100949 




Strand 


+ 






Start 


17199 




End 


20390 






Name 


OJ000214 21. 0330. C3 


. o 6 . np 


Method 


AAT/NAP 






Start 


19513 




End 


20390 






GI 


6691193 




Score 


640 






Exons 


19513.. 20390 












GI Descrip. 


(AC007534) F7F22.17 


[Arabidopsis thaliana] 






Seq. No. 


47459 




Seq. ID 


OJ000214_ 


_21.0330 


.C3 


Gene No. 


100950 




Strand 








Start 


1 




End 


3295 






Name 


OJ000214 21. 0330. C3 


.ol.gp 


Method 


AAT/GAP 







49136 






i 


End 




GI 


none 


Score 


670 


P von q 


1 . .343 






Spa No 


47459 


Seq. ID 


OJ000214 21 0330 CI 


Gene No . 


100950 


Strand 




Start 


1 


End 


3295 


Name 


OJOO'0214 21.0330.C3.ol.np 


Method 


AAT/NAP 


Start 


217 


End 


2924 


GI 


4220455 " 


Score 


577 


P v on q 


217. .538, 611. .1042, 1269.. 


2019, 2727. 


C Z> *i 


\J J. UCO^l i 


(AC006216) Identical to gene gb|D88746 


AR7Q1 from Ar^hi rlnnc?! 
ni\ i z> x x x win c\±. a kJ x Uv^ o x 




thaliana. [Arabidopsis thaliana] 




>~> ~ ^ • in • 


47459 


Seq. ID 


OJ000214 21 O^HO C3 


Gene No. 


100950 


Strand 




Start 


1 


End 


3295 


Name 


OJ000214 21.0330.C3.o2:gp 


Method 


AAT/GAP-^ 


Start 


913 


End 


1523 


GI 


LIB34 77-010-P1-K1-F8 


Score 


669 


P von <5 


913. .1052, 1282. .1523 








'1669599/dbj IBAA13687 | 2 . Oe 


-13 (D88746) 


AR7Q1 f flrah-i Hooq i <= 




thaliana] * 






O C ^ • LVKJ • 


. 47459 


Seq.- ID 


vU UU u^, 1 1 ^.1 t U J JU . 


Gpnp No 


100950 


Strand 




Start 


1 


End 


3295 


Name 


OJ000214 21.0330.C3.o3.gp 


Method 


AAT/GAP 


Start 


2790 


End 


3295 




43649 2.R1084 


Score 


767 


P von c; 


2790. .3053, 3157. .3295 






\J -L 1— ' ^ O ^ J LU • 


, 3688173/emb|CAA21201 | 2 . Oe 


-13 (AL031804) putative protein 




[Arabidopsis thaliana] 1 






Sea No 


47459 


Seq. ID 


OJ000214_21.0330.C3 


Gene No. 


100951 


Strand 




Start 


5013 


End 


5537 


Name 


OJ000214 21.0330.C3.o2.np 


Method 


AAT/NAP 


Start 


5013 


End 


5537 


GI 


7523502 


Score 


205 


P von 


5013. .5142, 5444. .5537 






\J -L 1>C O t-- J- « 


(AP001633) hypothetical protein [Oryza 


sativa] 


Spa No 


47459 • 


Seq. ID 


OJ000214_21.0330.C3 


Gene No. 


100952 


Strand 




Start 


16726 


End 


17463 


Name 


OJ000214 21.0330.C3.o5.np 


Method 


AAT/NAP 




16726 


End 


17463 


GI 


82638 


Score 


91 


P von <5 


16726. .16936, 17232. .17463 








hypothetical 16K protein (nad5 intron) 


- wheat mitochondrion 


Seq. No. 


47459 


Seq. ID 


OJ000214_21.0330.C3 


Gene No. 


100953 


Strand 




Start- 


20925 


End 


27318 


Name 


OJ000214 21.0330.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


28 


End 


1454 



49137 



GI 

Exons 



none Score 36 

28. .48, 100. .123, 129. .170, 149. .181, 223. .285, 227. .295, 
306. .446, 347. .451, 448. .678, 448. .630, 500. .748, 500. .673, 
656. .928, 685. .744, 727. .927, 739. .942, 841. .969, 928. .1053, 
930. .1058, 933. .1055, 1278. .1454, 1279. .1395 



Seq. No. 47459 Seq. ID 

Gene No. . 100953 ' : Strand 

Start 20925 End 

Name OJ000214_2 1 . 0330 . C3 . o3 . tc Method 

Start 614 End 

GI none Score 
Exons 



OJ000.214_21.0330.C3 
27318 

TBLASTX: Cress 

1959 

105 



614. .694, 796. .927, 803. .928, 930. .1040, 1326. .1406, 1465. .1875, 
1918. .1959 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



47459 

100953 

20925 

OJ000214 

796 

none 



21.0330.C3.o4 .ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_21.0330.C3 
27318 

TBLASTX : Soybean 

1064 

99 



796. .927, 803. .913, 925. .969, 930. .1064 



Seq. No. 47459 Seq. ID 

Gene No. 100953 Strand 

Start 20925 End 

Name OJ000214_21 . 0330 . C3 . ol . tw Method 

Start 1315 End 

GI none Score 

Exons 1315. .1374, 1317. .1469, 1318. .1395, 
1464.. 1775 



OJ000214_21.0330.C3 
27318 

TBLASTX: Wheat 
1775 
92 

1462. .1773, 1463. .1774, 





Seq. No. 


47459 




Seq. ID 


OJ000214_21.0330 


,C3 




Gene No. 


100953 




Strand 








Start 


20925 




End 


27318 




-a 


Name 


OJ000214 21. 0330. C3 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


1562 




End 


1827 




cr. 


GI 


none 




Score 


209 






Exons 


1562. .1813, 1563. .1* 


314, 1573 


. .1827 








Seq. No. 


47459 




Seq. ID 


OJ000214_21.0330 


.C3 




Gene No. 


100953 




Strand 








Start 


20925 




End 


27318 • 






Name 


OJ000214 21. 0330. C3 


o7 . tm 


Method 


TBLASTX: Maize 






Start 


11852 




End 


12813 






GI 


none 




Score 


148 






Exons 


11852. .11956, 11853 


.11948, 


11.8 63. .11955, 118 67 . .11956, 








12519. .12638, 12534, 


.12647, 


12535. .12639, 12535. .12654, 








12762. . 12812, 12763, 


.12813 










Seq. No. 


47459 




Seq. ID 


OJ000214_21.0330 


.C3 




Gene No. 


100953 




Strand 








Start 


20925 




End 


27318 






Name 


OJ000214 21.0330.C3. 


06 . tm 


Method 


TBLASTX: Maize 






Start 


15736 




End 


16062 






GI 


none 




Score 


188 






Exons 


15736. .15885, 15737. 


.15886, 


15803. .1588 6, 16003. .16062, 





49138 



16008. .16061 



Seq. No. 47459 Seq. ID 

Gene No. 100953 Strand 

Start 20925 End 

Name OJ000214__21 . 0330 . C3 . o2 . tw Method 

Start 19771 End 

GI none Score 

Exons 19771. . 19854, 1984 0 . . 1994 4 , 19843 .. 19950, 1997 1 .. 20135, 
19972. .20112 



OJ000214_21.0330.C3 
27318 

TBLASTX: Wheat 
20135 
69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI • 
Exons 



U GI Descrip. 



47459 Seq. ID 

100953 Strand 

20925 End 

OJ000214_21.0330.C3.o6.gp Method 

20705 End 

2798991 Score 
-20705. .21151, 21270.. 21336 

3402815/embl AJ007829 | CVE7829 1.0e-20 Cloning Vector pGreen 



OJ000214_21.0330.C3 

27318 
AAT/GAP 
21336 
876 



47459 

100953 

20925 

OJ000214_21.0330.C3.o7.np 

20709 

7486214 

20709. .20767, 21989 .. 22231 , 
22968. .23156, 23738 .. 23972 , 
25079. .25187, 25387 .. 254 80 , 
27279. .27318 

hypothetical protein F26P21 
gi|3688173|emb|CAA21201. 1 1 
[Arabidopsis thaliana] gi I 7 
putative protein [Arabidops 



Seq. ID OJ000214_21.0330.C3 
Strand 

End 27318 

Method AAT/NAP 

End 27318 

Score 2244 
22339. .22495, 22601 .. 22881, 
24138. .24265, 24356.-24 626, 
25847. .26159, 26267 .. 26476, 

.40 - Arabidopsis thaliana 
(AL031804) putative protein 
2702391 emb | CAB8 0009.11 (AL161582) 
is thaliana] 



Seq. No. 47459 

Gene No. 100953 

Start 20925 

Name OJ000214_21 . 0330 . C3 . o4 . gs 

Start 20925 

GI none 

Exons 20925. .21060, 21270 
22601. .22881, 22968 



Seq. ID 
Strand 

End 27318 
Method GENSCAN 
End 26476 
Score .66 
21352, 21989. .22159, 22339 
23156, 23738.. 23997, 24118 



OJ000214 21. 0330. C3 



,22519, 
.24 2 65, 



25387. .25480, 25847 .. 26159, 26267. .26476 



Seq. No. 47459 
Gene No. 100953 
Start 20925 

Name OJ000214_21 . 0330 . C3 . o3 . tm 

Start 20934 
GI none 
Exons 20934. 

21000. 

21273. 

21988. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_21.0330.C3 
27318 

TBLASTX: Maize 

22524 

55 



,21011, 20937. .20975, 2094 1 .. 2097 6, 20957 .. 21142, 

,21170, 21008. .21175, 21013 21174 , 21272 .. 21352, 

,21350, 21980. .22120, 21986'. .22234, 21987. .22232,' 

,22233, 22286. .22513, 22324 .. 22524 , 22339. .22515 



Seq. No. 



47459 



Seq. ID OJ000214_21.0330.C3 



49139 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



100953 Strand 

20925 ' End 

OJ000214_21.0330.C3.o3.ts Method 

21008 End 

none Score 



27318 

TBLASTX: Soybean 

22127 

114 



21008. .21157, 21013. .21153, 21275 .. 21316, 21285 21317 , 
21308. .21352, 21941 22093, 21958 2208 9, 21966. .22127 



OJ000214 21. 0330. C3 



Seq. No. 47459 Seq. ID 

Gene No. 100953 Strand 

Start 20925 End 

Name OJ000214_21 . 0330 . C3 . o5 . ts Method 

Start 22154 End 

GI none Score 

Exons 22154 . .22234, 22155 22232, 22313 .. 224 62 , 22339 .. 22479, 
22339. .22479 



27318 

TBLASTX: Soybean 

22479 

98 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47459 Seq. ID OJ000214_21 . 0330 . C3 

100953 Strand . - 

20925 End 27318 

OJ000214_21 . 0330 . C3 . o7 . gp Method AAT/GAP 

22165 End 22555 

2427656 Score 467 

22165. .22231, 22339.. 22555 

3688173/emb | CAA21201 | 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 



47459 

100953 

20925 

OJ000214_21 .0330.C3.ol.tc 

22660 

none 



Seq. ID OJ000214_21.0330.C3 
Strand 

End 27318 

Method TBLASTX : Cress 

End 23095 

Score 160 



22660. .22863, 22661 .. 22852 , 22666 .. 228 63, 22 953 .. 23093, 
22954. .23061, 22 959 .. 23093, 22979. .23095 



Seq. No. 47459 
Gene No. 100953 
Start 20925 

Name OJ000214_21 . 0330 . C3 . ol . ts 

Start 22663 
GI none 

Exons 22663. .22896, 22 673 .. 2287 9, 

22996. .23157, 23729. . 23812, 
23737. .23919, 23867 23965, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 21. 0330. C3 



27318 

TBLASTX: Soybean 
23965 
167 

22968. .23159, 22968 .. 23156, 
23732. .23815, 23736 .. 23963, 
23867. .23965 



Seq. No. 47459 

Gene No. 100953 

Start 20925 ' 

Name OJ000214_21 . 0330 . C3 . o2 . tm 

Start 22684 

GI none 

Exons 22684. 

22968. 



.22884, 22685. 
.23156, 23724, 



.22885, 
.23792, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22691. .22879, 22965 
23725. .23889, 23728 



OJ000214_21;.0330.C3 
27318 

TBLASTX: Maize 
23899 
277 

23159, 
23898, 



23736.-23894, 23873.. 23899 



Seq. No. 



47459 



Seq. ID OJ000214 21. 0330. C3 



49140 





UCllC IMU * 


100953 




Strand 








Start 


20925 




End 


27318 






Name 


OJ000214 21. 0330. C3. 


08 . gp 


Method 


AAT/GAP 








22717 




End 


23192 








uC-osflcypl61e08bl 




Score 


632 






Exons 


22717. .22881, 22968. 


.23192 












, 60168 4 5/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


"47459 




Seq. ID 


OJ000214_21.0330 






Gene No. 


100953 




Strand 








Of- -a -rt 


?0Q?S 




End 


27318 






Name 


OJ000214 21. 0330. C3. 


o4 . tc 


Method 


TBLASTX: Cress 








23097 




End 


23873 








none 




Score 


192 






U 1 V i^i T^i C 
Hi A U 1 1 O 


23097. .23156, 23729. 


.23812, 


23736. .23873 






o g q * IN o • ■ 


47459 




Seq. ID 


OJ000214_21.0330 


. Lj . 




oclic INO . 


100953 




Strand 








Start 


20925 




End 


27318 






Name 


OJ000214 21. 0330. C3. 


o2 .tc 


Method 


TBLASTX: Cress 






c ■)- a r-f- 
OLdl L 


23924 




End 


24574 








none 




Score 


40 






L* ' Tf ^% o 


?^Q?4 94117 


0 41 fid 


24134. .24163, 24 158 .. 242 65 , 








24159. .24266, 24166. 


.24267, 


24347. .24466, 24348 .. 24479, 




I* . 




24354. .24572, 24502. 


.24573, 


24533. .24574 




r-y 


o e q . wo. 


47459 




Seq. ID 


OJ000214_21.0330 


n "3 
. Ij 




i^ene no . 


100953 




Strand 






: . s 

■* 


OLdlL 


20925 




End 


27318 






Name 


OJ000214 21. 0330. C3. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


24117 




End 


26043 






GI 


i m> J. ltr 




Score 


199 






P 1 von q 


24117. .242-66," 24128. 


.24268, 


24128. .2.4265, 24 1 66 . . 24267 , 




M 




24347. .24466, 24348. 


.24479, 


24354 . .24617, -24355 .. 24618 , 








25077. .25184, 25078. 


.25188, 


25078. .25188, 25079 .. 25201, 




3 7 

r ~ * 




25383. .25448, 25385. 


.25480, 


25387. .25491, 2584 6 .. 25929, 




w 




25848. .26042, 25849. 


.260*43, 


25985. .26032 ' — - . 






o e q . in o . 


47459 




Seq. ID 


OJ000214_21.0330 






Gene No. 


100953 




Strand 








Start 


20925 




. End 


27318 






Name 


OJ000214 21. 0330. C3. 


o2 . ts 


Method 


TBLASTX : Soybean 








24168 




End 


24466 






r t 


none 




Score 


98 






Hi A (J I lb 


24168. .24260, 24173. 


.24265, 


24174. .24260, 24347 .. 24 4 66, 








24348. .24386 












o e q . IN O . 


47460 




Seq. ID 


OJ000214_21.0330 


.C4 






100954 




Strand 








Start 


1 




End 


1806 






Name 


OJ000214 21. 0330. C4. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1806 






GI 


7486214 




Score 


488 






Exons 


1..66, 597. .724, 815 


. .943, 


1047. .1166, 


1585. .1806 






GI Descrip. 


hypothetical protein 


F26P21 


.40 - Arabidopsis thaliana 








gi I 3688173 |emb ICAA21201.il 


(AL031804) 


putative protein 





49141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] gi | 7270239 | emb | CAB80009 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 



47460 

100954 

1 

OJ000214_2 1 . 0330 . C4 . ol . gs 

413 

none 



Seq. ID OJ000214_21.0330.C4 
Strand 

End 1806 

Method GENSCAN 

End 1166 

Score .78 



413. .478, 599. .724, 815. .943, 1047. .1166 



47460 

100954 

1 

OJ000214_21.0330.C4 .ol.tm 

592 

none 



Seq. ID OJ000214_21.0330.C4 
Strand 

End . 1806 

Method ' TBLASTX: Maize 

End 971 

Score 100 



592. .741, 596. .727, 597. .740, 812. .952, 813. .971, 814. .954, 
815. .970 



Seq. No. 47460 

Gene No. 100954 

Start 1 

Name OJ000214_21 . 0330 . C4 . o2 . tm 

Start 1068 

GI none 

Exons 1068.. 1184, 1069.. 1161, 1079.. 1171, 1576 
1585. .1755, 1710. .1805, 1750. .1794 



Seq. ID OJ000214_21.0330.C4 
Strand 

1806 

TBLASTX : Maize 
1805 
98 

1758, 1577. .1678, 



End 

Method 

End 

Score 



Seq. No. 47461 Seq. ID OJ000214 

Gene No. 100955 Strand + 

Start 1839 End 9177 

Name OJ000214_21 . 0330 . C6 . ol . gs Method- GENSCAN 

Start 1839 End 9177 

GI none Score .51 

Exons 1839.. 1925, 3916 .. 4021, 4251 4 339., 4712.. 4830, 

6411. .6680, 7551. .7660, 7736. .7904, 9001. .9177 



21. 0330. C6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47461 
100955 
1839 

OJ000214_21.0330.C6.o3.np 
6527 
5922620 

6527. .6561, 6946. .7276, 7323. 
(AP000492) EST D15357 (C0514 ) 
predicted gene.; hypothetical protein [Oryza sativa] 
gil6016853ldbj1BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7514, 



OJ000214_ 
+ 

9177 
AAT/NAP 
7785 
234 
7551. .7785 



5809. .5932, 



21. 0330. C6 



corresponds to a region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47461 Seq. ID 

100956 Strand 

22920 End 

OJ000214_21.0330.C6.o4 . gs Method 

22920 End 

none Score 



OJ000214_21.0330.C6 
+ 

27779 
GENSCAN 
27779 
. 65 



49142 



Exons 



22920. .22970, 23164 23293, 234 4 4 23552 , 27575. .27779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47461 ' Seq. ID 

100957 Strand 

31174 End 

OJ000214_21. 0330.C6.o3.gp Method 

31032 ' ■ • End 

33542 1.R1084. Score 



OJ000214_21.0330.C6 
+ 

34504 
AAT/GAP 
32882 
1500 



31032. .31261, 31618. .31813, 32151 .. 32302, 324 09 32514 , 
32641. .32706, 32803.. 32882 

l 2695941/emb|CAA10989i 2.0e-20 (AJ222784) ribosomal like-protein 
[Hordeum vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47461 Seq. ID 

100957 Strand 

31174 End 

OJ000214_21.0330.C6.o4 . np Method 

31112 End 

1346485 Score 



OJ000214_21.0330.C6 
+ 

34504 
AAT/NAP 
34501 
2141 



31112. .31261, 31618. .31813, 32151 32302 , 32409 .. 32514 , 
32641. .32706, 32803 .. 32898 , 33011 33082 , 33188 .. 33271, 
33390. .33536, 3364 6 .. 33888 , 33979 .. 34 056, 34121.. 34501 
GI Descrip. NADP-DEPENDENT MALIC ENZYME (NADP-ME) gi | 204 69 | emb | CAA39690 | 

. (X56233) malic enzyme [Populus balsamifera subsp. trichocarpa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47461 
100957 
31174 

OJ000214_21.0330.C6.o6.gs 
31174 



none 
31174 . 
32641. 
33390. 



Seq. ID 
-Strand 
End 

Method 
End 
Score 

31199, 31618. .31813, 32151 .. 32302 , 324 09 .. 32514 , 
32706, 32803. .32898, 33011 33082 , 33188 .. 33271, 
33536, 33646. .33888, 34121.. 34504 



OJ000214_21.0330.C6 
+ 

34504' 
GENSCAN 
34504 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47461 Seq. ID OJ000214_21 . 0330 . C6 

100957 Strand 
31174 End 
OJ000214_21.0330.C6.o4 .gp Method 
33174 End 
64785_1.R1084 Score 
33174. .33271, 33390. 
34121. .34197 

f 1170871/sp|P43279|MAOC_ORYSA 2.0e-82 MALATE OXIDOREDUCTASE, 
CHLOROPLAST PRECURSOR (MALIC ENZYME) (ME) (NADP- DEPENDENT MALIC 

ENZYME) (NADP-ME) >gi_107 674 9_pir S46499 NADP-dependent malic 

enzyme - rice >gi_415315_dbj__BAA0394 9_ (D16499) NADP-dependent 
malic enzyme [Oryza sativa] 1 



OJ000214_ 
+ 

34504 
AAT/GAP 
34197 
1106 

.33536, 33646. .33888, 33979 .. 34056, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47461 Seq. ID 

100958 Strand 

35106 End 

OJ000214_21 . 0330 ..C6 . o7 . gs Method 

35106 End ■ 

none Score 

35106. .35218, 35419. .35791 



OJ000214_21. 0330.C6 
+ 

35791 
GENSCAN 
35791 
.84 



49143 



Seq. No. 


47461 


Seq. ID 


OJ000214 


21 


. 0330 


. C6 


Gene No. 


100959 


Strand 










Start 


5835. 


End 


6261 








Name 


OJ000214 21.0330.C6.ol.np 


Method 


AAT/NAP 








Start 


5835 


End . 


6261 








GI 


6539570 


Score 


110 








Exons 


5835.. 5889, 6058.. 6261 












GI Descrip . 


(AP000836) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


47461 


Seq. ID 


OJ000214 


21 


. 0330 


.C6 


Gene No . 


100960 


Strand 










Start 


6388 


End 


7732 








Name 


OJ000214 21.0330.C6.o2.np 


Method 


AAT/NAP 








Start 


6388 


End 


7732 








GI 


6630699 


Score 


69 








Exons 


6388. .6471, 7692. .7732 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi | 6721536 | db j IBAA8 9566. 1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


47461 


Seq. ID 


OJ000214 


_21 


.0330 


.C6 


Gene No. 


100961 


Strand 










Start 


10522 


End ' 


15019 








Name 


■OJ000214 21.0330.C6.o2.gs 


Method 


GENSCAN 








Start 


10522 


End 


15019 








GI 


none 


. Score 


.63 








Exons 


10522. .10578, 108 94 .. 11063, 


11501. .11663, 14981 


. .15019 




Sea No 


47461 


Seq. ID 


OJ000214 


_21 


.0330 


.C6 




100962 


Strand 










Start 


18270 


End 


21403 








Name 


OJ000214 21.0330.C6.o3.gs 


Method 


GENSCAN 








Start 


18270 


End 


21403 








GI 


none 


Score 


.59 








Exons 


18270. .18800, 18884. .18927, 


19539. .19742, 21233 


. .21293, 






21323. .21403 













Seq. No. 47461 Seq. ID OJ000214_21 . 0330 . C6 

Gene No. 100963 Strand 

Start 26580 End 26642 

Name OJ000214_21 . 0330 . C6 . o2 . gp Method AAT/GAP . 

Start 26580 End 26642 

GI 2280836 Score 65 

Exons 26580. .26642 

GI Descrip. 50914 96/dbj | AB023482 . 2 | AB023482 2.0e-55 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



Seq. No. 47461 Seq. ID OJ0002 14_21 . 0330 . C6 

Gene No. 100964 Strand 

Start 34400 End 34829 

Name OJ000214_21 . 0330 . C6 . o5 . gp Method AAT/GAP 

Start 34400 End 34829 

GI 39147^1. R1084 Score" 848 

Exons 34400.. 34829 

GI Descrip. ' 2911148/dbj | BAA24 950 | 1.0e-10 (AB005808) NADP-malic enzyme 
[Aloe arborescens] ' 



49144 



Seq. No. 47461 

Gene No. 100965' 

Start 35861 

Name OJ000214_21 . 0330 . C6 . ol . tw 

Start 31215 

GI none 

Exons 31215. .31259, 31616 .. 31810, 
32145. .32180, 32148 .. 32294 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
31622. .31720, 
32207. .32293 



OJ000214 21. 0330. C6 



38565 

TBLASTX : Wheat 
32294 
63 

31708. .31809, 



Seq. No. 47461 Seq. ID 

Gene No. 100965 Strand 

Start 35861 End 

Name OJ000214_21 . 0330 . C6 . o2 . ts Method 

Start 31215 End 

GI none Score 

Exons 31215. .31259, 31615 .. 31665, 

32145. .32198, 32148. .32198 



OJ000214_21.0330.C6 
38565 

TBLASTX: Soybean 
32198 
75 

31616. .31810, 31708. .31809, 



Seq. No. 47461 
Gene No. 100965 
Start 35861 

Name OJ000214_21 . 0330 . C6 . o2 . tc 

Start 31616 
GI none 
Exons 31616. 

32148. 

32407, 

32803, 

33178. 



,31810, 31708, 

,32303, 32207, 

,32514, 32413. 

,32898, 32806. 

,33294, 33185. 

33363.-33536, 33363. 



.31809, 
.32299, 
,32520, 
.32901, 
.33301, 
.33542 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 2t.0330.C6 



38565 

TBLASTX: Cress 
33542 
279 

31726... 31815, 3214 5. .32180, 
3.2235. .32306, 324 03 .. 3247 1, 
32635. .32706, 32640 .. 32705, 
33008. .33082, 33008 .. 33082 , 
33185. .33271, 33353 .. 33472 , 



12 



Seq. No. 47461 

Gene No. 100965 

Start 35861 

Name OJ000214_2 1 . 0330 . C6 . o2 . tm 

Start 31649 

GI none 

Exons' 31649. .31810, 31711 .. 31815, 32145 
32207. .32299, 32403 .. 32483, 32406 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 21. 0330. C6 



38565 

TBLASTX: Maize 
32484 
148 

32180, 32148. .32303, 
32459, 32407. .32484 



U Seq. No. 47461 
Gene No. 100965 
Start 35861 

Name OJ000214_2 1 . 0330 . C6 . ol . ts 

Start 32199 
GI none 
Exons 32199 

32625 

33008 

33264 



32303, 32207. 

32705, 32635. 

33082, 33008. 

33293, 33347. 

33646. .33888, 33972, 

34135. .34218, 34208. 



.32299, 
.32706, 
.33082, 
.33535, 
.34040, 
,34504, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

32403 

32752 

33179 

33363 

33976 

34213 



32471, 
32898, 
33271, 
33536, 
34062, 
34488 



OJ000214_21.0330.C6 
38565 

TBLASTX : Soybean 

34504 

164 

32407. .32514, 
32802. .32894, • 
33185. .33271, 
33645. .33887, 
34130. .34219, 



Seq. No. 47461 Seq. ID 

Gene No. 100965 Strand 

Start 35861 End 

Name OJ000214 2 1 . 0330 . C6 . ol . tm Method 



OJ000214_21.0330.C6 
38565 

TBLASTX: Maize 



49145 




Start 


32485 




End 


34504 


GI 


none 




Score 


54 


Exons 


32485. .32514, 32634. 


.32705, 


32635. .32706, 3264 0 .. 32705, 




32799. .32906, 32803. 


. 32937, 


32803. .32898, 32804 .. 32905, 




33008. .33082, 33008. 


. 33085, 


33185. .33301, 3318 6 .. 33299, 




33363. .33533, 33363. 


. 33527, 


33646.-33888, 33654 .. 33875 , 




33967 . . 34062, 33978 . 


. 34070, 


33978.. ,.34055, 34 108 34.500 , 




34112 . . 34504 








Sea. No. 


47461 




Seq. ID 


OJ000214__21*. 0330.C6 


Gene No 


100965 




Strand 




Start 


35861 




End 


38565 


Name 


OJ000214 21. 0330. C6. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


32812 




End 


33485 


GI 


none 




Score 


123 


Exons 


32812 . . 32898, 32812 . 


. 32898, 


33008. . 33082, 33008 .. 33085 , 




33185 . . 33301, 33185 . 


. 33271, 


33186. .33278, 33359.-334 72, 




,333 63.. 33485, 33363. 


. 33485 






Sea No 


47461 




Seq*. ID 


OJ000214_21.0330.C6 


Gene No. 


100965 




Strand 




Start 


35861 




End 


38565 


Name 


OJ000214 21. 0330. C6. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


33673 _ 




End 


34504 


GI 


none 




Score 


302 


Exons 


33673 33888. 33675 


. 33887, 


33972. .34052, 33976 .. 34062, 




34118 34504. 34120 


. 34500 






Sea No 


474 61 




Seq. ID 


OJ000214_21.0330.C6 


Gene No . 


100965 




Strand 




Start 


35861 




End 


38565 


Name 


OJ000214 21. 0330. C6. 


o5 . np 


Method 


AAT/NAP 


Start 


35861 




End 


38565 


GI 


7484957 




Score 


104 


Exons 


35861. .35937, 36765. 


.37031, 


38101. .38565 


GI Descrii") 


extensin homolog F28A21.80 


- Arabidopsis thaliana 




gi 14 53938 61 emb | CAB374 52 . 1 | 


(AL035526) 


extensin-like protein 




[Arabidopsis thaliana] gi | 7268661 | emb | 


CAB78869.il (AL161549) 




extensin-like protein [Arabidopsis thaliana] 


Seq. No. 


47462 




Seq. ID 


OJ000214_21.0330.C7 


Gene No. 


100966 




Strand 


+ 


Start 


703 




End 


2948 


Name 


OJ000214 21. 0330. C7. 


ol . gs 


Method 


GENSCAN 


Start 


703 




End 


2948 ' - 


GI 


none 




Score 


.68 


Ex on s 


703.. 940, 1757.. 1906 


, 2110. 


.2234, 2811 


. .2948 . 


Sea No 


47462 




Seq. ID 


OJ000214_21.0330.C7 


Gene No . 


100967 




Strand 




Start 


663 




End 


1202 


Name 


OJ000214 21. 0330. C7. 


ol . np 


Method 


AAT/NAP 


Start 


663 




End 


1202 


GI ^ 


6069646 




Score 


233 


Exons. 


663. .1202 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 



49146 



Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248] 
[Oryza sativa] 



Seq. No. ,47462 Seq". ID 

Gene No. 100967 Strand 

Start 663 End 

Name . OJ000214_21 . 0330 . C7 . ol . tm Method 

Start 697 End 

GI none Score 

Exons 697.. 879, 907.. 1134, 922.. 1134, 938. 



OJ000214_21.0330.C7 
1202 

TBLASTX: Maize 
1135 
80 
1135 



Seq. No. 47462 Seq. ID 

Gene No. 100967 Strand 

Start 663 End 

Name OJ000214_21 . 0330 . C7 . ol . tw Method 

Start 706 End 

GI none ■ Score 

Exons 706.. 1071 



OJ000214_21.0330.C7 
1202 

TBLASTX: Wheat 

1071 

200 



Seq. No. 47463 

Gene No. 100968 

Start 2340 

Name OJ000214_21 . 0330 . C8 . ol . gs 

Start 2340 

GI none 

Exons 2340.. 2431, 3665.-3795, 4222. 

5357.. 5665, 5813.. 5948, 6069. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4293, 
.6187 



OJ000214_ 
+ 

6424 

GENSCAN . 
6187 
.83 

4392. .4464, 



21. 0330. C8 



4518. .4604, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47463 

100968 

2340 

OJ000214_21.0330.C8.ol.np 

3638 

2062168 



Seq. ID OJ000214_21.0330.C8 

Strand + 

End 6424 

Method AAT/NAP 

End 4473 

Score 277 



3638.. 3795, 3910., 3978, 4222.. 4293, 4392.. 4473 
(AC001645) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47463 Seq. ID OJ000214__21 . 0330 . C8 

100968 Strand + 

2340 End 6424 

OJ000214_21 . 0330 . C8 . ol . gp Method AAT/GAP 

5448 • End 6424 

5421_1.R1084 Score 1180 

5448. .5665, 5884. .5948, 6069. .6424 

, 3688173/emb|CAA21201| 2.0e-13 (AL031804) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 47463 : Seq. ID 

Gene No. 100969 Strand 

Start 8139 End 

Name OJ000214_21 . 0330 . C8 . o2 . gs Method 

Start 8139 End 

GI none Score 

Exons 8139.. 8190, 8703.. 8824 



OJ000214_21.0330.C8 
+ 

8824 
GENSCAN 
8824 
.67 



Seq. No. 



47463 



Seq. ID OJ000214_21.0330.C8 



49147 






Gene No. 


100970 


Strand 


+ 




Start 


10024 - .- 


End 


10257 




Name 


UJUUUzl4 z 1 . U J JU . Lo . Oo . np 


Metnod 


AAI / NAr 




Start 






lV£D I 




GI 




Score 


1 /U 




Exons 


1UU^4 . . lU^O / 








GI Descrip. 


(oo^uxuj orii o or tjpoK liyius 


sp . ] 






beq. no. 


/I H A C*3 
4 / 4 D J 


beq. iu 


VdVUVZlH *ll . U jjU .to 




Gene No. 


1 uu y / 1 


Strand 






Start 


8811 


End 


9040 




Name 


OJ000214_21.0330.C8.o2.gp 


Method 


AAT/GAP 




btar t 


QQ1 1 


End 


9040 




bl 


LlbJ4ol— UUy— rl - Ml— UiU 


Score 


445 




Exons 


boil. . yu4 u 








GI Descrip. 


olUolb/gD | Liyoyb | KlbKi UBlA / 


. 0e-ll Rice beta-tubulin (RTU1 






mRNA, complete cds 1 








beq. No. 


4 / 4 dj 


Seq. ID 


OJ000214_21.0330.C8 




Gene No. 


100972 


Strand 






Start 


9662 


End 


9879 




Name 


OJUUUzl4 zl.UjjU.Lo.OZ.tm 


Method 


TBLASTX: Maize 




Start 




End 


3978 




GI 


none 


Score 


73 


^ 


Exons 


o/-i o o/m uto^t o c <c o 


.3755, 3736.. 3795, 3907.. 3978 


Ill 




oyii..jy/b 






[y 


Seq. No.--. 


47463 


Seq. ID 


OJ000214_21.0330.C8 




Gene No. 


100972 


Strand 






Start 


y b b^: 


End 


9879 




Name 


/^\TnnnoT /i oi noon /-> n _ 1 4-™ 


Method 


TBLASTX: Maize 


ru 


Start 


c 0 0 0 
DO O O 


End 


6272 




bl 


none 


Score 


91 


f =| 


Exons 


c 0 0 0 time coot coco cr\ cq 
Oooj. . jy/j, DooO..DybO/ bUbo. 


.6220, 6069.. 6272 




Seq. No. 


4 / 4 bo 


Seq. ID 


OJ000214_21.0330.C8 




Gene No . 


100972 ■ 


Strand 






Start 


9662 


End 


9879 


n 


Name 


OJ000214 21.0330.C8.o2.np 


Method 


AAT/NAP 




brart 


9662 


End 


9879 




GI 


4493973 


Score 


211 




Exons 


9662. .9879 








GI Descrip. 


(AL034559) predicted using hexExon; MAL3P7.14 (PFC0925w), 






Hypothetical protein, len: 489 aa [Plasmodium falciparum] 




beq. No. 


47464 


Seq. ID 


OJ000214 25. 0320. C2 




Gene No. 


100973 


Strand 


+ 




Start 


1641 


End 


10045 




Name 


OJ000214 25.0320.C2.o2.np 


Method 


AAT/NAP 




Start 


1641 


End 


7281 




GI 


7248395 


Score 


335 




Exons 


1641. .1890, 4091. .4326, 4368.. 


.4715, 4762. .4928, 7257. .7281 




GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47464 


Seq. ID 


OJ000214_25.0320.C2 




Gene No. 


100973 


Strand 


+ 




Start 


1641 


End 


10045 



49148 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



OJ000214_25 . 0320 . C2 . o3 . np Method AAT/NAP 

5260 End 10045 

6721547 Score 471 

5260.. 5292, 6244.. 6499, 7102.. 8690, 10008.. 10045 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



47464 . Seq. ID 

100973 . Strand 
1641 End 
OJ000214_25.0320.C2.o3.gs " Method 
5797 End 
none - Score 

5797. .6569, 7079. .9302 



OJ000214_25.0320,C2 
+ 

10045 
GENSCAN 
9302 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47464 Seq. ID OJ0002 14_25 . 0320 . C2 

100974 Strand 

1 End 1509 

OJ000214_25 . 0320 . C2 . ol . np Method AAT/NAP 

.1 End 1509 

7489400 Score 355 

1..255, 1298. .1509 

NBS-LRR type resistance protein - barley (fragment) 
gi|2792216|gb|AAB96983.1| ;(AF032686) NBS-LRR type resistance 
protein [Hordeum vulgare] 



474 64 Seq.- ID 

100975 Strand 

4058 End 

OJ000214_25 . 0320 . C2 . o2 . gs Method 

4058 End 

none Score 

4058. .4252, 4457. .4576 



OJ000214_25.0320.C2 

4576 
GENSCAN 
4576 
.75 



Seq. No. 47464 Seq. ID OJ000214_25 . 0320 . C2 

Gene No. 100976 Strand 

Start 9254 . End 9688 

Name OJ000214_25 . 0320 . C2 . ol . gp Method. AAT/GAP 

Start 9254 End 9688" 

GI 80174_2.R1084 Score 814 

Exons 9254.. 9688 

GI Descrip. 1 544 1872/dbj | AP000366 . 1 | AP000366 2.0e-41 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 


47464 








Seq. ID 


OJ000214_25.0320, 


,C2 


Gene No. 


100977 








Strand 






Start 


9852 








End 


11056 




Name 


OJ000214 25. 


.0320 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat. 




Start 


7173 








End 


7523 




GI 


none 








Score 


49 




Exons 


7173. .7217, 


7212 


. .7307, 


7319. 


.7522, 7320.. 7523 




Seq. No. 


47464 








Seq. ID 


OJ000214_25.0320. 


.C2 


Gene No. 


- 100977 








Strand 






Start 


9852 








End 


11056 




Name 


OJ000214 25. 


,0320 


.C2.o2. 


gp 


Method 


AAT/GAP 




Start 


9852 








End 


10943 




GI 


none 








Score 


1256 





49149 




T? V f*\ T*l c 


98^9 1 O^OQ 10704 


1 0Q4 ^ 

• ± U -7 4 O 










Seq. No. 


47464 . 




Seq. ID 


.OJ000214 


_25.0320 


.C2 


Gene No. 


100977 




Strand 








uLdl I 






CjI L\JL 


1 1 0 S 6 

XiUJu 






Name 


O.T00091 4 0^90 P9 


A 

• 04 . qs 




P^MQPZVM 
oEjlNo^rtlN 






Of- a r- +- 


10199 ~~ 






1 1 0 S ^ 








none 




Score ^ ■ 


Q4 

. -74 








- 10199 1 n?f|Q 10704 


1 1 0 s ^ 

. . 11U J J 










Seq. No. 


47464 




Seq. ID 


OJ000214 


_25.0320 


.C2 


Gene No. 


100977 




Strand 








O Lai l_. 


Qft S9 




End 


11056 






Name 


HT000914 0"390 P9 
ZO.UjZU.L*Z 


. 0 1 . tm 


Method 


TBLASTX : 


L v ia iz€ 




Cf a -rf- 


101^1 — 




End 


11055 






PT 


none 




Score 


125 








101^1 10^1 6 10147 


10^11 


10696. . 10995, 11005 


1 1 OSS 




Con Wn 


4 7 4 64 

4/4 U4 




Seq. ID 


OJ000214 


9 S 0^90 


P9 


Gene No. 


100977 




Strand 








Start 


9852 




End 


11056 






Name 


0700091 4 9R 0^90 P9 


1 f-o 
. (J X * 1_ 0 


Method 


TBLASTX : 






Cf a v-+- 


101^1 — 




End 


11056 






r 1 t 


none 




Score 


69 






iiiXons 


101^1 1 0 "31 6 10149 


109 64 


10144 . . 10320, 10144 


. . IUj^j , 






1014R 10^0 1 0 6ft 4 


1 0 ft ft 1 


10885. . 11055, 10907 


1 1 0S6 




C o rr NT 

o e q . ln o . 


4 7 4 64 

4 / 4 O 4 




Seq. ID 


OJ000214 




P9 


Gene No. 


100977 




Strand 








Start 


9852 




End 


11056 






Name 


O.T00091 4 9R 0^90 P9 


0 1 • t w 


Method 


TBLASTX: 






O Lai L 


1U1DO 




End 


10956 






PT 


none 




Score 


123 








1 01 6R 10^90 10170 


1 0^1 6 


10684 . . 10896, 10703 


1 07Q9 

. . xu / f 






1 OR Q1 1 09S6 














4 74 6R 




Seq. ID 


OJ000214 


9 S 0 "390 


P4 
. ^4 


belle LnU . 


■ 1 0 0 Q 7 ft 




Strand 


+ 






Start 


5541 ? 




End 


15401 






Name 


OJ000214 25. 0320. C4 


o2 . gs 


Method 


GEN SCAN 








SS4 1 

*J *J *4 i. 




End 


15401 






p,t 


none 




Score 


.55 








S S 4 1 S 6 R ^ R7R7 S ? 


> 07 ft R 6 Q 


. .9062, 9083. .9249, 


1 0 1 ft 4 






1 nfififi 10764 10R91 
1UDOO . . J. U / O 4 , lUO^l . 


1 OQft 6 


11557. . 11789, 12124 


1 9 1 6Q 






19641 19RS6 1^"3Q9 
XZ04JL. . J.ZOOO, 1 Jj?^ ■ 


1 ^ Q1 


13947. . 14264, 15243 


. . 1 0 4 U 1 




O c q . IN u ■ 


474 6S 




Seq. ID 


OJ000214 




p /i 

. U4 


Gene No. 


100978 . 




Strand 


. + • 






Start 


5541 




End 


15401 






Name 


OJ000214 25. 0320. C4. 


o2 . np 


Method 


AAT/NAP 






bt art 


11668 




End 


12178 






GI 


7523517 




Score 


240 






Exons 


11668. .11979, 12124. 


. 12178 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47465 




Seq. ID 


OJ000214 


_25.0320 


,C4 


Gene No. 


100979 




Strand 









1, 



49150 



Start 


758 


End 


3392 




Name 


OJ000214_25.0320.C4.ol.gp • 


Method 


AAT/GAP 




d tar t 


^ ^ p 

DO O 


End 


3392 




C T 
bl 


jyiz j i.Kiuo^ 


Score 


1345 




XT' V /~\ T^l C* 


ddo..iuo:7, oi / y . . jjjz 








bl UcbLIip. 


4 jOtIiu / enuj t bno j / ^ • 1 1 /« 


Oe-38 (AJ133639) SAH7 protein 




[rtraiJl(J.Opb lb Cflalldllcl J 








Seq. No. 


47465 


oeq. iu 




C A 


Gene No. 


100979 


o urano 






Of 2 v-f- 


7 £i Q 
/JO 


Hjna 


1 *} Q9 




Name 


o Tfinnoi / oc; n"39n rM nc 
uuuuuzifi zo . uj^u . b^ . oi • ys 


Method 


GENSCAN 






/DO 


End 


3365 




P T 
bl 


none 


Score 


7 "3 




Exons 


/Do. . lUoy, jl / 5 . . jjDj 








oeq . ino . 


4 7 A £ R 
*± / ft D D 


oeq. iu 




r* A 
b4 


Gene No. 


100979 


< Strand 






Start 


, 758 


hna 






Name 


mnrin'?'] a 9s n^9n ca +-m 

UUUUUZ14 Z D ■ UOZ U . b4 . Ol . Liu 


Method 


i biiAo i a : jxia i z e 




b car u 


/ D O 


End 


3228 




C T 


none 


Score 


167 




Exons 


icq i nan 7rq incn 7£fi 
/oo . . iuyu, /oy.-iuyi/ / du . . 


94 8 /; 762. 


1091, 3177.. 3227, 






T17Q "39 9 Q 








oeq . jno . 


ft / ft D D 


Seq. ID 


OJ000214_25.0320. 


r* a 


Gene No. 


100979 


Strand 






Start 


758 


End . 


3392 




Name 


OJ000214 25.0320.C4.ol.np 


Method 


AAT/NAP 






764 


End 


3341 




C T 


6561156 


Score 


312 




Exons 


764. .1089, 3179. .3341 








bi uescrip . 


(AF109693) allergen-like protein BRSn20 [Sambucus nigra] 




Seq. No. 


47465 


Seq. ID 


OJ000214_25.0320. 


r* A 


Gene No. 


100979 


Strand 






Of ar f 


758 


End ' 


3392 




Name 


OJ000214 25.0320.C4.ol.ts 


Method 


TBLASTX: Soybean 




Qf 2r f 


767 


End 


3275 




bl 


none 


Score 


89 




Exons 


767. .1090, 771. .950, 3163.. 


3255, 3177 


. .3275 




Seq. No. 


47465 


Seq. ID 


OJ000214_25.0320. 


C A 


Gene No. 


100979 


Strand 






Of -a -*-+- 


758 


End 


3392 




Name 


OJ000214 25.0320.C4.ol.tc 


Method ' 


TBLASTX: Cress 




Cf 3r f 


767 


End 


3272' 




C T 


none 


Score 


106 




Exons 


767.. 1093, 3177.. 3272, 3178 


. .3255 






Con Nlr^ 


47465 


Seq. ID 


OJ000214_25.0320. 


C4 


Gene No. 


100980 


Strand 






Start 


13435 


End 


15422 




Name 


OJ000214 25. 0320. C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


13435 


End 


15422 




GI 


none 


Score 


113 




Exons 


13435. .13542, 13441. .13545, 


134 63. . 13591, 1394 6. .14164, 





49151 







13947. .14165, 14145. .14264, 


14147. .14251, 1524 3. .15317, 








15330. . 15422 












Seq. No. 


47465 






Seq. ID 


OJ000214_25.0320. 


C4 




Gene No. 


100980 






Strand 








Start 


13435 






End 


15422 






Name 


OJ000214 25 


.0320 


.C4.o2.ts 


Method 


TBLASTX: Soybean 






Start 


13463 






End ' 


15422 






GI 


none 






Score 


62 






F y on ^ 


134 63-. .13501, 1394 6. .14101, 


13947. .14267, 15273.. 15422 






Cprr No 


47466 






Seq. ID 


OJ000214_25.0320. 


C5 




Gene No . 


100981 






Strand 


+ 






Start 


885 






End 


3083 






Name 


OJ000214 25 


.0320 


.C5.ol.np 


Method 


AAT/NAP 






Start 


885 






End 


3083 






GI 


1150406 






Score 


188 






Exons 


885. .914, 2338.. 


2513, 2673.. 


2837, -2931 


..3083 






GI Descrio 

\J -L I_y w i*J V—* ^ k*/ * 


(Z46868) exo-1,3 


-beta-glucanase/1, 3-beta-D-glucan 








glucanohydrolase 


[Pichia angusta] 








Seq. No. 


47466 






Seq. ID 


OJ000214_25.0320. 


C5 


s-.-s 
: = 
— =r 


Gene No. 


100981 






Strand 


+ 




i j 


Start 


885 






End 


3083 






Name 


OJ000214 25 


.0320 


. C5. ol . gs 


Method 


GENSCAN 






Start 


1703 






End 


3039 




§ .y 


GI 


none 






Score 


.75 




: > : 


P. von 

I—I V\. \J l 1 o 


1 7m 1 7Q9 

I / Uj. .-L/-3Z, 


O^AA 




..2828, 2931. .3039 




l y; 


Cpn No 


47466 






Seq. ID 


OJ000214_25.0320. 


C5 




Gene No. 


100981 






Strand 


+ 






Start 


885 






End 


3083 






Name 


OJ000214 25 


.0320 


.C5.ol.tm 


Method 


TBLASTX: Maize 




f 1 


Start 


2316 






End 


3072 






GI 


none 






Score 


287 






E xon <=; 


2316. .2516, 


2335 


..2514, 2410 


..2523, 2673.. 2828, 2674.. 2829, 






2920. .3072, 


2928 


. .3047 








£ J 


Seq. No. 


47466 






Seq. ID 


OJ000214_25.0320. 


C5 




Gene No. 


100981 






Strand 


+ 






Start 


885 






End 


3083 






Name 


OJ000214 25 


.0320 


.C5.ol.ts 


Method 


TBLASTX: Soybean 






Start 


2335 






End 


2831 






GI 


none 






Score 


281 






Exons 


2335. .2514, 


2335 


..2451, 2343 


..2516, 2671. .2829, 2673. .2831 




tj ^ VJ . LN W • 


47466 






Seq. ID 


OJ000214_25.0320. 


C5 




Gene No. 


100981 






Strand 


' + 






Start 


885 






End 


3083 






Name 


OJ000214 25 


.0320 


.C5.ol.tw 


Method 


TBLASTX: Wheat 






OL.Cli.l_ 


2672 






End 


3072 






GI 


none 






Score 


235 






Exons 


2672. .2779, 


2673 


..2837, 2674 


..2838, 2920. .2997, 2928. .3014, 






2936. .3004, 


3015 


..3071, 3016 


. .3072 








Seq. No. 


47467 






Seq. ID 


OJ000214_25.0320. 


C6 




Gene No. 


100982 






Strand 


+ 





49152 




Start 1 End 3303 

Name OJ000214_25 . 0320 . C6 . ol . np Method AAT/NAP ■ 

Start 1 End 3303 

GI 1050956 Score 120 

Exons 1..40, 768.. 873, 3191.. 3303 

GI Descrip. (U26160) 43 kDa secreted glycoprotein precursor 

[Paracoccidioides brasiliensis] gi | 1588394 | prf || 2208385A 
glycoprotein gp43 [Paracoccidioides brasiliensis] 





Seq. No. 


47467 






Seq. ID 


OJ000214 


_25.0320 


.C6 






100982 






Strand 


+ 








O Lai L 


\ 






End 


3303 








Name 


ojooo91 4 


_25.0320.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 






O Lai L 


11 






End 


705 








O X 


IlUilC 






Score 


98 








C 1 von <2 


1 1 110 


12. .116, 77. .118, 541. .705, 551. .703, 


562. .705 






Seq. No. 


47467 








O.70 00 91 4 


_25.0320, 


.C6 




Cpnp KTp» 


1 ooqr9 






Strand 


+ - 








oLdi L 


1 
X 






End 


3303 








NT jani^ 

LN dill" 


0,700091 4 


_25.0320.C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 






OLal L 


X ^1 






End 


744 




o 


OX 








Score 


93 










19 1 1 

1Z . ■ X X O , 


532. .744, 551. 


.742 












Seq. No. 


47467 






Seq. ID 


OJ000214 


25.0320\C6 


r-i i 


uCllC LNv^» 


1 00Q8 9 

X U L/ _7 O 






Strand 


+ 








o Oct I. l_ 


1 
X 






End 


3303 








Name 


0,70 0 0 91 4 


_25.0320.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 








IS ~ 

X -J 






End 


737 






% =J 


GI 


none 






Score 


95 






f 1 s 




IS 1 1 

X *J . ■ X X U , 


532.. 735, 542. 


.736, 


551. .736, 


567. .737 






^ — 


Qprr Nr> 
O ~ V-^ • INU « 


47467 






Seq. ID 


OJ000214 


_25.0320, 


,C6 




Gene No. 


100982 






Strand 


+ 








Start 


1- 






End 


3303 








Name 


OJ000214 


_25.0320.C6.ol. 




Method 


GENSCAN 


■./, 






O Lai L 


527 






End 


2733 








O J. 


none 






Score 


.73 






a- is. 

1 _i 




527. .850, 


1012. .1320, 2575.. 


2733 










O C q . LN o . 


47467 






.Seq. ID 


OJ000214 


_25.0320. 


,C6 




Gene No. 


100982 






Strand 


+ 








Start 


1 






End 


' 3303 








Name 


OJ000214 


25.0320.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 






Start 


737 






End 


3302 








GI 


none 






Score 


157 








Exons 


737. .850, 


748. .852, 763 


. .852 


, 1011.. 1193, 10.11. 


.1202, 








1012. .1215, 1201.. 1320, 


1203 


..1250, 2581. .2664, 


2671. .2754, 






2673. .2717, 3213. .3302, 


3218 


. .3301 










Seq. No. 


47467 






Seq. ID 


OJ000214 


_25.0320. 


C6 




Gene No. 


100982 






Strand 


+ 








Start 


1 






End 


3303 








Name 


OJ000214 


25.0320.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 






Start 


755 






End 


3302 








GI 


none 






Score 


75 







49153 



Exons 



755. .811, 757. .807, 809. .850, 811. .852, 1011. .1187, 1012. .1206, 
1061. .1207, 1077. .1208, 1195. .1323, 1296. .1322, 2615. .2650, 
2617.. 2670, 2670.. 2717, 267.1.. 2757, 3203.. 3292, 3213.. 3302, 
3219.. 3287, 3224.. 3301 



Seq. No. 47468 Seq. ID 

Gene No. 100983 Strand 

Start 26. . End 

Name * OJ000214_25 . 0320 . C7 . ol . np Method 

Start 26 End 

GI 7451533 Score 

Exons 26.. 126, 303.. 438, 671.. 721 

GI Descrip. glucan 1, 3-beta-glucosidase (EC 3.2 
cultivated mushroom (fragment) 



25. 0320. C7 



OJ000214_ 
+ 

721 

AAT/NAP 

721 

61 



1.58) 2 precursor - 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



47468 
100983 
26 

OJ000214 
54 

none 



Seq. ID OJ000214_25.0320.C7 



25.0320.C7.o2.tm 



Strand 
End 

Method 
End 
Score 

54. .278, 103. .276, 103. .297, 141. .278. 



+ 

721 

TBLASTX: Maize 

297 

257 



Seq. No. 47468 Seq. ID 

Gene No. 100983 Strand 

Start 26 . End 

Name OJ000214_25 . 0320 . C7 . o2 . ts Method 

Start 60 End 

GI none *. Score 

Exons 60.. 269, 103.. 276, 103.. 294 



OJ000214_25.0320.C7 
+ 

721 . 

TBLASTX : Soybean 

294 

284 



Seq. No. 47468 

Gene No. 100983 

Start * 26 

Name OJ000214_25 . 0320 . C7 . ol . tw 

Start 81 

GI t - none 

Exons 81.^245, 103.. 243. 



Seq. ID OJ000214_25.0320.C7 

Strand + 

End 721 

Method TBLASTX : Wheat 

End 245 

Score 209 



Seq. No. 47468 

Gene No. 100983 

Start 26 

Name OJ000214_25 . 0320 . C7 . ol . gs 

Start 104 

GI none 

Exons 104.. 399, 516. .711 



Seq. ID OJ000214_25.0320.C7 

Strand + 

End 721 

Method GENSCAN 

End 711 

Score .85 



Seq. No. 47468 

Gene No. 100983 

Start 26 

Name OJ000214_25 . 0320 . C7 . ol . tm 

Start 310 

GI none 

Exons 310. .399, 311. .400, 312. .401, 312. .401, 515. .712, 516. .713 



Seq. ID OJ000214_25.0320.C7 

Strand + 

End 721 

Method TBLASTX : Maize 

End 713 

Score 144 



Seq. No. 
Gene No. 



47468 
100983 



Seq. ID OJ000214_25.0320.C7 
Strand + 



49154 




q r a r -t- 

O Lai L 


26 




End 


721 


Name 


" OJ000214 25.0320.C7.ol.ts 


Method 


TBLASTX: Soybean 


O Let I- L, 


j 1 u 




End 


701 


PT 
\J J. 


i lkji it: 




Score 


140 ' 




^10 ^QQ ^Ift 401 S09 


700 


512. .688, 516. .701 




47469 




Seq. ID 


OJ000214_25.0320 




100984 




Strand 




Start 


1 




• End 


133 


Name 


OJ000214 25.0320.C14 .ol. 


gp 


Method 


AAT/GAP 


Start" . 


1 




End 


133 


pt 


15384 1.R1084 




Score 


242 


E 1 von q 


1. .133 








P T nocrvi n 
<o _l ]_/ 1. 0 L- i. J- £J . 


* 1150406/emb|CAA8 6948. 1 | 


4.0e- 


-17 (Z46868) 




exo-1, 3-beta-glucanase/l, 3-beta-D-glucan glucanohydrola, 




LirJLCillcl anguSLaj 








Seq. No. 


A 1 A 




Seq. ID 


OJ000214_25.0320 


Gene No. 






Strand 




q r a r f 






End 


131 


Name 


nTnnn9i/i 9R n^on pi /i ni 


gs 


Method 


GEN SCAN 




A c. ~~ 




End 


131 


p t 


none 




Score 


. 6 


Th 1 V S~\ Y~\ O 


45. .131 










4 7 4 7 0 




Seq. ID 


OJ000214_25;0320 




lUU?ou 




Strand 




Start 


4 9 9 




End 


4 952 ' 


Name 


H.T00091 4 9R 0^90 PI R nf 


gp 


Method 


AAT/GAP 


Start 


4 9 9 ~ 

H c. & 




End 


1057 


pt 
ox 


15384 1.R1084 




Score 


991 


TP -IT 0 


422. .730, 833. .1057 










1 1 1 S04 Ofi /omh I PZ\&ft £Q4 R 1 1 


4.0e- 


-17 (Z468 


68) 




cXO J., j Dcta giUCdnaSS/ J. 


, 3-beta-D-glucan glucanohydrola: 




LrlLllla driyUSLd J 








qoo Mo 


47470 




Seq. ID 


OJ000214_25.0320 


Gene No. 


100986 




Strand 




Start 


422 




End 


4952 


IN CI 111 C 


OJ000214 25.0320.C15.ol. 


gs 


Method 


GENSCAN 


O Lai L 


422 




End 


4826 


PT 


none 




Score 


.67 


Cvonc 

CjAUIlb 


422. .730, 833. .975, 1216 


..1296, 2986.. 


3092, 3449.. 3576, 




4411. .4581, 4740. .4826 








Seq. No. 


47470 




Seq. ID 


OJ000214_25.0320 


Gene No. 


100986 




Strand 




O Lai L 


422 




End' 


4952 


Name 


OJ000214 25.0320.C15.ol. 


tm 


Method 


TBLASTX: Maize 


q-h a -r-H 


476 




End 


935 


GI 


none 




Score 


172 


Exons 


476. .730, 477. .731, 824. 


. 934, 


825. .935 




Seq. No. 


47470 




Seq. ID 


OJ000214__25.0320 


Gene No. 


100986 




Strand 




Start 


422 




End 


4952 


Name 


OJ000214 25.0320.C15.ol. 


ts 


Method 


TBLASTX : Soybean 



49155 











922 






VJ X 


n on o 




Score 


155 






F von 


7^6 S^fi 7^1 SQ1 


77^ 


786 917 


, 824.. 922 






4 7470 




Seq. ID 


OJ000214 


_25.0320 


. C15 


Gene No. 


100986 




Strand 


- 






Start 


422 




End 


4952 






Name 


OJ000214 25. 0320. CIS. ol 


.np . 


Method 


AAT/NAP 






o uai l, 


4528 




End 


4952 






\j x 


5042454 




Score 


70 








4528.. 4581, 4852.. 4952 














(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


47471 




Seq. ID 


OJ000214 


_25.0320 


.C16 


Gene No. 


100987 




Strand 


+ 






C-t- a rt- 


293 




End 


3930 






Name 


OJ000214 25.0320.C16.ol 


.gs 


Method 


GENSCAN 






OLdiL 


293 . 




End 


3930 






vj X 


none 




Score 


.51 






DAUilO 


293. .522, 687. .3930 














47471 




Seq. ID 


OJ000214 


_25.0320 


■ *V X VJ 


Gene No. 


100987 




Strand 


+ 






Start 


293 




End 


3930 






Name 


OJ000214 25.0320.C16.ol 


.np 


Method 


AAT/NAP 






O Lai L 


706 




End 


3927 








6907089 




Score 


4333 






P 1 von q 


706. .1966, 2070. .3927 












T Ho c o v n o 
OX Uc jLJ. ip • 


(AP001129) hypothetical 


protein [Oryza 


qaf i va 1 

a J- V CI J 








47471 




Seq. ID 


OJ000214 


_25.0320 


PI 6 

. X \J 


Gene No. 


100988 




Strand 


+ 






Start 


10263 




End 


11535 






Name 


OJ000214 25.0320.C16.o4 


.np 


Method 


AAT/NAP 






O l_ d X L 


10263 




End 


11535 






rir 

\J X 


■ 7523512 




Score 


201 








10263;. 10336, 11412. .11535 










CZ T riDQpri o 

OX UCOLI • 


(AP001633) hypothetical 


protein [Oryza 


sativa] 






OCtji ViKJ ■ 


47471 




Seq. ID 


OJ000214 


_25.0320 


.C16 




100989 




Strand 








Start 


4141 




End 


18291 






Name 


OJ000214 25.0320.C16.o2 


.gs 


Method 


GENSCAN 






Start 


4141 




End 


13121 






o X 


none 




Score 


.75 






F von q 


4141. .4167, 4233. .4359, 


4551 


..5115, 5186.. 7523, 


7553. .7729, 




7796.. 7879, 7943.. '8828, 


8837 


..9046, 9052. .9352, 


9461. .10376, 




10413. .10583, 10742. .10828', 


13119. . 13121 






Sea No 


47471 




Seq. ID 


OJ000214 


_25.0320 


.C16 


Gene No. 


100989 




Strand 








Start 


4141 




End 


18291 






Name 


OJ000214 25. 0.320. CI6.06 


. tm 


Method 


TBLASTX': Maize 




Start 


4550 




End 


4693 






GI 


none 




Score 


127 






Exons 


4550. .4693, 4554. .4688 













49156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descfip. 



47471 Seq. ID OJ0002 14_25 . 0320 . C16 

100989 Strand 

4141 End 18291 

OJ000214_25 . 0320 . C16 . o2 . np Method AAT/NAP 

4553 End 10304 

7228457 Score 8101 

4553. .6101, 6168. .7127, 7250. .7879, 7943. .9876, 9938. .10304 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47471 

100989 

4141 

OJ000214_25. 

4562 

none 

4562. .4687, 
5085. .5162, 



0320.C16.o8. tw 



4566. 
5086. 



,4688, 
,5157, 



4748. 
5087 



Seq. ID 
Strand 
End 

Method 

End 

Score 
..5083, 
.5158 



OJ000214_25.0320.C16 
18291 

TBLASTX: Wheat 
5162 
74 

4880. .5095, 4881. .5096, 



Seq. No. 47471 

Gene No. 100989 

Start 4141 

Name OJ000214_25 . 0320 . C16 . o3 . tw 

Start 5163 

GI none 
Exons 



Seq. ID OJ000214_25.0320.C16 
Strand 
End 

Method 
End 
Score 



18291 

TBLASTX: Wheat 

5544 

185 



5163. .5543, 5194. .5442, 5202. .5540, 5467. .5544 



Seq. No. 47471 Seq. ID 

Gene No. 100989 Strand 

Start 4141 End 

Name OJ000214_25 . 0320 . CI 6 . o2 . tm Method 

Start 5358 End 

GI none Score 

Exons 5358.. 5681, 5371.. 5652 



OJ000214_25.0320.C16 
18291 

TBLASTX: Maize 

5681 

222 



Seq. No. 47471 . .-. Seq. ID 

Gene No. 100989 , Strand 

Start 4141 End 

Name OJ00021'4_25 . 0320 . C16 . olO . tw Method 

Start 5874 End 

GI none Score 

Exons 5874.. 6134, 6010.. 6186 



OJ000214_25.0320.C16 
18291 

TBLASTX: Wheat 

6186 

61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47471 Seq. ID 

100989 Strand 
4141 End 

OJ000214_25.0320.C16.o4.ts ■ Method 
5934 End 
5666795 Score 



OJ000214_25.0320.C16 
18291 

TBLASTX: Soybean 

6500 

68 



5934. .6134, 6189. .6326, 6402. .6500 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 
Gene No. 
Start 
Name 



47471 

100989 

4141 

OJ000214 



25.0320.C16.o4 . tw 



Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method TBLASTX : Wheat 



49157 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
' Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



6189 
none 

6189. .6338, 

47471 

100989 

4141 

OJ000214_25, 

7056 

none 

7056. .7427, 

47471 

100989 

4141 

OJ000214_25. 

7086 

none 

7086. .7505, 



6190.. 6327, 6373, 

0320.C16.o3.ts 
7267. .7410 

0320.C16.ol. tw 
7111. .7506 



End 6647 

Score 88 

.6558, 6393.. 6647, 6399. .6623 

Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method TBLASTX: Soybean' 

End 7427 

Score 89 



Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method TBLASTX : Wheat 

End 7506 

Score 257 



47471 
100989 
4141 

OJ000214_25. 0320.C16.o3. tm 
7179 
none 

7179. .7562, 7210. .7410, 7293. .7502, 7477. .7563 



Seq. ID OJ000214_25.0320.C16 
Strand 

18291 

TBLASTX: Maize 
7563 
168 



End" 
Method 
End. 
Score 



47471 

100989 

4141 

OJ000214_25, 

7568 

none 

7568. .7750, 

47471 

100989 

4141 

OJ000214_25. 

7752 

none 

7752. .7895, 
8036. .8521, 

47471 

100989 

4141 

OJ000214_25. 

9258 

none 

9258. . 9515, 

47471 

100989 

4141 

OJ000214 25. 



0320.C16.o9. tw 
7608. .7748 

0320.C16.o2. tw 



7766. .7948, 7773. 
8067. .8327, 8349. 



0320.C16.o5.tw 
9292.. 9531, 9498, 

0320.C16.o5.tm 



Seq. ID OJ000214__25.0320.C16 
Strand 

End 18291 

Method TBLASTX : Wheat 

End 7750 

Score 116 



Seq. ID OJ000214_25.0320.C16 
'Strand 

End 18291 

Method TBLASTX : Wheat 

End 8522 

Score 152 
.7886, 7778. .7948, 7831. .7944, 
.8522 

Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method TBLASTX: Wheat 

End 9647 

Score 95 

.9596, 9499.. 9579, 9603.. 9647 

Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method TBLASTX : Mai ze 



49158 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9360 
none 

9360.. 9608, 9361, 



,9606 



47471 

100989 

4141 

OJ000214_25.0320.C16.o3.np 

10530 

5042454 

10530. .10590, 10933. .11099, 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9608 
105 



OJ000214 25.0320.C16 



18291. 
AAT/NAP 
18291 
183 



18251. .18291 



(AC007789) putative polyprotein [Oryza sativa] 



47471 

100989 

4141 

OJ000214_25.0320.C16.ol. tc 
13549 
none 
13549. 
13968. 
15394. 



,13686, 13578. 
,14366, 14796. 
15585, 15676. 



,13907, 13723 
,15179, 14797 
15789 



Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 
Method TBLASTX : Cress 
End 15789 
Score ' 42 

13896, 13951. . 14361, 
15180, 15390. . 15587, 



Seq. No. 47471 Seq. ID 

Gene No.- 100989 Strand 

Start 4141 End 

Name OJ000214_25 . 0320 . C16 . o3 . gs . Method 

Start 13551 End 

GI none Score 
Exons 



OJ000214_25.0320.C16 

18291 
GEN SCAN 
18147 
.7 



13551. .14364, 14743 .. 14848, 14 921 .. 15269, 15363 .. 15580, 
15714. .15780, 17723. .17812, 17900.. 18147 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47471 

100989 

4141 

OJ000214_25.0320.C16.o5.np 

13563 

4102839 



Seq. ID OJ000214_25.0320.C16 
Strand 

End 18291 

Method AAT/NAP 

End 15822 

Score 1331 



13563. .14364, 14743 .. 15298, 15390 15580, 15678.. 15822 
(AF016713) LeOPTl [Lycopersicon esculentum] 



47471 Seq. ID 

100989 Strand 
4141 End 

OJ000214_25 . 0320 .CI 6 . ol . tm Method 

13578 'End 

none ■ , Score 



OJ000214_25.0320.C16 
18291 

TBLASTX: Maize 

15185 

146 



13578. .13907, 13612 .. 13905, 13951 .. 14367 , 13968 14 366, 
14790. .15011, 14791. .14997, 15015 .. 15077 , 15022 .. 15081 , 
15048. .15185, 15064. .15183 



Seq. No. 47471 Seq. ID 

Gene No. 100989 Strand 

Start 4141 End 

Name OJ000214_25 . 0320 . C16 . ol . ts Method 

Start 13587 End 

GI none Score 



OJ000214_25.0320.C16 
18291 

TBLASTX: Soybean 

15185 

113 



49159 




F.xon c ? 


13587 13688 13722 


. 13907, 


13951. .1414 5, 13962. .1414 4, 






14148 14348 14149 


. 14304 , 


14332. .14367, 14334 .. 14 366, 






14829 15185. 14848 


. 15183 








Seq. No. 


47471 




Seq. ID 


OJ000214 25 0320 


.C16 


Gene No. 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25 0320 C16 


. o7 . tw 


Method 


TBLASTX * Wheat 




Start 


13599 "~ 




End 


13895 




GI 


none 




Score' 


126 




Ex oris 


13599 13895. 13600 


. 13893 








Seq. No. 


47471 




Seq. ID 


OJ000214_25.0320 


.C16 


Gene No. 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25 0320 C16 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15357 ~~ 




End 


15781 




GI 


none 




Score 


132 




Exons 


15357 15587. 15394 


15585 


15668-. .15781, - 15673. .15780 




Seq. No. 


47471 




Seq. ID 


OJ000214_25.0320 


,C16 


Gene No. 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25 0320 C16 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


15390 ~ 




End 


15783 




GI 


none 




Score ' 


119 




J—j *\ w 1 1 0 


15390 15587 15394 


1558 5 


1567 6. .15780, 15679. . 15783 




Seq. No. 


47471 




Seq. ID 


OJ000214_25.0320 


.C16 


Gene No. 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25 0320 C16 


o 6 . t w 


Method 


TBLASTX: Wheat 




Start 


15438 ~~ 




End 


15814 




GI 


none 




Score 


104 




Exons 


15438 15587, 15442 


15588 


15668. .15814, 15673. .15801 




Seq. No. •"■ 


47471 




Seq.- ID 


OJ000214_25.0320 


.C16 


Gene No. 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25 0320 CI 6 


. Ul . yp 


Method 


AAT/GAP 




Start 


16772 ~~ 




End 


17064 




GI 


none 




Score 


461 




F 1 , v n n 


16772 17064 










Seq . ' No . 


41 All 




Seq. ID 


OJ000214_25.0320, 


. C16 


Gene No . 


100989 




Strand 






Start 


4141 




End 


18291 




Name 


OJ000214 25.0320.C16, 


. 06 . np 


Method 


AAT/NAP 




Start 


17857 




. End . # 


18291 




GI 


6002603 




Score 


68 




Pvons 


17857. .18018, 18182. . 


. 18291 








GI Descrip. 


(AF092654) putative high-affinity nitrate transporter 






[Lycopersicon esculentum] 








Seq. No. 


47472 




Seq. ID 


OJ000214_25.0320, 


.C19 


Gene No. 


100990 




Strand 


+ 




Start 


1757 




End 


4794 





49160 



Name 


UJUUU^ 14 ZD . 


ujzu . bi y . o i 


.gs 




Method 


GENSCAN 


btart 


1 / 3 / 








End 


4626 


C T 


none 








Score 


.54 


Exons 


1/0/. . ly^KJ , 


zuyy . .zj /Of 


2384. 


.2562, 4008. .4297, 4411. .4626 


oeq . no . 


AH AH1 
ft / 4 / Z 








Seq. ID 


OJ000214_25.0320.C19 


uene ino . 


1 nn qqh 








Strand 


+ 




1757 








End 


4794 , 


Name 


OJ000214 25. 


0320.C19.ol 


.np 




Method 


AAT/NAP 


Start 


4054" 








End 


4794 


GI 


7452432 








Score 


281 


Exons 


4054. .4301, 


4421. .4626, 


4733. 


.4794 




GI Descrip. 


hypothetical 


. protein F16J13 


1.140 - Arabidopsis thaliana 




gi | 4 58 6112 | emb | CAB40948 


.11 


(AL049638) 


putative protein 




[Arabidopsis 


; thaliana] 


gi|7267908|emb| 


CAB78250.1 | (AL161533) 




putative protein [Arabidopsis 


thaliana] 


■Seq." No. 


47472 








Seq. ID 


OJ000214_25.0320.C19 


Gene No. 


100990 






- 


Strand 


+ 




1757 








End 


4794 


Name 


OJ000214 25. 


0320.C19.ol 


.ts 




Method 


TBLASTX: Soybean 


btart 


4055 








End 


4300 


bl 


none 








Score 


205 


Exons 


4055. .4300, 


4063. .4296 










Seq. No. 


47472 








Seq. ID 


OJ000214_25.0320.C19 


Gene No. 


100990 








Strand 


+ 


O -i 1 v +- 

btart 


1757 








End 


4794 


Name 


OJ000214 25. 


0320.C19.ol 


.tm 




Method 


TBLASTX: Maize 


btart: 


4423 








End 


4750 


bl 


none 








Score 


59 


Exons 


4423. .4503, 


4483. .4626, 


448 


5. , 


.4628, 44 


86. .4629, 4721. .4750 


beq. no. 


47472 








Seq. ID 


OJ000214_25.0320.C19 


bene lno . 


100990 








Strand 


+ 


Start 


1757 








End 


4794 


Name 


OJ000214 25. 


0320.C19.ol 


.gp 




Method 


AAT/GAP . 


otiar l. 


44 96 








End 


4794 


bl 


63580 1.R108 


4 






Score 


366 


Exons 


4496. .4626, 


4733. .4794 










GI Descrip . 


' 4 58 6112/emb|CAB4 094 8. 1 


1 2. 


Oe- 


-37 (AL049638) putative protein 




[Arabidopsis 


thaliana] ? 










Seq. No. 


47473 








Seq. ID 


OJ000214_25.0320.C21 


Gene No. 


100991 








Strand 




btart 


2021 








End 


2290 


Name 


OJ0.Q10214.25. 


0320.C21.ol 


.gs 




Method 


GENSCAN 


o tart 


2021 








End 


.2290 


H T 
bl 


none 








Score 


. 94 


Exons 


2021. .2290 












Seq. No. 


47474 








Seq. ID 


OJ000214_25.0320.C22 


Gene No. 


100992 








Strand 


+ . 


Start 


114 








End 


599 


Name 


OJ000214 25. 


0320.C22.ol 


.gs 




Method 


GENSCAN 


Start 


114 








End 


599 


GI 


none 








Score 


.42 



49161 



U 1 v /"\ r~\ o 


114 9 61 AAQ RQQ 






Seq.. No. 


47475 


Seq. ID 


OJ000214_25.0320.C24 


Gene No. 


100993 


Strand 


+ 




J. / O 


End 


3947 


Name 


O.TOnO^I 4 9 R n?9D P94 ol rr<? 


Method 


GENS CAN 




1 7 "39 


End 


3947 


C T 


none 


Score 


.54 


TT* vr /^\ T™» O 


17^9 1ft9R 91 fiQ 9^?^ ?94ft 


..3524, 3594. .3947 


o e q . in o . 


4 7 4 7 R 


Seq. ID 


OJ000214_25.0320.C24 




100993 


Strand 


+ 


Start 


1732 


End 


3947 


Name 


OJ000214 25.0320.C24.ol.gp 


Method 


AAT/GAP 


uLdi L 


9 QDR 

£ _? VJ -J 


End 


3779 




fl -7 -7 O D H -L 


Score 


1369 


U 1 v /-\ ri o 


OQfiR "377Q 








4 Q9664 9 /Hh-i 1 RAA7 fi R7 T 11 1 Dp 


-108 (AB028130) Dof zinc finger 




piUUclil L^JXyZci bdClvaJ 






C r-\ M /-y 

oeq. in o . 


ft ,/ fl / O 


Seq. ID 


OJ000214_25.0320.C24 




X \J VJ ^ _7 1 


Strand 


+ 


Start 


7385 


End 


7677 


Name 


OJ000214 25.0320.C24.o2.gp 


Method 


AAT/GAP 


Q-t- a v+- 
Otdl C 


/ JO J 


End 


7677 


C T 




Score 


214 


T7 1 v /"\ o 


7^oc ~~7R^^ TC/in ' 7 £7 7 






ui uescr ip . 


J. fi U Z .7Z U / eiUIJ J V_Hi-iD D .7 D D | ^ . Uc 


20 (X98321) peroxidase [Arabidopsis 




unax iana j 






Oct]. IN O . 




Seq. ID 


OJ000214_25.0320.C24 


(~1 ono Mo 


±yj \j y y +j 


Strand 


+ 


Start 


8029 


End 


8783 


Name 


OJ000214__25.0320.C24 .o2.np 


Method 


AAT/NAP 


O L dl L 


PD9Q 


End 


8783 


ul 


OiJO jOOU. 


Score 


502 


IT 1 *p ^\ y—\ 


P09Q R47R ftRD? P7P? 








(ZXPnOllfiPM 9-iTnil^-r -ho 99 Vn^ 


kafirin cluster; Ty3-Gypsy type 




fZ!P i n£19Q9^ rOr\77a ca f it 73 1 
[WLyZci SdllvdJ 






O G q • LN O . 


4 7 A 1 R 
ft / 4 / O 


Seq. ID 


OJ000214_25.0320.C24 


Co n o Mo 


100996 


Strand 


+ 


Start 


9808 


End 


10700 


Name 


OJ000214 25.0320.C24.o3.gp 


Method 


AAT/GAP 


Of r~t 
OLdI L 


9808 


End 


10700 


C T 


101153 1.R1084 


Score 


. 997 


HiXons 


' 9808. .10152, 10470. .10700 






bi uescrip. 


' 5852170/emb|AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


beq . wo. 


47475 


Seq. ID 


OJ000214_25.0320.C24 


Gene No. 


100997 


Strand 


+ 


Start 


10716 


End 


11143 


Name 


OJ000214 25.-0320.C24.o4.gp 


Method 


AAT/GAP 


Start 


10716 


End 


11143 


GI 


2428185 


Score 


837 


Exons 


10716. . 11143 







49162 




bi uescrip . 


Do 0^1 / u / eiuD | 


AL117265. 1 IOST17804 1.0e-177 Oryza 


sativa 






genomic DNA, 


chromosome 4 


,. BAC clone:tl7804 


C q rr NT /-\ 

o e q . in o . 


A 1 A 1 ^ 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100998 






Strand 






Start 


3020 






End 


3787 




Name 


OJ000214 .25. 


0320.C24 .ol.np 




Method 


AAT/NAP 






3020 ■ 






End 


3787 




p t 


4996642 






Score 


1007 




Exons 


3020. .3787 














(AB028130) Dof zinc finger 


protein ■ [Oryza sativa] 


o e q . in o . 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


bene jno . 


100999 






Strand 






Start 


9858 






End 


13090 




Name 


OJ000214 25. 


0320.C24 .o2. tm 




Method 


TBLASTX: 


Maize 




3289 






End 


3696 




P T 


none 






Score 


40 




Exons 


3289. .3327, 


3342.. 3392, 3358 


. .3477, '3359. .3385, 


3391. .3414, 




34 3U . .34 /4 , 


3474.. 3575, 3492 


. .3677, 3576. .3665, 


357 7 . .369 6, 




3605. .3676 












Seq. No. 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100999 






Strand 








9858 






End 


13090 




Name 


OJ000214 25. 


0320.C24.ol.tm 




Method 


TBLASTX: 


Maize 




8130 






End 


8429 




p t 


none 






Score 


241 




Exons 


8130. .8429, 


8144. .8314, 8355 


.8417 






Seq. No. 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100999 






Strand 






o tar l 


9858 






End 


13090 




Name 


OJ000214 25. 


0320.C24.ol.tw 




Method 


TBLASTX: 


Wheat 


otart 


8130 






End 


8486 




p t 


..none 






Score 


288 




Exons 


8130'. .8486, 


8144.. 8320, 8154 


.8321 






Seq. No. 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100999 






Strand 








9858 






End 


13090 




Name 


OJ000214 25. 


0320.C24 .o3.gs 




Method 


GENSCAN 




OLdiT. 


9858 






End 


12930 




P T 


none 






Score 


. 68 




Exons 


9858. .10243, 


10424. .10566, 


11362. .11464, 12864. 


.12930 


beq. no. 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100999 






Strand 






Start 


9858 






End 


13090 




Name 


OJ000214 25. 


0320.C24 .o3.np 




Method 


AAT/NAP 




Start 


9932 






End 


13090 




GI 


5852180 






Score 


306 




Exons 


9932. .10305, 


11313. .11388, 


13029. . 13090 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


47475 






Seq. ID 


OJ000214 


_25.0320.C24 


Gene No. 


100999 






Strand 







49163 



Start 9858 End 13090 

Name OJ000214_25 . 0320 . C24 . o5 . gp Method AAT/GAP 

Start ' ' 11666 End 11976 

GI 61605^3. R1084 Score 451 
Exons 11666. . 11976 

GI Descrip. ' 1402920/emb I CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Starf 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47476 

101000 

667 

OJ000214_27.0323.C5.ol.gs 

667 

none 

667. .787, 978. .1033, 1358. 



Seq.' ID OJ000214_27.0323.C5 
Strand + 

1471 
GENSCAN 
1471 
.49 



End 

Method 
End 
Score 
,1471 



47477 
101001 
■1 

OJ000214_27.0323.C6.ol.np 
1 

4099090 
1..150, 675. .805 

(U83178) unknown [Arabidopsis thaliana] 



Seq. ID OJ000214_27.0323.C6 

Strand + 

End 805 

Method AAT/NAP 

End 805 

Score 107 



47477 

101001 

1 

OJ000214_27.0323.C6.ol.gs 

680 

none 

680. .793 



Seq. ID OJ000214_27.0323.C6 

Strand + 

End 805 

Method GENSCAN 

End 7 93 

Score .83 



Seq. No. 47477 

Gene No. 101002 

Start 854 

Name • OJ000214_27 . 0323 . C6 . ol . gp 

Start 854 

GI none 

Exons 854.. 1113 



Seq. ID OJ000214_27 . 0323.C6 
Strand 

End' 1113 

Method AAT/GAP 

End 1113 

Score 516 



Seq. No. 47477 

Gene No. 101003 

Start 14 98 

Name OJ000214_27 . 0323 . C6 . o2 . gs 

Start 1498 

GI none 
Exons 



Seq. ID OJ000214_27.0323.C6 
Strand 

End 5009 

Method GENSCAN 

End 4 961 

Score .53 



1498. .1619, 2536. .2614/ 2655^.3476, 3554. .4108, 4187. .4592, 
4684 . .4961 



Seq. No. 47477 

Gene No. 101003 
Start t ' 14 98 

Name OJ000214_27 . 0323 . C6 . ol . tm 

Start 2534 

GI none 
Exons 



Seq. ID OJ000214_27.0323.C6 
Strand 

End 5009 

Method TBLASTX: Maize 

End 44 44 

Score 144 



2534. .2659, 2535. .2636, 2537. .2713, 2823. .2915, 2830. .2904, 



49164 



2916. .3068, 2959. .3135, 3138. .3197, 3147. .3197, 3204. .3248, 

3205. .3237, . 3289. .3324, 3291. .3332, 3370. .3468, 3377. .3514, 

3380.. 3478, 3384.. 3482, 3519.. 3695, 3554.. 3697, 3629.. 3703, 

3728. .4111, 3729. .4109, 3992. .4111, 4226. .4444, 4227. .4439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47477 
101003 
1498 

OJ000214_27.0323.C6.o2.np 
3357 
6539235 



5009 
AAT/NAP 
4961 
1059 

3357. .3476, 3554. .4108, 4187. .4474, 4566. .4961 

(AC011765) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000214_27.0323.C6 
Strand 
End 

Method 
End 
Score 



47477 

101003 

1498 

OJ000214_27.0323.C6.ol.ts 

3384 

none 

3384. .3482, 3421. .3465, 3554. 
3728. .4111, 3732. .3938, 4020. 
4349.-4483, 4368. .4481 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 27. 0323. C6 



5009 

TBLASTX: Soybean 
4483 
57 

3631, 3564.. 3635, 3653. .3697, 
4112, 4226. .4318, 4227. .4322, 



Seq. No. 47477 

Gene No. 101003 

Start 1498 

Name OJ000214_27 . 0323 . C6 . ol . tw 

Start 3399 

GI none 

Exons 3399.. 3482, 3421.. 3474, 3554, 
3728. .3940, 3735. .3941 



Seq. ID OJ000214_27.0323.C6 
Strand 

End 5009 

Method TBLASTX : Wheat 

End 3941 

Score 70 

.3631, 3653.. 3697, 3654.. 3698, 



Seq. No. 47477 

Gene No. 101003 

Star-t 14 98 

Name OJ000214_27 . 0323 . C6 . ol . tc 

Start 3821 

GI none 

Exons 3821.. 4111, 3831.. 3944, 4020. 

4349. .4426, 4371. .4430 



Seq. ID OJ000214_27.0323.C6 
Strand 

End 5009 

Method TBLASTX: Cress 

End 4430 

Score 85 

.4112, 4226. .4318, 4227. .4319, 



Seq. No. 47477 

Gene No. 101003 

Start 1498' 

Name OJ000214_27 . 0323 . C6 . o2 . tw 

Start 3953 

GI none 

Exons 3953.. 4111, 4020.. 4106, 4226. 



Seq. ID OJ000214_27.0323.C6 
Strand 

End 5009 

Method TBLASTX : Wheat 

End" 4319 

Score' 53 
.4318, 4227-. .4319 



Seq. No. 47477 

Gene No. 101003 

Start 1498 

Name OJ000214_27 . 0323 . C6 . o2 . tc 

Start 4430 

GI none 

Exons 4430. .4477, 4431. .4478, 4551. 



Seq. ID OJ000214_27 .0323.C6 
Strand 

End 5009 

Method TBLASTX : Cress 

End 4700 

Score 68 
.4700, 4600. .4686 



49165 



Seq. No. 


47477 






Seq. ID 


OJ000214_27.0323.C6 


Gene No . 


1U1UU J 






btranc 




Start 


14 yo 






bna 


bUCJy 


Name 


UJUUUZ14 Z 1 . UjZo . bo . Oz . 


gp 




Metfioa 


AA1 / bAr 


Of -, vf 

btart 


4 oz y 






tine 


ouu y 


bl 


none 






Score 


Ml 


Exons 


4 oz y .,. ouuy 










On/T NT 

beq. JNO. 


47478 






Seq. ID 


OJ000214_27.0323.C8 


Gene No. 


101004 






Strand 


+ 


Start 


125 






End 


384 


Name 


OJ000214 27.0323.C8.ol. 


gp 




Method 


AAT/GAP 


btarr 


125 






End 


384 


bl 


LIB3431-010-P1-N1-F11 






Score 


453 


Exons 


125. .384 










GI Descrip. 


' 2874 03/dbj | D10838 | RICSBE1 


l . 


0e-lll Rice gene ,for starch 




branching enzyme 1 










NT 

oeq. NO . 


A "7 A 1 O 

4 /4 /o 






Seq. ID 


OJ000214_27.0323.C8 


Gene No. 


lUlUUb 






Strand 


+ 


Start 


bou 






End 


696 


Name 


OJ000214 27.0323.C8.o2. 


gp 




Method 


AAT/GAP 


Start 


530 






End 


696 


bl 


4ollb 1 . KlUo4 






Score 


283 


Exons 


boO . . 69o 










bl Descrip. 


4zoobzz/ go | AADlb o4o | z 


. Ue- 


o c 

■z o 


(AC004044) hypothetical prote. 




[Arabidopsis thaliana] 1 










OcCj. 1.NO . 


4 /4 /y 






Seq. ID 


OJ000214_27.0323.C9 


Gene No. 


101006 






Strand 


+ 


Start 


284 






End 


1296 


Name 


OJ000214 27.0323.C9.ol. 


gp 




Method 


AAT/GAP 


Of -i „ 4- 

btart 


284 






End 


739 


bl 


48116 1.R1084 






Score 


583 


Exons 


284. .569, 656. .739 










GI Descrip. 


'.4263522/gb|AAD15348 j 2 


.Oe- 


ZD 


(AC004044) hypothetical prote: 




[Arabidopsis thaliana] 1 










Seq. No. 


47479 






Seq. ID 


OJ000214_27.0323.C9 


Gene No . 


101006 






Strand 


+ 


otart 


284 






End 


1296 


Name 


OJ000214 27.0323.C9.ol. 


gs 




Method 


GENSCAN 


C 1 4- -i v-4- 

btart 


286 






End 


1282 


C T 
bl 


none 






Score 


.49 


Exons 


286..S69, 822.. 1282 










Seq. No. 


47479 






Seq. ID 


OJ000214_27.0323.C9 


Gene No. 


101006 






Strand 


+ 


Start 


284 






End 


1296 


Name 


OJ000214 27.0323.C9.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


1026 






End 


1296 


GI 


none 






Score 


86 


Exons 


1026. .1100, 1031. .1099, 


1076. 


.1294, 1103. .1294, 1108. .1296, 




1108.. 1296 










Seq. No. 


47480 






Seq. ID 


OJ000214_27. 0323. C10 



49166 



Gene No. 101007 Strand + 

Start 89 End 655 

Name OJ000214_27 . 0323 . CIO . ol . gs Method GENSCAN 

Start 89 End 487 

GI none Score . 59 

Exons 89. .292, 396. .487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47480 

101007 

89 

OJ000214_27. 0323. C10. ol.ts 

182 

none 



Seq. ID OJ000214__27. 0323. C10 

Strand + 

End 655 

Method TBLASTX : Soybean 

End 655 

Score 89 



182. .292, 393. .494, 395. .475, 584. .655 



Seq. No. 


47480 


Seq. ID 


OJ000214 27.0323 


.C10 


Gene No. 


101007 


Strand 


+ 




Start 


89 


End 


655 




Name 


OJ000214 27.0323.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


200 


End 


655 




GI 


none 


Score 


80 




Exons 


200. .286, 202. .285, 393. .500, 


393. .48 


5, 395. .499, 584.. 


655 


Seq. No. 


47481 


Seq. ID 


OJ000214_27.0323 


.Cll 


Gene No. 


101008 


Strand 


+ 




Start 


1 


End 


1049 




Name 


OJ000214 27.0323.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1044 




GI 


7485455 


Score 


894 




Exons 


1..157, 242. .554, 742. .1044 








GI Descrip. 


hypothetical protein F13M23.30 - Arabidopsis thaliana 






gi | 4455232 | emb I CAB36731 . 1 | (AL035523) 


putative protein 






[Arabidopsis thaliana] gi | 7269339 | emb | CAB7 9398 . 1 | (AL16 


1562 




putative protein [Arabidopsis 


thaliana] 




O fci q . IN U • 


4748.1 


Seq. ID 


OJ000214_27.0323 


.Cll 


Gene No. 


101008 1 • 


Strand 


+ 




Start 


1 


End 


1049 




Name 


GJ000214 27.0323.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


15 


End 


1040 




GI 


none 


Score 


175 




Exons 


15. .158, 80. .160, 233. .424, 241. .381, 


243. .422, 434. .547, 




435. .554, 735.-959, 739. .1023, 


853. .1032, 854. .1033, 873. . H 


Seq. No. 


47481 


Seq. ID 


OJ000214_27.0323 


.Cll 


Gene No. 


101008 


Strand 


+ 




Start 


1 


End 


1049 




Name 


OJ000214 27. 0323. Cll. ol.ts 


Method 


TBLASTX: Soybean 




Start 


15 


End 


1049 




GI 


none 


Score 


200 




Exons 


15. .158, 29. .160, 65. .160, 23C 


I..421, ; 


242. .421, 243. .422 






428. .553, 429. .554, 453. .554, 


739. .1029, 798. .1049, 831 


.10' 


Seq. No. 


47481 


Seq. ID 


OJ000214_27.0323 


.Cll 


Gene No. 


101008 


Strand 


+ 




Start 


1 


End 


1049 




Name 


OJ000214 27.0323.Cll.ol.gs 


Method 


GENSCAN 





49167 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1047 
.93 



242 
none 

242. .554, 742. .1047 

47481 
101008 
1 

OJ000214_27.0323.Cll.ol.tw 
820 
none 

820. .1023, 841. .1032, 885. .1046, 923. .1033 



Seq. ID OJ000214_27.0323.C11 
Strand + 

1049 

TBLASTX: Wheat 
1046 
185 



End 

Method 

End 

Score 



Seq. ID OJ000214_27.0323.C13 
Strand 

1310 
AAT/NAP 
1310 
795 



47482 
101009 
1 

OJ000214_27.0323.C13.ol.np 
,1 

•2494034 
1. .26, 278. .1310 

DIACYLGLYCEROL KINASE 1 (DIGLYCERIDE KINASE) (DGK 1) (DAG KINASE 
1) gi | 2129573 | pir | IS71467 diacylglycerol kinase - Arabidopsis 
thaliana gi | 1374772 | dbj | BAA09856 | (D63787) diacylglycerol kinase 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. No. 47482 

Gene No. 101009' 

Start 1 

Name OJ000214_27 . 0323 . C13 . o2 . tm 

Start 281 

GI none 
Exons 



Seq. ID OJ000214_27.0323.C13 
Strand 

End 1310 

Method TBLASTX : Mai ze 

End 633 

Score 162 



281. .400, 286.-447, 287. .466, 288. .509, 459. .632, 470. .631, 
472. .633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47482 

101009 

1 

OJ000214_27. 0323.C13.ol.tc 

287 
none 



Seq. ID OJ000214_27.0323.C13 
Strand 

End 1310 

Method TBLASTX: Cress 

End 1308 

Score 89 



287. .451, 288. .413, 557. .577, 650.'. 802, 654. .803, 799. .897, 
800. .1102, 804. .1100, 976. .1104, 1119. .1247, 1129. .1254, 
1255. .1308, 1255. .1308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47482 

101009 

1 

OJ000214_27.0323.C13.ol.ts 

647 

none 



Seq. ID OJ000214_27.0323.C13 
Strand 

End 1310 

Method TBLASTX: Soybean 

End 995' 

Score 104 



647. .796, 648. .791, 799. .915, 800. .886, 804. .995, 805. .915 



47482 

101009 

1 

OJ000214_27.0323.C13.ol. tm 

695 

none 



Seq. ID OJ000214_27.0323.C13 
Strand 

End 1310 

Method TBLASTX : Mai ze 

End 1126 

Score 57 



49168 





Exons 


CQC 1 AO CQC "7/19 "7 A 9 


q n 9 
. . o Uz , 


*7 A A Q91 
/ 4 4 . . 0 Z 1 


, 768. .1124, 


804. 


1 1 9 

. 1 1Z4 , 




















Seq. No. 


' 47482 




Seq. ID 


OJ000214_27 


.0323 


.C13 




Gene No. 


101009 




Strand 












1 




bna 


1310 








Name 


01000914 97 0^9^ pi ^ n7 

VJU U U U Z 1 4 i / .Uj^j.LIj.Oj 




ixie cnoa 


TBLASTX: Maize 






Otarl 


1 1 97 ~ 
11Z / 




bna 


i -31 n 

1 J 1 u 








PT 
bl 


none 




Score 


y 4 








Exons 


1197 1 94 C 1 1 90 1 01 n 
11Z / . . 1 Z 4 0 / 11ZO . . IjlU/ 


1 1 9 Q 

i iz y . 


1 10R 
. 1 jU o 










Seq. No. 


47483 




Seq. ID 


Pi T0009 1 A 01 
Uu UU UZ 1 4 z/ 


0 ~K0 ^ 
. U jZ j 


.C14 




Gene No. 


101010 




Strand 










otaiC 


9P. ^1 
Z o J 1 




bna 


3157 








Name 


P1T000914 97 0*39^ pi 4 ^i 

UJUUUZ14 Z / . Uj<£j.L1^ .Ol, 


. gp 


lyieunoa 


7\ ZiT /PAD 










Z 0 0 1 






*31 R7 
J 1 J / 








p t 


9R C9Q "3 




Score 


4 Q7 

4 ;? / 








Exons 


9P, c t 1 9QQ^ ^09^ 11 














Seq. No. 


47483 




Seq. ID 


Pi TOO 0 91/1 9 7 
UJUUU Z 1 ft Z / 


0^9^ 
. U jZ j 


.C14 




Gene No. 


101011 




Strand 












z oj 0 




bna 


3595 








Name 


OTnnn9i /i 91 0999 r**\ a ^0 
UJUUUZ14 Z / . UjZj . b!4 . oz . 


. CfS 


Method 


PT?KTQPZiM 








oiart 


9 Q cl 0 
Z 0 0 0 






j j y j 








P T 


none 




Score 


. / 1 






f rs 


Exons 


z 0 j 0 . . jjyj 














Seq. No. 


47484 




Seq. ID 


P TO O O 9 1 /I 91 
UJ UU UZ 1 4 Z / 


0 "3 9 "3 
. U jZ J 


.C15 




Gene No. 


101012 




Strand 


+ 










7 Q 






878 








Name 


otooo91/i 97 0999 pi r ^1 
UJUUUZ14 z / . uoz j . L1j . 01 , 


. gs 


Method 


P TT NT Q p 7\ M 






= : 3 
: «~ 


Of 2 V+" 


7 Q 






Q 7 Q 








p t 

bl 


none 




Score 


7 1 
. / 1 








Exons 


7Q 1 77 9R7 91 £ /I TO 


co9 
. j j Z , 


ojU. . O / o 










Seq. No. 


47484 




Seq. ID 


P TO 0 0 91/1 9 7 
UJ U U UZ 1 4 Z /. 


O ^9 "3 
. y JZ j 


.CIS 




Gene No. 


101013 ' '" v 




Strand 










OLai L 


9090 
z u z u 




r nr J 
fijIlU 


2505 






f 3 


Name 


p)T0009izi 97 n^9i pi r ^9 

UJUUUZ14 ^ / .UjZj.L1j.OZ. 


, gs 


Method 


PT7V1CP 7\KI 






? ^ 




90 9 0 _ 

zu z u 




bna 


Z j U j 






t.— 5 


bl 


none 




Score 










Exons 


9090 9 RO ^ 
ZUZU. . Z jU J 














Seq. No. 


47485 




Seq. ID 


0 JUUUZ14 z / 


n *d o o 
. U jZ J 


.C16 




Gene No. 


101014 




Strand 


+ 










JO 0 




bna 


425 ^ 






v 


/Name 


PT00091 /I 91 0 "5 9 "3 P1£ y>1 
UJUUUZ14 Z / , UjZj.LID.OI . 


.gs 


Method 


GENSCAN 








Of -ivf 


JO 0 




bna 


425 








P T 
bl 


none 




Score 


.95 








Exons 


-3QQ /IOC 

jo o . . 4 z j 














Seq. No. 


47486 




Seq. ID 


OJ000214_27, 


.0323 


.C17 




Gene No. 


101015 




Strand 


+ 








Start 


1898 




End 


5337 








Name 


OJ000214 27.0323.C17.o2. 


np 


Method 


AAT/NAP 








Start 


1898 




End 


5337 








GI 


2160690 




"Score 


405 







49169 




TT von c: 


1 ft Qfl 1 q?fi 


3283. 


.4028, 


5320. 


.5337 




(~1 T P)o qf ri n 
-L L/C O l_-X XjkJ . 


\ \J t -*J *J \J l O 


regulatory 


subunit of PP2A 


r Z\Tah"i Hr^nc i c i"ha 1 i ana 1 
L "X auiuupoi O L. lid X xcti id J 


Seq. No. 


47486 








Seq. ID 


OJ000214_27.0323.C17 


Gene No. 


101015 








Strand 


+ 


OLai L 


1 ft Qft 
X o _? o 








End 


5337 


Mamp 


0,1000714 97 


.0323. 


C17.o2 


-gs 


Method 


GENSCAN 


OLal L 


^969 ~ 

-) \J Z? 








End 


5068 . 


\J X 


n on o 








Score 


.56 


TT yon c; 


~J \J Z? • • J *i _) O , 


^474 


^ft 


"3ft 9Q 


.4024, 4282. .4413, 4721. .5068 


Seq. No. 


47486 








Seq. ID 


OJ000214_27.0323.C17 


Gene No. 


101016 








Strand 


+ 


O U a. -L l_ 


/ X c. 








End 


9810 




O.T0009 1 4 9 7 


.0323. 


C17.o3 


.gs 


Method 


GENSCAN 


O L, a X U 


71 99 ~~ 








End 


9611 


r* T 


none 








Score 


. 95 


IT 1 von Q 


71 99 7^0 


9374. 


. 9611 








O C ^ * LN KJ . 


4 7 4 ft 6 








Seq. ID 


OJ000214_27.0323.C17 


Gene No. 


101016 








Strand 


+ 


Start 


7122 








End 


9810 


Mam ^ 


O.T00091 4 97 


.0323. 


C17.o3 


.np 


Method 


AAT/NAP 


O LdL L. 


ft 1 4 S ~~ 








End 


9810 


or 


Sft 94 ^4 ^ 








Score 


233 


U 1 von c 


ft 1 4 S ft 1 Qft 


9387. 


.9611, 


9680. 


.9810 




OX L'c&OiX^'i 


f A.T94 9 647 \ 


chorismate mutase 


[Arabidopsis thaliana] 


Cpn Ma 


47486 








Seq. ID 


OJ000214_27.0323.C17 


Gene No. 


101016 








Strand 


+ 


Start 


7122 








End 


9810 


Name 


OJ000214 27 


.0323. 


C17.o3 


.gp 


Method 


AAT/GAP 


Start 


9385 








End 


9768 


GI 


77938 1.R1084 






Score 


511 


Exons 


9385. .9611, 


9680. 


.9768 









GI Descrip. » 1168 940/sp I P42738 | CHMU_ARATH 7.0e-53 CHORISMATE MUTASE 



PRECURSOR (CM-1) >gi_629509_pir__S38 958 chorismate mutase 
precursor - Arabidopsis thaliana >gi_4 29153_emb_CAA8128 6_ 
(Z26519) chorismate mutase precursor [Arabidopsis thaliana] 1 



Seq. No. 


47486 


Seq. ID 


OJ000214_27.0323 


.C17 


Gene No. 


101017 


Strand 






Start 


1 


End 


2812 




Name 


OJ000214 27.0323.C17.ol, 


. np Method 


AAT/NAP 




Start 


1 


End 


2325 




GI 


4263522 


Score 


969 




Exons 


1..181, 1012. .2325 








GI Descrip. 


(AC004044) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


47486 


Seq. ID 


OJ000214_27.0323 


.C17 


Gene No. 


101017 


Strand 






Start 


1 


End 


2812 




Name 


OJ000214 27.0323.C17.ol. 


. gp Method 


AAT/GAP 




Start 


352 


End 


1083 




GI • 


4714731 


Score 


1383 




Exons 


352. .1083 









49170 



Seq. No. 47486 

Gene No. 101017 
Sta : rt . 1 

Name OJ000214_27 . 0323 . C17 . o2 . tw 

Start 735 

GI none 
Exons 



Seq. ID OJ000214_27.0323.C17 
Strand 

End 2'812 

Method TBLASTX : Wheat 

End 1144 

Score 42 



735.-779, 736. .780,. 740. .784, 743. .781, 760. .879, 761. .880, 
781. .879, 789. .887, 825. .884, 950. .1144, 975. .1139 



Seq. No. 47486 Seq. ID 

Gene No. 101017 Strand 

Start 1 End 

Name OJ000214_27 . 0323 . C17 . ol . gs Method 

Start 977 End 

GI none Score 

Exons 977.. 2812 



OJ000214_27.0323.C17 

2812 
GENSCAN 
2812 
.57 



Seq. No. 47486 Seq. ID 

Gene No. 101017 Strand 

Start 1 End 

Name OJ000214_27 . 0323 . C17 . o3 . ts Method 

Start 1004 End 

GI none Score 

Exons 1004.. 1333 



,OJ000214_27. 0323.C17 
2812 

TBLASTX: Soybean 

1333 

228 



Seq. No. 47486 
Gene No. 101017 
Start 1 " 

Name OJ000214_27 . 0323 . C17 . ol . tm 

Start 1016 
GI none 
Exons 1016 

1676 

1883 

2069 

2162 



1660, 1449.. 1652, 1490. 

1870, 1679. .1741, 1682. 

2044, 1940. .2140, 1967. 

2167, 2069.. 2230, 2069. 

2425, 2217.. 2381, 2220. 



Seq. ID OJ000214_27.0323.C17 
Strand 

End 2812 

Method TBLASTX : Maize 

End 2473 

Score 94 

.1675, 1544. .1663, 1577. .1654, 
.1966, 1790. .2047, 1859. .2044, 
.2137, 2021.. 2119, 2051.. 2233, 
/2197, 2147.. 2305, 2162.. 2473, 
.2390 



Seq. No. 47486 

Gene No. 101017 

Start 1 

Name OJ000214_27 . 0323 . C17 . o4 . tc 

Start 1043 

GI none 

Exons 1043.. 1450 



Seq. ID OJ000214_27.0323.C17 
Strand 

End 2812 

Method TBLASTX : Cress 

End 1450 

Score 24 6 



Seq. No. 47486 Seq. ID 

Gene No. 101017 ' Strand 

Start 1 ' End 

Name OJ000214_27 . 0323 . C17 . ol . ts Method 

Start 1334 End 

GI none Score 
Exons 



OJ000214_27.0323.C17 
2812 

TBLASTX : Soybean 

2164 

39 



1334. .1738, 1335. .1391, 1340. .1729, 1449. .1739, 1877. .1957, 
1976. .2071, 2069. .2164 



Seq. No. 
Gene No. 
Start 



47486 

101017 

1 



Seq. ID 

Strand 

End 



OJ000214_27.0323.C17 
2812 



49171 



Name 

Start 

GI 

Exons 



OJ000214_27.0323.C17.ol.tw 

1430 

none' 

1430.. 1663, 1449.. 1559, 1454. 
1793.. 2056, 2156.. 2374, 2393. 



Seq. No. 47486 
Gene No. 101017 
Start 1 

Name • OJ0002 14_27 . 0323 . C17 . ol . tc 

Start 1451 
GI none 

Exons 1451.. 1576, 1568.. 1663, 1679. 

1793. .1882, 1877. .2044, 1976. 
2063.. 2200, 2069.. 2407, 2129. 
2396. .2470 



Method TBLASTX : Wheat 
End 2524 
Score 88 

.1660, 1466. .1609, 1664. .1897, 
.2524 

Seq. ID .OJ000214_27.0323.C17 
Strand 

End 2812 
Method TBLASTX : Cress 
End 2470 
Score 113 

.2152, 1679. .1840, 1781. .2137, 
.2245, 1976. .2131, 1977. .2246, 
.2380, 2145.. 2357, 2150.. 2296, 





Seq. No. 


4 74 8 6 : v 




Seq. ID 


OJ000214_27.0323.C17 




Gene No. 


101017 




Strand 






Start 


1 




End 


2812 




Name 


OJ000214 27.0323.C17.o2 


.gp 


Method 


AAT/GAP 




Start ' 


1869 




End 


2300 




GI 


4714730 




Score 


807 


is? 


Exons 


1869... 2300 










GI Descrip. 


426352'2/gb|AAD15348| 2. 


Oe-26 


(AC004044) 


hypothetical proteii 


ffk 




[Arabidopsis thaliana] 










Seq. No. 


47486 




Seq. ID 


OJ000214_27.0323.C17 




Gene No. 


101018 




Strand 






Start 


3487 




End 


3997 




Name 


OJ000214 27.0323.C17.o2 


. tc 


Method 


TBLASTX: Cress 


: a? 


Start 


3487 




End 


3901 




GI 


none 




Score 


143 


j» HI 


Exons 


3487. .3660, 3670. .3840, 


3687. 


.3794, 3869.. 3901 




Seq. No. 


47486 




Seq. ID - 


OJ000214_27.0323.C17 




Gene No. • 


101018 




Strand 






Start 


3487 




End . 


3997 




Name 


OJ000214 27.0323.C17.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3487 




End 


3997 




GI 


none 




Score 


141 




Exons 


3487. .3660, 3669. .3794, 


3670. 


.3840, 3869.. 3997 



Seq. No. 47486 Seq. ID 

Gene No. 101018 Strand 

Start 3487 End 

Name OJ000214_27 . 0323 . C17 . o2 . ts Method 

Start-. ' 3502 End . 

GI none Score 

Exons 3502.. 3660, 3519.. 3647, 3669.. 3821, 
3869. .3901 



OJ000214_27.0323.C17 
3997 

TBLASTX: Soybean 
3901 
128 

3670. .3840, 3841. .3900, 



Seq. No. 47486 Seq. ID OJ000214_27 . 0323 . C17 

Gene No. 101018 Strand 

Start 3487 End 3997 

Name OJ000214_27 . 0323 . C17 . o3 . tw Method TBLASTX : Wheat 

Start 3544 End 3840 



4 9172 




GI 


none 








Score 


o y 








Exons 




jo / U 


op/in 

. . JO H U , 


jDo / . 


. jo 










Seq. No. 


47486 








Seq. ID 


OJ000214 


_27 


.0323. 


C17 


Gene No. 


101019 








Strand 










Of -i rf 


y j o / 








End 


9781 








Name 


UJ UUUZ 1 H Z / 


. U JZ j 


.LI / . Oj 


f 

. tc 


Method 


TBLASTX: 


Cress 




Of ivf 


QOQ7 








End 


9781 








bl 


none 








Score 


229 








Exons 


Q£9Q 


yfi D4 


. . y oz o , 


y o / / . 


.9781, 9687. .9758 








Seq. No. 


47486 








Seq. ID 


OJ000214 


_27, 


.0323. 


C17 


Gene No. 


101019 








Strand 










O -1 i vf 

otart 


Q"3Q7 








End 


9781 








Name 


U J UUUZ 14 z f 


n ^ o *3 

. U JZ o 


. bl / . Oj . 


. tm 


Method 


TBLASTX : 


Maize - 




O 4 . v- f 

btart 


y h UZ 








End 


9775 








C T 

bl 


none 








Score 


231 








Exons 


Q/l no QCOQ ' 

y 4 uz . . y ozy / 


y 4i oo 


. . y d i j / 


Q £7 7 

y o / / . 


.9775, 9677.. 9760 








Seq. No. 


47487 








Seq. ID 


OJ000214 


97 
Z / < 


fl "3 9 "3 
. U jZ j . 


C19 


Gene No. 


101020 








Strand 


- 








btart 










End 


1555 








Name 


UJ UU UZ 1 4 Z / 


moo 


pi Q ^ 1 

. uiy . oi , 


. gs 


Method 


GEN SCAN 








Of - „f 

btart 


1 9 "3 9 

1Z oz 








End 


1555 








bl 


none 








Score 


.6 








Exons 


1Z jZ . . Ijjj 


















Seq. No. 


47488 








Seq. ID 


OJ000214 


9 7 
Z / . 


n "3 9 3 
. U jZ j . 


C20 


Gene No. 


101021 








Strand 


+ 








Of f 

btart 


J. 








End 


115 








Name 


UJ UUUZ 14 Z / 


H "3 9 9 

. U jZo 


. uzu . oi , 


■ gp 


Method 


AAT/GAP 








O -1 i v f 

btart 


1 








End 


115 










none 








Score 


222 








Exons 


i 1 1 r 
i . . no 


















Seq. No. 


47488 








Seq. ID 


OJ000214 


27 . 


A 1 o o 

, 0323 . 


C20 


Gene No. 


101022 








Strand 


.+ 








OA i -v-f 

btart 


86 








End 


1647 








Name 


OJ000214 27 


.0323 


pon ~ 1 
. UZU . OI . 


.gs 


Method 


GENS CAN 








Cf vf 

btart 


86 








End 


1647 








bl 


none 








Score 


.74 








Exons 


86. .1305, 1550.. 


1 £ / 7 
104 / 














Seq. No. 


47488 








Seq. ID 


OJ000214 


_27. 


.0323. 


C20 


Gene No. 


101022 








Strand 


+ 








o , ~> f 

btart 


86 








End 


1647 








Name " 


OJ000214 27 


.0323 


r*9 n ^ 9 
. UZU . OZ . 


, gp 


Method 


AAT/GAP ■ 








O f -i -v- 4- 

btart 


302 








End 


762 










none 








Score 


910 








Exons 


302. .762 


















Seq. No. 


47488 








Seq. ID 


OJ000214 


_27. 


,0323. 


C20 


Gene No. 


101023 








Strand 










Start 


1802 








End 


1907 








Name 


OJ000214 27 


.0323 


.C20.O3. 


9P 


Method 


AAT/GAP 








Start 


1802 








End 


1907 








GI 


none 








Score 


186 









49173 



Exons 



1802. .1907 



Seq. No. 47489 Seq. ID 

Gene No. 101024 Strand 

Start 606 End 

Name OJ000214_27 . 0323 . C24 . ol . np Method 

Start 606 End 

GI 5852182 Score 

Exons 606.. 743, 1496.. 1615 

GI Descrip. ' (AL117265) zhb0012.1 [Oryza sativa] 



OJ000214_27.0323.C24 
+ 

1615 
AAT/NAP 
1615 
138' 



Seq. No. 47489 Seq. ID OJ000214_27 . 0323 . C24 

Gene No. 101024 Strand + 

Start 606 End 1615 

Name OJ000214_27 . 0323 . C24 . ol . gp Method AAT/GAP 

Start 848 End 924 

GI LIB3477-003-P1-K1-E9 Score 122 

Exons 848.. 924 

GI Descrip. ' 249858 6/sp |'Q4'0638 | MP01_ORYSA 2..0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 


47489 






Seq. ID 


OJ000214 


_27.0323, 


.C24 


Gene No. 


101024 






Strand 


+ 






Start ■ 


606 






End 


1615 






Name 


OJ000214_27 . 0323 . C24 . 


o2 


.gp 


Method 


AAT/GAP 






Start 


1500 






End 


1615 






GI 


342_1 . R1084 






Score 


157 






Exons 


1500. . 1615 














GI Descrip. 


'4574406/gb|AAD24042. 


11 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 














Seq. No. 


47490 






Seq. ID 


OJ000214 


_27.0323, 


.C25 


Gene No. 


101025 






Strand 


+ 






Start 


1 






End 


5634 






Name 


OJ000214 27.0323.C25. 


ol, 


.np . 


Method 


AAT/NAP 






Start 


1 






End 


3234 






GI 


4680203 - 






Score 


701 






Exons 


1..553, 3209/. 3234 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


47490 






Seq. ID 


OJ000214_ 


_27,0323. 


.C25 


Gene No. 


101025 






Strand 


+ 






Start 


1 






End 


5634 






Name 


OJ000214 27.0323.C25. 


ol, 


.gp 


Method 


AAT/GAP 






Start 


33 






End 


3425 






GI 


342 1.R1084 






Score 


878 






Exons 


33..S77, 3391.. 3425 














GI Descrip. 


? 4 574 4 06/gb| AAD24 04 2. 


11 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 














Seq. No. 


47490 






Seq. ID 


OJ000214_ 


_27.0323. 


C25 


Gene No. 


101025 






Strand 


+ 






Start 


1 






End 


5634 






Name 


OJ000214 27.0323.C25. 


ol. 


,gs 


Method 


GENSCAN 






Start 


211 






End 


2426 






GI 


none 






Score 


.84 







49174 



Exons 



211. .551, 686. .1333, 1437. .1811, 1895. .1967, 2065. .2163, 
2247. .2426 



Seq. No. 47490 
Gene No. 101025 
Start 1 

Name OJ000214_27 . 0323 . C25 . o3 . np 

Start 2601 
GI 862343 
Exons 2601. .2768, 4328. .4407 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi|1092097 |prf M2022314A granule cell marker protein [Mus 
musculus] gi| 1092098 Iprf | I2022315A granule cell marker protein 
[Mus musculus] 



Seq. ID OJ000214_27.0323.C25 

Strand + 

End 5634 

Method AAT/NAP 

End ' 4407 

Score 160 



Seq. No. 47490 

Gene No. 101025 

Start 1 

Name OJ000214_27 . 0323 . C25 . o2 . gs 

Start 3359 

GI none 
Exons 



Seq. ID OJ000214_27.0323.C25 

Strand + 

End 5634 

Method GENSCAN 

End 5634 

Score . 6 



3359. .3525, 3575.. 3880, 3885.. 4013, 5321.. 5634 



Seq. No. 47490 

Gene No. 101026 

Start 2697 

Name OJ000214_27 . 0323 . C25 . ol . ts 

Start 88 

GI none 

Exons - 88.. 384, 142.. 366 



Seq. ID OJ000214_27.0323.C25 
Strand 

End 2754 

Method TBLASTX : Soybean 

End 384 

Score 220 



Seq. No. 47490 

Gene No. 101026 

Start 2697 

Name OJ000214_27 . 0323 . C25 . ol . tc 

Start 117 

GI none . „. " . . .... 

Exons 117. .269, 124 . . 4 65, ' 318 . . 44 6 



Seq. ID OJ000214_27.0323.C25 
Strand 

End 2754 

Method TBLASTX : Cress 

End 4 65 

Score 297 



Seq. No. 47490 

Gene No. 101026 

Start 2697 

Name OJ000214_27 . 0323 . C25 . ol . tm 

Start 124 

GI none 

Exons 124.. 213, 252.. 512, 253.. 510 



Seq. ID OJ000214_27.0323.C25 
Strand 

End 2754 

Method TBLASTX: Maize 

End 512 

Score 59 



Seq. No. 47490 

Gene No. 101026. • 

Start 2697 

Name OJ000214_27 . 0323 . C25 . ol . tw 

Start 252 

GI none 

Exons- 252.. 533, 253.. 525 



Seq. ID OJ000214_27.0323.C25 
Strand 

End 2754 

Method TBLASTX : Wheat 

End 533 

Score 397 



Seq. No. 
Gene No. 



47490 
101026 



Seq. ID OJ000214_27.0323.C25 
Strand 



49175 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2697 End 2754 

OJ000214_27.0323.C25.o2.gp Method AAT/GAP 

2697 End 2754 

16490_1.R1084 Score 85 
2697. .2754 

'4584525/emb|CAB40756.1| 7.0e-38 (AL049607). protein phosphatase 

2C-like protein [Arabidopsis thaliana] 1 



47491 
101027 
365 

OJ000214_27.0323.C26.ol.gs 
365 
none 

365. .588, 776. .929, 1606. .1620 



Seq. ID OJ000214_27.0323.C26 
Strand 

End 1620 

Method GENSCAN 

End 1620 

Score . 67 



47492 
101028 
1 

OJ000214_20. 0321.C3.ol.np 
1 

6983860 
1. .1146 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000214_20.0321.C3 

Strand + 

End . 114 6 

Method AAT/NAP 

End 1146 

Score 1793 



Seq. No. 47492 

Gene No. 101028 

Start 1 

Name OJ0002 1 4_20 . 032 1 . C3 . o3 . tw 

Start 12 

GI none 

Exons 12. .125, 13. .135, 15. .128 

Seq. No. 47492 

Gene No. 101028 

Start 1 

Name OJ0002 14_20 . 0321 . C3 . ol . gs 

Start 34 

GI none 

Exons 34.. 1137 



Seq. ID OJ000214_20.0321.C3 

Strand + 

End 1146 

Method TBLASTX : Wheat 

End 135 

Score 61 



Seq. ID OJ000214_2O. 0321 .C3 

■Strand + 

End 1146 

Method GENSCAN 

End 1137 

Score .53 



Seq. No. 47492 

Gene No. 101028 

Start 1 

Name OJ0002 14_20 . 032 1 . C3 . ol . tw 

Start 163 • 

GI none 

Exons 163. .702, 345. .698, 422. .703 

Seq. No. 47492 

Gene No. 101028 

Start 1 

Name OJ000214_20 . 0321 . C3 . o2 . tm 

Start 319 

GI none 

Exons 319.. 651, 345.. 665, 346.. 666 



Seq. ID OJ000214_20.0321.C3 

Strand + 

End 114 6 

Method TBLASTX : Wheat 

End 703 

Score 621 . 



Seq. ID OJ000214_20.0321.C3 

Strand + 

End 1146 

Method TBLASTX : Mai ze 

End 666 

Score 267 



49176 



Seq. No. 47492 Seq. ID 

Gene No. 101028 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C3 . ol . tc Method 

Start 400 End 

GI none Score 

Exons 400.. 582, 583.-726, 585. .725 



OJ000214_20.0321.C3 

+ ■ 

1146 

TBLASTX: Cress 

726 

90 



Seq. No. 47492 Seq. ID 

Gene No. 101028 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C3 . ol . ts Method 

Start 490 End 

GI none Score 

Exons 490. .750, 501.. 749 



OJ000214_20.0321.C3 
+ 

1146 

TBLASTX: Soybean 

750 

301 



,Seq. No. 47492 Seq. ID 

Gene No. 101028 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C3 . ol . tm Method 

Start 667 - End 

GI none Score 

Exons 667.. 984, 678.. 980 



OJ000214_20.0321.C3 
+ 

1146 

TBLASTX: Maize 

984 

457 



Seq. No. 47492 " Seq. ID 

Gene No. 101028 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C3 . o2 . tw Method 

Start 709 End 

GI none Score 

Exons 709. .1146, 712. .1056, 765. .1145 



OJ000214_20.0321.C3 
+ 

1146 - 

TBLASTX: Wheat 

1146 

527 



Seq. No. 47492 Seq. ID 

Gene No. 101028 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C3 . o3 . tm Method 

Start, 990 ' ... * End 

GI none Score 

Exons 990.. 1145, 991.. 1146 



OJ000214_20.0321.C3 
+ 

1146 

TBLASTX: Maize 

1146 

201 



Seq. No. 47493 Seq. ID 

Gene No. 101029 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C4 . ol . np Method 

Start 1 End 

GI 6983860 Score 

Exons 1 . . 4 63 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

(AF061282) [Oryza sativa] 



OJ000214_20.0321.C4 
+ 

466 

AAT/NAP 

463 

751 



Seq. No. 47493 Seq. ID 

Gene No. 101029 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C4 . ol . gs Method 

Start 23 End 

GI none Score 



OJ000214_20.0321.C4 
+ 

466 

GENSCAN 

466 

.55 



49177 



Exons 



23. .466 



beq. no. 


A "7 A Q "3 

4 / 4 y J 




beq. iu 


O T A A A O 1 a 

UJUUUZ14 


_20 


.0321 


r* a 
. C4 


Gene No. 


t a i a o a 
lUlUoU 




Strand 


+ 








Start 


1155 




hna 


O A H A 

ZU 1 4 








Name 


UJUUUzl4 ZU 


AOOI O A — 1 4- r ■, 

. Uoz 1 . C4 . Ol . tW 


Metnoa 


X bLAb I A : 


Wheat 




b tart 


A T 




bna 


A 1 Q 

4 1 o 








GI 


none 




Score 










Exons 


41. .418, 52 


..366 












beq. NO. 


4/4 y J 




beq. iu 


r\ T A A A O 1 /I 

UJ UUUz 1 4 


_20 


.0321 


r 1 a 
. C4 


bene no . 


1U1U JU 




Strand 


+ 








Start 


1155 




Lna 


O A *"7 A 

ZU /4 








Name 


(JJUUUzl4 ZU 


A *3 O 1 O A — 1 4- _ 

.Uozl.C4.Ol. till 


Method 


1 bLAb 1 a : 


Maize 




Start 


c o 
bz 




hna 


DZZ 








GI 


none 




Score 


zo 1 








Exons 


a o too *7 *3 
bz . . ozz , / o 


. . dVj 












Seq. No. 


47493 




Seq. ID 


OJ000214 


O A 

__z(J 


A O O 1 

. U 6ZL , 


.C4 


Gene No . 


1U1U JU 




btrana 


+ 








Start 


1155 




End 


OAT/ 
ZU / 4 








Name 


/"\ T A A A O 1 j1 OA 

OJUU0zl4 zO 


aoot A _ o _ 

. 0 3zl . C4 . oz . np 


Method 


7\ 7V rn /M7\ D 

AAT/NAP 








Start 


1155 




End 


OAT/ 

zU / 4 








GI 


C O C O 1 "7 O 

58521 /o 




Score 


A 1 A 

4 IU 








Exons 


1155 . .14 60, 


1 yl A O 1 C A "7 T A "7 C 

14 9z . •. 1507 , iy Id 


. . zU / 4 










GI Descrip.' 


/7\T T 1 TO£C \ 

( AL 11 / z o 5 ) 


_ i_ i_ a a n o -i r ______ 

znDOOUo.l [Oryza 


sativa] 










Seq. No. 


47494 




Seq. ID 


OJ000214 


O A 

zU 


A "3 O 1 

. Uoz 1 , 


.C5 


Gene No. 


1 AT A O 1 
1U 10 31 




Strand 










Start 


1 




End 


zlbo 








Name 


/"\ T A A A O 1 A OA 

OJ000zl4 Z0 


.0321.C5.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


o i a o 
ZlDO 








GI 


C A QO/I CO 

o4 yo45o 




Score 


O O T 

zb / 








Exons 


1 O C Vl O C 

1 . . ZD, 4 3D . 


.683, 2112. .2163 












GI Descrip. 


(AP000816) ] 


hypothetical protein [Oryza 


sativa] 








beq. No. 


47494 . 




Seq. ID 


T A A A O 1 A 

UJ UUUz 14 


20 


. 0321 . 




Gene No . 


101031 




Strand 










Start 


1 




End 


O "I c o 

zlbo 








Name 


OJ000214 20 


.0321.C5.ol.gs 


Method 


GEN SCAN 








C4- t v4- 

btart 


179 




End 


TCI 

/O 1 








GI 


none 




Score 


T A 








Exons 


179. .300, 503. .682, 732. .751 












Seq. No. 


47495 




Seq. ID 


OJOUUz 14 


_20 


.0321. 


. Cb 


Gene No. 


101032 




Strand 


+ 








Start 


1598 




End 


3985 








Name 


OJ000214 20 


. 0321.C6.ol.gs 


Method 


GEN SCAN 








Start 


1598 




End 


3985 








GI 


none 




Score 


.47 








Exons 


1598. .2456, 


2562.. 2681, 3642 


. .3985 










Seq. No. 


47496 




Seq. ID 


OJ000214 


_20, 


.0321, 


,C8 


Gene No. 


101033 




Strand 


+ 








Start 


227 




End 


397 








Name 


OJ000214 20 


.0321.C8.ol.gs 


Method 


GENSCAN 








Start 


227 




End 


397 









49178 



GI 

Exons 



none 

227. .397 



Score 



.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47497 
101034 

1 End 
OJ000214_20. 0321. CIO. ol .np Method 
1 End 
5777617 Score 
1. .24, 848. .948 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000214_20. 0321. CIO 
Strand + 

3873 
AAT/NAP 

94 8,,.. 
63 



47497 

101034 

1 

OJ000214_20. 0321. C10. o2.np 
1 

5852171 



Seq. ID OJ000214_20. 0321. C10 

Strand + 

End 387 3 

Method AAT/NAP 

End 2091 

Score 90 



1. .36, 1419. . 1463, 1520. .1590, 1823. .1908, 1944. .2091 
(AL117265) zhbOOOl.l [Oryza sativa] 



47497 

101034 

1 

OJ000214_20. 0321. C10. o-l.gs 

525 

none 



Seq. ID OJ000214_20. 0321. C10 

Strand + 

End 3873 

Method GENSCAN " ' 

End 3873 

Score .41 



525. .535, 1120. .1241, 1939. .2192, 2668. .2708, 3444. .3539, 
3648. .3873 



Seq. No. 47498 

Gene No. 101035 

Start 318 

Name OJ000214_20 . 032 1 . C12 . ol . gs 

Start 318 

GI none 

Exons 318.. 458 



Seq. ID OJ000214_20.0321.C12 
Strand 

End 458 

Method GENSCAN 

End 458 

Score . 62 



Seq. No. 47499 

Gene No. 101036 

Start 72 

Name OJ000214_20 . 0321 . C13 . ol . gs 

Start 72 

GI none 

Exons . 72. .123, 601. .766 



Seq. ID OJ000214_20.0321.C13 

Strand + 

End 766 

Method GENSCAN 

End 766 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



47500 
101037 
1 

OJ000214_20.0321.C14.ol.np 
1 

4680179 

1..43, 704. .1233, 2581. .2883 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000214_20.0321.C14 
Strand + 

2883 
AAT/NAP 
2883 
437 



End 

Method 

End 

Score 



47500 
101037 



Seq. ID OJ000214_20.0321.C14 
Strand + 



49179 



Start 
Name 
Start 
GI 

Exons 



1 End 2883 

OJ000214_20.0321.C14 .ol.gs Method GENSCAN 

1474 End "2793 

none Score .58 

1474.. 1780, 1974.. 2357, 2514.. 2793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ,No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47501 - Seq. ID 

101038 Strand 
1 End 
OJ000214_20 . 0321 . C15 . o2 . np Method 
1 End 
4378066 Score 
1..741, 785. .835, 1470. .1531 
(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571 . 1 1 AF114171__12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ000214_20.0321.C15 
+ 

1531 
AAT/NAP 
1531 
258 



47501 Seq. ID 

101038 Strand ' 

1 End 

OJ000214_20. 0321.C15.o3.np Method 

1 End 

5902445-. Score 
1..117, 1337. .1531 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000214_20-.0321.C15 
+ 

1531 
AAT/NAP 
1531 
133 



47501 

101038 

1 

OJ000214 
4 

none 
4. .372 



20.0321.C15.ol.tw 



Seq. ID OJ000214_20.0321.C15 

Strand + 

End 1531 

Method TBLASTX : Wheat 

End 372 

Score 181 



Seq. No. 47501 Seq. ID 

Gene No. 101038 Strand 

Start 1 . End 

Name OJ000214_20 . 0321 . C15 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41.. 94, 424.. 963 



OJ000214_20.0321.C15 
+ 

1531 
GENSCAN 
963 
.74 



Seq. No. 47502 Seq. ID 

Gene No. 101039 Strand 

Start 1 End 

Name OJ000214_20 . 0321 . C16 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..38, 127. .191, 505. .965 



OJ000214_20.0321.C16 
+ 

965 

AAT/GAP 
965 
990 ' 



Seq. No. 47503 Seq. ID 

Gene No. 101040 Strand 

Start 386 End 

Name OJ000214_20 . 0321 . C17 . ol . gp Method 

Start 386 End 

GI none Score 

Exons 386. .862 



OJ000214_20.0321.C17 
+ 

862 

AAT/GAP 
8 62 
851 



49180 



c /-»• 'Mrs 


4 7 SO? 

Tt / J \J J 


-.Seq. ID 


OJ000214_20.0321.C17 




10104 1 


Strand 




Start 


1 


End 


2838 


Name 


OJ000214 


20.0321.C17 .ol.np Method 


AAT/NAP 


DLdLL 


i 

X 


End 


127 2 






Score . 


159 


Bxons 


J_ . .ODD/ 


1252.. 1272 ' ; ' 






cXLcIlbin 


-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 




cxiensin 


-like protein [Zea mays] gi | 1096557 | prf || 2111476A 






-like domain [Zea mays] 




Seq. No. 


47503 


oeq . x u 


pTnnnoi /i on n^oi c\ n 
UJUUUZ14 ZU.Ujz1.L1 / 


q n o NT 


101 04 1 


Strand 




Of a v+- 

o tart. 


1 
X 




ZOJO 


Name 


H.T0009 1 4 
UU UUUZ ±4 


zu . Uj^i . ti / . ox . rm Meunoa 


l oLiAb i a : Mai ze 


OLdlL 


7 9 

/ Z 


Hjna 


a n q 

4Uo 


\J ± 




Score ■ 


loo 


C v /"\ r-» a 


7 9 1 P R 


73. .189, 169. .252, 183. .251, 


268. .369, 370.. 408 


Seq. No. 


47503 


Con t n 

beq. id 


ATnnnoi/ on moi pi i 
UJUUUZ14 ZU.Uozl.Ul/ 


bene ino . 


1 01 0 4 1 
JL U J. U H X 


Strand 




oTzari, 


X 


bna 


z o Jo 


Name 


n 70009 1 4 
UU UUUZ 1 f± 


zu.Uozi.Li/.oi.gs Metnoa 




C +- a v-l- 


Q4 


17 r-i H 


Z O JO 


pi 


none 


Score 




Exons 


CM (TOO 


2832. .2838 




Seq. No. 


47503 


Corf t n 
oeq . iu 


piTnnnoi/i on moi m t 
UJUUUZ14 zU.U-JZl.Ul/ 


bene inu . 


1 01 04 1 
± U ± U *1 J_ 


btrana 




Q+- -a T-+- 

otar c 


1 
1 




Z O JO 


Name 


n tooo 9 1 a 

UU U U U Z X fl 


Ofi n^OI PI 7 y-s 1 4-^ Mci+- hmrl 

zu . u i . ti / . ox . t_c Metnoa 


i DiiAo i a : Lress 


otart 


1 QA 


bna 


£ A Q 
OHO 




none 


Score 


Q O 

yz 


Exons 


1 ft4 970 
104 . . z / u 


,189. .248, 274. .375, 372. .590 


."^7^ ^10 RQQ ^/IQ 


Seq./ No. 


47503 


Seq. ID 


OJ000214_20.0321>.C17 


CI O T"l o Mo 


1 01 041 


Strand 




OLalL 


1 
-L 


End 


2838 


Name 


D.T0 009 1 4 


20 . 0321 . C17 . o2 . tm Method 


TBLASTX: Maize 


OLdl L 


4 fiR 


End 


681 


CI 
bl 


none 


Score 


307 


Exons 


HOD. . D DO j 


, 466. .666, 589. .681 




Seq. No. 


47504 


Seq. ID 


OJ000214_20.0321.C19 


Gene No. 


101042 


Strand 


+ 


Start 


1 


End 


1154 


Name 


OJ000214 


20 032 1 . CI 9 . ol . np Method 


AAT/NAP 


Start 


1 


End.. 


' 1154 


GI 


7488195 


Score 


556 


Exons 


1..209, 281. .491, 662. .899, 1112. .1154 





GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.70 - Arabidopsis thaliana gi | 3021270 | emb | CAA184 65 . 1 | 
(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269165 | emb | CAB79273 . 1 | (AL161558) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



49181 




Seq. No. 


47504 






Seq. ID 


OJ000214_20.0321 


.019 


Gene No. 


101042 






Strand- • 


+ 




Start • 


1 


*■ - 




End 


1154 




Name 


OJ000214 


20.0321.C19.ol, 


.gs 


Method 


GENSCAN 




Start 


51 






End 


903 




GI 


none 






Score 


. 53 




Exons 


51 . .209, 


281 . .4 91, 662 . , 


. 903 








Seq. No. 


47504 






Seq. ID 


OJ000214 20.0321 


. C19 


Gene No. 


101042 






Strand 


+ 




Start 


1 






End 


1154 




Name 


OJ000214 


_20.0321.C19.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


57 






End 


897 




GI 


none 






Score 


110 




Exons 


57. .221, 


272. .490, 280.. 


.486, 


652. .897, 


654. .896 





Seq. No. 47504 

Gene No. 101042 

Start 1 

Name OJ000214_20 . 0321 . CI 9 . ol 

Start 117 

GI none 

Exons 117.. 209, 122.. 202, 272 

Seq. No. 47504 

Gene No. 101042 

Start 1 

Name OJ000214_20 . 0321 . CI 9 . ol 

Start 155 

GI none 

Exons 155.. 202, 156.. 209, 272 



Seq. ID OJ000214_20.0321.C19 

Strand + 

End - 1154 

.tc Method TBLASTX: Cress 

End 774 

Score 85 
..502, 295. .489, 652. .774, 687. .773 

. Seq. ID OJ000214_20.0321.C19 

Strand + 

End 1154 

.tm Method TBLASTX: Maize 

End 4 94 

Score 81 
..490, 280. .489, 315. .494, 351. .491 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47504 



Seq. ID OJ000214_20.0321.C1< 



101042 Strand 

1 End 

OJ000214_20. 0321.C19.ol. tw Method 

275 End 

none Score 
275. .499, 280. .495, 649. .774 



+ 

1154 

TBLASTX: Wheat 

774 

233 



Seq. No. 47504 

Gene No. 101042 

Start 1 

Name OJ000214_20 . 0321 . C19 . o2 . tm 

Start 652 

GI none 

Exons 652. .897, 687. .908, 687. .896, 776. .916 



Seq. ID OJ000214_20.0321.C19 



Strand 
End 

Method 

End 

Score 



+ 

1154 

TBLASTX: Maize 

916 

245 



Seq. No. 47505 Seq. ID 

Gene No. 101043 Strand 

Start 998 End 

Name OJ000214_20 . 0321 . C20 . ol . gs Method 

Start 998 End 

GI none Score 

Exons 998.. 1117 



OJ000214_20.0321.C20 

1117 
GENSCAN 
1117 
.83 



Seq. No. 47506 Seq. ID OJ000214_20 . 032 1 . C21 

4 9182 




Gene No. 


101044 




Strand 


+ 






Start 


195 




End 


894 






Name • 


A Trtft AOI /I A A A O O 1 ^ A 1 i 

OJ000214 20 . 0321 . C21 . ol 


.gs 


Method 


GENSCAN 






Start 


t a c 

195 




End 


894 






GI 


none 




Score 


. 87 






Exons 


1 a. c 0 a c icn 0 d a 
19b. .325, /o9..o94 












Seq. No. ' 


47507 ** 




Seq. ID 


OJ000214 


_20.0321 


.C23 


Gene No. 


101045 




Strand 


+ 






Start 


0 0 
2 9b 




End 


417 






Name 


/~\ T A A A A "1 VI A A A "3 A "1 /"t A A — 1 

OJ000214_20 . 0321 . C23 . ol , 


.gs 


Method 


GENSCAN 






Start 


298 




End 


4 17 






GI 


none 




Score 


A "7 

. 97 






Exons 


O A O All 

298 . .417 












Seq. No. 


A ~1 C A T 

47507 




Seq. ID 


TA A A A 1 A 

OJ000214 


A A A O A 1 

20 . 0321 


. C23 


Gene No . 


101046 




Strand 








Start 


675 




End 


1133 






Name 


OJ000214 20.0321.C23.ol, 


.np 


Method 


AAT/NAP 






Start 


675 




End 


1133 






GI 


6002786 




Score 


75 






Exons 


675. .772, 1055. .1133 












GI Descrip. 


(AF14 9809) circumsporozoite 


protein precursor homolog [Oryzi 




sativa] 












Sep; . No . 


47508 




Seq. ID . 


OJ000214 


_20. 0321 


.C24 


Gene No. 


101047 




Strand 


+ 






Start 


79 




End 


8 98 






Name 


OJ000214 20.0321.C24.ol, 


.gs 


Method 


GENSCAN 






Start 


79 




End 


898 






GI 


none 




Score 


.74 






Exons 


79. .173, 382. .448, 792.. 


.898 










Seq. No. 


47509 




Seq. ID 


OJ000214 


_20.0321 


.C25 


Gene No. 


101048 




Strand 








Start 


537 




End 


1179 






Name - 


OJ000214 20.0321.C25.ol. 


.gs 


Method 


GENSCAN 






Start 


537 




End 


697 






GI 


none 




Score 


.83 






Exons 


537. .697 












Seq. No. 


47509 




Seq. ID 


OJ000214_ 


_20.0321 


.C25 


Gene No. 


101048 




Strand 








Start 


537 




End 


1179 






Name 


OJ000214 20.0321.C25.ol. 


np 


Method 


AAT/NAP 






Start 


588 




End 


1179 






GI 


7228450 




Score 


117 






Exons 


588. .'796, 927. .1052, 1105. .1179 








GI Descrip. 


(AP001366) .hypothetical 


protein [Oryza 


sativa] 






beq. no. 


47510 




Seq. ID 


OJ000214_ 


_20.0321 


.C26 


Gene No. 


101049 




Strand 


+ 






Start 


5038 




End 


8576 






Name 


OJ000214 20.0321.C26.o3. 


gs 


Method ' 


GENSCAN 






Start 


5038 




End 


8554 






GI 


none 




Score 


.51 






Exons 


5038. .5259, 5553. .7800, 


7913 


..8033, 8072. .8176, 


8530. .8554 



49183 



Seq. No. 47510 
Gene No. 101049 
Start 5038 

Name OJ000214_20 . 0321 . C26 . ol . np 

Start 5544 
GI 7444451 
Exons 5544.. 7995, 8080.. 8576 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID . OJ000214_20.0321.C26 
Strand + 
End 8576 
Method AAT/NAP 
End 8576 
Score 2742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47510 

101050 

1150 

OJ000214_20.0321.C26.o2.gs 

1150 

none 



Seq. ID OJ000214_20.0321.C26 
Strand 

End 2093 

Method GENSCAN ■ 

End . 2093 

Score .63 



1150. .1553, 1618. .1705, 1747. .1926, 1980. .2093 



Seq. No. 47510 

Gene No. 101051 

Start 5633 

Name OJ000214_20 . 0321 . C26 . ol . tm 
Start . .5633 

GI none 

Exons 5633.. 5755, 5634.. 5726, 5754. 



Seq. ID OJ000214_20.0321.C26 
Strand 

End 6059 

Method TBLAS TX : Ma i z e 

End 6059 

Score 101 
.6059 



Seq. No. 47510 

Gene No. 101052 

Start 6297 

Name OJ000214_20 . 0321 . C26 . ol . tw 

Start 6297 

GI none 

Exons 6297.. 6662, 6330.. 6644 



Seq. ID OJ000214_20.0321.C26 
Strand 

End 6674 

Method TBLASTX : Wheat 

End 6662 

Score 389 



Seq. No. 47510 ... 

Gene No. 101052 

Start 6297 

Name OJ000214_20 . 0321 . C26 . o4 . tm 

Start 6372 

GI none 

Exons 6372.. 6674, 6372.-6494, 6522. 



Seq. ID OJ000214_20. 0321X26 
Strand 

End 6674 

Method TBLASTX : Maize 

End 6674 

Score 251 
.6641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47510 

101053 

6732 

OJ000214_20.0321.C26.o3.ts 
. 6732' 
none 



Seq. ID OJ000214_20.0321.C26 
Strand 

End 7145 

Method TBLASTX : Soybean 

End 7145 

Score 69 



6732. .6836, 6843. .6953, 6966. .7145 



Seq. No. 47510 

Gene No. 101054 

Start 7139 

Name OJ000214_20 . 032 1 . C26 . ol . tc 

Start 7139 



Seq. ID OJ000214_20.0321.C26 
Strand 

End 7604 

Method TBLASTX : Cress 

End 7604 



49184 



GI none Score 319 

Exons 7139.. 7315, 7140.. 7604, 7152.. 7430, 7460.. 7603 



Seq. No. .47510 Seq. ID 

Gene No. 101054 Strand 

Start 7139 End 

Name *■ OJ000214_20 . 0321 . C26 . o2 . ts Method 

Start 7152 End 

GI none Score 

Exons 7152.. 7586 



OJ000214_20.0321.C26 
7604 

TBLASTX: Soybean 

7586 

236 



beq. no. 


4 / D 1U 








beq. 1U 


/^Tnnnoi a on noon 
UJUUUZ14 ZU.UJzl 


. LZ D 


Gene No . 


1U 1U04 








otrana 






O A~ -i vA- 

btart 


/ loy 








bna 


/ bU4 




Name 


r\ to n n o i / on 


n "3 o i 


L>Z 0 . OZ 


4- T T 

. tw 


Method 






btart 


T O A A 

/z44 








bna 


"7 c n A 
1 OU4 




GI 


none 








Score 


272 




Exons 


7244. .7600, , 


7260. 


.7604 










Seq. No. 


a n a 1 n 
4 /510 








Seq. ID 


OJUU0214 20.0321 


. C2 6 


Gene No. 


1U1U54 








Strand 






Start 


ti on 

/ 133 








End 


7 oU4 




Name 


OJUUU^14 zU, 


n o o i 
. U J2 1 . 


poc rtO 
C2 0 . OZ 


. tm 


till 4_ L _ J 

Metnoa. 


TBLASTX : Maize 




Start 


TOCO 








End 


"7 C O O 

7583 




GI 


none 








Score 


273 




Exons 


7253. .7579, 


7260. 


.7583 










beq. no. 










beq. ID 


ATnnnoi ^ on noon 
OJUUUzl4 z(J.Uo21 


. C2 D 


Gene No . 


i n i ncc 








Strand 






otart 










T7> _ _J 






Name 


UJ UUUz 14 Zv , 


n "3 o i 
. UoZ 1 . 


po c ^o 


A- T t 

. tw 


Metnoa 


1 BLAb 1 a : wneat 




OA , vf 

otart 










bna 


boo / 




GI 


none 








Score 


92 




Exons 


8252. .8380, 


8404. 


.8499, 


8405. 


.8557 






Seq. No. 


4 /OlU 








Seq. ID 


r\ ta n n o i /i on nooi 

OJ000214 20.0321 


. C2 6 


Gene No . 


i m n c c 
1(J lUbo 








Strand 






Start 


QOCO 

ozoz 








End 


O C T C 

oo/o 




Name 


oTnnnoi /i on 
OJUUU214 ZU . 


. U J 2 1 . 


C2 b . Oo 


. tm 


Metnoa 


TBLASTX : Maize 




Start 


o o c c 

8255 








End 


8572 




GI 


none 








Score 


258 




Exons 


8255. .8572, 


8272. 


.8571 










Seq. No. 


47510 








Seq. ID 


OJ000214_20.0321 


.C26 


Gene No. 


101055 








Strand 






Start 


8252 








End 


8575 




Name 


OJ000214 20. 


,0321. 


C26.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


8264 








End 


8554 




GI 


none 








Score 


66 




Exons 


8264. .8326, 


8318. 


.8554, 


8356. 


.8502 






Seq. No. 


47510 








Seq. ID 


OJ000214_20.0321 


.C2 6 


Gene No. 


101055 








Strand 






Start 


8252 








End 


8575 




Name 


OJ000214 20. 


0321. 


C26.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


8333 








End 


8575 




GI 


none 








Score 


262 





49185 



Exons 



8333. .8575, 8338. .8571 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47511 Seq. ID 

101056 Strand 

399 End 
OJ000214_20 . 0321 . C29 . ol . gs Method 

399 End 

none Score 

399. .557, 744. .778, 1184. .1295 

47511 Seq. ID 

101056 Strand 
399 End 
OJ000214_20 . 0321 . C29. ol . np Method 
64 4 End 
7228450 Score 
644. .742, 902. .1004, 1114. .1241, 1326. .14.47 
(AP001366) hypothetical protein [Oryza sativa] 



OJ000214_20.0321.C29 
+ 

1447 
GENSCAN 
1295 
.52 



OJ000214_20.0321.C29 
+ 

1447 
AAT/NAP 
1447 
226 



20.0321.C30 



47512 Seq. ID OJ000214_ 

101057 Strand + 

1 End 4021 

OJ000214_20 . 0321 . C30 . o2 . np Method AAT/NAP 
1 End 3665 

6063554 ; . - Score • 209 

1..28, 2101. .2300, 2384. .2430, 3490. .3665 

(AP000615) ESTs AU075609 (C63344 )■ , C71850 (E04 64 ) , C98 611 { E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47512 Seq. ID 

101057 Strand 

1 End 

OJ000214_20 . 0321 . C30 . ol . np Method 

1151 End • 

7486088 Score 
1151. .1627, -3925. .4021 

hypothetical protein F24J7.20 - Arabidopsis thaliana 



OJ000214_20.0321.C30 
+ 

4021 
AAT/NAP 
4021 
282 , 



47512 
101057 
1 

OJ000214_20.0321.C30.ol.gs 
1182 
none 

1182. .1264, 1329. . 1427, 
2384. .2561, 2843. .2940 



Seq. ID OJ000214__20.0321.C30 

Strand + 

End 4021 

Method GENSCAN 

End 2940 

Score .66 
1445. .1620, 1954. .2002, 2078. .2330, 



Seq. No. 47512 

Gene No. 101058 

Start 4836 

Name OJ000214_20 . 0321 . C30 . ol . tm 

Start 1191 

GI none 

Exons 1191.. 1247, 1246.. 1350, 
1346. .1375, 1347. .1376 



Seq. ID OJ000214_20.0321.C30 

Strand + 

End 4901 

Method TBLASTX : Mai ze 

End ■ 1376 

Score 82 
1247. .1351, 1248. .1355, 1249. .1356, 



49186 



Seq. No. 47512 Seq. ID 
Gene No. 101058 Strand 
Start 4836 «r- End- 
Name OJ000214_20 . 0321 . C30 . o3 . np Method 
Start 4836 End 
GI 6983858 Score 
Exons 4836... 4901 

GI Descrip. (AP001168) Similar to gypsy-type- retrotransposon RIRE8B DNA, . 
internal region (AB014741) [Oryza sativa] 



OJ000214_20.0321.C30 
+ 

4 901 

AAT/NAP * 8 - 

4901 

108 



Seq. No. 47513 Seq. ID 

Gene No. 101059 Strand 

Start 525 End 

Name OJ000214_20 . 0321 . C32 . ol . gs Method 

Start 525 End 

GI none Score 

Exons 525 . . 704 



OJ000214_20.0321.C32 
+ 

704 

GENS CAN 

704 

.9 



Seq. No. 47513 Seq. ID 

Gene No. 101059 Strand 

Start 525 End 

Name OJ000214_20 . 0321 . C32 . ol . np Method 

Start 525 End 

GI .6686882 Score 

Exons 525.. 704 

GI Descrip. (AJ270301) putative beta-galactosidase [Arabidopsis thaliana] 



OJ000214_20.0321.C32 
+ 

704 

AAT/NAP 

704 

117 



Seq. No. 47514 Seq. ID 

Gene No. 101060 Strand 

Start 526 End 

Name OJ000214_20 . 0321 . C33 . ol . np Method 

Start 526 End 

GI 6686886 Score 

Exons 526.. 689, 1040.. 1109 

GI Descrip. (AJ270303) putative beta-galactosidase [Arabidopsis thaliana] 



OJ000214_20.0321.C33 
+ 

1109 
AAT/NAP 
1109 
102 



Seq. No. 47514 Seq. ID OJ000214 

Gene No. 101060 Strand + 

Start 526 End 1109 

Name OJ000214_20 . 0321 . C33 . ol . gs Method GENSCAN 

Start 587 End 682 

GI none Score .79 

Exons 587 . . 682 



20.0321.C33 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47515 Seq. ID 

101061 Strand 

4 63 End 

OJ000214_20 . 0321 . C36 . ol . np Method 

4 63 End 

7106516 Score 



OJ000214_20.0321.C36 
+ 

2823 
AAT/NAP 
2807 
112 



463. .635, 2360. .2607, 2787. .2807 

(AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



47515 

101061 

463 

OJ000214 



_20.0321.C36.o2.np 



Seq. ID OJ000214_20.0321.C36 

Strand + 

End 2823 

Method AAT/NAP 



49187 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^ Seq. No. 

v ^ Gene No . 

SI Start 

M Name 

Start 

*** GI 

lz Exons 



1542 End 2644 

5080769 Score 190 

1542. .1653, 2177. .24 67, 2594. .264 4 
(AC007576) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000214_20.0321.C36 

Strand + 

End 2823 

Method AAT/GAP 

End 2823 

Score 1600 



47515 
101061 
463 

OJ000214_20.0321.C36.o2.gp 
1997 

10698_1.R1084 
1997. .2823 

'5080769/gb|AAD39279.1|AC007576_2 7.0e-ll (AC007576) Unknown 
protein [Arabidopsis thaliana] ' 



47515 Seq. ID 

101061 Strand 

4 63 End 
OJ000214_20. 0321.C36.o2.gs Method 

2150 " End 

none Score 
2150. .2647 



OJ000214_20.0321.C36 
+ 

2823 
GENSCAN 
2647 
.92 



OJ000214 20.0321.C36 



47515 Seq. ID 

101062 v Strand 

1164 "" End 1476 

OJ000214_20. 0321.C36.ol.gp Method AAT/GAP 

1164 End " 1476 

77434JL. R1084 Score 100 
1164. .1186, 1409. .1476 

? 2827528/emb|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



47515 

101063 

3969 

OJ000214_20.0321.C36;ol.tm 

2140 

none 



Seq. ID OJ000214_20.0321.C36 
Strand 

End 4696 

Method TBLASTX : Maize 

End 2656 

Score 78 



2140. .2235, 2149. .2379, 2150. .2377, 2293. .2379, 2519. .2560, 
2519. .2560, 2609. .2656, 2615. .2647 



Seq. No. 47515 

Gene No. 101063 

Start 3969 

Name OJ000214_20 . 0321 . C36 . ol . ts 
Start " 2140 

GI none 

Exons 2140.. 2235, 2149.. 2379, 2150. 

Seq. No. 47515 

Gene No. 101063 

Start 3969 

Name OJ000214_20 . 0321 . C36 . ol . tw 

Start 2162 

GI none 

Exons 2162.. 2224, 2165.. 2377, 2173. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2377, 2293. .2379 



OJ000214_20.0321.C36 
4696 

TBLASTX: Soybean 
2379, 
81 



Seq. ID OJ000214_20.0321.C36 
Strand 

End 4696 

Method TBLASTX : Wheat 

End 2388 

Score 233 
.2382, 2308. .2388 



49188 



Seq. No. 


47515 




Seq. ID 


OJ000214_20 


.0321. C36 


bene no. 


lUlUb j 




Strand 






Start 


O ft d ft 




End 


A C ft C 

4 by b 




Name 


AiftAftoi /i or* noon r^^c _ o 

OJ000214 zU . Uo2 1 . C Jb . o3 


.gs 


Method 


GENSCAN 




Start 


o ft ^ ft 

jy6y 




End 


/i £ ft <c 
4 by b 




GI 


none 




Score 


. O / 




Exons 


■5q/"q yiftftft yi onn yi coc 

jyby..4uuu, 4oyu..4byb 








- 


O " ^ ■ L»U • 


47516 




Seq. ID 


OJ000214 20 


0321 C37 


Gene No. 


101064 




Strand 


+ ~~ 




Start 


1 




End 


4412 




Name 


OJ000214 20.0321.C37.ol 


-gp 


Method 


AAT/GAP 




Start 


1 




End 


404 




GI 


LIB3477-003-P1-K1-E9 




Score 


153 




Exons 


1..83, 384. .404 










GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMP01 


_0RYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47516 
101064 
1 

OJ000214_20.0321.C37.o2.gp 
102 

LIB34 32-059-Pl-Kl-ti8 
102. .561 

1 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ? 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_ 
+ 

4412 
AAT/GAP 
561 
755 



20.0321.C37 



47516 
101064 
1 

OJ000214_20.0321.C37.ol.gs 
120 
none 



End 

Method 
End 
Score 

120. .184, 576. .681, 795. .1344, 1362. .1549, 1622. .1697, 
1786. .27.65, 2869. .3069, 3174. .3692, 3975. .4412 



Seq. ID OJ000214_20.0321.C37 
Strand + 

4412 
GENSCAN 
4412 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47516 • Seq. ID 

101065 Strand 

4 4 95 End 

OJ000214_20 . 0321 . C37 . o2 . gs Method 

4 4 95 End 

none Score 
4495. .4677, 5029. .5487 

47516 ' Seq. ID 

101065 Strand 

4 4 95 End 
OJ000214_20. 0321.C37.ol.np Method 

4888 End 

7489805 Score 
4888. .5566 

polyprotein - maize retrotransposon Cinful-1 

gi | 4206306 | gb | AAD11615 . 1 | (AF049110) prpol [Zea mays] 



OJ000214_20.0321.C37 

5566 
GENSCAN 
5487 
.54 



OJ000214 20.0321.C37 



5566 
AAT/NAP 
5566 
482 



49189 




Seq. No. 


47516 




Seq. ID 


OJ000214_20.0321.C37 


Gene No. 


101065 




Strand 




Start 


A A Q a 

4 4 yD 




hna 


JJDD 


Name 


/"\T/"^nA01 A OA rtTOI pOl J- _ 

OJUUUzl4 zU . \JoZ 1 . Co / . Ol . tm 




Method 


1 rJLAb 1 a : Ma x z e 


Start 


cone 




End 


04 4 o 


GI 


none 




Score 


on a 
zU4 


Exons 


OZUb . . 0 4 4 O 








Seq. No. 


47516 




Seq. ID 


OJ000214_20.0321.C37 


Gene No. 


101065 




Strand 




Start 


A A Q C 

4 4 y 0 




bna 


DO Do 


Name 


UJUUUZ14 zU.Uj^l.Lo/.Ol.tW 




Method 




Start 


D*: lo 




Lna 


o4 y j 


GI 


none 




Score 


1 AO 

LUZ 


Exons 


coic co^^r cot/i c/ifio 
DZlo..oo4o, oo/4..o4yo 








Seq. No. 


4 /Ol / 




beq. ID 


ataahoi a oo nooo oo 


Gene No. 


101066 




Strand 


+ 


Start 


-1 




End 


316 


Name 


OJ000214 22.0328.C2.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


316 


GI 


6175185 




Score 


97 


Exons 


1..99, 179. .316 








GI Descrip. 


(AC011437) ankyrin-like protein [Arabidopsis thaliana] 


•Seq. No. 


47517 




Seq. ID 


OJ000214_22.0328.C2 


Gene No. 


101066 




Strand 


+ 


Start 


1 




End 


316 


Name 


OJ000214 22.0328.C2.ol.gs 




Method 


GENSCAN 


Start 


40 




End 


268 


GI 


none 




Score 


.97 


Exons 


40. .99, 179. .268 . 








Seq. No. 


47517 




Seq. ID 


OJ000214_22.0328.C2 


Gene No. 


101067 




Strand 


+ 


Start 


7017 




End 


- 12373 


Name 


OJ000214 22.0328.C2.o3.gs 




Method 


GENSCAN 


Start 


7017 




End 


8318 ' 


GI 


none 




Score 


.99 


Exons 


7017. .8318 








Seq. No. 


47517 




Seq. ID 


OJ000214_22.0328.C2 


Gene No. 


101067 




Strand 


+ 


Start 


7017 




End 


12373 


Name 


OJ000214 22.0328.C2.o3.np 




Method 


AAT/NAP 


Start 


7017 




End 


12373 


GI 


5922631 




Score 


5546 


Exons ' 


7017. .7141, 7400. .7644/ 78' 


94 . 


.8096, 8142. .8713, 8756. .8907, 




9034. .9957, 10564. .12373 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 




region of the predicted gene. 


; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. 


(AF049110) [Oryza sativa] 




gi | 60168 64 | dbj | BAA85207 . 1 1 


(AP000570) 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of the 



predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



49190 



Seq. No. 47517 Seq. ID 

Gene No. 101067 Strand 

Start 7017 End 

Name ■ OJ000214_22 . 0328 . C2 . o4 . gs Method 

Start 8433 End 

GI none Score 

Exons 8433.-9957, 10123.. 12364 



OJ000214_22.0328.C2 
+ 

12373 
GENSCAN 
12364 
.4 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47517 

101068 

800 

OJ000214_22 . 0328 . C2 . o2 . gs 

800 

none 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 4 663 

Method GENSCAN 

End 4 663 

Score .58 



800. .823, 931. .991, 1335. .1467, 2115. .2285, 3393. .3542, 
3800. .3944, 4128. .4162, 4258.-4332, 4537. .4663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47517 Seq. ID 

101068 Strand 

800 End 

OJ000214_22.0328 .C2 . o2 . np Method 

1908 End 

7489605 Score 
1908.. 2214, 3909.. 4003 

zinc-finger protein S3574 - rice gi | 3618320 | dbj | BAA33206 . 1 | 
(AB001888) zinc finger protein [Oryza sativa] 



OJ000214_22.0328.C2 

4663 
AAT/NAP 
4003 
408 



Seq. No. 47517 

Gene No. 101068 

Start 800 

Name OJ000214_22 . 0328 . C2 . o4 . tm 

Start 1908 

GI none 

Exons 1908.. 1946, 1911.. 1949, 1918. 

1986. .2036, 1994. .2044, 1994. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 22. 0328. C2 



4663 

TBLASTX: Maize 
2226 
65 

.1995, 1950. .1994, 1956. .2042, 
.2041, 2047. .2226, 2048. .2194 



U Seq. No. 47517 Seq. ID OJ000214_22 . 0328 . C2 

;=i Gene No. 101068 » Strand 

It Start 800 End 4 663 

W Name OJ000214_22 . 0328 . C2 . ol . gp Method AAT/GAP 

Q Start 1911 End 3334 

GI 7_1.R1084. Score 523 . 

Exons 1911.. 2218, 3302.. 3334 

GI Descrip. 1 3618320/dbj | BAA33206 | 0.0e+00 (AB001888) zinc finger protein 
[Oryza sativa] 1 



Seq. No. 47517 Seq. ID 

Gene No. 101069 Strand 

Start 8318 End 

Name OJ000214_22 . 0328 . C2 . 06 . tw Method 

Start 8318 End 

GI none Score 

Exons 8318.. 8587, 8319.. 8720 



OJ000214_22.0328.C2 
8720 

TBLASTX: Wheat 

8720 

284 



Seq. No. 

Gene No, 
Start 



47517 

101070 

9297 



Seq. ID 

Strand 

End 



OJ000214 22. 0328. C2 



9754 



49191 



Name 

Start 

GI 

Exons 



OJ000214_22 . 0328 . C2 . o5 . tw Method 
9297 End 
none Score 
9297. .9473, 9518. .9754, 9522. .9752 



TBLASTX: Wheat 
.9754 . - 
149 



Seq. No. 47517 Seq. ID 

Gene No. 101070 Strand 

'Start 92 97 " End 

Name OJ000214_22 . 0328 . C2 . 06 . tm Method 

Start 9605 End 

GI none Score 

Exons 9605..9751 # 9606.. 9752 

Seq. No. 47517 Seq. ID 

Gene No. 101071 Strand 

Start 9974 End 

Name OJ000214_22 . 0328 . C2 . ol . tw Method 

Start 9974 End 

GI none Score 

Exons 9974.. 10429, 9975.. 10430 

Seq. No. 47517 Seq. ID 

Gene No. 101071 Strand 

Start 9974 End 

Name OJ000214_22 . 0328 . C2 . o3 . ts Method 

Start 10014 -End 

GI none Score 

Exons ' 10014. .10238, 10245.. 10379 



OJ000214_22.0328.C2 
9754 

: TBLAS TX : Ma i z e 
9752 
183 



OJ000214_22.0328.C2 
10460 

TBLASTX: Wheat 

10430 

491 



OJ000214_22.0328.C2 
10460 

TBLASTX: Soybean 

10379 

136 



Seq. No. 47517 

Gene No. 101071 

Start 9974 

Name OJ000214_22 . 0328 . C2 . o2 . tm 

Start 10104 

GI none 

Exons 10104 . .10460, 10145.. 10450 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 10460 

Method TBLASTX: Maize 

End 104 60 

Score 375 



Seq. No. 
Gene No- 
Start 
Name 
Start 
GI 

Exons 



47517 Seq. ID 

101072 Strand 

10545 End 

OJ000214_22 . 0328 . C2 . o2 . tw Method 

10545 End 

none Score 



OJ000214_22.0328.C2 
11259 

TBLASTX: Wheat 

10969 

448 



10545. .10964, 1058 9 10969, 10592. .10969 



Seq. No. 47517 

Gene No. 101072 

Start 10545 

Name OJ000214_22 . 0328 . C2 . ol . ts 

Start 10623 

GI none 
Exons 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 11259 

Method TBLASTX : Soybean 

End 11024 

Score 314 



10623. . 11024, 10640. . 10783, 10820. . 10990 



Seq. No. 47517 

Gene No. 101072 

Start 10545 

Name OJ000214 22 . 0328 . C2 . o3 . tm 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 11259 

Method TBLASTX : Maize 



49192 



Start 
GI 

Exons 



10691 
none 

10691. .10945, 10692. . 10946, 
11109. . 11135 



End 11135 
Score 275 
10967. .11098, 10968. .11111, 



Seq. No. 47517 

Gene No. 101072 

Start 10545 

Name OJ000214_22 . 0328 . C2 ." o7 . tw 

Start 10973 

GI none 

Exons 10973. .11050, 10974 .. 1 1255 , 

Seq. No. 47517 

Gene No. 101073 

Start 11250 

Name OJ000214_22 . 0328 . C2 . o2 . ts 

Start 11250 

GI none 

Exons 11250. .11354, 11258 .. 11638 , 

Seq. No. 47517 

Gene No. 101073 

Start 11250 

Name OJ0002 14_22 . 0328 . C2 . o3 . tw 

Start 11259 

GI none 

Exons 11259. .11681, 11267.. 11671 

Seq. No. 47517 

Gene No. 101073 

Start 11250 

Name OJ000214_22 . 0328 . C2 . o5 . tm 

Start 11511 

GI none 

Exons 11511. .11765 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 11259 

Method TBLASTX : Wheat 

End 11259 

Score 27 6 
11109. .11258, 11161. .11259 

Seq. ID OJ000214_22.0328.C2 
Strand 

End 11765 

Method TBLASTX : Soybean 

End 11638 

Score 86 
11394.. 11636 

Seq. ID OJ000214_22.0328.C2 
Strand 

End 11765 

Method TBLASTX: Wheat 

..-End 11681 

Score 414 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 11765 

Method TBLASTX : Mai ze 

End 11765 

Score 193 



Seq. No.' 47517 

Gene No. 101074 

Start 11697 

Name OJ000214_22 . 0328 . C2 . 08 . tw 

Start 11697 

GI none 

Exons 11697. .11828, 11856.. 11996 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 11996 

Method TBLASTX : Wheat 

End 11996 

Score 126 



Seq. No. 47517 

Gene No. 101075 

Start ■-■-■■■11993 

Name OJ000214_22 . 0328 .C2 . ol . tm 

Start 11993 

GI none 

Exons 11993. .12304, 11994 .. 12317, 
12309. .12356 



Seq. ID OJ000214_22.0328.C2 
■'• Strand 

End 12371 

Method TBLASTX : Mai ze 

End 12356 

Score 44 6 
12014. .12328, 12308. .12355, 



Seq. No. 
Gene No. 
Start 



47517 

101075 

11993 



Seq. ID OJ000214_22.0328.C2 
Strand 

End 12371 



49193 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214_22 . 0328 .C2 . o4 . tw Method TBLASTX : Wheat 

11999 End 12371 

none Score 395 

11999. .12310, 12000. .12371, 12195. .12368 



47518 
101076 
1 

OJ000214_22.0328 .C3.ol.np 
1 

5902445 
1. .497 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000214_22.0328.C3 

Strand + 

End 500 

Method AAT/NAP 

End 4 97 

Score 837 



Seq. No. 47518 

Gene No. 101076 

Start 1 

Name OJ000214_22 . 0328 . C3 . ol . gs 

Start 118 

GI .none 

Exons 118.. 500 



Seq. ID OJ000214_22.0328.C3 

Strand + 

End 500 . 

Method GENSCAN 

End • 500 

Score .46 



Seq. No. 47518 

Gene No. 101077 

Start 815 

Name OJ000214_22 . 0328 . C3 . ol . tw 

Start 27 

GI none 
Exons 



Seq. ID OJ000214_22.0328.C3 
Strand 

End 1707 

Method TBLASTX : Wheat 

End 488 

Score 142 



27. .152, 35. .136, 207. .365, 351. .488 



Seq. No. 47518 

Gene No. 101077 

Start 815 

Name OJ000214_22 . 0328 . C3 . ol . tm 

Start 216 

GI . none 

Exons ' 216... 368, 347. .451, 348 . .449 



Seq. ID OJ000214_22.0328.C3 
Strand 

End 1707 

Method TBLASTX: Maize 

End 451 

Score 152 



Seq. No. 47518 

Gene No. 101077 

Start 815 

Name OJ000214_22 . 0328 . C3 . o2 . gs 

Start 815 

GI none 
Exons 



Seq. ID OJ000214_22.0328.C3 
Strand 

End 1707 

Method GENSCAN 

End 1707 

Score . .99 



115. .1263, 1336. .1440, 1512. .1707 



Seq. No. 47518 

Gene No. 101077 

Start 815., 

Name OJ000214_22 . 0328 . C3 . o2 . np 

Start 818 

GI 5902446 

Exons 818.. 1276 

GI Descrip. (AB030283) orf5 [Oryza sativa] 

Seq. No. 47519 

Gene No. 101078 



Seq. ID OJ000214_22.0328.C3 
Strand 

End 1707 

Method AAT/NAP 

End 1276 

Score 723 



Seq. ID OJ000214_22.0328.C4 
Strand 



491.94 





9 1 




HI 1(J. 


1 ^90 

1 JZU 


Name 


meson?! A 99 0*39ft P4 nl 


gs 


Method 


otilNoOilN 


Of 2 — J- 

otart 


9 1 _ 

Z JL 




Urna 


i Ton 
1 ozu 


pt 


none 




Score 


ft 4 




91 9 ^Q7 1^90 








oeq . lno . 


4 / D 1 J 




oeq . iu 


Pi T0009 1 4 
UJ UUUZ11 


Gene No. 


101078 




Strand 




Start 


21 




End 


1320 ' 


Name 


D.T00091 4 99 n??ft P4 n1 

UUUUUZ14 ^ ^ . UJ^.O . w 4 . X • 


np 


Method 


AAT /NAP 


b tart 


TOO 

jo o 




End 


1 9ft 1 
1 Z O 1 


P T 


c Q n 9 A A ft 

o y UZ H Q O 




Score 


1 CQO 

loyj 


Exons 


OQQ 1 9 ft 1 








ui uescnp. 


\H£JU OUZO j / Oil J [vJXy^a 


sativa] 




Seq. No. 


47519 




Seq. ID 


OJ000214 


Gene No. 


101078 




Strand 




Q +- -a -r t" 


91 
i 




End 


1 ^90 


Name 


n Tnnnoi ^ 99 0"39ft P4 <^i 


tw 


Method 




o car t 


ft 7 1 _ 
0/1 




End 


I 1 £1 

I I Ol 


PT 


none 




Score 


910 
Z 1U 


Exons 


ft 7 1 1 1 CI 
0 / 1 . . 1 1 O 1 








oeq . wo . 


4 7 con 




Seq. ID 


Pi T0009 1 A 
KJO UUUZ 1 4 


Gene No. 


101079 




Strand 


+ 


Start 


174 




End 


1801 


in a. me 


0 100091 4 99*- 0^9R PS ol 
UJUUUZ14 Z/?iW jZO . Lj . Ol . 


np 


Method 


aaT /mad 


o tar l 


1 "7 A 
1/4 




End ' 


1 Q Pi 1 

1 o U 1 


bl 


£ C O Q C Q Q 




Score 


9 19 

Z 1Z 


Exons 


17/1 All 1Q01 
1/4. . 4 j / , 1/00.. lOUl 








\j± uescrip. 


/flDOOOfl^l 1 hunnf hoi- i pa 1 

\ r\tr\j uuo j / } nypotnctiCai 


. protein [Oryza 


sat i va J 


Seq. No. 


47520 




Seq. ID 


OJ000214 


Gene No. 


101079 




Strand 


+ 


Cf 2 y-+- 
OLdlL 


17 4 
1/4 




End 


1 ft 0 1 

lOUl 


Name 


PiT0 0 091 4 99 0 "5 9 ft PS /-\1 
UJUUUZ14 Zz , UjZo . Lj . Ol . 


gs 


Method 


r> x? M C P Zi M 




9 "3 "3 ~~ 




End 


/ oz 


P T 
ol 


none 




Score 


4 ^ 


Exons 


93*3 4S9 RQc; ico 

zoo. . 4oz , oyo. . / 0Z 








oeq . ino . 


4 7 S 9 0 
4 / DZ U 




Seq. ID 


P T0009 1 A 
UJ UUUZ 1 4 


Gene No . 


1 m no n 
IUIUoU 




Strand 




Start 


923 




End 


9202 


Name 


OJ000214 22.0328.C5.o2. 


np 


Method 


AAT/NAP 


Start 


923 




End 


9202 


GI 


7106512 




Score 


3352 


Exons 


923. .1272, 1327. .1524, 


1613. 


.2063, 6372 


!. .6955, 




9142'. . 920*2 









22. 0328. C5 



22. 0328. C5 



7580. .9068, 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 47520 Seq. ID 

Gene No. 101080 Strand 

Start 923 End 

Name OJ000214_22 . 0328 .C5.ol.gp Method 

Start 2803 End 

GI uC-osflcyp033a04bl Score 



OJ000214_22.0328.C5 

9202 
AAT/GAP 
3188 
673 



49195 



Exons 2803.. 3188 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


47520 


Seq. ID 


OJ000214 22.0328 


. C5 


Gene No. 


101080 


Strand 






Start 


923 


End 


9202 




Name 


OJ000214 22 . 0328 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


7689 


End 


9031 




GI 


none 


Score 


.83 : \ 




Exons 


7689. .8645, 9008. .9031 








Seq. No. 


47520 


Seq. ID 


OJ000214_22.0328 


.C5 


Gene No. 


101081 


Strand 






Start 


9286 


End 


9460 




Name 


OJ000214 22.0328.C5.o3.gp 


Method 


AAT/GAP 




Start 


9286 


End 


9460 




GI 


5816518 


Score 


166 




Exons 


9286. .9310, 9354. .9460 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB0134 50 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


47521 


Seq. ID 


OJ000214_22.0328 


,C6 


Gene No. 


101082 


Strand 






Start 


1 


End 


724 




Name 


OJ000214 22.0328.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


724 




GI 


7106512 


Score 


836 




Exons 


1. .724 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


47521 


Seq. ID 


OJ000214_22.0328 


.C6 


Gene No. 


101082 


Strand 






Start 


1 


End 


724 




Name 


OJ000214 22.0328.C6.ol.gs 


Method 


GENSCAN 




Start 


12 


End ^£7 6 




GI 


none 


Score """.4 4 




Exons 


12. .676 








Seq. No. 


• 47522 


Seq. ID 


OJ000214_22.0328 


.C9 


Gene No. 


101083 


Strand 


+ 




Start 


218 


End 


385 




Name 


OJ000214 22.0328.C9.ol.gs 


Method 


GENSCAN 




Start 


218 


End 


385 




GI 


none 


Score 


.58 




Exons 


218. .385 








Seq. No. 


47522 


Seq. ID 


OJ000214_22.0328 


.C9 


Gene No. 


101084 


Strand 


+ 




Start 


745 


End 


2613 




Name 


OJ000214 22.0328.C9.o2.gs 


Method 


GENSCAN 




Start 


745 


End 


2613 




GI 


none 


Score 


. 6 




Exons 


745. .920, 1479. .1526, 1610. .1704, 2381 


. .2613 




Seq. No. 


47522 


Seq. ID 


OJ000214_22.0328 


.C9 



49196 




Gene No. 


101085 


Strand 


- 


Start 


3041 


End 


3865 


Name 


OJ000214_22.0328.C9.o3.gs 


Method 


GENSCAN 


Start 


3041 


End 


3865 


GI 


none 


Score 


.49 


Exons 


3041 . . 3865 






Seq. No. 


4 7523 


Seq. ID 


OJ000214 22.0328.C13 


Gene No; 


101086 


Strand 


+ 


otart 


1 


End 


1637 


Name 


OJ000214 22.0328.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1637 


GI 


7106515 


Score 


1876 


Exons 


1. .1637 






GI Descrip. 


(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 



sativa] 

Seq. No. 47523 

Gene No. 101086 . 

Start 1 

Name OJ000214_22 . 0328 . C13 . ol . tm 

Start 463 

GI none 

Exons 463..831-, 480.. 545, 591.. 752 

Seq. No. 47523 

Gene No. 101086 

Start 1 

Name OJ000214_22 . 0328 . C13 . ol . tc 

Start 1134 

GI none 

Exons 1134.. 1391 



Seq. ID OJ000214_22.0328.C13 

Strand + 

End 1637 

Method TBLASTX : Maize 

End 831 

Score 293 



Seq. ID OJ000214_22.0328.C13 

Strand + 

End 1637 

Method TBLASTX : Cress 

End 1391 

Score 199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47523 

101086 

1 

OJ000214_22, 

1136 

none 

1136. .1276, 



0328.C13.o2. tm 



Seq. ID OJ000214_22.0328.C13 

Strand + 

■End 1637 

Method TBLASTX : Mai ze 

End 1457 

Score 170 



1137. .1364, 1382. .1456, 1383. .1457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47523 

101086 

1 

OJ000214_22. 

1383 

none 

1383. . 1565, 



0328.C13.ol.ts 



Score 

1385. .1543, 1401. .1562 



Seq. ID OJ000214_22.0328.C13 
Strand + 
End 1637 
Method TBLASTX : Soybean 
End 1565 
213.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47524 

101087 

1 

OJ000214_22. 
1 

6175185 
1..112, 534, 



Seq. ID OJ000214_22.0328.C14 
Strand 

End 7677 

0328.C14.ol.np Method AAT/NAP 

End 2798 

Score 169 
.715, 1506. .1637, 2432. .2577, 2680. .2798 



49197 



GI Descrip. (AC011437) ankyrin-like protein [Arabidopsis thaliana] 



Seq. No. 47524 

Gene No. 101087 

Start 1 

Name OJ000214_22 . 0328 . C14 . ol . gs 

Start 615 

GI none 
Exons 



Seq. ID OJ000214_22.0328.C14 
Strand 

End 7677 

Method GENSCAN 

End 7677 

Score .84 



615. .715, 1506. .1637, 2432. .2605, 2705. .2773, 2859.-2958, 
6237. .6245, 6346. .6584, 7546. .7677 



Seq. No. 47524 

Gene No. 101087 

Start 1 

Name OJ000214_22 . 0328 . C14 . ol . gp 

Start 3848 

GI none 

Exons 3848.. 4254 



Seq. ID OJ000214_22.0328.C14 
Strand 

End 7677 

Method AAT/GAP 

End 4254 

Score 810 



Seq. No. 47524 

Gene No. 101087 

Start 1 

Name OJ000214_22 . 0328 . C14 . o2 . gp 

Start 4602 

GI ' none 

Exons- 4602.. 5088 



Seq. ID OJ000214_22.0328.C14 
Strand 

End 7677 

Method AAT/GAP 

End 5088 

Score 772 



Seq. No. 47524 

Gene No. 101087 

Start 1 

Name OJ000214_22 . 0328 . C14 . o4 . gp 

Start 5435 

GI none 

Exons 5435.. 5549, 5713.. 5999 



Seq. ID OJ000214_22.0328.C14 
Strand 

End 7677 

Method AAT/GAP 

End 5999 

Score 707 



Seq. No. 47525 

Gene No. 101088 

Start 205 

Name OJ000214_22 . 0328 . CI 6 . ol . np 

Start 205 

GI 7106512 

Exons 205.. 824 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000214__22.0328.C16 
Strand - 

824 

AAT/NAP 
824 
775 



End 

Method 

End 

Score 



Seq. No. 47525 

Gene No. 101088 , 

Start 205 

Name OJ000214_22 . 0328 . CI 6 . ol . gs 

Start 282 

GI none 

Exons 282.. 719 



Seq. ID OJ000214_22.0328.C16 

Strand 

End 824 

Method GENSCAN 

End 719 

Score .62 



Seq. No. 47526 

Gene No. 101089 

Start 1118 

Name OJ000214_22 . 0328 . C19 . ol . gs 



Seq. ID OJ000214_22.0328.C19 

Strand + 

End 1645 

Method GENSCAN 



49198 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1118 
none 

1118. . 1597,- 1622. .1645 



End 
Score 



1645 
.63 



47527 
101090 
1 

OJ000214_22.0328.C20.ol.np 
1 

1346073 
1..52, 836. .940, 1000. .1053 

GLUCOSE-6-PHOSPHATE ISOMERASE, CYTGSOLIC (GPI) ( PHOSPHOGLUCOSE 
ISOMERASE) (PGI) { PHOSPHOHEXOSE ISOMERASE) (PHI) gi | 596023 
(U17225) glucose-6 phosphate isomerase [Zea mays] 



Seq. ID OJ000214_22.0328.C20 

Strand + 

End 1053 

Method AAT/NAP 

End 1053 

Score 33 





Seq. No. 


47527 






Seq. ID 


OJ000214 


_22 


. 0328 


.C20 




Gene No. 


101091 






Strand 












Start 


902 






End 


1174 ' 










Name 


OJ000214 22.0328 


.C20.ol 


.gs 


Method 


GENSCAN 










Start 


902 






End 


1174 










GI 


none 






Score 


. 96 










Exons 


902. . 1174 


















Seq. No. 


47528 






Seq. ID 


OJ000214 


_22 


. 0328 


.C21 




Gene No. 


101092 






Strand 


+■ - 








fS 


Start 


265 






' End 


806 










"Name 


OJ000214 22.0328 


.C21.ol 


.gs 


Method 


GENSCAN 










Start 


265 






End 


806 










GI 


none 






Score 


. 45 










Exons 


265.-326, 776. .806 
















Seq. No. 


47528 






Seq. ID 


OJ000214 


_22 


. 0328 


.C21 


• ~? 


Gene No. 


101093 






Strand 












Start 


1943 






End 


2534 










Name 


OJ000214 22.0328 


.C21.o2 


.gs 


Method 


GENSCAN 








'-. s 


Start 


1943 






End 


2534 










GI 


none 






Score 


.89 










Exons 


1943.. 2136, 2309 


. .2534 
















Seq. No. 


47529 






Seq. ID 


OJ000214 


_22 


.0328 


.C22 




Gene No. 


101094 






Strand 


+ 










Start 


890 






End 


1725 










Name 


OJ000214 22.0328 


.C22.ol 


.gs 


Method 


GENSCAN 










Start 


890 






End 


1576 










GI 


none 






Score 


.49 










Exons 


890. .1135, 1329. 


.1348, 


1455. 


.1576 












Seq. No. 


47529 






Seq. ID 


OJ000214 


J.2 


. 03£8 - 


.C22 




Gene No. 


101094 






Strand 


+ 










Start 


890 






End 


1725 










Name 


OJ000214 22.0328 


■C22.01 


.gp 


Method 


AAT/GAP 










Start 


1062 






End 


1725 










GI 


none 






Score 


812 










Exons 


1062. .1454, 1649 


. .1725 
















Seq. No. 


47530 






Seq. ID 


OJ000214 


_22 


.0328 


.C23 




Gene No. 


101095 






Strand 


+ 









49199 



Start 
Name 
Start 
GI 

Exons 



6922 End 7256 

OJ000214_22.0328.C23.ol.gp . Method AAT/GAP 

6922 End - 7256 

3767380 Score 630 
6922. .7256 



Seq. No. 47530 . Seq. ID 

Gene Wo. 101096 Strand 

Start 9155 End 

Name OJ000214_22 . 0328 . C23 . o2 . gp Method 

Start 9155 End 

GI 454466 Score 

Exons 9155.. 9410 



OJ000214_22.0328.C23 

9410 
AAT/GAP 
9410 
460 



Seq. No. 47530 

Gene No. 101097 

Start 9762 

Name OJ000214_22 . 0328 . C23 . o3 . 
Start - 9762 

GI none 

Exons 9762.. 9927, 10017.. 10318 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_ 
+ 

10318 
AAT/GAP 
10318 
744 



22.0328.C23 



Seq. No. 47530 Seq. ID 

Gene No. 101098 Strand 

Start 14522 ' End 

Name OJ000'214_22 . 0328 . C23 . o2 . gs Method 

Start 14522 End 

GI none Score 

Exons 14522. .14708, 15528.. 15622 



OJ000214_22.0328.C23 
+ 

15622 
GEN SCAN 
15622 
.99 



Seq. No. 47530 

Gene No. 101099 

Start 2668 

Name OJ000214_22 . 0328 . C23 . ol . gs 

Start 2668. 

GI none 
Exons 



OJ000214 22.0328.C23 



Seq. ID 
Strand 

End 14180 
Method GENSCAN 
End 14180 
Score .43 

2668. .2784, 4126. .4277, 4450. .4582, 4671. .4842, 4880. .4887, 
5497.. 5687, 7475. .7561, 8829. .9039, 9162. .9220, 11542 .. 11625, 
11736. .11910, 12004. .12106, 12605 .. 12684 , 12774 .. 12831, 
12908. .13005, 13517. .13699, 13714 .. 13788, 14121. .14180 



Seq. No. 47530 
Gene No. 101099 
Start 2668 

Name OJ000214_22 . 0328 . C23 . o4 . gp 

Start 11447 

GI 485_1.R1084 

Exons 11447. .11910,. 12004 .. 12106, 

12908. .13005, 13517. .13699, 

GI Descrip. ' 4 45613/prf || 1909359B 7 . Oe- 
tuberosum] ' 



Seq. ID OJ000214_22.0328.C23 
Strand 

End 14180 

Method AAT/GAP 

End 13963 

Score . 1879 
12605. . 12684, 12774 12831 , . ' 
13777. .13815, 13922. .13963 
90 ribosomal protein L7 [Solanum 



Seq. No. 47530 Seq. ID 

Gene No. 101099 Strand 

Start 2668 End 

Name OJ0002 14_22 . 0328 . C23 . ol . np Method 

Start 11698 End 



OJ000214_22.0328.C23 

14180 

AAT/NAP 

13688 



49200 



GI 445613 Score 869 

Exons 11698. .11906, 12000 .. 12106, 12605 .. 12684 , 12774 12831 , 

12908. .13005, 13517.. 13688 
GI Descrip. ribosomal protein L7 [Solanum tuberosum] 



Seq. No. 47530 
Gene No. 101100 
Start 16647 

Name OJ000214_22 . 0328 . C23 . ol . tc 

Start 11683 
GI none 

Exons 11683. .11916, 11695 .. 11907, 

12004. .12105, 12601. .12687, 
12775. .12831, 12778 .. 12831 , 
13526. .13654 



Seq. ID OJ000214_22.0328.C23 
Strand 

End 17439 
' Method TBLASTX: Cress 

End 13654 

Score 266 
11814. .11915, 12004. .12105, 
12602. .12688, 12617 12688 , 
12880. .13008, 12908. .13006, 



Seq. No. 47530 
Gene No. 101100 
Start 16647 

Name OJ000214_22 . 0328 . C23 . ol . tm 

Start 11684 

GI none 

Exons 11684 . .11875, 11692 

12003. .12107, 12004 
12601. .12687, 12602 
12907. . 13008, 12908 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 22.0328.C23 



11922, 11695. 

12108, 12004. 

12688, 12773. 

13006, 13512. 



17439 

TBLASTX: Maize 
13654 
273 

11910, 11814. .11921, 
12105, 12601. .12687, 
12835, 12775. . 12831, 
13571, 13517. . 13654 



Seq. No. 4 7530 

Gene No. 101100 
Start 16647 

Name OJ000214_22 . 0328 . C23 . ol . ts 

Start 11686 
GI none 
Exons 11686, 

12004. 

12767. 

13517. 



11916, 11689, 

12105, 12601. 

12835, 12775, 
13654 



.11907, 
.12687, 
.12831, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11814 

12601 



OJ000214 22.0328.C23 



17439 

TBLASTX : Soybean 
13654 
210 

11912, 12004. .12108, 
12687, 12602. . 12688, 



12907., 13008, 12908. .13021, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47530 
101100 
16647 

OJ000214_22.0328.C23.ol.tw 
11854 



none 
11854 , 
12004 , 
12775, 
12907. 



11910, 11855. 

12108, 12004. 

12831, 12775. 

13008, 12908. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11911, 11856. .11912, 11860 
12105, 12601. .12687, 12602 



OJ000214 22.0328.C23 



17439 

TBLASTX: Wheat 
13648 
79 

11922, 
12688,- 



,12831, 12776. .12832, 12895 .. 12963, 
,13006, 13512. .13568, 13517.. 13648 



Seq. No. 47530 Seq. ID 

Gene No. 101100 Strand 

Start 16647 End 

Name . OJ000214_22 . 0328 . C23 . o3 . gs Method 

Start 16647 * End 

GI none Score 

Exons 16647 .. 16686, 17390.. 17439 



OJ000214_22.0328.C23 

17439 
GENSCAN 
17439 
.91 



49201 



oeq . INO . 


A 7 "31 








0 /-s /-t t n 
oeq. iu 


p to n n 9 1 a 
UJ u uuz 1 H 


9 9 




p 0 a 
. bz b 


Gene No. 


101101 








Strand 


+ 








Start 


1 








End 


888 








Name 


n innn 9 1 4 99 


.0328 


.C26.ol. 


.np 


Method 


7\ 7\ T / NT Zi D 










1 








End 


QQQ 








P T 
bl 










Score 


1 m r 
iu / o 








Exons 


1 pop 

1 . .000 




















( ARD9 R 9 ^ 


Hypothetical 


protein [Oryza 


sat i va J 








Seq. No. 


47531 








Seq. ID 


OJ000214 


_22. 


0328 


.C26 


Gene No. 


101101 








Strand 


+ 








Of 3 v-f 


1 
1 








End 


QQQ 








Name 


Pi TOnn 9 1 A 9 9 


.0328 


.C26.ol. 


gs 


Method 


P T7 NT C P Z\ NT 








otaii. 


IUj 








End 


Q £7 
O 0 / 








p t 


none 








Score 


A 




























Seq. No. 


47532 








Seq. ID 


OJ000214 


_22. 


0328 


.C27 


Gene No. 


101102 








Strand 


+ 








Of 3 ■y-f- 


1 07 P 
i u / o 








End 


3915 








Name 


p to nn 9 1/1 9 9 


.0328 


.C27.ol. 


gs 


Method 


GENSCAN 








a-t — i v- -t- 

otart 


1 U / o 








End 


3915 








p t 


none 








Score 


.7 








Exons 


lu/o. . lz j / , 


1654 


. .1831, 


2253. 


.2487, 2524. .2755, 


2770. .3915 


Seq. No. 


47532 








Seq. ID 


OJ000214_ 


_22. 


0328 


.C27 


Gene No. 


' 101103 








Strand 










C f- -a v*+- 

ol air L 


fi U :? O 








End 


5071 








Name 


p Tnnn9 1/1 99 
UJ uu uz 1 4 zz 


.0328 


.C27.o2. 


gs 


Method 


GENSCAN 








otart 










End 


5071 








P T 
bl 


none 








Score 


.53 








tjXons 


4 U Z7 O . . fl Ifi J, 


4964 


. .5071 














Seq. No. 


47533 








Seq. ID 


OJ000214_ 


_22. 


0328 


.C28 


Gene No. ■ 


101104 








Strand 


+ 








O Lai I 


-1 
1 








End 


149 








Name 


p in n n 9 1 a 99 
UJ UUUZ14 zz 


.0328 


.C28.ol. 


gp 


Method 


AAT/GAP 










1 








End 


149 








P T 
bl 


none 








Score 


291 








U 1 \f f~\ ir> o 


1 1 4Q 
1 . . 1 4 y 


















Seq. No. 


47533 








Seq. ID 


OJ000214_ 


_22. 


0328 


.C28 


Gene No. 


101105 








Strand 


+ 










112 








End 


1052 








Name 


OJ000214 22 


.0328 


,C28.ol. 


gs 


Method 


GENSCAN 








Of -, V +■ 

otart 


112 








End 


1052 








P T 


none 








Score 


.78 








Exons 


112. .299, 1009..: 


1052 














Seq. No. 


47533 








Seq. ID 


OJ000214_ 


22. 


0328, 


.C28 


Gene No. 


101106 








Strand 


+ 








Start 


4860 








End 


5177 








Name 


OJ000214 22 


.0328 


.C28.o3. 


gp 


Method 


AAT/GAP 








Start 


4860 








End 


5177 








GI 


4716834 








Score 


588 








Exons 


4860. . 5177 



















49202 



Seq. No. 47533 

Gene No. 101107 

Start 1254 

Name OJ000214_22 . 0328 .'C28 . o2 . gs 

Start 1254 

GI none 

Exons 1254.. 1377, 1704.. 1866, 1975, 
4345.-4434, 4582.. 4712, 4927. 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ000214 22.0328.C28 



6173 
GENSCAN 
6089 
.69 

3106, 3195.. 4080, 4217. .4340, 
5095, 5458. .5547, 5922. .6089 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 
U start 
V3 GI 
ffr Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47533 " Seq. ID 

101107 Strand 
1254 End 6173 

OJ0002 14_22 . 0328 . C28 . ol . np Method AAT/NAP 
1390 End 3395 

479357 Score 1080 

1390.. 1562, 1636.. 3106, 3192.. 3395 
hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ000214 22.0328.C28 



47533 Seq. ID 

101107 Strand 

1254 End 
OJ000214_22 . 0328 . C28 . o2 . gp Method 

4 4 35 End 

none * j Score 
4435. .4786 



OJ000214_22.0328.C28 

6173 
AAT/GAP 
4786 
530 



47533 
101107 
1254 

OJ000214_22.0328.C28.o2.np 
5887 
6539588 
5887. .6173 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000214_22.0328.C28 

Strand ■ - 

End 6173 

Method AAT/NAP 

End 6173 

Score 229 



47533 

101108 " ' 
8128 

OJ000214_22.0328.C28.ol.tc 

1589 

none 



Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

Method TBLASTX : Cress 

End 194 5 

Score 92 



1589. .1663, 1655. .1720, 1733. .1843, 1853. .1945 



Seq. No. 


47533 






Gene No. 


101108 






Start 


8128 






Name 


OJ000214 22'; 


:*0328 


.C28.o2 


Start 


1589 






GI 


none 






Exons 


1589. . 1681, 


1751 


. .1852, 


Seq. No. 


47533 






Gene No. 


101108 






Start • 


8128 






Name 


OJ000214 22, 


.0328 


.C28.o3 


Start 


1670 







Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

. ts Method TBLASTX : Soybean 

End ' 2224 

Score 76 
1859. .1945, 2048. .2224 

Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

.tm Method TBLASTX : Maize 

End 2104 



49203 



GI none 

Exons 1670.. 1843, 1753 

Seq. No. 47533 

Gene No. 101108 

Start 8128 

Name . OJ000214_22 . 0328 . 

Start 2105 

GI none 

Exons * 2105.. 2377, 2157. 

2586.. 2735 



Score 4 5 
.1836, 1847. .2104, 1854. .1991 

Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

C28.o2.tm Method TBLASTX : Maize 

End 2758 

Score 95 
.2321, 2384. .2734, 2391. .2735, 2537. .2758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47533 

101108 

8128 

OJ00021.4_22.0328. 

2795 

none 

2795.. 3073, 2814. 



Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

C28.o4.tm Method TBLASTX : Maize 

End 3073 

Score 86 

.3065 * - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47533 

101108 

8128 

OJ000214_22.0328. 

8119 

none 

8119.. 8379, 8195. 



C28.ol. ts 



Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

Method TBLASTX: Soybean 

End 8757 

Score 60 



.8365, 8398..8757, 8441. .8683 



Seq; No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47533 

101108 

8128 

OJ000214_22.0328, 

8128 

4416302 

8128. .8845- 

(AF105716)" copia- 

47533 

101108 

8128 

OJ000214_22.0328. 

8152 

none 

8152. .8757, 8159. 



Seq. ID OJ000214_22.0328.C28 
' Strand 

End 8845 

C28.o3.np Method AAT/NAP 

End 8845 

Score 727 

type pol polyprotein [Zea mays] 

Seq. ID' OJ000214_22.0328.C28 
Strand 

End 8845 

C28.ol.tm Method TBLASTX : Maize 

End 8804 

Score 339 
.8683, 8763. .8804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



47533 

101108 

8128 

OJ000214_22.0328. 

8152 

none 

8152.. 8394, 8383. 

47533 

101108 

8128 

OJ000214 22.0328. 



C28.o2.tc 



,8514 



C28.ol.tw 



Seq. ID OJ000214_22.0328.C28 
Strand 

End 8845 

Method TBLASTX: Cress 

End 8514 

Score 86 



Seq. ID OJ000214_22 .0328.C28 
Strand 

End 8845 

Method TBLASTX : Wheat 



49204 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8194 End 8649 

none Score 77 

8194. .8385, 8194. .8370, 8389. .864 9 



47534 
101109 
1 

OJ000214_22.0328.C29.ol.np 
1 

3777527 
1..891, 1031. .1811 

(AF053008) gag-pol polyprotein [Glycine max] 



Seq. ID OJ000214_22.0328.C29 
Strand 

End 1811 ' 

Method AAT/NAP 

End 1811 

Score 1259 



47534 Seq. ID 

101109 Strand 

1 End 
OJ000214_22 . 0328 . C2 9 . ol . tm Method 

4 7 End 

none Score 

47. .484, 59. .424, 111. .485 



OJ000214_22.0328.C29 
1811 

TBLASTX: Maize 

485 

130 



I J 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47534 Seq. ID 

101109 Strand 

1 End 

OJ000214_22 .0328.C29.ol.ts Method 

147 End 

5509260 Score 



OJ000214_22.0328.C29 
1811 

TBLASTX : Soybean 

760 

210 



147. .404, 152. .688, 450. .671, 467. .676, 710. .760 



47534 Seq. ID OJ000214_22 . 0328 . C29 

101109 Strand 

1 End 1811 

OJ0002 14_22 . 0328 . C2 9 . ol . tw Method TBLASTX : Wheat 

155 End 629 

none Score 101 

155. .334, 160. .333, 171. .341, 176. .562, 374. .502, 542. .613, 
543. .629 



Seq. No. 47534 

Gene No. 101109 

Start 1 

Name OJ000214_22 . 0328 . C29 . ol . gs 

Start 180 

GI none 

Exons 180. .891, 



Seq.' ID OJ000214_22.0328.C29 
Strand 

End 1811 

Method GENS CAN 

End 1732 



Score 

941. .1242, 1416. .1732 



,82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47534 

101109 

1 

OJ000214 

266 

none 

266. .526 



22.0328.C29.ol.tc 



Seq. ID OJ000214_22.0328.C29 
Strand 

End 1811 

Method TBLASTX : Cress 

End ' 526 

Score 240 



Seq. No. 
Gene No. 



47534 
101109 



Seq. ID OJ000214_22.0328.C29 
Strand 



49205 





Start 


1 






End 


1811 






Name 


OJUUU214 22. 


a o a o r>o n — a 

0 J2o . C2 9 . o2 


. tm 


Method 


TBLASTX: Maize 






Start 


1056 






End 


1673 






GI 


none 






Score 


271 






Exons 


1056 . .1211, 


1 Oftft 1 C /" o 

1209 . . 1562 , 


1211 . . 


.1543, 1307. .1585, 1623. .1673, 






1625 . . 1672 














Seq.-. No. 


47534 






Seq. ID 


/ataaaai a oo nooo 
O J U U U 2 1 4 ^ 2 . U o 2 o 


. C29 




Gene No. 


101109 






Strand 








Start 


1 






End 


1 O 1 1 

loll 






Name 


OJ000214 22. 


A A A A z"'' A A .A 

0328 . C29 . o2 


. ts 


Method 


TBLASTX: Soybean 






Start 


"i a c r 

1056 






End 


1516 






GI 


none 






Score 


152 






Exons 


1 A r /" "1 1 A VI 

1056 . . 1184 , 


1211 . .1516, 


1212 . . 


.1499 








Seq. No- 


47534 






Seq. ID 


OJ000214_22.0328 


. C2 9 




Gene No. 


101109 






Strand 








btart 


l 






End 


1811 






Name 


OJ000214 22. 


A"500' A A » A 

0328 . C29 . o2 


. tc 


Method 


TBLASTX: Cress 






Start 


1 A C "J 

1U57 






End 


1499 






GI 


none 






Score 


73 






Exons 


1U5 / . . 1194 , 


1 A *T A i i a o 

1062 . .1193, 


1 A A C 

1205 . , 


,1498, 1413. .1499 




u 


Seq. No. 


47534 






Seq. ID 


OJ000214_22.0328 


A A 

. C2 9 




Gene No; 


101109 






Strand 








Start 


1 






End 


1811 




fu 


Name 


OJ000214 22. 


0328 . C29 . o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1358 






End 


1681 






GI 


none 






Score 


149 






Exons 


1358 . . 1543, 


1359 . . 1532, 


1367 . . 


1537, 1604. .1681 




?: 3 


Seq. No. 


47535 






Seq. ID 


OJ000214_22.0328 


. C30 




Gene No. 


101110 






Strand 








Start 


1 






End 


1037 






Name 


OJ000214 22. 


0328.C30.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1037 




s x 


GI 


5091513 






Score 


1511 




%J 


Exons 


1. .1037 












L.J 


GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47536 






Seq. ID 


OJ000204_23.0321 


.C3 




Gene No. 


101111 






Strand 








otart 


1 






End 


3490 






Name 


OJ000204 23. 


0321.C3.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


3490 






GI 


7486244 






Score 


1198 






Exons 


1..169, 251. 


.1000, 1119. 


. .1547, 


„ 1733. -.2255, 2369. .2491, 








3339. .3490 














GI Descrip. 


hypothetical 


protein F27F23.21 


. - Arabidopsis thaliana 








gi|6598498|gb|AAD10166.2| (AC005917) putative protein kinase 






[Arabidopsis 


thaliana] 












Seq. No. 


47536 






Seq. ID 


OJ000204_23.0321 


.C3 




Gene No. 


101111 






Strand 








Start 


1 






End 


3490 






Name 


OJ000204 23. 


0321.C3.ol.tc 


Method 


TBLASTX: Cress 






Start 


110 






End 


599 





49206 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 69 

110. .178, 251. .526, .345.-527, 524. .598, 549. .599 



47536 

101111 

1 

OJ000204_23.0321.C3.ol.ts 

110 

none 



Seq; ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method TBLASTX : Soybean 

End 859 

Score . 138 



110. .178, 251. .298, 332. .649, 372. .845, 683. .859 



Seq. No. 47536 

Gene No. 101111 

Start 1 

Name OJ000204_23 . 0321 . C3 . ol . gs 

Start 251 

GI none 
Exons 



Seq. ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method GENSCAN 

End 3441 

Score .88 



251. .1000,, 1119. .1547, 1733. .1843, 1939. .2264, 2354. .2475, 
3129. .3244, 3343. .3441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47536 - 

101111 

1 

OJ000204_23.0321.C3.ol.tm 

332 

none 



Seq. ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method TBLASTX : Mai ze 

End 1001 

Score 7 6 



332. .1000, 345.-452, 519. .836, 545. .853, 912. .1001 



47536 

101111 

1 

OJ000204_23.0321.C3.ol.tw 

524 

none 



Seq. ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method TBLASTX : Wheat 

End 928 

Score 65 



524. .649, 525..6S9, 692. .883, 884. .928 



47536 

101111. 

1 

OJ000204_23.0321.C3.o2.tc 

734 

none 

734. .1009 



Seq. -ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method TBLASTX : Cress 

End 1009 

Score 289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



47536 

101111 

1 

OJ000204_23.0321.C3.o2.ts 

884 

none 



Seq. ID OJ000204_23.0321.C3 
Strand 

End 3490 

Method TBLASTX: Soybean 

End 1299 

Score 89 



884. .1000, 912. .1001, 1116. .1292, 1117. .1299 



47536 

101111 

1 

OJ000204__23.0321.C3.o2.tm 
1154 



Seq. ID OJ000204_23. 0321 .C3 
Strand 

End 3490 

Method TBLASTX : Mai ze 

End 1497 



49207 



GI 

Exons 



none Score 215 

1154. .1315', 1155. .1343, 1155. .1343, 1240. .1344, 1350. . 1442, 
1365. . 1496, 1366. .1497 . 



Seq. No. 47537 Seq. ID 

Gene No. 101112 Strand 

Start 453 End 

Name OJ000204_23 . 0321 . C4 . ol . gs Method 

Start 4*53 End 

GI none Score 

Exons 453.-522 



OJ000204_23.0321.C4 
+ 

522 

GENSCAN 
522 
.56 - 



Seq. No. 47537 Seq. ID 

Gene No. 101113 Strand 

Start 1016 End 

Name OJ000204_23 . 0321 . C4 . o2 . gs Method 

Start 1016 End 

GI none Score , 

Exons 1016.. 1125 



OJ000204_23.0321.C4 

1125 
GENSCAN 
1125 
.85 



Seq. No. 47538 Seq. ID 

Gene No. 101114 Strand 

Start 128 End 

Name OJ000204_23 . 0321 . C5 . ol . gs Method 

Start 128 " * End 

GI none Score 

Exons 128.. 253 



OJ000204_23.0321.C5 
+ 

253 

GENSCAN 

253 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47539 

101115 

498 

OJ000204 

498 

none 

498. .691 



23.0321.C17.ol.gs 



Seq. ID OJ000204_23.0321.C17 

Strand + 

End 691 

Method GENSCAN 

End 691 

Score . 92 



Seq. No. 47540 Seq. ID 

Gene No. 101116 Strand 

Start 1. End 

Name OJ000204_23 . 0321 . C19 . ol . np Method 

Start 1 End 

GI 4521190 Score 

Exons 1..213, 1447 . . 1466 

GI Descrip. (AB013448) Pib [Oryza sativa] gi | 4521192 | dbj | BAA76282 . 1 | 
(AB013449) Pib [Oryza sativa] 



OJ000204_23.0321.C19 
+ 

1466 
AAT/NAP 
1466 
36 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47540- 
101117 
2124 

OJ000204_23.0321.C19.ol.tm 
1292 



OJ000204 23.0321.C19 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1292. .1474, 1334. .1471, 1355. .1459, 1362. .1469, 1364. .1513, 
1367. .1462, 1370. .1462, 1464. .1511, 1481. .1534, 1493. .1534, 
1511. .1564, 1522. .1596, 1532. .1675, 1563. .1676, 1563. .1685, 
1563. .1679, 1568. .1687, 1569. .1670, 1569. .1688, 1572. .1676, 
1573. .1698, 1580. .1702, 1584. .1709, 1698. .1811, 1701. .1808, 



2484 

TBLASTX: Maize 

2012 

97 



49208 





1701. .1808, 1710. .1823, 


1717 


..1812, 1725. .1808, 


1725 . . 1817, 




1726. . 1809, 1727. . 1846, 


1727 


..1831, 1733.. 1861, 


1738 . . 1854, 




1741. .1809, 1741. .1839, 


1741 


..1827, 18 


49. .1953, 


1850. .1969, 




1853. . 1972, 1853. .2002, 


1878 


..2012, 1880. .1972, 


1888 . . 1956, 




1922. . 1987 










Seq. No. 


47540 




Seq. ID 


OJ000.204 


23.0321.C19 


Gene No. 


101117 




Strand 






Start 


2124 




End 


2484' 




Name 


OJ000204 23.0321.C19.o2 


.gs 


Method 


GENSCAN 




Start 


2124 




End 


2484 




GI 


none 




Score 


.64 




Exons 


2124. .2323, 2373. .2484 










Seq. No. 


47541 




Seq. ID 


OJ000204 


23.0321.C20 


Gene No. 


101118 




Strand 


+ 




Start 


175 




End 


575 




Name 


OJ000204 23.0321.C20.ol 


.gs 


Method 


GENSCAN 




Start 


175 




End 


575 




GI 


none 




Score 


. 69 




Exons 


175. .212, 551. .575 










Seq. No. 


47541 




Seq. ID 


OJ000204 


_23.0321.C20 


Gene No. 


101119 




Strand 






Start - 


543 ■ 




End 


3113 




Name 


OJ000204 23.0321.C20.ol 


.np 


Method 


AAT/NAP 




Start 


54 3 




End 


3113 




GI 


7489684 




Score 


138 




Exons 


543. .571, 1807. .2189, 3062..: 


3113 






GI Descrip. 


probable low-affinity cation 


transport 


protein 


- wheat 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi | 24 6004 4 | gb | AAB71851 . 1 | (AF015523) low-affinity cation 
transporter [Triticum aestivum] 



47541 Seq. ID 

101119 Strand 

543 End 
OJ000204_23.0321.C20.o2.gs Method 

1826 End 

none Score 
1826. .2224 



OJ000204_23.0321.C20 

3113 
GENSCAN 
2224 
.46 



Seq. No. 47542 

Gene No. 101120 

Start 841 

Name OJ000204_23 . 0321 . C21 . ol . gs 

Start 841 . 

GI none 
Exons 



Seq. ID OJ000204_23.0321.C21 
Strand + 
End 6924 
Method GENSCAN 
End 6924 
Score .61 

841. .1031, 1451. .1596, 1719. .1983, 2588. .3324, 3655. .3741, 
4296. .4411, 4766. .4874, 5040. .5202, 5607. .5764, 6025. .6347, 
6490. .6924 



Se.q. No. 47542 . Seq. ID 

Gene No. 101120 Strand 

Start 841 End 

Name OJ000204_23 . 0321 . C21 . ol . np Method. 

Start 4354 End 

GI 6721556 Score 



OJ000204_23.0321.C21 
+ 

6924 
AAT/NAP 
6695 
203 



49209 



Exons 4354.. 4675, 4980.. 5299, 6596.-6695 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815081 1 dbj IBAA90367.il (AP001081) hypothetical protein 

[Oryza' sativa] 



Seq. No. 47543 

Gene No. 101121 

Start 119 

Name OJ000204_23 . 0321 . C22 . ol . gs 

Start 119 

GI none 
Exons 



Seq. ID OJ000204_23.0321.C22 



Strand 
End 

Method 

End 

Score 



+ 

6761 
GENSCAN 
6761 
.51 



119. .404, 1212. .1380, 1624. .2050, 2529. .2672, 2802. .2912, 
3608. .3814, 4153. .5227, 6350. .6496, 6547. .6761 



Seq. No. 47543 Seq. ID 

Gene No. 101122 Strand 

Start 13597 End 

Name OJ0002 04_2 3.0321 . C2'2 . o3 . np Method 

Start 13597 • End 

GI 6691716 • Score 

Exons 13597. . 14481, 14 67 9 .. 14 854 , 
GI Descrip. 



OJ000204_23.0321.C22 
+ 

15621 
AAT/NAP 
15621 ' 
1623 



14936. .15203, 15380. .15621 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 |dbj IBAA89397. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



ffi Seq. No. 
f\\ Gene No. 

Start 

Name 
W Start 
M GI 
fii Exons 



47543 

101122 

13597 

OJ000204 

13597 

none 



23.0321.C22.o4 . gs 



Seq. ID OJ000204_23.0321.C22 

Strand + 

End 15621 

Method GENSCAN 

End 15574 

Score .83 



13597. . 14481, 14 67 9 .. 14 854 , 14 936 .. 15300, 15387. .15574 



Seq. No. 47543 Seq. ID 

Gene No. 101123 Strand 

Start 7123 End 

Name OJ000204_23 . 0321 . C22 . o2 . np Method 

Start • 7123 End 

GI -479356 Score 

Exons 7123.. 9537 

GI Descrip. protein kinase PK1 (EC 2.7.1.-), receptor-like - maize 



OJ000204_23,0321.C22 
9537 

AAT/NAP ' 
9537 
1961 



Seq. No. 47543 Seq. ID 

Gene No. 101124 Strand 

Start 11556 End 

Name OJ000204_23 . 0321 . C22 . o3 . ts Method 

Start 3614 End 

GI none Score 

Exons 3614.. 3988 



OJ000204_23.0321.C22 
12619 

TBLASTX: Soybean 

3988 

199 



Seq. No. 47543 Seq. ID 

Gene No. 101124 Strand 

Start 11556 End 

Name OJ000204_2 3 . 0321 . C22 . o2 . tc Method 

Start 3680 End 

GI none Score 

Exons 3680. . 4000 



OJ000204_23.0321.C22 
12619 

TBLASTX: Cress 

4000 

182 



49210 



Seq. No. .47543 . Seq. ID 

Gene No. 101124 Strand 

Start 11556 • End 

Name OJ000204_23 . 0321 . C22 . ol . tm Method 

Start 3686 End 

GI none Score 

Exons ' 3686.. 4000, 3706.. 3996, 4009.. 4299 



OJ000204_23.0321.C22 

12619 * 5 
TBLASTX: Maize 
4299 
271 



Seq. No. 47543 

Gene No. 101124 

Start 11556 

Name OJ000204_23 . 0321 . C22 . o3 . tm 

Start 4836 

GI none 

Exons 4836. .4889, 4837.. 4911, 4862. 

4998. .5156, 4999. .5184 



Seq. ID OJ000204_23.0321.C22 
Strand 

End 12619 

Method TBLASTX : Mai ze 

End 5190 

Score 64 

,5158, 4878. .5183, 4948. .5190, 



Seq. No. 47543 Seq. I-D 

Gene No. 101124 Strand 

Start 11556 End 

Name OJ000204_23 . 0321 . C22 . o2 . ts Method 

Start 4926 End 

GI none Score 

Exons 4926. '.-5183, 4999.. 5184 



OJ000204_23.0321.C22 
12619 

TBLASTX: Soybean 

5184 

204 



Seq. No. 47543 
Gene No. 101124 
Start 11556 

Name OJ000204_23 . 0321 . C22 . ol . tc 

Start 7123 
GI none 

Exons 7123. .7284, 7340.. 7501, 7384, 

7732. .7911, 7748. .7918, 7934, 
8998. .9135, 8999. .9136 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 23.0321.C22 



12619 

TBLASTX: Cress 
9136 
88 

,7509, 7513.. 7725, 7613. 
,8008, 8380.. 8463, 8572. 



.7705, 
,8778, 



OJ000204 23.0321.C22 



Seq. No.. ,w47543 ' - Seq. ID 

Gene No. 101124 Strand 

Start 11556 End 
Name OJ000204_23 . 0321 . C22 . o2 . tm Method 

Start 7348 End 

GI none Score 

Exons 7348. .7506, 7391. .7495, 7534. .7671, 7534. .7893, 7894. .7968, 
7948. .8106 



12619 

TBLASTX: Maize 

8106 

68 



Seq. No. 47543 Seq. ID 

Gene No. 101124 Strand* 

Start 11556 End 

Name OJ000204_23 . 0321 . C22 . ol . ts Method 

Start 7375 End 

GI none Score 

Exons 7375.. 7881, 7882.. 7968 



OJ000204_23.0321.C22 
12619 

TBLASTX: Soybean 

7968 

77 - " 



Seq. No. 
Gene No . 
Start 
Name 



47543 
101124 
11556 
OJ000204 



23.0321.C22.ol.tw 



Seq. ID 

Strand 

End 

Method 



OJ000204_23..0321.C22 
12619 

TBLASTX: Wheat 



49211 



O 4- — . ~- 4- 

otart 


7438 




End 


7858 




C T 


none 




Score 


197 




Exons 


7438. .7719, 7439. .7708, 7729. 


. .7857,- 7730-. .7858 




Seq. No. 


47543 




Seq. ID 


OJ000204 23.0321 


.C22 


Gene No. 


101124 




Strand 


- 




C H > V--4- 


11556 




End 


12619 




Name 


OJ000204 23.0321.C22, 


. o3 . gs 


Method 


GEN SCAN 




0 4- — . -v~ 4- 

otart 


11556 • 




End 


12619 






none 




Score 


.49 




Exons 


11556. .12144, 12552. , 


.12619 








beq. wo. 


47543 




Seq. ID 


OJ000204_23. 0321 


. C22 


bene ino . 


101124 




Strand 






Start 


11556 




End 


12619 




Name 


OJ000204 23.0321.C22. 


.ol.gp 


Method 


AAT/GAP 




Of i yf 

otart 


11835 




End. 


12296 






uC-osf Icypl7 7g01al 




Score 


241 




Exons 


11835. .11853, 12144. . 


,12296 . 








GI Descrip. 


4oo4 o o4 /go | AADolo4 o , 


, 1|AF133530_1 4.0e- 


-12 (AF133530) water 




channel protein MipH 


[Mesembryanthemum 


crystallinum] ' 




Seq. No. 


47543 




Seq. ID 


OJ000204_23.0321 


. C22 


Gene No. 


101125 




Strand 






C 4 i -v- 4- 

otart 


13717 




End 


14007 




Name 


OJ000204 23.0321.C22. 


,o2. tw- 


Method 


TBLASTX: Wheat 




otart 


13717 




End 


14007 






none 




Score 


211 




Exons 


13717. .14007 










Seq. No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 






C 4- -i -w~ 4- 

btart 


253 




End 


1826 




Name 


OJ000204 23.0321.C23. 


ol . gs 


Method 


GENSCAN 




C 4- -i -v-4- 

btart 


253 




End 


1722 




C T 


none 




Score 


.7 




Exons 


253. .1722 










beq. No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 






Start 


253 




End 


1826 




Name 


OJ000204 23.0321.C23. 


ol . np 


Method 


AAT/NAP 




Of -i v- 4- 

otart 


256 




End 


182 6 






5902445 




Score 


2731 




Exons 


256. .1826 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 






Start 


253 




End 


1826 




Name 


OJ000204 23.0321.C23. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


265 . 




End 


879 




GI 


..pone 




Score 


62 





Exons '265. .402, 269. .391, 388. .546, 601. .879, 617. .718, 770. .859, 

793. .879 

Seq. No. 47544 Seq. ID OJ000204_23 . 0321 . C23 



49212 




Gene No. 


101126 




Strand 






C +- -*»•!- 
OLdlL 


O *5 
Z J J 




r\ 


IOC 
lOZD 




Name 


(JJUUUZU4 z J . Ujz 1 . Lz j . 


tm 


Metnoa 


TBLASTX : Mai ze 




otart 








J J / 




n t 
bl 


none 




Score 


lUz 




Exons 


"50/4 yinc; *5rm /IOC ooc 


. j j / , 


JO O . .4JD 






Seq. No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 








Z J J 




ijua 


1 COS 

lOZD . 




Name 




f. 

tm 


Method 


1 HLAoiA : Maize 




otart 






bna 


yzz 




bl 


none 




Score 


a i 

0 1 




Exons 


04 y . . / j j , /4D. .ozo, /Do. 


Q "3 0 
. O JZ , 


pi c Q O O 

o i o . . ?zz, 


oz j . . yz l 




Seq. .No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 






ot art 


253 




End 


1 0 Z D 




Name 


OJ000204 23.0321.C23.ol. 


tw 


Method 


mnT 7\OTV i MU « -i +■ 

i biiAo l a : wneat 




otart 


994 




End 


loo 1 




bl 


none 




Score 


1 U D 




Exons 


994. .1185, 994. .1380, 1070. .1381 






Seq. No. 


47544 




Seq. ID 


OJ000204__23.0321 


.C23 


Gene No. 


101126 




Strand 






otart 


253 




End 


1826 




Name 


OJ000204 23.0321.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1024 




End 


1386 




bl 


none 




Score 


67 




Exons 


1024. .1071, 1025. .1072, 


1052. 


.1366, 1063. .1386, 1076. .1366 


Seq. No. 


47544 




Seq. ID 


OJ000204_23.0321 


.C23 


Gene No. 


101126 




Strand 






otart 


253 




End 


1826 




Name 


OJ000204 23.0321.C23.o3. 


tw 


Method 


TBLASTX: Wheat 




otart 


1522 




End 


1825 




bl 


none 




Score 


76 




Exons 


1522.. 1824, 1742;. .1825 










Seq. No. 


47545 




Seq. ID 


OJ000204_23.0321 


.C24 


Gene No. 


101127 




Strand 


+ 




o tart 


8277 




End 


8664 




Name 


OJ000204 23.0321.C24.o3. 


gs 


Method 


GENSCAN 




otart 


8277 




End 


8664 




C T 
bl 


none 




Score 


.93 




Exons 


8277. .8397, 8468. .8664 










Seq. No. 


47545 




Seq. ID 


OJ000204_23.0321 


.C24 


Gene No. 


101128 




Strand 


+ 




Start 


11095 




End 


11515 




Name 


OJ000204 23.0321.C24.ol. 


gp 


Method 


AAT/GAP 




Start 


11095 




End ' 


11515 




GI 


uC-osflcypl23a03bl 




Score 


724 




Exons 


11095. .11515 











GI Descrip. 1 134 6396/sp | P17801 | KPRO_MAIZE 1.0e-ll PUTATIVE RECEPTOR PROTEIN 

KINASE ZMPK1 PRECURSOR >gi_100913_pir S10930 probable receptor 

protein kinase (EC 2.7.1.-) precursor - maize 



49213 




>gi_224 32_emb_CAA36611_ (X52384) precursor protein (AA -26 to 
791) [Zea mays]- >gi_22436_emb_CAA47 962_ (X67733) receptor-like 

protein kinase [Zea mays] >gi_226927_prf 1611404A receptor - 

protein kinase [Zea ma 1 



O c q ■ IN \J • 


An c a c; 




oeq • J. u 


OT000904 9^ 0^91 


CO A 
■ \*c. ft 


be lie .LNU • 


i m i 9 q 


- 


O L r cillv-l 


+ 




C 4- -a y-4- 


■ 1 90Q0 






id jOO 




Name 


r> 7000904 9"3 0^91 CO A r\0 


.gp 


Method 


AAT/GAP . 




Start 


12090 




End 


12368 




GI 


427565 




Score 


526 




Exons 


12090. .12368 












47545 




Seq. ID 


OJ000204_23.0321 


CO A 


bene jno . 


101130 




Strand 






C-l- -a v-+- 

OLait 


1 




End 


4898 




Name 


OJ000204 23.0321.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4198 


r. 


GI 


4680183 




Score 


4 734 




Exons 


1..70, 724. .1116, 1204. 


.1246, 


1742. .4198 




b± uescnp. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




oeq • jno . 


47545 




Seq. ID 


OJ000204_23.0321 


no a 


bene ino . 


101130 




Strand 


- 




btart 


1 




End 


4898 




Name 


GJ000z04 15 . 0321 . C24 . ol 


.gs 


Method- 


GENSCAN 




Start 


123 




End 


4898 




C T 
b -L 


none 




Score 


.59 






123. .1236, 1369. .42.02, 


4690. . 


4898 






oeq. ino . 


47545 




Seq. ID 


OJ000204_23.0321 


CO A 
. bZ 4 


belle INO * 


101131 




Strand 






C -I- -a r*4- 


5419 




End 


6621 




Name 


OJ000204 23.0321.C24.o2 


.gs 


Method 


GENSCAN 




Start 


5419 




End 


6621 




b l. 


none 




Score 


. 64 




HtXons 


5419. .5:643, 5696.. 6079, 


,6109. 


.6621 






oeq . ino . 


47545 




Seq. ID 


OJ00020'4_23.0321 


CO A 
. LZ 4 


bene lno . 


101132 




Strand 








9050 




End 


11470 




Name 


OJ000204 23.0321.C24.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


17 




End 


446 




pT 

bJL 


none 




Score 


126 




Exons 


17. .445, 174. .446 










Seq. No. 


47545 




Seq. ID 


OJ000204_23.0321 


.C24 


Gene No. 


' 101132 




Strand 






Start 


9050 




End 


11470 




Name 


OJ000204 23.0321.C24 .o3 


.tm 


Method 


TBLASTX: Maize 




Start 


104 




End 


548 




GI 


none 




Score 


87 




Exons 


104. .130, 128. .271, 141 


. .272, 


293. .523, 


293. .547, 294..! 


548 


Seq. No. 


47545 




Seq. ID 


OJ000204_23.0321 


.C24 


Gene No. 


101132 




Strand 






Start 


9050 




End 


11470 





49214 



Name 

Start 

GI 

Exons 



OJ000204_23.0321.C24 .o2.ts Method 

215 End 

none Score 
215. .616, 249. .419, 456. .599 



TBLASTX : Soybean 

616 

57 



Seq. No. 47545 

Gene No. 101132 

Start 9050 

Name OJ000204_23 . 0321 . C24 . o3 . tw. 

Start 491 

GI none 

Exons 491.. 910, 492.. 908 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 

Method TBLASTX: Wheat" 

End 910 

Score 242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47545 

101132 

9050 

OJ000204_23.0321.C24 ,o2. tm 

779 

none 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 

Method TBLASTX : Mai ze 

End 1135 

Score 98 



779. .1072, "779. .1135, 789. .1094 



Seq. No. 47545 

Gene No. 101132 * 

Start 9050 

Name OJ000204_23 . 0321 . C24 . o3 . ts 

Start 860 

GI none 

Exons 860.. 994, 1001. .1225 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470' 

Method TBLASTX : Soybean 

End 1225 

Score 138 



Seq. No. 47545 

Gene No. 101132 

Start 9050 

Name OJ000204_23 . 0321 . C24 . 06 . tw 

Start 910 

GI none 
Exons 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 

Method TBLASTX : Wheat 

End 1144 

Score 135 



910. .1074, 911. .1123, 911. .1144, 912. .1124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47545 
101132 ' 
9050 

OJ000204_23.0321.C24 .o2.tw 

1145 

none 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 

Method TBLASTX : Wheat 

End 1942 

Score 116 

1145. .1438, 1149. .1373, 1485. .1721, 1487. .1717, 1766. .1942, 
1772. .1879 



Seq. No. 47545 

Gene No. 101132 

Start 9050 

Name OJ000204_23 . 0321 . C24 . o5 . tm 

Start 1487 

GI none 

Exons 1487.. 1633, 1488.. 1634 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 

Method TBLASTX : Mai ze 

End 1634 

Score 125 



Seq. No. 
Gene No. 
Start 



47545 

101132 

9050 



Seq. ID OJ000204_23.0321.C24 
Strand 

End 11470 



49215 



Name 


OJUUUZU4 Z6 . 


OoZl 


. C24 . o5 


. tw 


Method 


TBLASTX : Wheat 


Start 


ZD 1 D 








End 


2918 




none 








Score 




Exons 


. ^ol b . . z y 1 / , 


Zd 1 1 


. . Z 9 lo 








beq. no. 










Seq. ID 




Gene No. 


101132 








Strand 




Start 


9050 








End 


11470 


Name 


OJ000204 23. 


0321 


.C24 .o2 


. np 


Method 


AAT/NAP 


Start 


9050 








End 


11470 


GI 


479356 








Score 


1900 


Exons 


9050. .11470 












GI Descrip. 


protein kinase PK1 (EC 


Z . / . 1 . 


-) , receptor-like - maize 


Seq. No. 


47545 








Seq. ID 


OJ000204_23.0321.C24 


bene no . 


101132 








Strand 




Start 


9050 








End 


11470 


Name 


OJ000204 23. 


0321 


.C24.ol 


. tc- 


Method 


TBLASTX: Cress 


Start 


9086 








End 


11081 


GI 


none 








Score 


94 


Exons 


9086. .9190, 


9311 


. .9436, 


AO! o 


.9428, 9440. .9652, 9465. .9611, 




9659. .9838, 


9720 


. .9839, 


yb i j . 


.9935, 10541. .10723, 10943. .1H 




10944. .11081 












Seq. No. ' 


47545 








Seq. ID 


OJ000204_23.0321.C24 


Gene No. 


101132 








Strand 




Start 


9050 








End 


11470 


Name 


OJ000204_23. 


0321 


.C24.ol 


. tni 


Method 


TBLASTX: Maize 


Start 


n o o o 








End 


9895 


GI 


none 








Score 


86 


Exons 


9323. . 9631, 


9324 


. .9482, 


y 04 4 . 


.9793, 9803. .9895 


Seq. No. 


47545 








Seq. ID 


OJ000204_23.0321.C24 


Gene No. 


101132 








Strand 




otart 


9050 








End 


11470 


Name 


OJ000204 23. 


0321, 


..C24.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9365 • 








End 


9785 


Gl 


none 








Score 


205 


Exons 


9365. .9634, 


9366, 


. . 9635, 


yj / y . 


.9636, 9647. .9784, 9648. .9785 


Seq. No. 


47545 








Seq. ID 


OJ000204_23.0321.C24 


Gene No. 


101132 








Strand 




Start 


9050 








End 


11470 


Name 


OJ000204 23. 


0321, 


.C24 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


9479 








End 


9926 


GI 


none 








Score 


102 


Exons 


9479. .9631, 


9479. 


. . 9643, 


94 90 . 


.9645,. 9664.. 9810, 9669.. 9926, 




9671. . 9919 












Seq. No. 


47545 








Seq. ID 


OJ000204_23. 0321 .C24 


Gene No. 


101132 








Strand 




Start 


9050 








End 


11470 


Name 


OJ000204 23. 


0321, 


■C24.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


10949 








End 


11275 


GI 


none 








Score 


97 



Exons 10949. .11134, 11114. .11275 



49216 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47546 

101133 

66 

OJ000204_23.0321.C25.ol.gs 
66 

none 

66.. 285, 435.. 532 



Seq. ID OJ00.0204_23.0321.C25 

Strand + 

End 532 

Method GENSCAN 

End 532 

Score .95 



47546 
101134 
2403 

OJ000204_23.0321.C25.ol.np 
2403 
6983860 
2403.. 2895, 2934. .3258 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000204_23.0321.C25 

Strand + 

End 3258 

Method AAT/NAP 

End 3258 

Score 645 



47546 

101134 

2403 

OJ000204_23.0321.C25.ol.tm 

2409 

none 



Seq. ID .OJ000204_23.0321.C25 

Strand + 

End " 3258 

Method TBLASTX : Mai ze 

End 3017 

Score 45 

2409.. 2450, 2458. .2550, 2571.. 2606, 2653.. 2820, 2657. ..2833, 
2830.. 2901, 2936. .3013, 2937.. 3017 



Seq. No. 47546 

Gene No. 101134 

Start 2403 

Name OJ000204_23 . 0321 . C25 . ol . tw 

Start 2674 

GI none 
Exons 



Seq. ID OJ000204_23.0321.C25 

Strand + 

End 3258 

Method TBLASTX : Wheat 

End 3011 

Score 130 



2674. .2820, 2675. .2845, 2805. .2900, 2836. .2907, 2931. .3011, 
2933.. 3010 



Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



47547 

101135 

59 

OJ000204_23.0321.C26.ol.gs 
59 

none 



Seq. ID OJ000204_23.0321.C26 

Strand + 

End 2277 

Method GENSCAN 

End 2277 

Score .73 



59. .350, 403. .540, 1145. .1163, 1360. .1465, 2240. .2277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47547 

101136 

2823 

OJ000204_23.0321.C26.o2.gs' 

2823 

none 



Seq. ID OJ000204_23.0321.C26 
Strand 

End . 8639 

Method GENSCAN 

End 8337 

Score .59 



2823. .3038, 3084. .3204, 3439. .3614, 5275. .5633, 6195. .8337 



Seq. No. 47547 

Gene No. 101136 

Start 2823 

Name OJ000204_23 . 0321 . C26 . ol . np 

Start 6220 



Seq. ID OJ000204_23.0321.C26 
Strand 

End 8639 

Method * AAT/NAP 

End 8639 



49217 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



479356 
6.220. .8639 
protein kinase PK1 



Score 1922 
(EC 2.7.1.-), receptor-like - maize 



47547 

101137 

11240 

OJ000204_23.0321.C2 6.ol.ts 

6188 

none 

6188. .6373, 6235. .6372, 6487 
6635.. 6709, 6743.. 6919, 6991 

47547 

101137 

11240 

OJ000204_23.0321.C26.ol.tc 

6205 

none 

6205.. 6360, 6481. .6606, 6488 
6829.. 7008, 6890. .6919, 7031 
8111. .8257 



Seq. ID OJ000204_23.0321.C26 
Strand 

End ' 17055 

Method TBLASTX : Soybean 

End 7071 

Score 67 

.6603, 6488. .6601, 6610. .6978, 
.7071 

Seq. ID OJ000204_23.0321.C26 
Strand 

End 17055 
Method TBLASTX : Cress 
End 8257 
Score 88 

.6616, 6610. .6813, 6632. .6781, 
.7105, 7708. .7884, 8110. .8250, 



^3 Seq. No. 

f~ Gene No. 

pjl Start 

J,^ Name 

0 Start 

U GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47547 

101137 

11240 

OJ000204_23.0321.C26.o2 . tm 

6453 

none 

6453.-6542, 6487. .6603, 6488. 
6634.. 6720, 6743.. 6778, 6991. 

47547 

101137 

11240 

OJ000204_23.0321.C26.ol.tw 

6535 

none 

6535'.. 6804, 6536.. 6805, 6813. 
6850. .6951 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 23.0321.C26 



17055 

TBLASTX: Maize 
7131 
44 

6592, 6610. .6978, 6617. .6712, 
7071, 7075. .7131 



Seq. ID OJ000204_23.0321.C26 
Strand 

End ' 17055 
Method TBLASTX : Wheat 
End 6954 
Score 247 

.6953, 6823. .6954, 6824. .6943, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47547 Seq. ID OJ000204_23 . 0321 . C2 6 

101137 Strand 

11240 End 17055 

OJ000204_23 . 032 1 . C26 . ol . gp Method AAT/GAP 

10940 End 17055 

1015_2.R1084 Score 2536 

10940. .11413, 12017. .12208, 13304 .. 13379, 13483 13591, 

15561. .15675, 16622.. 17055 

'1218054/gb|AAA91806| 0.0e+00 (U49113) protein phosphatase 2A 
[Oryza sativa] ' 



47547 

101137 

11240 

OJ000204 

10957 



23.0321.C26.o3.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000204_23.0321.C26 
17055 

TBLASTX: Maize 
15601 



49218 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

10957. .11067, 10957, 



Score 91 
11010, .10961. .11161, 10961. .11077, 



11104. .11133, 11220. .11414, 11237 114 16, 11240 114 16, 

12015. .12209, 12017. .12211, 12017 .. 12208 , 132 66 .. 13334 , 

13276. .13377, 13283 .. 13324 , 13323 .. 13379, 13331 .. 13378 , 

13470. .13589, 13480 .. 13590, 134 87 .. 13591 , 134 87 .. 13591 , 

13488. .13592, 15560.. 15601 

47547 
101137 
11240 

OJ000204_23.0321.C2 6.o3.ts 
11220 
none 

11220. .11414, 11237 

12016. .12210, 12017 

13283. .13324, 13323 

13490. .13591, 13505 



Seq. ID OJ000204_23.0321.C26 
Strand 

End 17055 
Method TBLASTX : Soybean 
End 15676 
Score 236 
11416, 11240. .11416, 12015. .12209, 
12211, 12017. .12208, 13276 .. 13377 , 
13379, 13331. .13381, 134 80 .. 13590 , 
13609, 15560. .15676, 15560.. 15676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 



47547 
101137 
11240 

OJ000204_23.0321.C2 6.o2.tc 
11223 
none 

11223.'. 1-1414, 11224 
12017. .12208, 12021 
13323. .13379, 13472 
15560. .15676, 15561 



Seq. ID OJ000204_23.0321.C26 
Strand 

End 17055 
Method TBLASTX : Cress 
End 16878 
Score 241 
11415, 11240. . 11416, 12013.' M2198, 
12209, 13276. . 13380, 13283 13324 , 
13588, 13480. . 13599, 134 80 .. 13590, 
15695, 16587. . 16874, 16624.. 16878 



47547 
101137 
11240 

OJ000204_23.0321.C26.o3.gs 
11240 
none 

11240. .11413, 12017. .12208, 13187 .. 13215 , 13304 
13483. .13591, 15561 .. 15705, 16622.. 16874 



Seq. ID OJ000204_23.0321.C26 
Strand 

17055 
GENSCAN 
16874 
.91 

13379, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47547 
101137 
11240 

OJ000204_23.0321.C26.o2.np 

11243 
3859548 
11243. 
15561.,; 

(AF097182) protein. phosphatase 2A catalytic subunit [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204 23.0321.C26 



17055 
AAT/NAP 
16874 
1494 



,11413, 
,;15675, 



12017. .12208, 
16622. .16874 



13304. .13379, 134 83 .. 13591 , 



47547 

101137 

11240 

OJ000204 

11301. 

none 



Seq. ID OJ000204_23.0321.C26 



23.0321.C26.o2.tw 



Strand 
End 

Method 

End 

Score 



17055 

TBLASTX: Wheat 

13591 

162 



11301. .11417, 11301. .11414, 11302 .. 11415, 1 1303 .. 114 16, 



49219 






12017. .12208, 12024. .12209, 


13273. .13374, 13276 


. . 13383, 




13323. . 13379, 13472 .. 13591, 


13480. . 13581, 13485 


. . 13589 


Seq. No. 


47547 






Seq. ID 


OJ000204 


_23.0321.C26 


Gene No. 


101137 






Strand 


_ 




Start 


11240 






End 


17055 




Name 


OJ000204 23. 


0321.C26.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


15602 






End 


16881 




GI 


none 






Score 


72 




Exons 


15602. .15676, 15603. .15677, 


16587 . . 168 


80, 16624 


. . 16881 


Seq. No. 


47547 






Seq. ID 


OJ000204 


_23.0321.C26 


Gene No. 


101137 






Strand 






Start 


11240 






End 


17055 




Name 


OJ000204 23. 


0321.C26.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


16617 






End 


16881 




GI 


none 






Score 


252 




Exons 


16617. .16877 


, 16624. .16881 








Seq. No. 


47548 






Seq. ID 


OJ000204 


_23. 0321.C27 


Gene No. 


101138 






Strand 


+ 




Start 


1635 






End 


3069 




Name 


OJ000204 23. 


0321.C27.ol 


.gs 


Method 


GENSCAN 




Start 


1635 






End 


3069 




GI 


none 






■ Score 


.43 




Exons 


1635. . 1836, 


2204 . .2319, 


2887 


. .3069 






Seq. No. 


47548 






Seq. ID 


OJ000204 


_23. 0321 ,C27 


Gene No. 


101139 






Strand 


+ 




Start 


4101 






End 


11266 




Name 


OJ000204 23. 


0321.C27.o2 


gs 


Method 


GENSCAN 




Start 


4101 






End 


9982 




GI 


none 






Score 


.5 




Exons 


4101. .4153, 


4441. .4660, 


5480 


..5899, 6006.. 6333, 


6339. . 6710, 




6874. .7031, 


7328. .7515, 


7918 


..7984, 8060. .8110, 


8683. .8864, 




9213. .9318, 


9396. . 9656, 


9911 


. .9982 






Seq. No. 


47548 






Seq. ID 


OJ000204_ 


_23. 0321 ,C27 


Gene No. 


101139 






Strand 


+ 




Start 


4101 






End 


11266 




Name 


OJ000204 23. 


0321.C27.o3. 


np 


Method 


AAT/NAP 




Start 


5718 






End 


11266 




GI 


7485956 






Score 


924 




Exons 


5718. .5920, 


6006. . 6397, 


6443 


. .6830, 6917. .7031, 


7340. .7515, 




9213. .9318, 


9396. .9656, 


10367. .10555, 


11124. .11266 



GI Descrip. hypothetical protein F22I13.210 - Arabidopsis thaliana 
' gi|4539352|emb|CAB37500.1| (AL035539) putative protein 

[Arabidopsis thaliana] gi | 7270828 | emb | CAB8 050 9 . 1 | (AL161593) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47548 

101140 

573 

OJ000204 
573 

5042463 



23.0321.C27.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_23.0321.C27 

6186 
AAT/NAP 
6186 
160 



573. .598, 2074. .2190, 3292. .3456, 4119. .4298, 6072. .6186 



49220 



GI Descrip. (AC007789) unknown protein [Oryza sativa] 





Seq. No. 


47548 


Seq. ID 


OJ000204 




Gene. No. 


101140 


Strand 






Start 


573 


End 


6186 




Name 


OJ000204 23.0321.C27.ol.np 


Method 


AAT/NAP 




Start 


2077 


End 


2640 




GI 


7228450 


Score 


323' 




Exons 


2077. .2190, 2275. .2414, 2555 


. .2640 






GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47549 


Seq. ID 


OJ000204 




Gene No . 


101141 


Strand 


+ 




Start 


1 


End 


1466 




Name 


OJ000204 23.0321.C28.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1168 




GI 


7485878 


Score 


457 




Exons 


1..104, 162. .434, 697. .919, 


995... 1168 






GI Descrip. 


hypothetical protein F20M13. 


10 - Arabidopsis th 






gi | 44 67132 | emb | CAB37501 .11 ( 


AL035540) 


putative 






[Arabidopsis thaliana] 








Seq. No. 


47549 


Seq. ID 


OJ000204 




Gene No. 


101141 


Strand 


+ 




Start 


1 


End 


1466 


s 


Name 


OJ000204 23.0321.C28.ol.gs 


Method 


GENSCAN 


: n? 


Start 


7 


End 


1162 




GI 


none 


Score 


.97 


; S 


Exons 


7. .420, 716. .919, 1007. .1162 






^ .Jj 


Seq. No. 


47549 


Seq. ID 


OJ000204 




Gene No. 


101141 


Strand 


+ 




Start 


1 


End 


1466 




Name 


OJ000204 23.0321.C28.ol.gp 


Method 


AAT/GAP 




Start 


855 


End 


1466 




GI 


15327 1.R1084 


Score 


.981 


i. x 


Exons 


855. .919, 1007. .1466 








GI Descrip. 


'5257255/dbj | AP000364 . 1 1 AP000364 9.0e- 


93 Oryza 



DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47549 
101142 
1675 

OJ000204_23.0321.C28.o2. tm 
1 



End 

Method 
End 

none ' Score 

1..123, 4. .123, 135. .230, 136. .228 



Seq. ID OJ000204_23.0321.C28 
Strand 

2708 

TBLASTX: Maize 
230 
145 



47549 

101142 

1675 

OJ000204_23.0321.C28.ol. ts 

7 

none 



Seq. ID OJ000204_23.0321.C28 
Strand 

End 2708 

Method TBLASTX : Soybean 

End 773 

Score 70 



7. .81, 130. .414, 165. .422, 704. .772, 705. .773 

47549 Seq. ID OJ000204_23 . 0321 . C28 



49221 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



101142 - Strand 

1675 End 

OJ000204_23.0321.C28 .ol.tm Method 

723 End 

none Score 



2708 

TBLASTX: Maize 

1148 

97 



723. .863, 724. .864, 726. .869, 728. .871, 856. .936, 860. .937, 
872. .946, 1006.. 1068, 1010;, 1063, 1055. .1141, 1057. .1140, 
1062. .1148 



Seq. No. 47549 Seq. ID 

Gene No. 101142 Strand 

Start 1675 End 

Name OJ000204_23 . 0321 . C28 . o2 . gs Method 

Start 1675 End 

GI none Score 

Exons 1675.. 1845, 2259.. 2305, 2549.. 2708 



OJ000204_23.0321.C28 

2708 
GENSCAN 
2708 
.74 



Seq. No. 47550 

Gene No. 101143 

Start 4244 

Name OJ000204_23 . 0321 . C2 9 . o2 . gs 

Start 4244 

GI none 

Exons 4244.. 4392, 4870.. 5914, 6003. 

8674. .8692, 8924. .9028 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6643, 7253.. 7314, 7793.. 8153, 



OJ000204_23.0321.C29 
+ 

9028 
GENSCAN 
9028 
.."5 ' 



Seq. No.> 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



47550 Seq. ID OJ000204 

i01143 Strand' + 

4244 End 9028 

OJ000204_23.0321.C29.ol.np Method AAT/NAP 

5381 End 6650 

7488706 Score 917 
5381. .6650 

probable transposase 
Soymarl gi | 3386534 | gb | AAC28384 . 1 
[Glycine max] 



23.0321.C29 



- soybean transposon mariner element 

(AF078934) mariner transposase 



47550 Seq. ID 

101143 Strand 

4244 End 

OJ000204_23 . 0321 . C29 . ol . gp Method 

7247 End 

LIB3433-009-Q6-K1-F10 Score 
7247. .7328 

! 6015437/dbj | AB008112.il AB008112 9.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ000204_23.0321.C29 
+ 

9028 
AAT/GAP 
7328 
83 



47550 Seq. ID 

101144 Strand 

9570 End 
OJ000204_23. 0321.C29.o3.gs Method 

9570 End 

none Score 

9570.. 9829, 9902.. 10070 



47550 
101145 



Seq. ID 
Strand 



OJ000204_23.0321.C29 

•H. 

10070 

GENSCAN 

10070 



OJ000204 23.0321.C29 



49222 




Start 


1323 


End 


3252 






Name 


OJ000204 23.0321.C29.ol.gs 


Method 


GENSCAN 






Start 


1323 


End 


3252 






GI 


none 


Score 


.49 






Exons 


1323. .134 9, 3082. .3252 










Seq. No. 


47550 


Seq. ID 


OJ000204_23. 


0321 


.C29 


Gene No. 


101146 


Strand 








Start 


11341 


End 


11426 






Name 


OJ000204 23.0321.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


6153 


End 


6448 






GI 


none 


Score 


226 






Exons 


6153. .6434, 6230. .6448 










Seq. No. 


47550 


Seq. ID 


OJ000204_23. 


0321 


.C29 


Gene No. 


101146 


Strand 








Start 


11341 


End 


11426 






Name 


OJ000204 23.0321.C29.o4.gs 


Method 


GENSCAN 






Start 


.11341 


End 


11426 






GI 


none 


Score 


.93 






Exons 


11341. .11426 










Seq. No. 


47551 


Seq. ID 


OJ000114_19. 


0307 


.C3 


Gene No. 


101147 


Strand 


+ 






Start 


.1 


End 


2355 






Name 


• OJ000114 19.0307. C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2124 






GI 


3953471 


Score 


1066 






Exons 


1..37, 588. .809, 836. .959, 


1057. .1148, 


1237. .1342, 


1536 


. . 1622, 




1714. .2124 










GI Descrip. 


(AC002328) F2202.16 [Arabidopsis thaliana] 






Seq. No. 


47551 


Seq. ID 


OJ000114_19. 


0307 


.C3 


Gene No. 


101147 


Strand 


+ 






Start 


1 


End 


2355 






Name 


OJ000114 19.0307.C3.ol.gs 


Method 


GENSCAN 






Start 


624 


End 


2127 






GI 


none 


Score 


.85 






Exons 


624. .677, 849. .959, 1536. .1622, 1714.. 


2127 






Seq. No. 


47551 


Seq. ID 


OJ000114_19. 


0307 


.C3 


Gene No. 


101147 


Strand 


+ 






Start 


1 


End 


2355 






Name 


OJ000114 19.0307.C3.ol.gp 


Method 


AAT/GAP 






Start 


753 


End 


932 






GI 


2796880 


Score 


340 






Exons 


753. . 932 










GI Descrip. 


5257255/dbj | AP000364 . 1 | AP000364 9.0e-93 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 








Seq. No. 


47551 


Seq. ID 


OJ000114_19. 


0307 


,C3 


Gene No. 


101147 


Strand 


+ 






Start 


1 


End 


2355 






Name 


OJ000114 19.0307.C3.o2.gp 


Method 


AAT/GAP 






Start 


1671 


End 


2355 






GI 


89764 1.R1084 


Score 


1291 






Exons 


1671.. 2355 











49223 



GI Descrip. '3953471 6.0e-57 (AC002328) F2202.16 [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47551 

101148 

2401 

OJ000114_19.0307.C3.ol.ts 

575 

none 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 

Method TBLASTX : Soybean 

End 2118 

Score 116 



575.-724, 586. .675, 692. .721, 816 .. 959, 1060 .. 114 6, 1235. .1342, 
1524. .1655, 1547. .1621, 1726. .2118, 1731. .2117 



Seq. No. 47551 

Gene No. 101148 

Start 2401 

Name OJ000114_1 9 . 0307 . C3 . ol . tm 

Start 586 

GI none 
Exons 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 

Method TBLASTX : Mai ze 

End 2126 

Score 146 



586. .720, 590. .727, 846... 959, 848. .958, 1059. .1136, 1060. .1137, 
1234. .1338, 1235. .1342, 1524. .1622, 1541. .1621, 1689. .2126, 
1698. .1928, 1711. .2118 



Seq. No. 47551 

Gene No. 101148 

Start 2401 

Name ... OJ000114_19 . 0307 . C3 . o2 . tc 

Start 598 

GI none 
Exons 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 
Method TBLASTX: Cress 
End 1622 
Score 141 

598. .726, 599. .727, 846.-959, 848. .958, 876. .959, 1060. .1146, 
1230. .1331, 1234. .1338, 1235. .1342, 1500. .1613, 1524. .1622, 
1541. .1621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47551 

101148 

2401- 

OJ000114_19.0307.C3.o2.tw 

1304 

none 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 

Method TBLASTX : Wheat 

.End 1875 

Score 4 9 



1304. .1342, 1524. .1670, 15.38. .1621, 168 9 .. 1874 , -1698 .. 1853 , 
1711. .1875, 1711. .1875 



Seq. No. 47551 

Gene No. 101148 

Start 2401 

Name OJ000114_19 . 0307 . C3 . ol . tc 

Start 17'41 

GI none 
Exons 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 

Method TBLASTX : Cress 

End 2097 

Score 143 



1741. .1824, 1746. .1877, 1819. .2073, 1820. .2035, 1825. .2097, 
1826.. 2077, 1827.. 2078 



Seq. No. 47551 

Gene No. 101148 

Start 2401 

Name OJ000114_19 . 0307 . C3 . ol . tw 

Start 1876 

GI none 

Exons 1876.. 2127, 1881.. 2126 



Seq. ID OJ000114_19.0307.C3 
Strand 

End 2884 

Method TBLASTX : Wheat 

End 2127 

Score 304 



•49224 



Seq. No. 


47551 


Seq. ID 


OJ000114_19. 


0307 


• C3 


Gene No. 


101148 


Strand 








Start ' 


2401 


End 


2884 






Name 


OJ000114 19.0307.C3.o2.np 


Method 


AAT/NAP 






Start 


2401 


End 


2884 






GI 


5257273 


Score 


415 






Exons 


2401. .2524, 2751. .2884 










GI Descrip. 


(AP000364) Similar to myristoylated alanine-rich C- 


■kinase 




substrate. (P26645) [Oryza sativa] 








Seq. No. 


47552 


Seq. ID 


OJ000114_19 . 


0307 


.C4 


Gene No. 


iui ±4 y 


Strand 


+ 






Start 


163 


End 


981 






Name 


OJ000114 19.0307.C4.ol.gs 


Method 


GENSCAN 






Start 


163 


End 


981 






GI 


none 


Score 


.85 






Exons 


163. .357, 419. .534, 572. .696, 


817. . 981 








Seq. No. 


47552 


Seq. ID' 


■OJ000114_19. 


0307 


.C4 


Gene No. 


101150 


Strand 


+ 






Start 


3784 


End 


6245 






Name 


OJ000114 19.0307.C4.o2.np 


Method 


AAT/NAP 






Start 


3784 


End 


5302 






GI 


7340860 


Score 


63 






Exons 


3784.. 3885, 5273.. 5302 










GI Descrip. 


(AP001551) EST D24084(R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


47552 


Seq. ID 


OJ000114_19. 


0307 


.C4 


Gene No. 


101150 


Strand 


+ 






Start 


3784 


End 


6245 






Name 


OJ000114 19.0307.C4.o3.np 


Method 


AAT/NAP 






Start 


4833 


End 


6245 






GI 


5257274 


Score 


674 






Exons 


4833. .4980, 6001. .6245 










GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47552 


Seq. ID 


OJ000114_19. 


0307 


.C4 


Gene No . 


101151 


Strand 


+ 






Start 


6359 


End 


7120 






Name 


OJ000114 19-0307. C4.ol.gp 


Method 


AAT/GAP 






Start 


6359 


End 


7120 






GI 


15242 1.R1084 


Score 


1352 






Exons 


6359. .7120 










GI Descrip. 


I 5257275/dbj IBAA81774.il 7 . Oe 


-48 (AP000364) ESTs 







AU030740 (E60171) , AU030739 (E60171 ) correspond to a region of the 
predicted gene.; Similar to Populus tremuloides caffeoyl-CoA 
3-O-methyltransf erase . (U27116) [Oryza sativa] 1 



Seq. No. 47552 . Seq. ID 

Gene No. 101152 Strand 

Start 9620 End 

Name OJ000114_19 . 0307 . C4 . o5 . np Method 

Start 9620 End 

GI 5257276 Score 

Exons 9620.. 9894 

GI Descrip. (AP000364) Similar to Mycobacterium tuberculosis cosmid 



OJ000114_19.0307.C4 
+ 

9894 
AAT/NAP 
9894 
473 



49225 



SCY13E10. (Z95324) [Oryza sativa] 



Seq. No. 47552 

Gene. No. 101153 

Start 1 

Name OJ000114_19 . 0307 . C4 . ol . np 

Start 1 

GI 5257273 ^ ' 

Exons 1..172, 410. .645, 2610. .3391 

GI Descrip. (AP000364) Similar to myristoylated alanine-rich C-kinase 
substrate. (P26645) [Oryza sativa] 



Seq. ID OJ000114_19.0307.C4 
Strand 

End 9710 

Method AAT/NAP 

End 3391' 

Score 1949 



Seq. No. 47552 

Gene No. 101153 

Start 1 

Name OJ000114_19 . 0307 . C4 . o2 . tm 

Start 1375 

GI none 

Exons 1375. .1S%'2',' 1376.. 1591; 1378. 
2553. .2633 



Seq. ID OJ000114_19.0307.C4 

Strand - ■ 

End 9710 

Method TBLASTX : Mai ze 

End 2633 

Score 89 

.1767, 1588. .1767, 2534. .2632, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47552 

101153 

1 

OJ000114_19.0307.C4 . o2 . gs 

1384 

none 



Seq. ID OJ000114_19.0307.C4 
Strand 

End 9710 

Method -GENSCAN 

End 9710 

Score . 64 



1384. .1916, 2557. .3529, 3857. .3946, 4620. .4695, 4937. .5045, 
5829. .6097, 6758. .7333, 7422. .7501, 7613. .7755, 9578. .9710 



Seq. No. 47552 

Gene No. 101153 

Start 1 

Name OJ000114_19 . 0307 . C4 . ol . tm 

Start 6733 

GI none 
Exons 



Seq. ID OJ000114_19.0307.C4 
Strand 

End 9710 

Method TBLASTX : Mai ze 

End 7696 

Score 224 



67.33.. 7002, 6770.. 7003, 7102.. 7335, 7102.. 7332, 7421.. 7504, 
7421. .7528, 7423. .7533, 7613. .7696 



Seq. No. 47552 

Gene No. 101153 

Start 1 

Name OJ000114_19 . 0307 . C4 . ol . tc 
Start . 6748 

GI none 
Exons 



Seq. ID OJ000114_19.0307.C4 
Strand 

End 9710 

Method TBLASTX: Cress 

End 7504 

Score 77 



6748.. 6870, 6892.. 7002, 6905.. 7003, 7102.. 7296, 7118.. 7261, 
7436. .7504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47552 

101153 

1 

OJ000114_19.0307 .C4 .ol. ts 

6754 

none 



Seq. ID OJ000114_19.0307.C4 
Strand 

End 9710 

Method TBLASTX : Soybean 

End 7528 

Score 48 



6754. .7002, 6908. .7003, 7102. .7326, 7118. .7261, 7421. .7528 
47552 Seq. ID OJ000114_19 . 0307 . C4 



49226 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



101153 Strand 
1 End 9710 

OJ000114_19.0307.C4 .o4 . np Method AAT/NAP 

6757 End 7711 

5257275 Score 1231 

6757. .7333, 7422. .7501, 7613. .7711 

(AP000364) ESTs AU030740 (E60171) , AU030739 (E60171 ) correspond to 
a region- of the predicted gene.; Similar to Populus tremuloides 
caffeoyl-CoA 3-O-methyltransf erase . (U27116) [Oryza sativa] 



Seq. No. 47552 Seq. ID OJ000114_19 . 0307 . C4 

Gene No. 101153 Strand 

Start 1 End 9710 

Name OJ000114_19 . 0307 . C4 . o2 . gp Method AAT/GAP 

Start 7064 End 7777 

GI 702354. Score 754 

Exons 7064.17299, 7453.. 7501, 7613.. 7777 

GI Descrip. ^5257275/dbj I BAA81774.il 7.0e-48 (AP000364) ESTs 

AU030740 (E60171) , AU030739 (E60171 ) correspond - to a region of the 
predicted gene.; Similar to Populus tremuloides caffeoyl-CoA 
3-0-methyltransf erase. (U27116) [Oryza sativa] 



Seq. No. 

Xy Gene No. 

=j Start 

fn Name 

si! Start 

I? GI 

M Exons 



OJ000114 19. 0307. C4 



47552 Seq. ID 

101153 Strand 

1 End 

OJ000114_19 . 0307 . C4 . ol . tw Method 

7099 End 

none Score 

7099. .7335, 7102. .7332, 7394. .7501, 7421. .7528, 7616. . 7642, 
7616. .7681 



9710 * - 
TBLASTX: Wheat 
7681 
201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47553 Seq. ID 

101154 Strand 

209 End 

OJ000114_19 . 0307 .C5.ol.gs Method 

209 End 

none Score 

209. .285, 552. .681 



OJ000114_19.0307.C5 
+ 

681 

GENSCAN 

681 

.48 



47553 Seq. ID OJ000114_19 . 0307 . C5 

101155 Strand + 

1899 * End 2259 

OJ000114_19. 0307.C5.ol.np Method AAT/NAP 

1899 End 2259 

5257276 Score 485 

1899.. 2040, 2069.. 2259 

(AP000364) Similar to Mycobacterium tuberculosis cosmid 
SCY13E10. (Z95324) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47553 
101156 
2759 

OJ000114_19.0307.C5.ol.gp 
2759 

2804_1.R1084 
2759.. 3373 

T 5257277/dbj IBAA81776.il 4.0e-32 (AP000364) ESTs 



Seq. ID OJ000114_19.0307.C5 

Strand + 

End 3373 

Method AAT/GAP 

End 3373 

Score 1210 



49227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



C98431 (E0144) ,C71728 (E0144) correspond to a region of the 
predicted gene.; Similar to Medicago sativa 
S-adenosyl-L-methionine. (U20736) [Oryza sativa] 1 



Seq ; ID 

Strand 

End 

Method 

End 

Score 



OJ000114 
+ 

13501 
AAT/GAP 
13501 
157 



19. 0307. C5 



47553 
101157 
13393 

OJ000114_19.0307.C5.o4.gp 
13393 

uC-osflcyp088bl2bl 
13393. .13501 

'5257255/dbj | AP000364 . 1 | AP000364 3i0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



47553 

101158 

14320 

OJ000114_19-.0307.C5.o5.np 

14320 

7248392 

14320. .14 4 00, 15147. .15578, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_ 
+ 

15836 
AAT/NAP 
15836 
404 



15711. .15836 



19. 0307. C5 



(AP001389) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47553 Seq. ID OJ000114_19 . 0307 . C5 

101159 • Strand 

3129 End 7132 

OJ000114_19.0307 .C5.o2.np Method AAT/NAP 

3129 End 4339 • 

5257277 Score 1234 

3129. .3419, 3504. .3780, 4013. .4092, 42081.4339 

(AP000364) ESTs C98431 (E0144 ) , C71728 (E0144 ) correspond to a 

region of the predicted gene.; Similar to Medicago sativa 

S-adenosyl-L-methionine. (U20736) [Oryza sativa] 

47553 Seq. ID OJ000114_19 . 0307 . C5 

101159 Strand • - 

3129 End " 7132 

OJ000114_19 . 0307 . C5 . o2 . gp Method AAT/GAP 

3602 End 7132 

5959_1.R1084 Score 1018 

3602. .3780, 4013. .4092, 4208. .4385, 7027. .7132 - 

'5257277/dbj IBAA81776.il 7.0e-64 (AP000364) ESTs 

C98431 (E0144) ,C71728 (E0144) correspond to a region of the 

predicted gene.; Similar to Medicago sativa 

S-adenosyl-L-methionine. (U20736) [Oryza sativa] 1 



47553 . Seq. ID 

101160 Strand 

7528 End 

OJ000114_19.0307.C5.o3.np Method 

7528 End 

5257278 Score 



OJ000114_19.0307'.C5 

8440 
AAT/NAP 
8440 
1145 



7528. .8092, 8175. .8254, 8384. .8440 

(AP000364) Similar to Petroselinum crispum caffeoyl-CoA 
3-O-methyltransf erase. (S49342) [Oryza sativa] 



Seq. No. 



47553 



Seq. ID OJ000114_19.0307.C5 



49228 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



101161 
10478 

OJ000114_19.0307.C5.o2.tm 

3102 

none 

3102. .3308, 3102. .3413, 3148. 
4018. .4095, 4018. .4095, 4208. 
7531. .7611, 7655. .7705, 7660. 
7772. .8089, 7819. .8097, 8195. 



Strand 
End 

Method 

End 

Score 



15901 

TBLASTX: Maize 

8257 

120 



.3408, 3486. .3779, 3520. .3780, 

.4252, 7521. .7586, 7531. .7587, 

.7809, 7681. .7746, 7768. .8088, 
.8257 



47553 
101161 
10478 

OJ000114_19.0307.C5.ol.tc 
3117 
none 

3117. .3272, 3252. .3404, 
7519. .7668, 7666. .7824, 



Seq. ID OJ000114_19.0307.C5 
Strand 

End 15901 
Method TBLASTX: Cress 
End 8067 
Score 111 
3510. .3716, 3550. .3717, 4027. .4095, 
7822. .8067, 7862. .8056 



Seq. No. 47553 
Gene No. 101161 
Start 10478 

Name OJ000114_19 . 0307 . C5 . ol . ts 

Start 3126 
GI none 

Exons 3126.. 3419, 3148.. 3420, 3486. 

7531. .7647, 7660. .7812, 7804. 
8178. .8255 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 19. 0307. C5 



15901 

TBLASTX: Soybean 
8257 
73 

3773, 3520. .3717, 4018.. 4095, 
8091, 7862.. 8074, 8177.. 8257, 



UJ Seq. No/ 47553 Seq. ID 

ij Gene No. 101161 Strand 

Hi Start 10478 End 

: " Name OJ000114_19 . 0307 . C5 . o2 . tw Method 

L. Start 3191 End 

k=? GI none Score 

S! Exons 



OJ000114_19.0307.C5 
15901 

TBLASTX: Wheat 

8254 

223 



3191. .3289, 3510. .3779, 3520. .3720, 3997. .4062, 4018. .4092, 
4211. .4240, 4278. .4349, 7539. .7613, 7822. .8088, 7859. .8086, 
8153. .8224, 8177. .8254 



Seq. No. 47553 Seq. ID OJ000114_19 . 0307 . C5 

Gene No. 101161 Strand 

Start 10478 End 15901 

Name OJ000114_1 9 . 0307 . C5 . o3 . gp Method AAT/GAP 

Start 10017 End 10537 

GI LIB3434-038-P1-K1-F1 Score 773 

Exons 10017. .10537 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome' 8, clone : P0026F07 1 



Seq. No. 47553 

Gene No. 101161 

Start 10478 

Name OJ000114_1 9 . 0307 . C5 . o3 . gs 

Start 10478 

GI none 

Exons 10478. .10496, 12015 .. 12219, 
15198. .15462, 15555 .. 15626, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000114_19.0307.C5 

15901 
GENSCAN 
15852 
.44 



12600. .13196, 14981. .15069, 
15687. .15852 



49229 




Seq. No. 


47553 


Seq. ID 


OJ000114_19.0307 


. C5 


Gene No. 


101161 


Strand 






Start 


10478 


End 


15901 




Name 


OJ000114 19.0307.C5.o4 . np 


Method 


AAT/NAP 




Start 


11999 


End 


15901 




GI 


5257279 


Score 


1361 




Exons 


11999. .12219, 12600. .13196, 


15881. . 15901 




GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


47553 


Seq. ID 


OJ000114_19.0307 


.C5 


Gene No. 


101161 


Strand 






Start 


10478 


End 


15901 




Name 


OJ000114_19. 0307 .C5 . ol . tm 


Method 


TBLASTX: Maize 




Start 


12427 


End 


13011 




GI 


none 


Score 


240 




Exons 


12427.. 12855, 12 431.. 12853, 


12849. .12995, 12853. .13011, 






12857 . . 13009 








Seq. No. 


47553 


Seq. ID 


OJ000114 19.0307 


.C5 


Gene No. 


101161 


Strand 






Start 


10478 


End 


15901 




Name 


OJ000114_19. 0307 .C5.o3. tw 


Method 


TBLASTX: Wheat 




Start 


12430 


End 


12568 




GI 


none 


Score 


81 




Exons 


12430. ■. 12567, 12431. .12568 








Seq. No. 


47553 


Seq. ID 


OJ000114_19.0307 


.C5 


Gene No. 


101161 


Strand 






Start 


10478 


End 


15901 




Name 


OJ000114_19. 0307 ,C5 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


12568 


End 


13194 




GI 


none 


Score 


316 




Exons ' 


12568. .13194, 12569. .13192 








Seq. No. 


47553 


Seq. ID 


OJ000114_19.0307 


.C5 


Gene No. 


101161 


Strand 






Start 


10478 


End 


15901 




Name 


OJ000114 19.0307.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


13012 


End 


13236 




GI 


none 


Score 


203 




Exons 


13012. .13236, 13016. .13234 








Seq. No. 


47553 


Seq. ID 


OJ000114_19.0307 


.C5 


Gene No . 


101161 


Strand 






Start 


10478 


End 


15901 . 




Name 


OJ000114 19.0307.C5.o6.np 


Method 


AAT/NAP 




Start 


13741 


End 


15901 




GI 


6907087 


Score 


71 




Exons 


13741. . 13798, 15123. . 15195, 


15555. . 15901 




GI Descrip. 


(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 








Seq. No. 


47554 


Seq. ID 


OJ000114_19.0307 . 


.C6 


Gene No. 


101162 


Strand 







49230 





Start 


164 4 


End 


1 ~7 O 1 

1787 








Name 


OJ000114_19 . 0307 .C6 . ol . gs 


Method 


GENSCAN 








Start 


164 4 


End 


1787 








GI 


none 


Score 


. 62 








Exons 


1644 . .1787 












Seq. No. 


47554 


Seq. ID 


OJ000114 


19 . 


0 JU / . Co 




Gene No. 


101163 


Strand 










Start ' 


2103 


End 


2212 








Name 


OJ000114 19.0307.C6.ol/gp 


Method 


AAT/GA^ 








Start 


2103 


End 


2212 








GI 


uC-osflcyp088bl2bl 


Score 


14 9 








Exons 


2103. .2212 












GI Descrip. 


f 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 










Seq. No. 


47555 


Seq. ID 


OJ000114 


_19 . 


0307 . C8 




Gene No. 


101164 


Strand 










Start 


9511 


End 


once 








Name 


OJ000114 19.0307.C8.o3.gp 


Method 


AAT/GAP 








Start 


9511 


End 


9955 








GI 


none 


Score 


826 






pes 


Exons 


9511. .9955 










!-,af 
^ =? 


Seq. No. 


. 47555 


Seq. ID 


OJ000114 


_19 . 


0307 . C8 


? fz 


Gene No. 


101165 


Strand 


+ 






?: = 


Start 


9882 .. 


End 










Name 


OJ000114 19.0307.C8.o4.gp 


Method 


AAT/GAP 








Start 


9882 


End 


10432 






1.LH 


GI 


none 


Score 


o c o 

953 






-J: 


Exons 


9882. .10432 










i [J 


Seq. No. 


47555 


Seq. ID 


OJ000114 


_19. 


0307. C8 




Gene No. 


101166 


Strand 


+ 








Start 


11752 


End 


1 O 1 A 1 
12141 








Name 


OJ000114 19.0307.C8.o3.gs 


Method 


GENSCAN 






. 


Start 


11752 


End- 


12141 








GI 


none 


Score 


. 67 








Exons 


11752. .12141 












Seq. No. 


47555 


Seq. ID 


OJ000114 


_19'. 


0307. C8 




Gene No. 


101167 


Strand 


+ 








Start 


22794 


End 


25542 








Name 


OJ000114 19.0307.C8.o6.gs 


Method 


GENSCAN 








Start 


22794 


End 


25542 








GI 


none 


Score 


.96 








Exons 


22794. .23225, 234 96.-23657, 


23823. .24565, 24653 


..24838, 






25041". .25542 












Seq. No. 


47555 


Seq. ID 


OJ000114 


_19. 


0307. C8 




Gene No. 


101167 


Strand - 


+ 








Start 


22794 


End 


25542 








Name 


•OJ000114 19.0307.C8.o3.np 


Method 


AAT/NAP 








Start 


23841 


End 


25539 








GI 


6174838 


Score 


668 








Exons 


23841. .24594, 24709 .. 24838, 


25041. .25539 








GI Descrip. 


(AB026890) transcription factor NtWRKY4 [Nicotiana 


tabacum] 



49231 



Seq. No. 4755.5 Seq. ID OJ000114_19 . 0307 . C8 

Gene No. 101167 Strand + 

Start 22794 End 25542 

Name OJ000114_19 . 0307 . C8 . o5 . gp Method AAT/GAP 

Start 24754 End 25407 

GI LIB3432-012-P1-K1-F1 Score 791 

Exons 24754.-24838, 25041.. 25407 

GI Descrip. '927025 5.0e-31 (L44134) SPFl-like DNA-binding protein [Cucumis 
sativus] 1 



Seq. No. 47555 

Gene No. 101168 

Start 662 

Name OJ000114_1 9 . 0307 . C8 . ol . gs 

Start 662 

GI none 

Exons -662.. 1074, 1076.. 2039, 2128. 

4868.. 5036, 5268.. 5518 



Seq. ID OJ000114_19.0307.C8 
Strand 

End 5518 

Method GEN SCAN 

End 5518 

Score .42 
,2306, 3868. .3894, 4556. .4679, 



Seq. No. 47555 Seq. ID 

Gene No. 101168 Strand 

Start 662 End 

Name OJ000114_19 . 0307.C8.ol.gp Method 

Start 3398 End 

GI none Score 

Exons 3398.. 3947 



OJ000114_19. 0307.C8 

5518 
AAT/GAP 
3947 
1063" 



Seq. No. ' 47555 Seq. ID 

Gene No. 101169 Strand 

Start 6339 End 

Name OJ0001 14_19 . 0307 . C8 . o2 . gs Method 

Start 6339 End 

GI - none Score 

Exons 6339.. 6514, 6618.. 7080 



OJ000114_19.0307.C8 

7080 
GENSCAN 
7080 
.66 



Seq. No. - 47555 Seq. ID 

Gene No. 101170 Strand 

Start 8176 End 

Name OJ000114_19 . 0307 . C8 . o2 . gp Method 

Start 8176 End 

GI 5003458 Score 

Exons 8176. .8324 



OJ000114_3iL9.0307.C8 

8324 
AAT/GAP 
8324 
255 



Seq. No. 47555 Seq. ID 

Gene No. 101171 Strand 

Start . . 13337 End 

Name OJ000114___1 9 . 0307 . C8 . o4 . gs Method 

Start 13337 End 

GI none Score 

Exons 13337. .14497 



OJ000114_19.0307.C8 

14497 
GENSCAN 
14497 
.57 



Seq. No. 47555 Seq. ID 

Gene No. 101171 Strand 

Start 13337 End 

Name OJ000114_1 9 . 0307 . C8 . o2 . np Method 

•Start 13406 End 



OJ000114_19.0307.C8 

14497 

AAT/NAP 

14497 



49232 




GI 


5257262 




Score 


892 






Exons 


13406. .13498, 13655 


. .14497 










GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47555 




Seq. ID 


OJ000114 


_19. 0307 


.C8 


Gene No. 


101172 




Strand 








Start 


15462 




End 


22218 ' 






Name 


OJ000114 19. 0307. C8 


. o5 . gs 


Method 


GENSCAN 






Start 


15462 




End 


22218 






GI 


none 




Score 


.73 






Exons 


15462. .15601, 15836 


. .15939, 


16405. .16434, 17642 


. . 17758, 






17931. . 18055, 21744 


. .21851, 


21886. .22218 






Seq. No. 


47555 




Seq. ID 


OJ000114 


_19. 0307 


.C8 


Gene No. 


101173 




Strand 








Start 


25911 




End 


30315 






Name 


OJ000114 19. 0307. C8 


. o7 . gs 


Method 


GENSCAN 






Start 


25911 




End 


30131 






.GI 


none 




Score 


J 73 






Exons 


25911. .25989, 26368 


. .26467, 


27292. .27475, 27685 


. . 27909, 






28017. .28247, 28528 


. .28841, 


29384. .29578, 29864 


. . 30131 




Seq. No. 


47555 




Seq. ID 


OJ000114 


_19. 0307 


.C8 


Gene No. 


101173 




Strand 








Start 


25911 




End 


30315 






Name . 


OJ000114 19. 0307. C8 


. o4.np 


Method 


AAT/NAP 






Start 


26338 




End 


30315 






GI 


3953478 




Score 


1986 






Exons 


26338. .26467, 27243 


. .27591, 


27753. .27909, 28017 


. .28247, 






28344 . . 28448, 28528 


. .28982, 


29384. .29578, 29864 


. .30315 




GI Descrip. 


(AC002328) F2202.23 


[Arabidopsis thaliana] 






Seq. No. 


47555 




Seq. ID 


OJ000114 


19.0307 


..C8 


Gene No. 


101174 




Strand 








Start 


30981 




End 


31658 






Name 


OJ000114 19. 0307. C8 


. o2 . tw 


Method 


TBLASTX : 1 


Wheat 




Start 


13661 




End 


44020 






GI 


none 




Score 


97 






Exons 


13661. . 13915, 13701 


. .13898, 


13940. .14020 






Seq. No. 


47555 




Seq. ID 


OJ000114 


_19. 0307 


.C8 


Gene No. 


101174 




Strand 








Start 


30981 




End 


31658 






Name 


OJ000114 19. 0307. C8 


. o5 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


23018 




End 


24844 






GI 


none 




Score 


224 






Exons 


23018. .23212, 23019 


. .23219., 


23035. .23214, 23489 


. .23563, 






23496. .23576, 23550 


. .23657, 


23553. .23.657, 23865 


. .24002, 






23873. .23959, 24057 


. .24128, 


24339. .24506, 24672 


. .24842, 






24672. .24839, 24688 


. .24840, 


24695. .24841, 24707 


. .24844 




Seq. No. 


47555 




Seq. ID 


OJ000114 


_19.0307 


.C8 


Gene No. 


101174 




Strand 








Start 


30981 




End 


31658 






Name 


OJ000114 19. 0307. C8 


.o4 . ts 


Method 


TBLASTX:; 


Soybean 




Start 


23997 




End 


25164 






GI 


none 




Score 


195 







49233 




Exons 


23997. 


.24161, 24047. 


, .24160, 


24156. .24245, 24158 24208, 




24776. 


.24835, 24777. 


. 24842, 


25039. .25098, 25129.. 25164 


Seq. No. 


47555 






Seq. ID 


t rt rt rt ^ -1 4 -1 rt rt rt rt ~n 

OJ000114_19. 0307 


Gene No. 


101174 






Strand 




Start 


30981 






End 


31658 


Name 


OJ000114 1.9. 0307. C8. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


24050 






End 


25158 


GI 


none 






Score 


176 


Exons 


24050. 


.24160, 24051. 


.24161, 


24052. .241 


62, 24156. .24245, 




24158 . 


.24208, 24776. 


. 24835, 


24777. .248 


42, 25039. .25098, 




25129 . 


.25158 








Seq. No. 


47555 






Seq. ID 


OJ000114_19.0307 


Gene No.. 


101174 






Strand 




Start 


30981 






End 


31658 


Name 


OJ0001 


14 19. 0307. C8. 


o3. tw 


Method 


TBLASTX: Wheat 


Start 


24056 






End 


25198 


GI 


none 






Score 


139 


Exons 


24056. 


rt ji *i v~ rt ^ ji a r n 

.24160, 24057. 


.24161, 


24171. .24230, 24717 .. 24842, 




24728 . 


.24835, 25039. 


. 25167, 


25041. .25166, 25042 .. 25167 , 




25043 . 


. 25198 








Seq. No. 


47555 






Seq. ID 


OJ000114_19.0307 


Gene No. 


101174. 






Strand 




Start 


30981 






End 


31658 


Name 


OJ0001 


14_19.0307.C8. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


25039 






End 


25440 


GI 


none 






Score 


203 


Exons 


25039 . 


rt f ^ rt rt ^ rt. A "1 

.25170, 25041. 


. 25211, 


25042. .25212, 25043 .. 25246, 




25317 . 


rt ^ *~1 ^ rt rt ^ J| -1 "1 

.25358, 25411. 


. 2544 0 






Seq. No. 


47555 






Seq. ID 


OJ000114_19.0307 


Gene No. 


101174 






Strand 




Start 


30981 






End 


31658 


Name 


OJ0001 


14_19. 0307 ,C8. 


o2 . tc 


Method 


TBLASTX: Cress 


Start 


27242 






End 


27919 


GI 


none 






Score 


82 


Exons 


27242 . 


.27484, 27321. 


.27425, 


27751. .27912, 27758. .27919 


Seq. No. 


47555 






Seq. ID 


OJ000114_19.0307 


Gene No. 


101174 






Strand 




Start 


30981 






End 


31658 


Name 


OJ0001 


14_19.0307.C8. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


27294 






End 


28245 


GI 


none 






Score 


226 


Exons 


27294. 


.27473, 27315. 


. 27476, 


27323. .27475, 27697 .. 27912 , 




27719. 


.27919, 28010. 


.28204, 


28014 . .28214, 28016 .. 28204', 




28138. 


.28206, 28209. 


. 28244, 


28209. .28244, 28210 .. 28245, 




28210. 


.28245 








Seq. No. 


47555 






Seq. ID 


OJ000114_19.0307 


Gene No. 


101174 






Strand 




Start 


30981 






End . . 


31658 


Name 


OJ000114 19. 0307. C8 . 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


28212 






End 


28779 


GI 


5342530 




Score 


57 



49234 




Exons 


28212. .28265, 28213 


. .28248, 


28344. .28445, 28344 .. 28445, 






28367. .28453, 28528 


. .28779, 


28544. .28777, 28552. .28779 




GI Descrip. 


3-953478 4.0e-59 (AC002328) 


F2202.23 [Arabidopsis thali'ana] 


Seq. No. 


47555 




Seq. ID 


OJ000114_19.0307 


. C8 


Gene No. 


101174 




Strand 






Start 


30981 




End 


31658 




Name 


OJ000114 19. 0307 .C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


28377 ~ 




End 


28786 




GI 


none 




.Score 


49 




Exons 


28377 . . 28469, 28396 


. .28470, 


28501. .28782, 28505 .. 28786, 






28529. .28786 










Seq. No. 


47555 




Seq. ID 


OJ000114_19.0307 


.C8 


Gene No. 


101174 




Strand 






Start 


30981 




End 


31658 




Name 


' OJ000114 19. 0307. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start • 


28757, ~ 




End' 


29555 




GI 


none 




Score 


359 




Exons 


28757. .28981, 28757 


. .28978, 


28759. .28998, 28917 .. 28994, 






29407. .29523, 29407 


. .29514, 


29409. .29552, 29526 .. 29555, 






29530 . .29553 










Seq, No. 


47555 




Seq. ID 


OJ000114_19.0307 


. C8 


Gene No. 


101174 




Strand 






Start 


'30981 




End 


31658 




Name 


OJ000114 19. 0307 .C8 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


28876 




End 


29663 




GI 


none 




Score 


81 




Exons " 


28876. . 28989, 29370 


. .29663, 


29384. .29539, 29386. .29586 




Seq. No. 


47555 




Seq. ID 


OJ000114_19.0307 


. C8 


Gene No. 


101174 




Strand 






Start 


30981 




End 


31658 




Name 


OJ000114 19 . 0307 . C8 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


29387 " 




End 


29591 




GI 


none 




Score 


71 




Exons 


29387. .29518, 29388 


. .29591, 


29389. .2958 


0, 29442. .29588 




Seq. No. 


47555 




Seq. ID 


OJ000114_19.0307 


C8 


Gene No. 


101174 




Strand 






Start 


30981 




End 


31658 




Name 


OJ000114 19 . 0307 .C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


29979 ~ 




End 


30284 




GI 


none 




Score 


73 




Exons 


29979. .30038, 29980 


. .30036, 


29980. .3004 


5, 29982. .30038, 






30042. .30119, 30042 


. .30122, 


30047. .3014 


2, 30056. .30142, 






30161. .3*0268, 30162 


. .30284, 


30162. .3026 


9, 30163.. 30270 




Seq. No. 


47555 




Seq. ID 


OJ000114_19.0307. 


C8 


Gene No. 


101174 




Strand 






Start 


30981 




End 


31658 




Name 


OJ000114 19. 0307. C8 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


29986 




End 


30279 




GI 


none 




Score 


106 




Exons 


29986. .30099, 29988 


. .30260, 


2998 9. .3027 9, 2 9994 . . 30119, 





30178. .30261 



49235. 




Seq. No. 


47555 


Seq. ID 


OJ000114_19.0307 


C8 


Gene No . 


i n i i n a 
1 U 1 1 / 4 


Strand 






Start 


o\j y o i 


End 


31658 




Name 


ujuuuii4 i y . uju / . bo . oo . gs 


>t A j_ L _ _J 

Method 


GENSCAN 




b tar z 


*5 n Q Q 1 




O 1 /Z c o 

olpbo 




bl 


none 


Score 


. 69 




Exons 


ouyy l . . jldz u , oioo4 . . oiooo 








Seq. No. 


47555 


Seq. ID 


OJ000114_19.0307. 


C8 


Gene No. 


101174 


Strand 






otart 


30981 


End 


31658 




Name 


OJ000114 19.0307.C8.o5.np 


Method 


AAT/NAP 




Start 


31077 


End 


31658 




b± 


7510074 


Score 


85 




Exons 


31077. .31658 








GI Descrjwp. 


hypothetical protein Y50E8A.g - Caenorhabditis elegans 




Seq. No. 


47556 


Seq. ID 


OJ000114_19.0307. 


C9 


Gene No . 


101175 


Strand 


+ 




Start 


10864 


End 


12465 




Name 


OJ000114 19.0307.C9.o2.gs 


Method 


GENSCAN - 




Start 


10864 


End 


12465 




GI 


none 


Score 


. 62 




Exons 


10864 . .10882, 12043 .. 12239, 


12322.. 12465 




oeq . no . 


47556 . 


Seq. ID' 


OJ000114_19.0307. 


cy 


Gene No. 


101176 


Strand 


+ 




Start 


17068 


End 


21141 




Name 


OJ000114 19.0307.C9.o2.np 


Method 


AAT/NAP 




Start 


17068 


End 


21141 




bl 


5257280 


Score 


1875 




Exons 


17068. .18035, 20973. .21141 








GI Descrip . 


(AP000364) Similar to neurofilament triplet M protein. ( 


Pu / 1 y / ) 




[Oryza sativa] 








Seq. No. 


47556 


Seq.- ID 


OJ000114_19.0307. 


C9 


Gene No . 


101177 


Strand 






btart 


27 


End 


552 : 9 




Name 


OJ000114 19.0307.C9.ol.gs 


Method 


GENSCAN 




btart 


27 


End 


5529 




bl 


none 


Score 


.95 




Exons 


27. .623, 1305. .1450, 1995.. 


2107, 2370. 


.2499, 2580. .5529 




Seq. No. 


47556 


Seq. ID 


OJ000114_19.0307. 


C9 


Gene No. 


.101177 


Strand 






Start 


27 


End 


5529 




Name 


OJ000114 19.0307.C9.ol.np 


Method 


AAT/NAP 




Start 


2551 


End 


5420 




GI 


7452431 


Score 


1451 




Exons 


2551. .4370, 4398. .5420 









GI Descrip. hypothetical protein F16G20.140 - Arabidopsis thaliana 

gi|3451069|emb|CAA20465.1| (AL031326) hypothetical protein 
[Arabidopsis thaliana] gi | 7269192 | emb | CAB7 9299 . 1 | (AL161559) 
hypothetical protein [Arabidopsis thaliana] 

Seq. No. 47556 Seq. ID OJ000114_19 . 0307 . C9 



49236 



Gene No. 101178 Strand 

Start 13044 ^ End 

Name OJ000114_J-9 . 0307 . C9 . o3 . tm Method 

Start 2587 ■ End 

GI none Score 

Exons 2587.. 2778, 2860.. 2991 



15609 

TBLASTX: Maize 

2991 

116 



Seq. No. 47556 

Gene No. 101178 

Start 13044 

Name OJ000114_1 9 . 0307 . C9 . o2 . tm 

Start 2998 

GI none 

Exons 2998.. 3330, 2999.. 3331, 3024, 
3332. .3382 



Seq. ID OJ0..00114_19.0307.C9 
Strand 

End 15609 

Method TBLASTX : Mai ze 

End 3382 

Score 507 . 

.3332, 3025. .3333, 3329. .3382, 



Seq. No. 47556 

Gene No. 101178 

Start 13044 

Name OJ000114_19 . 0307 . C9 . ol . tm 

Start 3383 

GI none 

Exons 3383.. 3655, 3383.. 3745, 3385. 
3728. .3823 



Seq. ID OJ000114_19.0307.C9 

Strand ' - 

End - 15609 

Method TBLASTX : Maize 

End 3823 

Score 355 

.3822, 3412. .3819, 3453. .3821, 



Seq. No. 47556 

Gene No. 101178 

Start 13044 

Name OJ000114_19 . 0307 . C9 . ol . t s 

Start 3539 

GI none 

Exons 3539.. 3643, 3544.. 3828, 3545, 



Seq. ID OJ000114_19.0307.C9 
Strand 

End 15609 

Method TBLASTX : Soybean 

End 3828 

Score 103 

.3652, 3550. .3735, 3761. .3826 



Seq. No. 47556 

Gene No. 101178 

Start 13044 

Name' OJ000114_19 . 0307. C9 . ol . tc 

Start 4591 

GI none 

Exons 4591.. 4992, 4605.. 4664, 4606. 
5137. .5220 



Seq. ID OJ000114_19.0307.C9 
Strand 

End 15609 

Method TBLASTX: Cress - 

End 5220 

Score 41 

.4821, 4730. .4975, 4993. .5109, 



Seq. No. 47556 

Gene No. 101178 

Start 13044 

Name OJ000114_19 . 0307 . C9 . o3 . gs 

Start 1304-4 

GI none 

Exons 13044. .13267, 15513.. 15609 



Seq. ID OJ000114_19.0307.C9 
Strand 

End. 15609 

Method GENSCAN 

End 15609 

Score .69 



Seq. No. 47557 

Gene No. 101179' 

Start 938 

Name OJ000114__19 . 0307 . C10 . ol . gs 

Start 938 

GI none 

Exons 938.. 1483, 1832.. 2067, 2693. 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 598 9 

Method GENSCAN 

End 5482 

Score .45 
.3182, 3192. .4447, 4585. .4667, 



49237 



4716. .5482 



Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI ' 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47557 
101179 
938 

OJ000114_19. 0307. CIO. ol.np 
938 

5257279 
938. .1208 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ000114_19. 0307. CIO 

Strand + 

End 5989 

Method AAT/NAP 

End 1208 

Score 452 



47557 

101179 

938 

OJ000114_19. 0307. C10. o2.np 
938 

5257279 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method AAT/NAP 

End 5989 

Score 6260 



938. .1483, 1832. .2067, 2693. .5413, 5630. .5800, 5913. .5989 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 47557 

Gene No. 101179 

Start 938 

Name OJ000114__19 . 0307 . C10 . 06 . tw 

Start 2586 

'GI none 
Exons 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 59.8 9 

Method TBLASTX: Wheat' 

End • 2972 

Score 156 



2586.. 2801, 2609.. 2791, 2826.. 2972 



Seq. No. 47557 

Gene No. 101179 

Start 938 

Name OJ000114_19 . 0307 . C10 . o5 . tm 

Start 3519 

GI none 

Exons 3519.. 3842, 3566.. 3667 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX : Maize 

End 38.42 

Score 217 



Seq. No. 47557 

Gene No. 101179 

Start 938 

Name OJ000114_19 . 0307 . C10 . o5 . tw 

Start 3524 

GI none 
Exons 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX : Wheat 

End 3902 

Score 143 



3524. .3655, 3525. .3746, 3525.-3683, 3744. .3896, 3780. .3902, 
3791. .3901 



Seq. No. 47557 

Gene No. 101179 

Start 938 

Name OJ000114_19 . 0307 . C10 . o3 . tw 

Start ,4070 

GI none 
Exons 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX : Wheat 

End 4500 

Score 451 



4070. .4381, 4074. .4454, 4134. .4391, 4409. .4453, 4456. .4500, 
4458. .4490 



Seq. No. 



47557 



Seq. ID OJ000114_19. 0307. C10 



49238 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



101179 
938 fc 

OJ000114_19. 

4083 

none 

4083. .4373, 



0307. CIO. o2. tm 



4085. .4375 



Strand 
End 

Method 

End 

Score 



+ 

598 9 

TBLASTX: Maize 

4375 

363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 
101179 
938 . 

OJ000114_19. 

4493 

none 

4493. .4624, 



Seq. ID OJ000114__19. 0307 .C10 

Strand + 

End 5989 

Method TBLASTX : Mai ze 

End 4945 

Score 100 
4547. .4615, 4610. .4945, 4699. .4824, 4852. .4899 



0307. C10. o3. tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 

101179 

938 

OJ000114_19, 

4499 

none 

4499. .4531, 



0307.C10*ol. ts 



453S..4894, 4535. 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX: Soybean 

End 4 8 94 

Score 54 
.4684, 4537. .4893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 

101179 

938 

OJ000114_19. 
4607 
none , 
4607. .4909, 



0307. C10. o4.tw 



4607. .4834, 4609. 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End ■ 5989 

Method TBLASTX : Wheat 

End 4909 

Score 376 
.4893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 

101179 

938 

OJ000114_19. 

4910 

none 

4910. .5413, 



03,07. C10. ol.tw 



4919. .5326, 4945. 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5 98 9 

Method TBLASTX: Wheat 

End 5413 

Score • 632 . 
.5331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 

101179 

938 

OJ000114_19. 

4916 

none 

4916. .5161, 



0307 .C10. o2. ts 



4945. .5160 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX : Soybean 

End 5161 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47557 

101179 

938 

OJ000114JL9. 

4982 

none 

4982. .5335,- 



0307. C10. ol.tm 



4984. .5331, 4985. 



Seq. ID OJ000114_19. 0307. C10 

Strand + 

End 5989 

Method TBLASTX: Maize 

End 5335 

Score 4 67 
.5275 



Seq. No. 
Gene No. 



47557 
101179 



Seq. ID OJ000114_19. 0307. C10 
Strand + 



49239 



Start 


938 






End 


5989 




Name 


OJ000114_19 


. 0307 . 


C10 . o2 . tw 


Method 


TBLASTX : 


Wheat 


Start 


5413 






End 


5890 




GI 


none 






Score 


527 




Exons 


5413 . . 5874 , 


5414 . 


.5890 








Seq. No. 


47557 






Seq. ID 


OJ000114 


_19. 0307. C10 


Gene No. 


101179 






Strand 


+ 




Start ... 


938 






End 


5989 




Name 


OJ000114_19 


. 0307 . 


C10 . o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


5552 






End 


5869 




GI 


none 






Score 


248 




Exons 


5552 , . 5869, 


5662 . 


. 5706, 5764 . 


> .5865 






Seq. No. 


47558 






Seq. ID 


OJ000114 


_15 . 0310 . C2 


Gene No. 


101180 






Strand 


+ 




Start 


2319 






End 


5268 




Name. 


OJ000114_15 


. 0310 . 


C2 . ol . gs 


Method 


GEN SCAN 




Start 


2319 






End 


5268 




GI 


none 






Score 


.48 




Exons 


2319. . 2525, 


2616. 


.2895, 2994. 


,.3093, 4348. .4691, 


4963 . . 5072, 




5236. . 5268 












Seq. No. 


47558 






Seq. ID 


OJ000114 


_15 . 0310 . C2 


Gene No. 


101181 






Strand 






Start 


2569 






' End 


2899 




Name 


OJ000114 15 


.0310. 


C2.o2.gp 


Method 


AAT/GAP 




Start 


2569 






End 


2899 




GI 


69014 1.R1084 




Score 


601 




Exons 


2569. .2899 












GI Descrip. 


' 4 680178 /gb| AF111709.il AF111709 1 . Oe- 


108 Oryza 


sativa subsp. 




indica Retrosat 1 


. retrotransposon and Ty3-Gypsy 


type Retrosat 




retrotransposon, 


complete sequences; « 


and unknown genes' 


Seq. No. 


47558 






Seq. ID 


OJ000114 


_15.0310.C2 


Gene No. 


101182 






Strand 






Start 


7139 






End 


8246 




Name 


OJ000114 15 


.0310. 


C2.o2.gs 


Method 


GENSCAN 




Start 


7139 






End 


8246 




GI 


none 






Score 


.77 




Exons 


7139. .7521, 


7940. 


.8246 








Seq. No. 


47558 






Seq. ID 


OJ000114 


_15.0310.C2 


Gene No. 


101183 






Strand 






Start 


9810 






End 


10566 




Name 


OJ000114 15, 


.0310. 


C2.o3.gs 


Method 


GENSCAN 




Start 


9810 






End 


10566 




GI 


none 






Score 


. 93 




Exons 


9810. .9899, 


10564 


. .10566 








Seq. No. 


47559 






Seq. ID 


OJ000114 


_15.0310.C3 


Gene No. 


101184 






Strand 


+ 




Start 


4107 






End 


9429 




Name 


OJ000114 15. 


.0310. 


C3 . o3 . np 


Method 


AAT/NAP 




Start 


4107 






End 


9429 




GI 


5852175 






Score 


91 




Exons 


. 4107. .4166, 


7601. 


.7737, 8152. 


.8249, 8689. .8745, 


9321. .9429 



49240 



GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 

Seq. No. 47559 Seq. ID OJ000114_15 . 0310 . C3 

Gene No. 101184 Strand + 

Start . 4107 End 9429 

Name . OJ000114_15 . 0310 . C3 . o2 . np Method AAT/NAP 

Start 8010 End 8218 

GI 6016874 Score 241 

Exons 8010. . 8218 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D2507 6 (R3116) .correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 47559 Seq. ID 

Gene No. 101185 Strand 

Start 10673 End 

Name OJ000114_15 . 0310 . C3 . o2 . gp Method 

Start 10673 End 

GI 576771 Score 

Exons 10673. . 10929, 10956.. 11166 

GI Descrip. 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3* -end sequence 



OJ000114_15.0310.C3 
+ 

11166 
AAT/GAP 
11166 
808 



U 



Seq. No. 47559 

Gene No. . 101186 
Start 3679 

Name OJ000114_15 . 0310 . C3 . o2 . gs 

Start 3679 
GI none 

Exons 3679.. 3810, 3920.. 4012, 4182, 

7396. .7796 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,4697, 



OJ000114 15. 0310. C3 



7796- 
GEN SCAN 
7796 
.51 

5332. .5704, 



5945. .6157, 



Seq. No. * 47559 Seq. ID 

Gene No. 101187 Strand 

Start 9728 End 

Name OJ000114_15 . 0310 . C3 . ol . tw . Method 

Start 5674 End 

GI none Score 

Exons 5674.. 6042, 5725.. 6036 



OJ000114JL5.0310.C3 
10923 

TBLASTX: Wheat 

■6042 

135 



Seq. No. 47559 

Gene No. 101187 

Start 9728 

Name OJ000114_15 . 0310 . C3 . o3 . gs 

Start 9728 

GI none 

Exons 9728.. 9742, 10097 .. 10217 , 10883.. 10923 



Seq. ID OJ000114_JL5.0310.C3 
Strand 

End 10923 

Method GENSCAN 

End 10923 

Score .88 



Seq. No. 47560 Seq. ID OJ000114_15 . 0310 . C4 - 

Gene No. 101188 Strand + " 

Start 3690 End 5759 

Name OJ000114__15 . 0310 . C4 . ol . np Method AAT/NAP 

Start 3690 End 5759 

GI 6069646 Score 855 

Exons 3690.. 4491, 4780.. 5759 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 



49241 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


47560 








Seq. ID 


OJ000114__15.0310 


.C4 




Gene No. 


101189 








Strand 








Start ; 


364 








End 


5659 






Name 


' OJ000114 15, 


.0310. 


■C4.ol. 


,gs 


Method 


GENSCAN 






Start 


364 








End 


5415 






GI 


none 








Score 


.43 






Exons 


364. .435, 509. .820, 2614.. 


,2753, 3489.. 


3563, 5237.. 5415 






Seq. No. 


47560 








Seq. ID 


OJ000114_15.0310 


.C4 




Gene No. 


101189 








Strand 


— 






Start 


364 








End 


5659 






Name 


OJ000114 15, 


. 0310. 


C4 . o4 . 


, tm 


Method 


TBLASTX: Maize 






Start 


3098 








End 


3376 






GI 


none 








Score 


217 






Exons 


3098 . . 3376, 


3103. 


. 3315 












Seq. No. 


47560 








Seq. ID 


OJ000114_15.0310 


.C4 




Gene No. 


101189 








Strand 


— 






Start 


364 








End 


5659 






Name 


OJ000114 15. 


. 0310. 


C4 . o2 . 


tm 


Method 


TBLASTX: Maize 






Start 


3692 








End 


4012 






GI 


none 








Score 


317 - 




; : r 

= i~ 


Exons 


3692. .4012, 


3697 . 


. 3912 










i, -J 


Seq. No. 


47560 








Seq. ID 


OJ000114_15.0310 


.C4 


iy 


Gene No. 


101189 








Strand 


— 




i s 


Start 


364 








End 


5659 






Name 


OJ000114 15. 


, 0310. 


C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 






Start 


3692 








End 


4027 






GI 


none 








Score 


150 






Exons 


3692. .3943, 


3950 . 


.4027 










L. J- 


Seq. No. *' 


47560 








Seq. ID 


OJ000114_15.0310 


.C4 


i*§ 


Gene No. 


101189 * 








Strand 








Start 


" 364 








End 


5659 






Name 


OJ000114 15. 


,0310. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




n 


Start 


4013 








End 


4711 






GI 


none 








Score 


448 






Exons 


4013. .4180, 


4024 . 


.4215, 


4079. .4711, 4441. .4710 






Seq. No. 


47560 








Seq. ID 


OJ000114JL5.0310 


.C4 




Gene No. 


101189 








Strand 








Start 


364 








End 


5659 






Name 


OJ000114 15. 


0310. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


4355 








End 


4798 






GI 


none 








Score 


200 






Exons 


4355. .4648, 


4748. 


.4798 












Seq. No. 


47560 








Seq. ID 


OJ000114_15.0310 


.C4 




Gene No. 


101189 








Strand 








Start 


364 








End 


5659 






Name 


OJ000114 15. 


0310. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


4774 








End 


5056 





49242 



GI none 

Exons 4774.. 4896, 4775.. 4954, 4967. 

Seq. No. 47560 

Gene No. 101189' 

Start 364 

Name OJ000114_15 . 0310 . C4 . o5 . tm 

Start 5180 * 

GI none 

Exons 5180.. 5509, 5612.. 5659 



Score 
.5056 



185 



Seq. ID OJ000114_15.0310.C4 
Strand 

End 5659 

Method TBLASTX: Maize 

End 5659 

Score 182 



Seq. No. 47561 

Gene No. 101190 

Start 340 

Name OJ000114_15 . 0310 . C5 . ol . gs 

Start 340 

GI none 

Exons 340.. 405, 657.. 746 



-Seq. ID OJ000114_15.0310.C5 

Strand + 

End 74 6 

Method GENSCAN 

End 74 6 

Score .77 



Seq. No. 


47561 


Seq. ID 


OJ000114_ 


15. 0310. C5 


Gene No. 


101191 


Strand 


+ 




Start 


2126 


End 


4273 




Name 


OJ000114 15.0310.C5.o2.gs 


Method 


GENSCAN 




Start 


2126 


End 


4273 




GI 


none 


Score 


.77 




Exons 


2126.. 3653, 4*191.. 4273 * 








Seq. No. 


47561 


Seq. ID 


OJ000114_ 


15. 0310. C5 


Gene No. 


101192 


Strand 


+ 




Start 


7135 


End 


13245 




Name 


OJ000114 15.0310.C5.ol.np 


Method 


AAT/NAP 




Start 


7135 


End 


13209 




GI 


5922631 


Score 


6709 




Exons 


7135. .7259, 7518. .7762, 8012. 


.8214, 8260. .8831, 


8874. .9025 




9152. .10075, 10682. .13209 








GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) 


correspond 




region of the predicted gene. 


; similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 47561 

Gene No. 101192 

Start 7135 

Name OJ000114_15 . 0310 . C5 . o3 . gs 

Start 7135 

GI none 

Exons 7135.. 10067, 10164 .. 11234 , 11283.. 13245 



Seq. ID OJ000114_15.0310.C5 



Strand 
End 

Method 

End 

Score 



+ 

13245 
GENSCAN 
13245 
. 96 



Seq. No. 47561 Seq. ID OJ000114_15 . 0310 . C5 

Gene No. 101193 Strand + 

Start 18940 , End . 25016 

Name OJ000114_15 . 0310 . C5 . o9 . np Method AAT/NAP 

Start 18940 End 24983 

GI 5,922631 Score 6638 



49243 



Exons 18940. .19064, 19293 .. 19552 , 19820 .. 19989, 20035 20603, 

20646. .20796, 20923 .. 2184 9, 22456.. 24983 
GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12 145 ) correspond to a 

region of the predicted gene:; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene .; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


47561 


Seq. ID 


OJ000114 




Gene No. 


101193 


Strand 


+ 




Start 


18940 


End 


25016 




Name 


OJ000114 15.0310.C5.o7.np 


Method 


AAT/NAP 




Start 


18940 


End 


21854 




GI 


5902444 


Score 


4056 




Exons 


18940. .21854 








GI Descrip. 


(AB030283) GAG-POL precursor 


• [Oryza sativa] 




Seq. No. 


47561 


Seq. ID 


OJ000114 




Gene No. 


101193 


Strand 


+ 




Start 


18940 


End 


25016 




Name 


OJ000114 15.0310.C5.ol0.np 


Method 


AAT/NAP 


C3 


Start 


21921 


End 


25016 




GI 


5902445 


Score 


'5006 


fn 


Exons 


21921.. 25016 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


47561 


Seq. ID 


OJ000114 




Gene No. 


101194 


Strand 






Start 


13563 


End 


16791 


fii 


Name 


OJ000114 15.0310.C5.o4.gs 


Method 


GENS CAN 




Start 


13563 


End 


16791 




GI 


none 


Score 


.57 




Exons 


135.63. .13883, 13910 .. 14010, 


14083. .14187, 14259 


"■■'4 




14511. . 14711, 14786. .15383, - 


15602. .16638, 16773 


1 2 


Seq. No. 


47561 


Seq. ID 


OJ000114 




Gene No. 


101194 


Strand 






Start 


13563 


End 


16791 




Name 


OJ000114 15.0310.C5.o2.np 


Method 


AAT/NAP 




Start 


13566 


End 


14023 




GI 


5902446 


Score 


718 




Exons 


13566. . 14023 








GI Descrip. 


(AB030283) orf5 [Oryza sativa] 






Seq. No'. 


47561 


Seq. ID 


OJ000114_ 




Gene No. 


101194 


. Strand 






Start 


13563 


End 


16791 




Name 


OJ000114 15.0310.C5.o3.np ' 


Method 


AAT/NAP 




Start 


13566 


End 


16486 




GI 


6691716 


Score 


2345 




Exons 


13566. .14010, 14 083. .14187, 


14337 . .14448, 14524 






14 8 95. .1514 4, 15226. .154 00, 


15598. .164c 


36 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 



15. 0310. C5 



gi | 6691717 | dbj IBAA8 9397. 1 | 
[Oryza sativa] 



.14718, 



(AP000570) hypothetical protein 



49244 



Seq. No. 47561 Seq. ID 

Gene No. 101194 Strand 

Start 13563 End 

Name OJ000114_15 . 0310 . C5 . o5 . np Method 

Start . 14757 End 

GI 5902447 Score 

Exons 14757.. 15503 

G-I- Descrip. (AB030283) orf4 [Oryza sativa] 



OJ000114_15.0310.C5 

16791 
AAT/NAP 
15503 
1244 



Seq. No. 


47561 




Seq. ID 


OJ000114_ 


15.0310 


.C5 


Gene No. 


101194 




Strand 








btart 


13563 




End 


16791 






Name 


OJ000114 15. 0310. C5. 


. 06 . np 


Method 


AAT/NAP 






Start 


15593 




End 


16486 






-r 
bi 


5902448 




Score 


1573 






Exons 


15593. .16486 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








o e q . in o . 


47561 




Seq. ID 


OJ000114_ 






Gene No. 


101195 




Strand 








Start 


25349 




End 


28264 






Name 


OJ000114 15. 0310. C5, 


. 06 . gs 


Method 


GENSCAN 






Start 


25349 




End - 


28264 






GI 


none 




Ssore 


.79 






Exons 


25349. .25800, 26336. 


. .26500, 


26578. .26936, 27013. 


.27302, 






27380. .27714, 28072. 


. .28264 










Seq. No. 


47561 




Seq. ID 


OJ000114_ 


15.0310 


.C5 


Gene No. 


101195 




Strand 








Start 


25349 




End 


28264 






Name 


OJ000114 15.0310.C5. 


, oil .np 


Method 


AAT/NAP 






Start 


25361 




End 


28264 






GI 


6691716 




Score 


2504 






Exons 


25361. .25800, 25874. 


, .25987, 


26137. .26238, 26313. 


.26500, 






26578.-26757, 26834. 


, .26936, 


27013. .27179, 27380. 


.28264 





GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



tj Seq. No. 


47561 


Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101196 


Strand 






Start 


34598 


End 


34959 




Name 


OJ000114 15.0310.C5.ol3.np 


Method 


AAT/NAP 




Start 


34598 


End 


34959 




GI 


7543898 


Score 


83 




Exons 


34598. .34959 








GI Descrip. 


(AL138645) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


47561 


Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 


Strand 






Start 


36067 


End 


36250 




Name 


OJ000114 15.0310.C5.o9.tw 


Method 


TBLASTX: Wheat 




Start 


8436 


End 


20442 




GI 


none 


Score 


288 




Exons 


8436. .8705, 8437. .8838, 20208 .. 20435, 


20209. .20442 





49245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47561 
101197 
36067 

OJ000114_15.0310.C5.ol.tw 
9415 
none 



Seq. ID OJ000114_15.0310.C5 
Strand 

36250 

TBLASTX: Wheat 
21986 
149 



End 

Method 
End 
Score 

9415. .9591, 9.636. .9821, 9640. .9870, 9976. .10212, 10047 10208 , 
21189. .21365, 21410 .. 2164 6, 21414 .. 21644 , 21693 .. 21986, 
21821. .21982 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47561 
101197 
36067 

OJ000114_15.0310.C5.o4.ts 
10132 
none 



36250 

TBLASTX : Soybean 
22271 
139 

10132. .10356, 10363. .10497, 21906 22130, 22137.. 22271 



Seq. ID OJ000114_15.0310.C5 
Strand 
End 

Method 
End 
Score 



Seq. No. 47561 Seq. ID 

Gene No. 101197 Strand 

Start 36067 End 

Name OJ000114_15 . 0310 . C5 . olO . tw Method 

Start 10213 End 

GI none Score 

Exons 10213. .10446, 10233 104 45 , 

21989. .22219, 22057.. 22221 



OJ000114_15.0310.C5 
36250 

TBLASTX: Wheat 
22221 
27 4 

10234 . .10446', 21987 .. 22220, 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114_15 . 0310 . C5 . o4 . tm 

Start 10222 

GI none 
Exons 



Seq. ID OJ000114_15.0310.C5 
Strand 
End 

Method 
End 
Score 



36250 

TBLASTX: Maize 

22352 

375 



10222. .10578, 10263 10568 , 21996 .. 22352 , 22037.. 22228 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114_15 .0310 . C5 . o2 . tw 

Start 10447 

GI none 

Exons 10447. 

22233. 



.10866, 10447, 
.22436, 22265. 



. 10671, 
.22639 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_15.0310.C5 
36250 

TBLASTX: Wheat 

2264 0 

468 



10449. .10865, 22221 .. 2264 0, 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114__15 . 0310 . C5 . o2 . ts 

Start 107.41 

GI none 
Exons 



36250 

TBLASTX: Soybean 
22916 
313 

10741. .11142, 10758. .10901, 10938 .. 11108 , 224 85 .. 22916, 
22532. .22675, 22548 .. 22829, 22712. .22882 



.Seq. ID OJ000114_15.0310.C5 
Strand 
End 

Method 
End 
Score 



Seq. No. 47561 Seq. ID 

Gene No. 101197 Strand 

Start 36067 End 

Name OJ000114 15 . 0310 . C5 . o3 . tm Method 



OJ000114_15.0310.C5 
36250 

TBLASTX: Maize 



49246 




Start 


10809 




End 


23003 




GI 


none 




Score 


269 




Exons 


10809. .11063, 10810 


. . 11064, 


10810. .11064, 11085. .11216, 






11086. .11229, 22583 


. . 22837, 


22584. .22838, 22584 .. 2284 1, 






22859 22990, 22860 


. . 23003 








Seq. No. 


47561 




Seq. ID 


OJ000114 15.0310 


.C5 


Gene No. 


101197 . 




Strand 






Start 


36067 




End 


36250., 




Name 


OJ000114_15 . 0310 .C5 


.o3. tw 


Method 


TBLASTX : Wheat 




Start 


10911 




End 


23114 




GI 


none 




Score 


414 




Exons 


10911 11339, 10912 


. . 11340, 


22685. .228 


J94, 22686.. 23114 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


. C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114 15. 0310. C5 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11368 




End 


23530 




GI 


none 




Score 


86 




Exons 


11368 . .11472, 11376 


. . 11756, 


11512. .11754, 23282. .23530, 






23286 . .23528 










Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310, 


,C5 


Gene No. 


101197 




Strand 






Start 


. 36067 




End 


36250 




Name 


OJ000114_15 . 0310 . C5 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11377 




End 


23573 




GI 


none 




Score 


414 




Exons 


11377 .. 11799, 11385 


. . 11789, 


23187. .23573, 23195. .23497 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310, 


,C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114_15 . 0310 . C5 


. o9. tm 


Method 


TBLASTX: Maize 




Start 


11430 




End 


23477 




GI 


none 




Score • 


121 




Exons 


11430. . 11600, 11440 


. . 11601, 


11605. .11703, 11637. .11702, 






23205. .23375, 23379, 


. . 23477 








Seq. No. 


47561 




Seq. ID 


OJ000114JL5.0310. 


,C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114 15 . 0310 . C5 , 


. ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


11815 




End- 


23888 




GI 


none 




■ Score 


126 




Exons 


H815 . . 11949, 11974 . 


. . 12114, 


23589. .23723, 23790. .23888 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310. 


C5 


Gene No. 


101197 




Strand 






Start 


36067. 




End 


36250 




Name 


OJ000114 15. 0310. C5. 


, o2.tm 


Method 


TBLASTX: Maize 




Start 


12111 




End 


24248 




GI 


none 




Score 


446 




Exons 


12111. .12422, 12112. 


. .12435, 


12120. .124 4 6, 1242 6. .124 73, 






12427. .12474, 23886, 


, .24209, 


23906. .24196, 24201. .24248 





■'"49247 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


zrt. tAA A1 1 A 1 f- rt. rt i rt r-i r- 

OJ000114 15. 0310. C5. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12117 




End 


24278 




GI 


none 




Score 


420 




Exons. 


1 rt -l -n "-J i i n« -1 rt 1 "1 rt 

12117 .. 12428, 12118. 


. 12504, 


12313. . 12504, 23891. .24109, 






23892 .. 24278, 24093.. 


. 24278 








Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


. C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114_15.0310.C5. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


12576 




End 


24623 




GI 


none 




Score 


89 




Exons 


T rt f - "~7 1 rt, /- rt — \ 1 rt f~ T ^ 

12576 .. 12683, 12577. 


. 12675, 


12666. .12740, 12 670 .. 12753, 






12763 12849, 24344. 


.24457, 


24351. .24449, 24440 .. 24514 , 






24444 .. 24527, 24540. 


. 24 623 








Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114_15.0310.C5. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


12619 




End 


34368 




GI 


none 




Score 


276 




Exons 


12619. . 12897, 12639. 


.12728, 


12774. .12881, 12938 .. 13012 , 






13096. .13233, 24393. 


. 24671, 


24413.'. 24502, 24 554 .. 24 655, 






rt J( ■— 1 rt /- rt/lrtrtjl rt / rt •— 1 /— 

24726.-24884, 24876. 


. 25007 , 


34336. .34368 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114 15. 0310. C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


12961 




End 


24968 




GI 


none 




Score 


152 




Exons 


1 rt rt -1 1 rt 1 1 rt -| rt rt rt rt 

. 12961 .. 13113, 13092. 


. 13196, 


13093. . 13194, 24726. .24887, 






rt j| /~ rt »™ij|rt/-rt r\ A f\ /~ /~ 

24 7 62 .. 24 860, 24866. 


.24 967, 


24867. .24968 




Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


0 JO 00114^15 . 0310 . C5 . 


ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


16076 




End 


28144 




GI 


none 




Score 


206 




Exons 


i/~rt.'-?/'- -i /~ rt /* /~ rt ^ rt r - /i 

16076 .. 16366, 27854. 


.28144 








Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310 


.C5 


Gene No. 


101197 




Strand 






Start 


36067 




End 


36250 




Name 


OJ000114 15. 0310. C5. 


oil . tw 


Method 


TBLASTX: Wheat 




Start 


19978 




End 


31791 




GI 


none - 




Score 


68 




Exons 


19978. .20103, 31413. 


.31493, 


31485. .316 


!37, 31498. .31638, 






31638. .31790, 31639. 


.31791 








Seq. No. 


47561 




Seq. ID 


OJ000114_15.0310, 


.C5 


Gene No. 


101197 




Strand 







49248 



Start 
Name 
Start 
GI 

Exons 



36067 

OJ000114_15.0310.C5.o8.tw 

30392 

none 

30392. .30562, 30394 .. 30678, 



End 36250 
Method TBLASTX : Wheat 
End 30756 
Score 103 
30394 . .30756 



Seq. No. 47561 

Gene No. 101197 . - 

Start 36067 

Name OJ000114_15 . 0310 . C5 . o5 . tm 

Start 30487 

GI none 

Exons 30487. .30579, 30586 .. 3084 9, 



Seq. ID OJ000114_15.0310.C5 
Strand 

End 36250 

Method TBLASTX : Mai ze 

End 30956 

Score 145 
30843. . 30956 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114_15 . 0310 . C5 . o7 . tw - 

Start 30855 

GI none 

Exons 30855. .30953, 31044 .. 31406, 



Seq. ID OJ000114_15.0310.C5 
Strand 

End 36250 
Method TBLASTX : Wheat 
End -.31407 
Score 71 
31047. .31259, 31057.. 31407 



Seq. No. 47561 

f2 Gene No. 101197 

Start 36067 

H Name OJ000114_15 . 0310 . C5 . o7 . tm • 

«;! Start 30957 

ty GI none 

□ Exons 30957. .31160, 30999 .. 31184 , 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114_15 . 0310 . C5 . ol . ts 

Start 31029 

GI none 

Exons • 31029. .31214, 31057 .. 31194 , 
31504.. 31545 



Seq. ID OJ000114_15.0310.C5 
Strand 

End 36250 

Method TBLASTX: Maize 

End 31184 

Score ■' 8 9 
31000. .31182 

Seq. ID OJ000114_15.0310.C5 
Strand 

End 36250 

Method TBLASTX : Soybean 

End' 31556 

Score 69' 
31203. .31556, 31204 31437 , 



Seq. No. 47561 

Gene No. 101197 

Start . 36067 

Name OJ0001 14JL5 . 0310 . C5 . ol . tm 

Start 31188 

GI none 

Exons 31188. .31790, 31207 31452, 



Seq. ID OJ000114_15.0310.C5 
Strand 

End 36250 

Method TBLASTX : Mai ze 

End 31790 

Score 109 
31501. .31767 



Seq. No. 47561 

Gene No. 101197 

Start 36067 

Name OJ000114_15 . 0310 . C5 . ol3 . tw 

Start 31830 

GI none 

Exons 31830. .31970, 31840 .. 3191 1, 



Seq. ID OJ000114_15.0310.C5 

Strand . - 

End 36250 

Method TBLASTX : Wheat 

End 32068 

Score 50 
31972. .32067, 31982. .32068 



Seq. No. 
Gene No. 



47561 
101197 



Seq. ID OJ000114_15.0310.C5 
Strand 



49249 




Start 


36067 


End 


36250 






Name 


OJ000114_15 . 0310.C5. 08 . gs 


Method 


GENSCAN 






Start 


36067 


End 


36250 






GI 


none 


Score 


. 9 






Exons 


36067 . . 36250 










Seq. No. 


47562 


Se.q. ID 


OJ000114_ 


15.0310. 


C6 


Gene No.' 


101198 ' 


Strand 


+ 






Start 


168 


End 


2807 






Name 


OJ000114 15.0310.C6.ol.gs 


Method 


GENSCAN 






Start 


168 


End 


2501 






GI 


none 


Score 


.73 






Exons 


168. .365, 451. .510, 857. .1030, 1100. .1427, 1524. 


. 1634 , 






1717. .1787, 2009. .2057, 2303. .2501 








Seq. No. 


47562 


Seq. ID 


OJ000114_ 


15.0310. 


C6 


Gene No. 


101198 


Strand 


+ 






Start 


168 


End 


2807 






Name 


OJ000114 15.0310.C6.ol.np 


Method 


AAT/NAP 






Start 


183 


End 


2807 






GI 


6539580 


Score 


649 






Exons 


183. .795, 857. .1047, 1120.. 


1424, 1555. 


.1634, 2284. .2439, 






2710. .2807 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47563 


Seq. ID 


OJ000114_ 


15.0310. 


C7 


Gene No. 


101199 


Strand 


+ 






Start 


300 


End 


5654 






Name 


OJ000114 15-0310. C7.ol.gs 


Method 


GENSCAN 






Start 


300 


End 


5654 






GI 


none 


Score 


.73 






Exons 


300. .592, 684. .720, 942. .1043, 1424. .1555, 1919. 


.2019, 






2115. .2304, 3196. .3279, 3751. .3903, 48 


23. .4932, 


5121. .5175, 




5222. .5266, 5298. .5654 










Seq. No. 


47563 


Seq. ID 


OJ000114_ 


15.0310. 


C7 


Gene No. 


101200 . 


. Strand 


+ 






Start 


23531 


End 


33464 






Name 


OJ000114 15.0310.C7.o5.gs 


Method 


GENSCAN 






Start 


23531 


End 


33464 • 






GI 


none 


Score 


• .8 






Exons 


23531. .23632, 23707 .. 23927 , 


24004 . .24162, 24707. 


.24977, 






25453. .25559, 264 35 .. 27224 , 


27423. .27670, 28247. 


.28373, 






28463. .28738, 29653 29887, 


30931. .31219, 31679. 


.31715, 






32097. .32309, 33381.. 33464 










Seq. No. 


47563 


Seq. ID 


OJ000114_ 


15.0310. 


C7 


Gene No. 


• 101200 


Strand 


+ 






Start 


23531 


End 


33464 






Name 


OJ000114 15.0310.C7.o4.np 


Method 


AAT/NAP 






Start 


24606 


End 


31223 






GI 


4204312 


Score 


2343 






Exons 


24606. .25015, 254 53 .. 25559, 


26435. .27350, 27423. 


.27670, 






28247. .28373, 284 63 .. 28738, 


29653. .29887, 30928. 


. 31223 





GI Descrip. (AC003027) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



49250 





Seq. No. 


A T C C *3 

47563 


Seq. ID 


OJU0U114 


1 C ATI A 

Id . 0310 


. c / 




Gene No . 


lUlzOO 


Strand 


+ 








Start 


23531 


End 


33464 








Name 


.OJ000114_15.0310.C7.o2.gp 


Method 


AAT/GAP 








Start 


o ^ a o i 
^4bol 




25558 








GI 


oUU^yoo 


Score 


786 








Exons 


Zh bo I . . ^4 y / / , ZD4 D J . . ZDDDO 












GI Descrip. 


hZVh olZ d . u e - 1 / l UUJUZ / J 


lcl prt seq 


No definition line found 






[Arabidopsis thaliana] 












Seq. No. 


47563 


Seq. ID 


OJ000114 


_15.0310 


.C7 




Gene No. 


101200 


Strand 


+ 








btart 




kna 


33464 








Name 


OJU0U114 ID . U31U . L / . 03 . gp 


Me tnoa 


AAT/GAP 








Start 


3104 y 


T-> _J 

Lna 


31494 








GI 


buuz y o b 


Score 


862 








Exons 


3104 y . . 314 y4 












Seq. No. 


47563 


Seq. ID 


OJ000114 


_15.0310, 


.C7 




Gene No. 


101201 


Strand 


+ 








Start 


o n o n c 
39o / 6 


End 


41850 








Name 


OJ000114 lb . 0310 . C / . o / . gs 


Method 


GENSCAN 








Start 


3987 6 


End 


41850 






% : ^ 


GI 


none 


Score 


.65 








Exons 


'5AO-7/' a r\r\ a f A C\C.r\ A A C\ (TH O 

39876. .40046/ 40604 . . 4 06 /9 , 


40902. .41102, 41600 


A 1 O C Ci 

. . 4 lb DO 




cn 


Seq. No. 


47563 


Seq. ID 


OJ000114^ 


1 C. ATI A 

ID . U31U . 


. L 1 




Gene No. 


101202 


Strand 


+ 






S3 


Start 


4 3 641 


End 


46199 








Name 


OJ000114 lo . U31U . c / . oo . gs 


Method 


GENSCAN 








Start 


43641 


End 


46199 






CI i 


GI 


none 


Score 


.46 






5' 


Exons 


A C A ^ O "7 O C /l /l 1 A A /I /I "7 1 / 

4 364 1 . . 43 /3d, 4410Z .. 44714 , 


44745. .45351, 46132 


. .46199 




I. -3 


Seq. No. 


A 1 C C "3 

4 /d63 


Seq. ID 


OJ000114_ 


_15.0310. 


.CI 


v i 


Gene No . 


101202. 


Strand 


+ 








p 4_ — -v~ +- 

otart 


4 3641 


End 


46199 








Name 


OJ000114 15.0310.C7.o6.np 


Method 


AAT/NAP 








Start 


44721 


End 


45125 








GI 


7489553 


Score 


492 








Exons 


44721. .45125 












GI Descrip. 


probable reverse transcriptase - rice 


( fragment 


) 








gi i 24 6264 0 | emb | CAA73800 . 1 | 


(Y13370) reverse transcriptase [Oryza 






sativa] 












Seq. No. 


47563 ■ ■ 


Seq. ID 


OJ000114_ 


JL5.0310. 


,C7 




Gene No. 


101203 


Strand 


+ 








Start 


49804 


End 


52150 








Name 


OJ000114 15.0310.C7.ol0.gs 


Method 


GENSCAN 








Start 


49804 


End 


52150 








GI 


none 


Score 


.55 








Exons 


49804. .49888, 50180 50274 , 


50769. .50848, 51692 


. .51870, 








52086. .52150 












Seq. No. 


47563 


Seq. ID 


OJ000114_ 


JL5.0310. 


,C7 




Gene No. 


101204 


Strand 










Start 


3010 


End 


13780 







49251 



Name 
Start 

Exons 

GI Descrip. 



OJ000114_15 . 0310 . C7 . ol . np Method AAT/NAP 

3010 End 11260 

6063554 Score 324 

3010. .3183, 3818. .3847, 5212. .5432, 5547. .5641, 5808. .5976, 
11153. .11260 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


47563 


Seq. ID 


OJ000114 


_lo . UilO . C / 


Gene No. 


101204 


Strand 






Start 


3010 


End 


13780 




Name 


OJ000114 15.0310.C7.o2.np 


Method 


AAT/NAP 




Start 


6477 


End 


10587 




GI 


6539581 


Score 


1608 




Exons 


6477. .6539, 6797. .6918, 7171. .8936, 9154. .9438, 


9712 . . 9847 , 




10442. .10587 








GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA 


chromosome 4, 




clone F20D10; hypothetical 


protein (AL035538) 


[Oryza sativa 


Seq. No. 


47563 


Seq. ID 


OJ000114 


_15.0310.C7 


^ Gene No. 


101204 


Strand 






W Start 


3010 


End 


13780 




%J Name 


OJ000114 15.0310.C7.o2.gs 


Method 


GENSCAN 




fn Start 


7726 


End - 


13780 




fit GI 


none 


Score 


.52 




Exons 


7726. .8729, 9285. .9444, 9523. .9633, 9727. .9813, 


10045 . . 10194 




10420. .10520, 10857. . 10967, 


11455. . 11541, .„ 13681 


. . 13780 


\4 Seq. No. 


47563 


Seq. ID 


OJ000114 


_15 . 0310 . C7 


f[| Gene No. 


101205 


Strand 






'~ Start 


15164 


End 


16057 




P 5 Name 


OJ000114 15.0310.C7.o3.gs 


Method 


GENSCAN 




Start 


15164 


End 


16057 




"4 GI 


none 


Score 


. 99 




?~ Exons 


15164. .16057 








w 

Seq. No. 


47563 


Seq. ID 


OJ000114 


_15.0310.C7 


~S Gene No. 


101205 


Strand 






u Start 


15164 


End 


16057 




Name 


OJ000114 15.0310.C7.o3.np 


Method 


AAT/NAP 




o tart 


15167 


End 


16057 




GI 


7451377 


Score 


783 




Exons 


15167. .16057 








GI Descrip. 


chitinase (EC 3.2.1.14) III 


C00481 - rice 






gil 2696221 |dbj | BAA23806.il 


(D55708) chitinase [Oryza sativa] 


Seq. No. 


47563 


Seq.' ID 


OJ000114 


_15.0310.C7 


Gene No. 


101206 


Strand 






Start . 


34127 


End 


38439 




Name 


OJ000114 15.0310.C7.o6.gs 


Method 


GENSCAN 




Start 


34127 


End 


38436 




. GI 


none 


Score 


.84 




Exons 


34127. .34338, 36149 .. 36303, 


36387. .3641 


35, 36781 


. .36897, 




37559. .38436 








Seq. No. 


47563 


Seq. ID 


OJ000114 


_15.0310.C7 



BAC 



49252 









4 


9 


Gene No, 


w 

101206 




Strand 


- 


Start 


34127 




End 


38439 


Name 


OJ000114 15. 0310. C7, 


. o5 .np 


Method 


AAT/NAP 


Start 


37552 




End 


38439 


GI 


7451377 




Score 


797 


Exons 


37552. .38439 








GI Descrip. 


chitinase (EC 3.2.1, 


.14) III 


C00481 - 


rice 




gil 2696221 | db j | BAA23806.il 


(D55708) chitinase [Oryza sativ. 


Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310.C7 


Gene No. 


101207 




Strand 




Start 


47597 




End 


49608 


Name 


OJ000114 15. 0310. CI. 


. o9 . gs 


Method 


GENSCAN 


Start 


47597 




End 


49608 


GI 


none 




Score 


.41 


Exons 


47597. .47705, 48109. 


, .48274, 


48741. .49608 


Seq. No. 


47563 




Seq.- ID 


OJ000114_15.0310.C7 


Gene No. 


101207 




Strand 




Start 


47597 




End 


49608 


Name 


OJ000114 15. 0310. C7. 


, o 8 . np 


Method 


AAT/NAP 


Start 


48730 




End 


49608 


GI 


7451377 




Score 


857 


Exons 


48730. .49608 








GI Descrip. 


chitinase (EC 3.2.1. 


14) III 


C00481 - 


rice 



gi I 2696221 | dbj IBAA23806.il - (D55708)^ chitinase [Oryza sativa] 



Seq. No. 


47563 










Seq. ID 


OJ000114 


_15.0310 


.C7 


Gene No. 


101208 










Strand 








Start 


53234 










End 


53891 






Name 


OJ000114 15, 


.0310. 


,C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


8053 










End 


8493 






GI 


none 










Score 


67 






Exons 


8053. A 


3295, 


8054. 


.8260, 


8290. 


.8493, 8315. .8491 






Seq. No. 


47563 










Seq. ID 


OJ000114 


_15.0310 


.C7 


Gene No. 


101208 










Strand 








Start 


53234 










End 


53891 






Name 


OJ000114 15. 


.0310. 


C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


8116 










End 


8664 






GI 


none 










Score 


134 






Exons 


8116. . E 


S274, 


8290. 


.8664, 


8375. 


.8623 








Seq. No. 


47563 










Seq. ID 


OJ000114 


_15.0310 


.C7 


Gene No. 


101208 










Strand 








Start 


53234 










End 


53891 






Name. 


OJ000114 15. 


,0310. 


C7.o5. 


tm 


Method 


TBLASTX: 


Maize 




Start 


8327 










End 


8724 






GI 


none 










Score 


142. 






Exons 


8327. .£ 


J671, 


8329. 


.8724 












Seq. No. 


47563 










Seq. ID 


OJ000114 


_15.0310 


.C7 


Gene No. 


101208 










Strand 








Start 


• 53234 










End 


53891 






Name 


OJ000114 15. 


,0310. 


C7.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


8407 










End 


8724 






GI 


none 










Score 


103 







49253 



Exons 



8407. .8724, 8414. .8686 



Seq. No. 47563 . ' 

Gene No. 101208 
Start 53234 

Name OJ000114_15. 0310 ,C7 .ol . tc 

Start 15167 
GI none 
Exons - 15167. 

37558. 

38236. 

4 9195. 



.15379, 15551. 

.37671, 37651. 

.38346, 48748. 

.49344, 49387. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 15. 0310. C7 



,15640, 15659. 

,37761, 37933. 

,48945, 48955. 
49512 



53891 

TBLASTX: Cress 
49512 
95 * 

15799, 15854. .15982, 
38022, 38038. .38181, 
49089, 49075. .49203, 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



47563 

101208 

53234 

OJ000114_15 . 0310 . C7 . o2 . tm 
15197 
none 
15197 
15410 
37582 
37708 

48742. .49077, 



.15391, 
.15553, 



15197. 
15572. 



37656, 37582. 
37776, 37783. 

48743. 



.15382, 
. 15610, 
.37653, 
.37971, 
.49075, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15387 

15585 

37658 

37808 

49082 



OJ000114 15. 0310. C7 



53891 

TBLASTX: Maize 
49134 
129 

15530, 15401. . 15577, 
15608, 37572. .37628, 
37759, 37672. .37776, 
37915, 48740. .48997, 
49120, 49084. .49134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47563 * 

101208 

53234 

OJ000114_15.0310.C7.o3.ts 

15200 

none 

15200. .15295, 15392 .. 15508 , 

15659. .15817, 15693 .. 158 18 , 

37585. .37671, 37783 .. 378 90, 

38078. .38191, 38236 .. 38358 , 

48955. .49068, 4 9096 4 9197 , 

49277. .49330, 4 9385 4 9507 , 



Seq. Itf OJ000114_15.0310.C7 
"• Strand' 

End 53891 

Method TBLASTX : Soybean 

End 49518 

Score 54 
15545. .15637, 15588. .15656, 
15854. .1597 6, 15855. .15968, 
37933. .38019, 38038 .. 38 190 , 
38237. .38350, 48763. .48873, 
49133. .49201, 4 9204 .. 49335, 
.49387. .49518. 



Seq. No. 47563 Seq. ID 

Gene No. 101208 Strand 

Start 53234 End 

Name OJ000114_15 . 0310 . C7 . 06 . tm Method 

Start 15677 End 

GI none Score 
Exons 



OJ000114_15.0310.C7 
53891 

TBLASTX: Maize 

49504 

203 



15677. .15727, 1574 4 .. 15965 , 15770 .. 15964 , 38059 .. 38 124 , 
38125. .38346, '38126. .38347, 4 9222 .. 4 9287 , 4 9288.-4 9395, 
49289. .49378, 4 9384 .. 4 9503, 49388. .49504 



Seq. No. 47563 Seq. ID 

Gene No. 101208 Strand 

Start 53234 End 

Name OJ000114_15 . 0310 . C7 . o3 . tw Method 

Start 15744 End 

GI none Score 
Exons 



OJ000114_15.0310.C7 
53891 

TBLASTX: Wheat 

49507 

99 



15744. .15830, 15770 .. 15844 , 15836 .. 15967 , 15840 .. 15971, 
38125. .38226, 38 126 .. 38227 , 38236 .. 3834 9, 38237 .. 38353, 
49288. .49389, 4 928 9 4 9390, 4 9393 .. 4 9503, 49394. .49507 



49254 






Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 




Gene No. 


101208 




Strand 








Start 


53234 




End 


53891 






Name 


OJ000114_15 . 0310 . C7 


. o4 . ts 


Method 


TBLASTX: Soybean 






Start 


25447 




End . 


28699 






GI 


none 




Score 


65 






Exons 


25447 25560, 26667 


o r rt o n 

. . 26939 , 


28242. .28373, 284 62 .. 28569, 








28463. .28699 












Seq. No. 


47563 




Seq. ID 


OJ000114_15 .0310 


.C7 




Gene No. 


101208 




" Strand 








Start 


53234 




End 


53891 






Name 


OJ000114_15 . 0310 . C7 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


26945 




End 


27104 






GI 


none 




Score 


236 






Exons 


26945 27103, 26946 


. . 27104 , 


26946. .271 


04 






Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 




Gene No. 


101208 




■ Strand 








Start 


53234 




End 


53891 






Name 


OJ000114_15. 0310 .C7 


. ol . ts 


Method 


TBLASTX : Soybean 






Start 


27215 




End 


27678 






GI 


none 




Score 


209 






Exons 


27215. .27355, 27216 


. . 27362, 


27411. .276 


62, 27423. .27671, 




v = 




27530. .27670, 27547 


. . 27678, 


27547. .2767.8 






Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 


u 


Gene No. 


101208 




Strand 








Start . 


53234 




End 


53891 






Name 


OJ000114_15 . 0310 . C7 


. o2 . tc 


Method 


TBLASTX: Cress 




i y 


Start 


28242 




End 


28725 






GI 


none 




Score 


88 




f == 


Exons 


28242 28373, 28462 


. . 28620, 


28463. .286 


99, 28696.. 28725 




S j 


Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 




Gene No. 


101208 ' 




Strand - 








Start 


53234 




End 


53891 






Name 


OJ000114 15. 0310. C7 


. ol . tm 


Method 


TBLASTX: Maize 




f ^ 


Start 


284 4 6 




End 


28726 






GI 


none 




Score 


274 






Exons 


2844 6 .. 28724 , 28459 


. . 28725, 


28460. .287 


26 






Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 




Gene No. 


101208 




Strand 








Start 


53234 




End 


53891 






Name 


OJ000 114_15. 0310 . C7 


. o9. tm 


Method 


TBLASTX: Maize 






Start 


3107.0 




End 


31224- 






GI 


none 




Score 


187 






Exons 


31070 . .31222, 31071 


. .31220, 


31072.. 31224 






Seq. No. 


47563 




Seq. ID 


OJ000114_15.0310 


.C7 




Gene No. 


101208 




Strand 








Start 


53234 




End 


53891 






Name 


OJ000114 15. 0310. C7 


. o4 . tm 


Method 


TBLASTX : Mai ze 






Start 


44757 




End 


45527 






GI 


none 




Score 


156 





49255 




Exons 


44757 . .45011, 44918 


. .45019, 


45060. .45200, 45095 


. . 45178, 






45222. . 45527 












Seq. No. 


47563 




Seq. ID 


OJ000114 


_15. 0310 


.C7 


Gene No. 


101208 




Strand 








Start 


53234 




End 


53891 






Name 


OJ000114_15 . 0310 .C7 


. o3 . tm 


Method 


TBLAST.X : 


Maize 




Start 


45635 




End 


46049 






GI 


none 




Score 


235 






Exons 


45635 .. 45862, 45636 


. . 45872, 


45636. .45869, 45864 


. .45938, 






45881 . . 45937, 45882 


. . 45938, 


45938. .46018, 45939 


. .46049 




Seq. No. 


47563 




Seq. ID 


OJ000114 


_15.0310 


■ C7 


Gene No. 


101208 




Strand 








Start 


53234 




End 


53891 ■ 






Name 


OJ000ll4_l5 . 0310.C7 


.ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


45698 




End 


45992 






GI 


none 




Score 


284 






Exons *. 


45698 .. 45808, 45705 


. .45956, 


45708. .45992, 45854 


. .45979 




Seq. No. 


47563 




Seq. ID 


OJ000114 


_15.0310 


.C7 


Gene No. 


101208 




. Strand 








Start 


53234 




. End 


53891 






Name 


OJ000ll4_l5 . 0310 .C7 


. 08 . tm 


Method 


TBLASTX : 


Maize 




Start 


46210 




- End 


46590 






GI 


none 




Score 


59 






Exons 


* /~ ft i ft j ^ ft a 1 j /~ ft r\ 

46210 . .46281, 46279 


. .46590 










Seq. No. 


47563 




Seq. ID 


OJ000114 


_15.0310 


>C7 


Gene No.- 


101208 




Strand 








Start 


53234 




End 


53891 






Name 


OJ000114_15 . 0310 .C7 


. oil . gs 


Method 


GENSCAN 






Start 


53234 




End 


53891 






GI 


none 




Score 


.63 






Exons 


r ^ ^ ji i*** ft ft >i ft ^ ft r~ ft ft 

53234. .53348, 53523 


. . 53582, 


53797. .53891 






Seq. No. 


47564 




Seq. ID 


OJ000114 


15.0310 


C8 


Gene No. 


101209 




Strand 








Start 


1306 




End 


1515 






Name 


OJ000114 15. 0310. C8 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


1306 




End 


1515 






GI 


none 




Score 


183 






Exons 


1306. .1515, 1410. .1514 










Seq. No. 


47565 




Seq. ID 


OJ000214 


_18.0306. 


C4 


Gene No. 


101210 




Strand 


+ 






Start 


544 




End 


977 






Name 


OJ000214 18. 0306. C4 


. ol . gs 


Method 


GENSCAN 






Start 


544 




End 


705 






GI 


none 




Score 


.95 






Exons 


544. .705 












Seq. No. 


47565 




Seq. ID 


OJ000214 


JL8.0306. 


C4 


Gene No. 


101210 




Strand 


+ 






Start 


544 




End 


977 






Name 


OJ000214 18. 0306. C4 


. ol . np 


Method 


AAT/NAP 






Start 


546 




End 


977 







49256 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 1 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4240041 

546. .705, 937. . 977 
(AB018591) ZmGR2c [Zea mays] 



Score 72 



OJ000214 18. 0306. C5 



47566 Seq. ID 

101211 Strand 
441 End 760 

OJ0002 14_18 . 0306 . C5 . ol . np Method AAT/NAP 

155 End 760 

7488197 Score 76 

155. .215, 466. .760 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F21P8.90 - Arabidopsis thaliana gi | 3021272 | emb | CAA184 67 . 1 | 
(AL022347) serine /threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7269167 | emb | CAB7 9275 . 1 1 (AL1 61558) serine 
/threonine kinase-like protein [Arabidopsis thaliana] 



'47566 ' Seq. ID 

101211 Strand 

441 End 

OJ000214_18 . 0306.C5 .ol .gs Method 

441 End 

none Score- 
441. .714 



OJ000214_18.0306.C5 
760 

GENSCAN 

714 

.55 



Seq. No. 47567 Seq. ID 

Gene No. 101212 Strand 

Start 241 End 

Name OJ000214__18 . 0306 . C8 . ol . gs Method 

Start 241 End 

GI none Score 

Exons 241. .444 



OJ000214_18.0306.C8^ 
444 

GENSCAN 

444 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47568 Seq. ID OJ000214 

101213 Strand + 

1 - End 3129 

OJ000214_18 . 0306 . C10 . ol . np Method AAT/NAP 
1 End 3129 

7488317 Score 446 

1..571, 604. .1386, 3106. .3129 
RNA-directed DNA polymerase homolog F19F24.2 
thaliana gi | 4 185148 | gb | AAD08951 . 1 | (AC005724 



18. 0306. C10 



- Arabidopsis 
putative non-LTR 



retroelement reverse transcriptase [Arabidopsis thaliana] 



47568 Seq. ID 

101213 Strand 

1 End 
OJ000214_18. 030 6. C10 .ol.gs Method 

703 , End 

none Score 

703. .846, 1156. .1263 



OJ000214_18. 0306. C10 
+ 

3129 
GENSCAN 
1263 
.43 



Seq. No. 47568 Seq. ID 

Gene No. 101214 Strand 

Start 4196 End 

Name OJ000214_18 . 0306 . C10 . o3 . gs Method 

Start 4196 End 



OJ000214_18. 0306. C10 
+ 

13030 

GENSCAN 

4786 



49257 



GI 

Exons 



none 

4196. .4786 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47568 

101214 

4196 

OJ000214_18. 0306. CIO. o2.np 

4235 

4530i26 



Seq. ID OJ000214_18. 0306. CIO 

Strand + 

End ' 13030 

Method AAT/NAP 

'End 13030 

Score 315 



4235.. 4776, 6551.. 6808, 1034 9 .. 10469, 11671 .. 11825, 12753.. 13030 
(AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 



47568 

101214 

4196 

OJ000214_18. 0306. C10. o4.gs 

5027 

none 



Seq. ID OJ000214_18. 0306. C10 

Strand + 

End .1303*0 

Method GENS CAN 

End • 12966 

Score . 61 



5027. .5115, 5137. .5269, 5314. .5544, 5706. .5932, 6484. .6794, 
8758. .8804, 10217. .10280, 11440. .1154 7, 11662. .11825, 
12753. . 12966 



^ Seq. No. 

*3 Gene No. 

fn Start 

f i c Name 

^ Start 

Exons 

fjj Seq. No. 

Gene No. 
^ Start 
H Name 
^4 Start 
U GI 

Exons 



47568 
.101215 
2393 

OJ000214_18 .0306.C10.ol. tm 

245 

none 



Seq. ID OJ000214_18.0306.C10 
Strand 

End 2859 . 

Method TBLASTX: Maize 

End 1032 

Score 175 



245. .631, 427. .525, 600. .683, 739. .1032, 747. .965 



47568 

101215 

2393 

OJ000214_18. 0306. C10. o2 . tm 

1038 * 

none 



Seq. ID OJ000214_18. 0306. C10 
Strand 

End 2859 

Method TBLASTX : Maize 

End 1350 

Score 90 



1038. .1133, 1052... 1117, 1136. .1261, 1140. .1286, 1288. .1350, 
1290. . 1325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



47568 

101215 

2393 

OJ000214_18 .0306. C10. ol.tw 

1182 

none 



Seq. ID OJ000214_18 . 0306. C10 
Strand 

End 2859 

Method TBLASTX : Wheat 

End 1425 

Score 91 



1182. .1286, 1205. .1288, 1288 .. 1425,. 1293 .. 1424 



47568 

101215 

2393 

OJ000214_18. 0306. C10. o2.gs 

2393 

none 

2393.. 2631, 2715.. 2859 



Seq. ID OJ000214_18. 0306. C10 
Strand 

End 2859 

Method GENSCAN 

End 2859 

Score .87 



Seq. No. 



47568 



Seq. ID OJ000214_18. 0306. C10 



49258 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



101216 Strand 

12740 End 

OJ000214_18 .0306. CIO. ol.tc . Method 

12740 ' End 

none Score 



12968 

TBLASTX: Cress 

12968 

53 



12740. .12793, 12753 .. 12797 , 12806 .. 12895 , 12807 .. 12953 , 
12813. .12968 



Seq. No. 


47568 








Seq. ID 


OJ000214_18.0306 


.C10 


Gene No. 


101216 








Strand 






Start 


12740 








End 


12968 




Name 


OJ000214 18 


.0306 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


12753 








End 


12953 




GI 


none 








Score 


62 




Exons 


12753. .12806, 12806 .. 12 901 , 


12807. .12953 




Seq. No. 


47569 








Seq. ID 


OJ000214_18.0306, 


.Cll 


Gene No. 


101217 - 








Strand 






Start 


688 








End 


1580 . 




Name 


OJ000214 18 


.0306 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


688 








End 


1580 




GI 


none 








Score 


.83 




Exons 


688. .840, 1440.. 


1580 










Seq. No. 


47570 








Seq. ID 


OJ000214_18.0306, 


.C12 


Gene No. 


101218 








"'Strand 


+ 




Start 


1077 








End 


1584 




Name 


OJ000214 18 


.0306 


.C12.ol, 


■ gp 


Method 


AAT/GAP 




Start 


1077 








End 


1584 




GI 


none 








Score 


985 




Exons 


1077. .1584 














Seq. No. 


47570 








Seq. ID 


OJ000214_18.0306. 


.C12 


Gene No. 


101219 








Strand 






Start 


1523 








End 


5860 




Name 


OJ000214 18 


.0306 


.C12.ol. 


.np 


Method 


AAT/NAP 




Start 


1475 - - 








End 


4099 




GI 


3075398 








Score 


1120 




Exons 


1475. .1775, 


1818 


. .1908, 


2001 


..2195, 2308. .2445, 2544. .2631, 




2740. .2828, 


2935 


. .3242, 


4062 


. .4099 






GI Descrip. 


(AC004484) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


47570- 








Seq. ID 


OJ000214_18.0306. 


.C12 


Gene No. 


101219 








Strand 






Start 


1523 








End 


5860 




Name 


OJ000214 18 


.0306 


.C12.ol. 


.gs 


Method 


GENSCAN 




Start 


1523 








End 


5860 




GI 


none 








Score 


.76 




Exons 


1523. .1573, 


1597 


. . 1908, 


2001 


..2195, 2308. .2445, 2544. .2631, 




2740. .2828, 


2935 


. .3665, 


4021 


..4124, 5713. .5860 




Seq. No. 


47570 








Seq. ID 


OJ000214_18.0306. 


C12 


Gene No. 


101219 








Strand 






Start 


1523 








End 


5860 




Name 


OJ000214 18 


.0306 


.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1609 








End 


3247 




GI 


none 








Score 


80 





49259 




Exons 1609.. 1710, 1610.. 1699, 1888. .1932, 1998. .2126, 2001. .2198, 

2002. .2190, 2002. .2211, 2297. .2443, 2308. .2484, 2544. .2639, 
2545.. 2631, 2706.. 2828, 2731.. 2841, 2926.. 3243, 2927.. 3247 



Seq. No. 47570 Seq. ID 

Gene No. 101219 Strand 

Start 1523 End 

Name . OJ000214_18 . 0306 . C12 . ol . tw Method 

Start 1756 " T " End 

GI none Score 

Exons 1756. .1821, 1758. .1844, 1871. .1921, 1873. .1932, 1993. .2142, 
2001.. 2132 



OJ000214_18.0306.C12 
5860 

TBLASTX: Wheat 

2142 

61 - 



Seq. No. 47570 

Gene No. 101219 

Start 1523 

Name ,OJ000214_18 . 0306 . C12 . o2 

Start 1871 

GI none 

Exons 1871.. 1921, 1873.. 1932, 
2294. .2443, 2307. .2447, 

Seq. No. 47570 

Gene No. 101219 
Start . 1523 

Name " OJ000214_18 . 0306 . C12 . o2 

Start 1879 

GI LIB34 33-032-P1-K1-B10 

Exons 1879.. 1908, 2001.. 2195, 



GI Descrip. '3075398 7.0e-37 (AC004 
thaliana] 1 



Seq. ID OJ000214_18.0306.C12 
Strand 

End 5860 
.tm Method TBLASTX : Maize 
End 2481 
Score 64* 
1979. .2197, 1993. .2199, 2001. .2198, 
2308. .2460, 2308. .2481 

Seq. ID OJ000214__18.0306.C12 
Strand 

End 5860 

. gp Method AAT/GAP 

End 2393 

Score 533 
2308. .2393 
484) unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 
; Start 
'GI 

Exons 



47570 

101219 

1523 

OJ000214 

1966 

none 



18.0306.C12.o2.tc 



Seq. ID OJ000214_18.0306.C12 
Strand 
End 

Method 
End 
Score 

1966. .2118, 1992. .2198, 1996. .2196, 2305. .2409, 2308. .2415, 
2309. .2416, 2312. .2416 



5860 

TBLASTX: Cress 

2416 

221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47570 

101219 

1523 

OJ000214 

2408 

none 



18.0306.C12.o2.tw 



Seq. ID OJ000214_18.0306.C12 
Strand 
End 

Method 
End 
Score 



5860 

TBLASTX: Wheat 

2970 

51 



2408. .2458, 2544. .2594, 2706. .2828, 2740. .2844, 2926. .2970 



Seq. No. 47570 

Gene No. 101219 

Start 1523 

Name OJ000214_18 . 0306.C12 .ol . tm 

Start 2542 

GI none 

Exons 2542.. 2631, 2544.. 2639, 2712. 
2927. .3250 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2828, 



OJ000214 18.0306.C12 



5860 

TBLASTX: Maize 
3250 
111 

2713. .2841, 2926. .3249, 



49260 



Seq. No. 47570 

Gene No. 101219 

Start 1523 

Name OJ000214_18 . 0306 . C12 . ol . tc 

Start 2559 

GI none 
Exons 



Seq. ID OJ000214_18. 030.6. C12 
Strand 

End 5860 

Method TBLASTX : Cress 

End 3241 

Score 110 



2559. .2639, 2737. .2823, 2739. .2828, 2740. .2841, 2926. .3237, 
2927. .3241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47571 

101220 

188 

OJ000214_18.0306.C14 .ol.tc 

161 

none 



Seq. ID OJ000214_18.0306.C14 
Strand 

End 1132 

Method TBLASTX: Cress 

End 890 

Score 58 



161. .886, 186. .284, 188. .292, 189. .890, 681. .890 



47571 

101220 

188 

OJ000214_18.0306.C14.ol.gs 

188 

none 

188. .889 



Seq. ID OJ000214_18.0306.C14 
Strand 

End 1132 

Method GENSCAN 

End 889 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000214_18.0306.C14 
Strand 

1132 
AAT/NAP 
1132 
975 



47571 
101220 
188 

OJ000214_18.0306.C14 .ol.np 
188 

1477480 
188. .919, 1099. .1132 

(U40341) carbamoyl phosphate synthetase large chain [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



47572 
101221 
773 

OJ000214_18. 0306. C15. ol.np 
773 

1477480 
773.. 1553 

(U40341) carbamoyl phosphate synthetase large chain [Arabidopsis 
thaliana] 



Seq. ID / OJ000214_18.0306.C15 

■Strand " - 

End 1553 

Method AAT/NAP 

End 1553 

Score 1091 



Seq. No. 47572 

Gene No. 101221 

Start 773' 

Name OJ000214_18 . 0306 . C15 . ol . tc 

Start 818 

GI none 
Exons 



Seq. ID OJ000214_18.0306.C15 
Strand 

End 1553 

Method TBLASTX: Cress 

End 1552 

Score 198 



818. .1087, 818. .1552, 822. .1205, 887. .1015, 906. .1016, ' 
1061. .1402, 1131. .1193, 1147. .1242, 1154. .1264, 1299. .1550, 
1406. .1546 



Seq. No. 



47572 



Seq. ID OJ000214__18.0306.C15 



4 92*61 



Gene No. 101221 Strand 

Start 773 End 1553 

Name OJ000214_18 . 0306 . C15 . ol . gs Method GENSCAN 

Start 821 End 1489 

GI none Score .76 

Exons 821.. 1489 



Seq. "No. 47572 "Seq. ID 

Gene-No.. 101221 Strand 

Start 773 End 

Name ' OJ000214_18 . 0306 . C15 . ol . ts Method 

Start 896 End 

GI none Score 

Exons 896.. 1015, 1061.. 1402 



OJ000214_18.0306.C15 
1553 

TBLASTX : Soybean 

1402 

145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



47573 Seq. ID 

101222 Strand 
1 End 
OJ000214_18 .0306.C16.ol.np Method 
1 End 
7339707 Score 
1..117, 2467. .2543, 2712. .2755, 3792. .4048, 4271 
5211. .5584, 8158. .8235 

(AP001539) hypothetical protein [Oryza sativa] 



OJ000214_18.0306.C16 
+ 

8235 
AAT/NAP 
8235 
112 

4378, 



47574 ■ . - • Seq. ID 

101223 Strand 

13 End 
OJ000214JL8 . 0306 . C17 . ol . gs Method 

13 End 

none Score 

13. .133, 255. .394 



OJ000214_18.0306.C17 
394 

GENSCAN 

394 

.41 



Seq. No. . 47575 Seq. ID 

Gene No. 101224 Strand 

Start 3627 End 

Name OJ000214_18 . 0306 . C18 . ol . tm Method 

Start 3627 End 

GI none Score 

Exons 3627.. 3890, 3888.. 4049 



OJ000214_18.0306.C18 
4049 

TBLASTX: Maize 

4049 

113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47576 
101225 ■ 
1284 

OJ000214_18.0306.C19.ol.gp 
1284 

48373 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1284. .1572, 1691. .1731, 2366. .2435, 2531. .2602 

'4538939/emb| CAB39675.il 5.0e-40 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] 1 



OJ000214_18.0306.C19 
+ 

3955 
AAT/GAP 
2602 
833 



Seq. No. 47576 Seq. ID 

Gene No. 101225 Strand 

Start 1284 End 

Name OJ000214_18 . 0306 . C19 . ol . tm Method 

Start 1386 End 

GI none Score 



OJ000214_18.0306.C19 
+ 

3955 . 

TBLASTX: Maize 

3955 

40 



49262 



Exons 



1386. .1430, 1390. .1425, 1494. .1577, 1496. .1573, 1674. .1733, 

1690. .1731, 2365. .2436, 2366. .2437, 2504. .2635, 2529.-2678, 

2531. .2677, 2532. .2678, 2533. .2682, 2791. .2889, 2792. .2890, 

2796. .2912, 2955. .3053, 2980. .3063, 2984. .3055, 3321. .3386, 

3321. .3386, 3325. .3396, 3325. .3393, 3503. .3574, 3510. .3584, 

3520. .3588, 3665. .3751, 3666. .3758, 3670. .3753, 3828. .3944, 

3830.. 3943, 3899.. 3955 



Seq. No. 47576 
Gene No. 101225 
Start 1284 

Name OJ000214_18 . 0306 . CI 9 . ol . tc 

Start 1493 
GI none 

Exons 1493. .1573, 1497. .1577, 1671. 

2366. .2437, 2368. .2445, 2529. 

2791. .2889, 2791. .2889, 2792. 

2980. .3063, 2983. .3054, 2984. 

3331. .3393, 3510. .3584, 3520. 

3666. .3788, 3666. .3773, 3825. 



Seq. ID OJ000214_18.0306.C19 

Strand + 

End 3955 

Method TBLASTX : Cress 

End 3944 

Score 132 

.1733, 1690. .1731, 2365.-2436, 
.2678, 2532. .2678, 2533.. 2682, 
.2890, 2802. .2891, 2963. .3061, 
.3055, 3324. .3386, 3325.. 3396, 
.3588, 3653. .3763, 3665.. 3787, 
.3944, 3830. .3943 



Seq. No. 47576 
Gene No. 101225 
Start 1284 

Name OJ000214_18 . 0306 . C19 . ol . ts . 

Start 1496 
GI none 

Exons 1496.. 1573, 1497.. 1577, 1674. 

2366.. 2437, 2529.. 2678, 2532. 
2792. .2890, 2980. .3063, 2984. 
3510. .3584, 3520. .3588, 3522. 
3666. .3758, 3825. .3944, 3830. 



Seq. ID OJ000214_18.0306.C19 

Strand + 

End 3955 

Method TBLASTX : Soybean 

End 3944 

Score 132 
.1733, 1690. .1731, 2365. .2436, 
.2678, 2533. .2682, 2791. .2889, 
.3055, 3324. .3386, 3325.-3396, 
.3590, 3654. .3737, 3665.. 3751, 
.3943 



Seq. No. 47576 

Gene No. 101225 

Start 1284 

Name . O,J000214_18 . 0306 . CI 9 . ol . gs 

Start 1497 

GI none 

Exons 1497.. 1572, 1691.. 1731, 2366. 

2984. .3054, 3255. .3388, 3521. 



Seq. ID OJ000214_18.0306.C19 

Strand + 

End 3955 

Method GENSCAN 

End 3924 

Score .81 

.2435, 2531. .2679, 2792. .2887, 
.3584, 3831. .3924 



Seq. No. 47576 Seq. ID 

Gene No. 101225 Strand 

Start 1284 End 

Name OJ000214_18 . 0306 . CI 9 . ol . np Method 

Start 1497 End 

GI 6648157 Score 
Exons 



OJ000214_18. 0306. CI 9 
+ 

3955 
AAT/NAP 
3955 
1063 



1497. .1572, 1691. ."1731, 2366. .2435, 2531 .. 2679,. 2792 .. 2887 , 
2984. .3054, 3327. .3388, 3521. .3584, 3668 .. 3752, * 3831 .. 3955 
GI Descrip. (AC010926) putative casein kinase I [Arabidopsis thaliana] 



Seq. No. 47576 Seq. ID 

Gene No. 101225 Strand 

Start 1284 End 

Name OJ000214_18 . 0306 . CI 9 . o2 . gp Method 

Start 2979 End 



OJ000214_18.0306.C19 
+ 

3955 

AAT/GAP 

3955 



49263 



GI 29203_1.R1084 Score 692 

Exons 2979.. 3054, 3327.. 3388, 3521.. 3584, 3668.. 3752, 3831.. 3955 

GI Descrip. • 4538939/emb | CAB39675 1 1 1 4.0e-80 (AL049483) Col-0 casein kinase 
I-like protein [Arabidopsis thaliana] ' 



Seq. No. 47576 Seq. ID 

Gene No. 101225 Strand 

Start 1284 End 

Name OJ000214_18 . 0306 . C19 . ol . tw Method 

Start 3351 End 

GI none Score 
Exons 



OJ000214_18.0306.C19 
+ 

3955 

TBLASTX: Wheat 

3935 

55 



3351. 
3653. 



.3386, 3358.. 3396, 3510.. 3584, 3520.. 3588, 3522.. 3590, 
,3751, 3666.. 3758, 3669.. 3752, 3825.. 3935, 3830.. 3886 



Seq. No. 47577 Seq. ID 

Gene No. 101226 Strand 

Start 487 End 

Name OJ000214_18 . 0306 . C21". ol . gs Method 

Start 487 End 

GI none Score 

Exons 487 . . 633 



OJ000214_18.0306.C21 
633 

GENSCAN 

633 

1 



Seq. No. 47577 Seq. ID OJ000214_18 . 0306 . C21 

Gene No. 101227 Strand 

Start t . 1057 End 1144 

Name- " OJ000214_18 . 0306 . C21 . ol . gp ' Method AAT/GAP 

Start i057 ■ End 1144 

GI LIB3477-003-P1-K1-E9 Score 151 

Exons 1057.. 1144 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 47578 

Gene No. 101228 

Start 4426 

Name OJ000214_18 . 0306 . C22 . ol . gp 

Start 4426 

GI 568543 

Exons 4426.. 4472, 5419.. 5453, 5553 

GI Descrip. 4538 947/emb | CAB39683 . 1 | 7.0e-25 (AL049483) putative 
mitochondrial carrier protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_18.0306.C22 
+ 

6113 
AAT/GAP 
5902 
570 



,5638, 5731. .5902 



Seq. No. 


■ 47578 




Seq. ID 


OJ000214 


Gene No. 


101228 




Strand 


+ 


Start 


4426 




End 


6113 • • 


Name 


OJ000214 18 


.0306. 


.C22.ol.np Method 


AAT/NAP ■ 


Start 


5280 




End, 


6113 


GI 


7527717 




Score 


365- 


Exons 


5280. .5481, 


5709. 


. .5941, 6077. .6113 




GI Descrip. 


(AC010657) 


T5E21. 


,6 [Arabidopsis thaliana] 


Seq. No. 


47578 




Seq. ID 


OJ000214 


Gene No. 


101229 




Strand 




Start 


2490 




End 


5950 


Name 


OJ000214 18 


.0306. 


,C22.ol.gs Method 


GENSCAN 


Start 


2490 




End 


5831 



49264 




GI 


none 








Score 


.64 




Exons 


24 90 . . 2507 , 


2959 . 


. 3004 , 


3261 


..3398, 3589.. 3630, 


3671 . . 3716, 




4129. . 4178, 


4269 . 


. 4368, 


4428 


..4703, 5293.. 5460, 


5720 . . 5831 


Seq. No. 


47578 








Seq. ID 


OJ000214 


_18.0306.C22 


Gene No. 


101229 








Strand' 






Start 


2490 








End 


5950 




Name 


OJ000214 18 


. 0306 . 


C22 . ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


5282 








End 


5944 




GI 


none 








Score 


108 




Exons 


5282 . .54 61, 


5331 . 


. 54 62, 


5551 


.5637, 5552. .5638, 


5553 . . 5639, 




5728 . . 5823, 


5729 . 


.5821, 


5736 


.5831, 58 


19. .5944, 


5827 . .5943 


Seq. No. 


47578 








Seq. ID 


OJ000214 


_18 . 0306 . C22 


Gene No. 


101229 








Strand 






Start 


' 2490 








End 


5950 




Name : 


OJ000214 lo 


. 0306 . 


C22 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start " 


5333 . 








End 


5950 




GI 


none 








Score 


79 




Exons 


5333 . .5461, 


5334 . 


. 54 62, 


5552 


-.5629, 5553.. 5639, 


5725 . . 5820, 




5729 . . 5824 , 


5731 . 


.5832, 


5819 . 


.5944, 58 


27. .5934, 


5837 . . 5950 


Seq. No. 


47578 








Seq. ID 


OJ000214 


_18.0306.C22 


Gene No. 


101229 








Strand 






Start 


2490 








End 


5950 - 




Name 


OJ000214_18 


. 0306. 


C22 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5728 








End 


5944 




GI 


none 








Score 


138 




Exons 


5728 . . 5811, 


5729. 


.5830, 


5834 . 


.5944, 58 


36. .5934 




Seq. No. 


47579 








Seq. ID 


OJ000214 


_18.0306.C24 


Gene No. 


101230 








Strand 


+ 




Start 


943 








End 


6963 




Name 


OJ000214_18 


.0306. 


C24.ol 


.np 


Method 


AAT/NAP 




Start 


943 








End 


4697 




GI 


6721516 








Score 


517 




Exons 


943. . 1039, 


2635. . 


2875, 


3290. . 


3606, '4521.. 4697 




GI Descrip. 


(AP001072 ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


47579 








Seq. ID 


OJ000214 


18 . 0306. C24 


Gene No. 


101230 








Strand 


+ 




Start 


943 








End 


6963 




Name 


OJ000214 18 


.0306. 


C24.ol 


.gs 


Method 


GENSCAN 




Start 


1758 








End 


6963 




GI - 


none 








Score 


. 64 




Exons 


1758 . .1 987 , 


3506. 


.3641, 


4002. 


.4141, 4226. .4339, 


4457 . . 47.68, 




54 88 . .5653, 


5798. 


.5955, 


6030. 


.6103, 6827.. 6963 




Seq. No. 










Seq. ID 


OJ000214 


18 . 0306 . C24 


Gene No. 


101231 








Strand 






Start 


3454 








End 


7401 




Name 


OJ000214 18 


.0306. 


C24 .o2 


.np 


Method 


AAT/NAP 




Start 


3454 








End 


7401 




GI 


1076211 








Score 


98 




Exons 


3454. .3483, 


3989. 


.4091, 


4183. 


.4662, 7313. .7401 





GI Descrip. hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 
(L29029) amino acid feature: Rod protein domain, aa 266 . . 468; 



49265 



amino acid feature: globular protein domain, aa 32 
[Chlamydomonas reinhardtii] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47580 Seq. ID 

101232 Strand 

1 End 796 

OJ000204_14 .0308.Cl.ol.np Method AAT/NAP 

1 ' End 796 

3777527 - Score 412 
1..509, 639. .796 

(AF053008) gag-pol polyprotein [Glycine max] 



265 

OJ000204 14. 0308. CI 



47580 
101232 
1 

OJ000204_14 .0308.Cl.ol.tm 

2 

none 

2.. 253, 3.. 236 

47580 
101232 
1 

OJ000204_14.0308.Cl.ol.ts 
2 

5509260 

2. .298, 6. .284, 88. .285, 104. .298 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204_14.0308.C1 
796 

TBLASTX : Maize 

253 

115 



OJ000204_14.0308.C1 
7 96 

TBLASTX : Soybean 

298 

185 



47580 

101232 

1 

OJ000204_14 .0308.Cl.ol.tw 

2 

none 



Seq. ID OJ000204_14.0308.C1 
Strand 

End 796 

Method TBLASTX : Wheat 

End 263 

Score 50 



2. .193, 5. .58, 9. .131, 173. .262, 174. .263 



47581 
101233 
1 

OJ000204_14 .0308.C2.ol.np 
1 

7489803 
1. .330 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ000204_14.0308.C2 
Strand 

End 330 

Method AAT/NAP 

End 330 

Score 158 



47582 

101234 

292 

OJ000204_14 .0308.C3.ol.gs 

292 

none 



Seq. ID OJ000204_14.0308.C3 

Strand + 

End 4 54 5 

Method GENSCAN 

End 4163 

Score .89 



292. .469, 595. .753, 2441. .2575, 2874. .2984, 3060. .3203, 
3284. .3904, 3990. .4163 



49266 



Seq. No. 47582 

Gene No. 101234 . 

Start 292 

Name OJ000204_14 . 0308 . C3 . ol . np 

Start 2874 

GI 6539580 

Exons 2874.. 2984, 3060.. 3183, 3282, 
4521. .4545 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000204_14 .0308.C3 

Strand + 

End 4545 

Method AAT/NAP 

End 4545 

Score 921 

.3904, 3990. .4174, 4266. .4418, 



Seq. No. 47582 Seq. ID OJ000204_14 . 0308 . C3 

Gene No. 101235 Strand 

Start 2057 End 2138 

Name OJ000204_14 . 0308 . C3 . ol . gp Method AAT/GAP 

Start 2057 End 2138 

GI LIB3474-001-P1-K1-D2 Score 89 

Exons 2057.. 2138 

GI Descrip. 1 3123271/sp | P51430 | RS6_ARATH 8.0e-36 40S RIBOSOMAL PROTEIN S6 

>gi_2224751_emb_CAA74381_ ( Y14 05*2 ) " ribosomal protein S6 
[Arabidopsis thaliana] 1 





Seq. No. 


47583 


lirf 


Gene No. 


101236 




Start 


617 




Name 


OJ000204 




Start 


617 




GI 


none 


f~8 


Exons 


617. .676 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

1172 
GENSCAN 
1172 
.5 



14. 0308. C6 





Seq. No. 


47583 




Seq. ID 


OJ000204 


_14. 


0308 


.C6 


ru 


Gene No. 


101237 




Strand 












Start 


2613 




End 


3446 








£■ 


Name 


OJ000204 14. 0308. C6 


,o2.gs 


Method 


GENSCAN 










Start 


2613 




End 


3446 










GI 


none 




Score 


■ .58 










Exons 


2613.. 2666, 3281.. 3313, 3396 


. . 3446 










f.-ta 


Seq. No. 


47584 




Seq. ID 


OJ000204 


_14. 


0308 


.C7 


^ 


Gene No. 


101238 




Strand 


+ 








*».=? 


Start 


11879 




End 


13349 










Name 


OJ000204 14. 0308. C7 


. o5 . gs 


Method 


GENSCAN 










Start 


11879 


End 


13349 










GI 


none 




Score 


.51 










Exons 


11879. .12260, 12274 


. .12516, 


12967. .13349 










Seq. No. 


47584 




Seq. ID 


OJ000204 


_14 . 


0308 


.C7 




Gene No . 


101239 




Strand 


+ 










Start 


13583 




End 


14943 










Name 


OJ000204 14. 0308. C7 


. 06 . gs 


Method 


GENSCAN 










Start 


13583 




End 


14943 










GI 


none 




Score 


.59 










Exons 


13583. .13715, 13877 


. . 14943 














Seq. No. 


47584 




Seq. ID 


OJ000204 


_14 . 


0308 


.C7 




Gene No. 


101239 




Strand 


+ 










Start 


13583 




End 


14943 










Name 


OJ000204 14. 0308. C7 


. o2 .np 


Method 


AAT/NAP 









49267 




Start 


13595 




End 


14889 




GI 


6997177 




Score 


897 




Exons 


13595. .13833/ 13912. .14889 








GI Descrip. 


(AC023839) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308 


.C7 


Gene No. 


101240 




Strand 






Start 


1511 




End 


3874 




Name 


OJ000204 14 


.0308.C7.ol.gs 


Method 


GENSCAN 




Start 


1511 




End 


3874 




GI 


none 




Score 


.86 




Exons 


1511. .1687, 


3830. .3874 








Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308 


.C7 


Gene No. 


101241 




Strand 






Start 


5274 




End 


5771 




Name 


OJ000204 14 


.0308.C7.o2.gs 


Method 


GENSCAN 




Start 


5274 




End 


5771 




GI 


none 




Score 


.95 




Exons 


5274. .5413, 


5669. .5771 








Seq. No. 


47584 




Seq. ID 


OJ000204 14.0308 


.C7 


Gene No. 


101242 




Strand 






Start- 


6839 




End 


12458 




Name 


OJ000204_14 


.0308.C7.o3.gs 


Method • 


GENSCAN 




Start 


6839 




End 


8018 




GI 


none 




Score 


. 92 




Exons 


6839. .7543, 


7746. .7858, 7889. .8018 






Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308 


.C7 


Gene No. 


101242 




Strand 






Start 


6839 




End 


12458 




Name 


OJ000204 14 


.0308.C7.ol.np 


Method 


AAT/NAP 




Start 


6860 




End 


12458 




GI 


6862923 




Score 


294 




Exons 


6860 . .7545, 


7744,. .7964, 12318. .12458 






GI Descrip. - 


(AC018907) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


47584 




* Seq. ID 


OJ000204_14.0308 


.C7 


Gene No. 


101243 




Strand 






Start 


14 621 




End 


16642 




Name 


OJ000204 14 


-0308.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6860 




End 


11941 




GI 


none 




Score 


84 




Exons 


6860 . . 7105, 


6873.. 7061, 712 


8. .7298, 7142. .7306, 7310. .7408, 




10221. .1038 


8, 10973. .11152, 


11780. .11941, 11785. .11940 




Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308 


,C7 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642 




Name 


OJ000204 14 


.0308.C7.o4 .tm 


Method 


TBLASTX: Maize 




Start 


6860 




End 


11940 




GI 


none 




Score 


81 




Exons 


6860. .7105, 


6876. .7046, 7124. .7297, 7128. .7277, 10221..: 


1038 




10379. .10414, 10973. .11152, 


11783. . 11920, 11785. .11940 




Seq. No. 


47584 




Seq. ID 


OJ000204_14 .0308 


,C7 



49268 




Gene No. 


101243 




Strand 






Start 


1 A C. O T 

1 4 62 1 




TT 1 _ _J 


16642 




Name 


/->, th Anon a i a a o a o r* ~i 

OJ000204 14. 0308. C7. 


o3 . tm 


Method 


TBLASTX : Maize 




Start 


13696 




End 


1 A O C A 

14250 




GI 


none 




Score 


*7 A 

7 9 




Exons 


13 by b . . 1 3d Ob, 13903. 


"1 A A C A 

. 14 2o0 








Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308. 


C7 


Gene No. 


101243 




Strand 






Start 


1 A C O 1 

14 621 




hna 


16642 




Name 


/^iTAAAOAyi 1 yl A O A O /-> ~7 

OJ000204 14. 0308. C7. 


o2 . tw 


Method 


TBLASTX : Wheat 




Start 


1 "3 A A O 

13903 




TP _J 

Ena 


1 A T A A 

14190 




GI 


none 




Score 


A 1 O 

218 




Exons 


13903 . . 14 lyO 










Seq. No. 


yj n c o /i 
4 / DO 4 




Seq. ID 


OJ000204_14.0308. 


c / 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642 




Name 


/~\TAAAOAyl 1 yl A "D A O 

OJ000204_14 . 0308 . C / . 


ol'. tm 


Method 


TBLASTX: Maize 




Start 


14268 




End 


14745 




GI 


none 




Score 


556 




Exons 


14268 .. 14 639, 14269. 


1 A r A A 

. 14 640, 


14331. .14657, 14 363 14 650, 






1 /I C "3 A 1 / AOC 1 /i /■TO 

14 530 .. 14 685, 14638. 


. 14 676, 


14679. .14744, 14680. .14745 




Seq . No . 


yi t c o » 

47584 




Seq. ID 


OJ000204_14.0308. 


CI 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642 




Name 


/™\TAAAOAyi 1 yl AOAO 

OJ000204 14. 0308. C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14311 




End 


14734 




GI 


none 




Score 


287 




Exons 


14 311 .. 144 96, 14316. 


T /I A Q a 

. 14 4 8 6, 


14499. .14723, 14 505 14723, 






14 506 .. 14733, 14507. 


i a *"7 *3 yi 

. 14734 , 


14530. .14730 




Seq. No. 


A H C O yl 

4 /584 




Seq. ID 


OJ000204_14.0308. 


c / 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642 




Name 


OJ000204 14.0308.~C7. 


o3 .np 


Method 


AAT/NAP 




Start 


14621 




End 


16450' 




GI 


4680214 




Score 


180 




Exons 


14621. .14707, 15827. 


.16052, 


16151. .16450 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


47584 




Seq. ID 


OJ000204_14.0308. 


C7 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642. 




Name 


OJ000204 14. 0308. C7. 


o7 . gs 


Method 


GENSCAN 




Start 


15810 




. End 


16642 




GI 


none 




Score 


. 68 




Exons 


15810. .16079, 16175. 


.16642 








oeq. no. 


47584 




Seq. ID 


OJ000204_14.0308. 


en 


Gene No. 


101243 




Strand 






Start 


14621 




End 


16642 




Name 


OJ000204 14. 0308. C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15879 




End 


16474 




GI 


none 




Score 


225 




Exons 


15879. .16076, 16158. 


.16289, 


16167. . 16439, 16172 .. 164 68 , 





49269 



16324. .16473, 16325.. 16474 



Seq. No. 47585 Seq. ID 

Gene No. 101244 Strand 

Start 5334 End 

Name OJ000204_14 . 0308 . C8 . o2 . gs Method 

Start 5334 . End 

GI none Score 

Exons 5334.. 5906 



OJ000204_14.0308.C8 

+ ' 

6037 

GENSCAN 

5906 

.98 



Seq. No. 47585 Seq. ID 

Gene No. 101244 * Strand 

Start 5334 End 

Name OJ000204_14 . 0308 . C8 . o2 . np Method 

Start 5424 End 

GI 6862923 Score 

Exons 5424.. 6037 

GI Descrip. (AC018907) unknown protein [Arabidopsis thaliana] 



OJ000204__14 .0308.C8 
+ 

6037 
AAT/NAP 
6037 
181 





Seq. No. 


47585 


Seq. ID 


OJ000204_14 .0308.C8 




Gene No. 


101245 


Strand 






Start 


342 


End 


5798 




Name 


OJ000204 14.0308.C8.ol.gs 


Method 


GENSCAN 




Start 


342 


End 


4924 




GI 


none 


Score 


.51 


m 


Exons 


342. .434, 458. .578, 2302.. 


2325, 2360. 


.2410, 2653.. 2762, 


«: ; 
: ; r 
s ar 




4545. .4924 






: . : 


Seq. No. 


47585 


Seq. ID 


OJ000204_14 .0308.C8 




Gene No. 


101245 


Strand 






Start 


342 


End 


5798 


r! i 


Name 


OJ000204 14.0308.C8.ol.np 


Method 


AAT/NAP 




Start 


4200 


End 


4691 




GI 


6862923 


Score 


178 




Exons 


4200. .4691 






as: 


GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


47585 


Seq. ID 


OJ000204_14 .0308.C8 


1. _J 


Gene No. 


101245 


Strand 






Start 


342 


End 


5798 




Name 


OJ000204 14,0308. C8.ol.tm 


Method 


TBLASTX :'Maize 




Start 


4279 


End 


5798 




GI 


none 


Score 


51 




Exons 


4279.-4398, 4296. .4403, 4423. .4548,, 4 


434 . .4547, 4538. .4693, 



4539. .4694, 5420 .. 5614 , 5427 5606, 5685. .5798. 



Seq.- No. 47585 

Gene No. 101245 

Start 342 

Name OJ000204_14 . 0308 . C8 . ol . ts 

Start 4296 

GI none 

Exons 4296. .4403,. 4434, 
5408. .5605, 5424, 



Seq. ID 

Strand 

End' 

Method 

End 

Score 



OJ000204_14 .0308.C8 
5798 

TBLASTX: Soybean 

5798 

48 



4547, 4440. .4538, 4538. .4693, 4539. .4694, 
5606, 5685.. 5798 



Seq. No. 
Gene No. 



47586 
101246 



Seq. ID OJ000204_14 .0308.C9 
Strand + 



49270 




Start 


. 2876 








End 


5924 


Name 


OJ0Q0204 14 


. 0308 


.C9.ol. 


gp 


Method 


AAT/GAP 


Start ' 


2827 








End 


3354 


GI 


none 








Score 


976 


Exons 


2827. .3354 












Seq. No. 


47586 








Seq. ID 


OJ000204_14.0308.C9 


Gene No. 


101246 








Strand 


+ •*' 


Start 


2876 








End ' 


5924 


Name 


OJ000204 14 


. 0308 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


2876 








End 


5924 


GI 


none 








Score 


.9 


Exons 


2876. .3979, 


4540 


. .4750, 


5014 . 


.5225, 5343.. 5924 


Seq. No. 


47586 








Seq. ID 


OJ000204_14 .0308.C9 


Gene No. 


101246 








Strand 


+ 


Start 


2876 








End 


5924 


Name 


OJ000204 14 


. 0308 


.C9.o2. 


gp 


Method 


AAT/GAP 


Start 


4832 








End 


5233 


GI 


none 








Score 


74 0 


Exons 


4832. .5233 












Seq. No. 


47586 








Seq. ID 


OJ000204_14.0308.C9 


Gene No. 


101247 








Strand 


+ 


Start 


•6592 








End 


8191 


Name 


OJ000204 14 


.0308 


C9.o2. 


np 


Method 


AAT/NAP 


Start 


6592 








End 


8188 


GI 


4581047 








Score 


1042 


Exons 


' 6592. .6712, 


6818 


.6984, 


7120. 


.7319, 7403. .7565, 7741. .7933, 




8041. .8188 












GI Descrip. 


(AF134807) 


putative dihydrof lavonol reductase [Oryza sativa 


Seq. No. 


47586 








Seq. ID 


OJ000204__14.0308.C9 


Gene No. 


101247 








Strand 


+ 


Start 


6592 








End 


8191 


Name 


OJ000204 14 


.0308 


C9.o3. 


gs 


Method 


GENSCAN 


Start 


6592 








End 


-8191 


GI 


none 








Score 


.94 


Exons 


6592 . . 6615, 


7125 


.7319, 


7403. 


.7565, 7741. .7933, 8041. .8191 


Seq. No. 


47586 








Seq. ID 


OJ000204_14.0308.C9 


Gene No . 


101248 








Strand 


+ 


Start 


9391 








End 


10398 ' 


Name 


OJ000204 14 


.0308. 


C9.o4'. 


gp 


Method 


AAT/GAP 


Start 


9056 








End 


9739 


GI 


53992 1.R1084 






Score 


877 


Exons 


s 9056. .9150, 


9378. 


. 9739 








GI Descrip. 


■ 44 67122/emb|CAB37556| 


4 .Oe-2* 


3 (AL035538) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 


47586 


Seq. ID 


OJ000204_14.0308.C9 


Gene No. 


101248 


Strand 


+ 


Start 


9391 


End 


10398 


Name 


OJ000204 14.0308.C9.o4.gs 


Method 


GENSCAN 


Start 


9391 


End 


10392 


GI 


none 


Score 


.91 


Exons 


9391. .10392 







49271 



Seq. No. 47586 Seq. ID OJ000204_14 . 0308 . C9 

Gene No. 101248 Strand + 

Start 9391 End 10398 

Name OJ000204_14 . 0308 . C9 . o3 . np Method AAT/NAP 

Start 9400 End 10398 

GI 7485857 Score 990 

Exons 9400. . 10398 

GI Descrip. hypothetical protein F20D10.280 - Arabidopsis thaliana 
gi|4467122|emb|CAB37556.1| (AL035538) putative protein 
[Arabidopsis thaliana] gi I 7270800 | emb | CAB80481 . 1 1 (AL161593) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47586 Seq. ID 

101249 Strand 

1 End 

OJ000204_14 .0308.C9.ol.np Method 

1 End 

4581047 Score - 
1..53, 606. .758, 2348. .2417 

(AF134807) putative dihydrof lavonol reductase [Oryza sativa] 



OJ000204_14.0308.C9 

2417 
AAT/NAP 
2417 
119 



47586 Seq. ID 

101250 Strand 

574 0 End 

OJ000204_14 . 0308 . C9 . o3 . gp Method 

5740 End 

none Score 
5740. .6313 



OJ000204_14 .0308.C9 

6313 
AAT/GAP 
6313 
1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47586 Seq. ID OJ000204__14 . 0308 . C9 

101251 Strand 

9932 End 10701 

OJ000204_14 . 0308 . C9 . o5 . gp Method AAT/GAP 

9932 End 10701 

57163_1.R3.084 Score 1407 

9932. .10701 

, 4467122/emb|CAB37556| 3.0e-09 (AL035538) putative protein 
[Arabidopsis thaliana] 1 



12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47586 Seq. ID 

101252 Strand 
10795 ' End 
OJ000204_14 .0308 .C9.o2.ts Method 
620 End 
none Score 
620. .727, 7124. .7276, 7125. .7190, 7260 
7403.. 7570, 7763.. 7936, 7776.. 7937 



OJ000204_14.0308.C9 
13238 

TBLASTX: Soybean 

7937 

74 

,.7322, 7399..7S66, 



Seq. No. 47586 

Gene No. 101252 

Start 10795 

Name OJ000204_14 . 0308 . C9 . o3 . tm 

Start 3611 

GI none 
Exons 



Seq. ID OJ000204_14.0308.C9 



Strand 
End 

Method 

End 

Score 



13238 

TBLASTX: Maize 

3981 

180 



3611. .3979, 3614. .3751, 3681. .3980, 3814. .3981 



49272 




Seq. No. 


47586 








Seq. ID 


OJ000204_14.0308.C9 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJU00204 14 


a "3 a o 

. 0308 


o A o 

C9 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


a r i a 

4 679 








End 


5120 


GI 


none 








. Score 


56 


Exons 


4 679. .4741, 


A (~ O 1 

4 681 , 


vi "J vi O- 

.4743, 


4747 . 


.5115, 4754. .5116, 4755, .5108, 




4756 . . 5109, 


A 1 A f~ 

4796 , 


C 1 1 A 

.5119, 


A /O A A 

4-o 0 0 . 






Seq. No. 


47586 








beq . x u 


UJUUUZU4 14 .UJUo .Ly 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJ000204 14 


. 0308 , 


C9 . o3 . 


ts 


Method 


1 BLAo 1 a : boyoean 


Start 


5418 








hna 


c c; a 
3 004 


GI 


none 








Score 


1 A1 

1 y 1 


Exons 


5418. . 5654 , 


C A A "7 

5427 , 


C A A O 

. 54 98 








Seq. No. 


47586 








Seq. ID 


O.TAAAOA/1 1 A AOAO OA 

OJ000204 14. 0308. C9 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJ000204 14 


. 0308 . 


C9 . o4 . 


tm 


Method 


TBLASTX : Max ze 


Start 


5457 








End 


C O A 1 

5801 


GI 


none 








Score 


A C vl 

254 


Exons 


5457 . .5801, 


5457 . 


.5744 








Seq. No. 


47586 








Seq. ID 


OiTAAAAAvl 1/ AOAO OA 

OJUUU2U4 14. 0308. C9 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJ000204 14 


0308 . 


C9 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


6586 








End"' 


6990 


GI 


none 








Score 


121 


Exons 


6586 . .6708, 


6615 . 


. 6707 , 


6826 . 


.6990 




Seq. No. 


47586 








Seq. ID 


OJ000204_14.0308.C9 


Gene No. 


101252 ' 








Strand 




Start 


1 AT A C 

10795 








End 


13238 


Name 


s-\ tA ("\ A A A /! 1 A 

OJ000204 14 


a *3 a o 

0308 . 


C9 . Ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


r tz a a 

6588 








End 


6963" 


GI 


none 








Score 


66 


Exons 


6588 . .6/10, 


/■rn A 

boo 9 . 


.6/11, 


6615 . 


.6710, 6826. .6963, 6838. .6951 


Seq. No. 


47586 








Seq. ID 


OJ000204_14 .0308.C9 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJ0Q0204 14. 


a o a o 

0308 . 


OA — A 

C9 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


6615 








End 


7456 


GI 


none 








Score 


124 


Exons 


/"■/■"II - /" ^ I r\ 

6615 . . 6710, 


6616 . 


. 67 1 1 , 


6826 . 


.6990, 6828.. 6971, 7124.. 7276, 




7125 . . 7184 , 


7260 . 


. 7307 , 


7421 . 


.7456 




Seq. No. 


/icq/: 
4 / job 








Seq. ID 


OJ000204_14 .0308.C9 


Gene No. 


101252 








Strand 




Start 


10795 








End 


13238 


Name 


OJ000204 14. 


0308. 


C9.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6615 








End 


7184 


GI 


none 








Score 


119 


Exons 


6615. .6707, 


6616. 


.6708, 


6826. 


.6990, 7125. .7184 



49273 




Seq. No. 


47586 




Seq. ID 


OJ000204_14 .0308 


.C9 


Gene No. 


101252 




Strand 






btart 


10795 




End 


13238 




Name 


OJ000204 14. 0308. C9 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


9409 




End 


9773 




GI 


none 




Score 


246 




Exons 


9409.. 9687, 9516.. .9686, 9532, .9708, 9675.. 9761, 9676.. 9768 




QTfiQ Oil *3 










Seq. No. 


47586 




Seq. ID 


OJ000204_14.0308 


.C9 


Gene No. 


101252 




Strand 






Start 


i u / y d 




End 


IjZ JO 




Name 


ujuuuzu4 ±4.uouo.^y 


.ol . tm 


Method 


TT5T ZiQTY»Mai 70 

1 dlho 1 a . L v iai ze 




Start 


q £ *5 n 
y d ju 




End 


1 uz 4 b 




GI 


none 




Score 


QA T 

y 4 0 




Exons 




10245, 9818.. 10246 






Seq. No. 


4 / Dob 




Seq. ID 


OJ000204_14.. 0308 


. L-y 


Gene No. 


101252 




Strand 






Start 


10795 




End 


13238 




Name 


vJiJUUUZU4 14.UJUo.Uy 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


1U 14 J 




End 


10382 




GI 


none 




Score 


244 




Exons 


1U14J . . lUooz , J.U144 


. .10374 








Seq. No. 


4 / oo b 




Seq. ID 


OJ000204_14.0308 


C Q 

. oy 


Gene No. 


1 (JlZDZ 




Strand 






Start 


iu / yo 




End 


13238 




Name 


OJ000204 14. 0308. C9 


. o / . tm 


Method 


TBLASTX: Maize 




Start 


10773 




End 


11019 




GI 


none 




Score 


105 




Exons 


*\ C\H H "i 1HQT7 1 no 1 n 

1U / / o . . lUo / / , lUolU 


. . 10890, 


10811. .108 94, 10882. .11019, 






i noo'D i i nn^ 
lUoo j . . llUUo 










Seq. No. 


4 / op b 




Seq. ID 


OJ000204_14.0308 


. 


Gene No. 






Strand 






Start 


i u / y d 




End 


13238 




Name 


OJ000204 14. 0308. C9 


.o4 .np 


Method 


AAT/NAP 




Start 


10795 




End 


13238 




GI 


CCA 

bb4z b / y 




Score 


448 




Exons 


1 U / yo . . i X lUb, liloU 


. . 11317, 


11402. .11485, 11764. .11863, 






1 l y4 o . . 1^ 4 y y , lz/bz 


. .12877, 


13218.. 13238 




GI Descrip. 


(AC015450) unknown ] 


protein 


[Arabidopsis thaliana] 




Seq. No. 


47586 




Seq. ID 


OJ000204_14.0308 


.C9 


Gene No. 


101252 




; • Strand 






Start 


10795 




End 


13238 




Name 


OJ000204 14. 0308. C9 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10945 




End 


11814 




GI 


none 




Score 


81 




Exons 


10945. .11013, 10984 


. .11106, 


11177. .11305, 11411. .11500, 






11764. .11814 










Seq. No. 


47586 




Seq. ID 


OJ000204_14.0308 


.C9 


Gene No. 


101252 




Strand 






Start 


10795 




End 


13238 





49274 



Name 
Start - 
GI 

Exons 



OJ000204_14 . 0308 .C9.o5.tm Method TBLASTX : Maize 

11177 . End 11506 

none Score 82 

11177. .11269, 11179. .11265, 11179 .. 11280, 11 180 .. 11266, 

11267. .11308, 11274. .11309, 11274 .. 11312, 11399 .. 11488 , 

11403. .11486, 11404. .11487, 11408. .11506 



Seq. No. 47586 

Gene No. 101252 

Start 10795 

Name OJ000204_14 . 0308 . C9 . o5 . gs 

Start 11552 

GI none 
Exons 



Seq. ID OJ000204_14.0308.C9 
Strand 

End 13238 

Method GENSCAN 

End 12869 

Score .89 



11552. .11632, 11764 . .11863, 11945 .. 12117 , 12238 .. 12342 , 
12738. .12869 



Seq. No.. 47586 

Gene No. 101252 

Start- 10795 

Name OJ000204_14 . 0308 . C9 . 06 . gp 

Start 12014 

GI none 
Exons . 



Seq. ID OJ000204_14.0308.C9 

Strand - 

End 13238 

Method AAT/GAP 

End 12801 

Score 1000 



12014 . .12342, 12512. .12640, 12738. .12801 



Seq. No. ** 47587 

Gene No. 101253 

Start 402 

Name OJ000204_14 . 0308 . C10 . ol . gs 

Start 402 

GI none 

Exons 402.. 520, 1419.. 1522 



Seq. ID OJ000204_14. 0308. C10 
Strand 

End 15.22 

Method GENSCAN 

End 1522 

Score .52 



Seq. No. 47588 

Gene No. 101254 

Start 1373 

Name • OJ000204_14 . 0308 . Cll . ol . gs 

Start'.. 1373 

GI " ' none 

Exons 1373.. 1606 



Seq. ID OJ000204_14. 0308. Cll 

Strand + 

End 1606 

Method GENSCAN 

End 1606 

Score -.63 



Seq. No. 47588 

Gene No. 101255 

Start 4215 

Name OJ000204_14 . 0308 . Cll . o3 . gs 

Start 4215 

GI none 
Exons 



Seq. ID OJ000204_14. 0308. Cll 

Strand + 

End 5687 

Method GENSCAN 

End 5687 

Score .75 



4215. .4277, 4628 4678, 5062 5172, 5556. .5687 



Seq. No. 47588 

Gene No. 101255 

Start 4215 

Name " OJ000204_14 . 0308 . Cll . ol . gp 

Start 4946 

GI uC-osflcyp088bl2bl 

Exons 4946.. 5055 

GI Descrip. ' 5257255/dbj 1 AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



.Seq. ID OJ000204_14 .0308. Cll 

Strand + 

End 5687 

Method AAT/GAP 

End 5055 

Score 158 



49275 




Seq. No.' 


47588 




Seq. ID 


OJ000204 


_14.030JB 


.Cll 


Gene No. • 


101256 




Strand 


+ 






Start 


8271 




End 


8887 






Name 


OJ000204 14.0308.C11 


. o5 . gs 


Method 


GENSCAN 






Start 


8271 




End 


8887 






GI •■ 


none 




■Score • 


.71 






Exons 


8271.. 8333, 8348.. 8572, 8663 


. . 8887 








Seq. No. 


47588 




Seq. ID 


OJ000204 


_14.0308 


.Cll 


Gene No. 


101257 




Strand 


+ 






Start 


16189 




End 


17164 






Name 


OJ000204 14 . 0308 .Cll 


. o7 . gs 


Method 


GENSCAN 






Start 


16189 




End 


17164 






GI 


none 




Score 


. 97 






Exons 


16189. .16845, 16847. 


. 17164 










- 

Seq. No. 


47588 




Seq. ID 


OJ000204 


_14 .0308 


.Cll 


Gene No. 


101258 




Strand 


+ 






Start 


18566 




' End 


31580 






Name 


OJ000204 14.0308.C11 


. 08 . gs 


Method 


GENSCAN 






Start 


18566 




End 


31580 






GI 


none 




Score 


.4 






Exons 


18566. . 19550, 19754 . 


. 19794, 


20158. .20575, 20671 


. .20809, 






20901. .20955, 22927. 


.23089, 


23716. .25268, 25357 


. .25874, 






26310. .26515, 26579. 


.27150, 


27886. .27960, 28058 


. .28104, 






28767. .28833, 29218. 


.30039, 


30480. .315E 


JO 






Seq. No. 


47588 




Seq. ID 


OJ000204 


_14 .0308 


.Cll 


Gene No. 


101258 




' Strand 


+ 






Start 


18566 




End 


31580 






Name 


OJ000204 14.0308.C11 


. ol . np 


Method 


AAT/NAP 






Start 


26293 




End 


27568 






GI 


5902445 




Score 


1420 






Exons 


26293.. 27568 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


47588 




Seq. ID 


OJ000204 


_14.0308 


.Cll 


Gene No . 


101258 




Strand 


+ 






Start 


18566 




End 


31580 






Name 


OJ000204 14.0308.C11 


. o2 . np 


Method 


AAT/NAP 






Start 


29056 




End 


31406 






GI 


5911167 




Score 


1525 






Exons 


29056. .31406 












GI Descrip. 


(AF136221) putative 


transposase protein [Zea mays] 




Seq. No. . . 


47588 




Seq. ID 


OJ000'204_ 


JL4.0308 


.Cll 


Gerie No. 


101259 




Strand 








Start 


2220 




End 


2899 






Name 


OJ000204 14.0308.C11 


. o2 . gs 


Method 


GENSCAN 






Start 


2220 




End 


2899 






GI 


none 




Score 


. 66 






Exons 


2220. .2380, 2845. .28 


99 










Seq. No. 


47588 




Seq. ID 


OJ000204_ 


_14.0308 


.Cll 


Gene No. 


101260 




Strand 








Start 


6468 




End 


7492 







49276 



Name OJ000204_14 . 0308 .Cll . o4 . gs 

Start 6468 

GI none 

Exons • 6468.. 6609, 6942.. 7492 

Seq. No. 47588 

Gene. No. 101261 

Start 10062 

Name OJ000204_14 . 0308 . Cll . o3 . tw 

Start 5620 

GI none 
Exons 



Method GENSCAN 
End . 74 92 
Score .82 



Seq. ID OJ000204_14, 0308. Cll 



Strand 
End 

Method 

End 

Score 



26046 

TBLASTX: Wheat 

26046 

67 



5620.. 5721, 11498. . 11623, 25591 25773, 25599 .. 25772 , 
25810. .26046, 25812 .. 25928 , 25822 26031, 25971.. 26036 



Seq. No. 47588 Seq. ID 

Gene No. 101261 Strand 

Start 10062 End 

Name OJ000204_14 . 0308 . Cll . 06 ..gs Method 

Start 10062 End 

GI none Score 
Exons 



OJ000204_14. 0308. Cll 

26046 
GENSCAN 
14965 
.5 



10062. .10703, 12676. 
14455. .14587, 14929. 



12706, 12799. 
14965 



,13281, 14228. .14374, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



47588 

101261 

10062 

OJ000204_14 . 0308 . Cll . o7 . tm 

16237 

none 

16237. .16497, 16318 .. 164 4 9, 
18635. .18871, 18754. .18852 

47588 

101261 

10062 

OJ000204JL4. 0308. Cll. o.4 .ts 

16270 

none 



OJ000204_14. 0308. Cll 
26046 

TBLASTX: Maize 
18871 
192 



Seq. ID 
..; Strand 
End 

Method 
End 
Score 

16386. .16496, 18617. .18826, 



Seq. ID OJ000204_14. 0308. Cll 



Strand 
End 

Method 

End 

Score 



26046 

TBLASTX : Soybean 

18919 

40 



16270. .16317, 16318. .16488, 16504 .. 16551, 18 635 .. 18685, 
18 68 6. . 188 65, 187 60. .18843, 188 60. .18919 



Seq. No. 47588 
Gene No. 101261 
Start 10062 

Name OJ000204_14 . 0308 . Cll . ol . tc 

Start 16318 
GI - none 

Exons 16318. .16479, 16389 .. 164 63, 

16578. ..16733, 16579 .. 16737 , 
18 68 6. .18865, 18757. .18831, 
18956. .19000, 19031. .19099, 
19165. . 19311 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16489 

16801 

18860 

19036 



OJ000204 14. 0308. Cll 



26046 

TBLASTX: Cress 
19402 
109 

16551, 16500. .16550, 
16827, 16832. .16999, 
18919, 18871. . 18918, 
19119, 19163. . 19402, 



Seq. No. 
Gene No. 
Start 
Name 



47588 
101261 
10062 
OJ000204 



14.0308.Cll.o6.tm 



Seq. ID 

Strand 

End 

Method 



OJ000204_14 .0308. Cll 
26046 

TBLASTX: Maize 



49277 




Cfa v-4- 


1 fi£91 
1DOZ1 






End 


19366 




CT 


none 






Score 


41 




l^* */ 


1 CCOI 
1DDZ1 . 


. IODjD, IOOOj . 


1 £7 "3 1 


16663. . 16737, 16786. . 16827, 






16832. 


.16972, 16840. 


. ID? /!/ 


18992. .19024, 19007. .19102, 






19012. 


.19140, 19111. 


. 1 j jl 1^ 


19112. . 19366, 19226.. 19366 




O Q CJ . IN O . 


47588 






Seq. ID 


OJ000204_14 .0308 


.bll 


Gene No. 


101261 






Strand 






Start 


10062 






End 


26046 




Name 


OJ000204 14.0308.C11 


. o5 . tw 


Method 


TBLASTX: Wheat 




Cf 3 y-f 


24564 






End 


24 962- — 






none 






Score 


59 




Exons 


24564. 


.24614, 24615. 


9 A 7 9ft 
, Z *1 / ZO , 


24626. .24676, 24702 .. 24 962 , 






24728. 


.24961 










Seq. No. 


47588 






Carl T n 

oeq. ±u 




.Cll 


Gene No. 


101262 






o Liana 






C4-a v-f 


26238 






jjiia 


9 £7 9 A 
Z 0 / Z H 




Name 


OJ000204 14.0308.CU 


„ ol .*tw 


Method 


TBLASTX: Wheat' 






26238 






End 


26694 




P T 


none 






Score 


556 




Exons 


26238. 


.26693, 26239. 


z ooy 4 








Seq. No. 


47588 






Seq. ID 


OJ000204_14.0308 


.Cll 


Gene^ No . 


101262 






Strand 






Of T 

OLaiL 


26238 






End 


26724 




Name 


OJ000204 14. 0308.C11 


OO . L s 


Method 


TBLASTX: Soybean 




Of -i v- f 


26278 






End 


26643 




T 


none 






Score 


109 




Exons 


26278. 


26502, 26509.* 


Z DD4 J 








Seq. No. 


47588 






Seq. ID 


OJ000204_14 .0308 


.Cll 


Gene No. 


101262 






Strand 






Qf -i y-f 


26238 






End 


26724 




Name 


OJ000204 14.0308.C11 


o4 . tm 


Method 


TBLASTX: Maize 




Cf 3 >~f 


26368 






End 


26724 






none 






Score 


402 






26368. 


26724, 26422. 


ZOO / U , 


26430. .26723 




Seq. No. 


47588 






Seq. ID 


OJ000204_14 .0308 


Cll 


Gene No. 


101263 






Strand 






Qf 2 f 


26752 






End 


27288 




Name 


OJ000204 -14 .0308.C11. 


oo . tm 


Method 


TBLASTX: Maize 




Of a y-f 

o tare 


26752 






End 


27135 






none 






Score 


315 




Exons 


26752.'. 


27135, 26787.. 


9 £Q A Q 

z do ^ y , 


26907. 127134 




Seq. No. 


47588 






Seq. ID 


OJ000204_14 .0308, 


Cll 


Gene No. .. 


101263 






Strand 






Of a v>f 


26752 






End 


27288 




Name 


OJ000204 14.0308.C11. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


26809 






End 


27233 




GI 


none 






Score 


447 




Exons 


26809. . 


27231, 26907.. 


27233 








Seq. No. 


47588 






Seq. ID 


OJ000204_14 .0308. 


Cll 


Gene No. 


101263 






Strand 







49278 



Start 
Name 
Start 
GI 

Exons 



26752 End 

OJ000204_14 . 0308 . Cll . ol . ts Method 

26863 End 

none Score 
26863. .27288, 26907.. 27047 



27288 

TBLASTX: Soybean 

272-88 

291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47588 

101264 

27353 

OJ000204_14 . 0308 . Cll . o7 . tw 

27353 

none 

27353. .27526, 27354.. 27536 



Seq. ID OJ00.0204_14. 0308. Cll 
Strand 

End 27536 

Method TBLASTX : Wheat 

End 27536 

Score 197 



47588 
101265 
29623 

OJ000204_14 .0308. Cll. o8.tw 
29623 
none 

29623.-29772, 29634 .. 29759, 29788. .29901 



Seq. ID OJ000204_14. 0308. Cll 
Strand 

30215 

TBLASTX : Wheat 
29901 
141 



End 

Method 

End 

Score 



47588 

101265 

29623 

OJ000204JL4. 0308. Cll. o2.tm 

29706 

none 

29706. .29855, 29707 298 65, 
29868. .30173, 29872.. 30174 

47588 

101265 

29623 

OJ000204JL4 .0308. Cll. o2.tc 

29794 

none 

29794. .29886, 29796 .. 29894 , 

47588 

101265 

29623 

OJ000204_14 . 0308 .Cll ,o6.tw 

29914 

none 

29914. .30174, 29928. .30215 

47588 

101266 

30330 

OJ000204JL4 .0308 -Cll. o3.tm 

30330 
none 

30330. .30395, • 30331. .30405, 
30408. .30557, 304 10 .. 3058 9, 



Seq. ID OJ000204_14. 0308. Cll 
Strand 

End 30215 

Method TBLASTX: Maize 

End 30174 

Score 192 
29713. .29859, 29857 30174 , 



Seq. ID OJ000204_14. 0308. Cll 
Strand 

End 30215 

Method TBLASTX : Cress 

End 30129 

Score 102 
29908. .30129, 29976.. 30071 

Seq. ID OJ000204_14. 0308. Cll 
Strand 

End 30215 

Method TBLASTX : Wheat 

End 30215 

Score 239 



Seq. ID OJ000204_14 .0308 .Cll 
Strand 

End 30791 

Method TBLASTX : Mai ze 

End 30791 
- Score 108 
30331. .30402, 304 08 . . 3058 1 , 
30564 . .30791, 30621.. 30788 



Seq. No, 



47588 



Seq. ID OJ000204 14. 0308. Cll 



49279 




Gene No. 


101267 


Strand 








Start 


30821 


End 


31373 






Name 


OJ000204 14.0308.Cll.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


30821 


End 


31316 






GI 


none 


Score 


622 






Exons 


30821. .31315, 30822. .31316 










Seq. No. 


4758? 


Seq. ID 


OJ000204 


14.0308. 


Cll 


Gene No. 


101267 


Strand 








Start 


30821 


End 


31373 






Name 


OJ000204 14 . 0308.Cll.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


3087 9 


End 


31268 






GI 


none 


Score 


106 






Exons 


30 87 9. . 31013, 30911 . .30991, 


31026. .31268, 31073 


. . 31267 




Seq. No. 


47588 


Seq. ID 


OJ000204 


_14.0308. 


Cll 


Gene No. 


101267 


Strand 








Start 


30821 


End 


31373 






Name 


OJ000204 14 .0308.Cll.o4.tw 


Method 


TBLASTX: 


Wheat 




Start 


30957 


End 


31373 






GI 


none 


Score 


305 






Exons 


30957. .31373, 31124. ,31327 










Seq. No. 


47589 


Seq. ID 


OJ000204 


14.0308. 


C12 


Gene No. 


101268 


Strand 


+ - 






Start 


193 


End 


801 






Name 


OJ000204 14 .0308.C12.ol.gs 


Method 


GENSCAN 






Start 


193 


End 


801 






GI 


none 


Score 


.67 






Exons 


193. . 801 










Seq. No. 


47589 


Seq. ID 


OJ000204 


_14.0308. 


C12 


Gene No. 


101269 


Strand 


+ 






Start 


2172 


End 


8786 






Name 


OJ000204_14.0308.C12.o3.gs 


Method 


GENSCAN 






Start 


2172 


End 


8786 






GI 


none 


- Score 


.5 






Exons 


-2172.. 2321, 2391.. 2439, 3365 


..3637, 3670.. 3790, 


4533. .4782, 




4930.. 5288, 5377.. 5617, 5702 


..5914, 5988;. 6080, 


6183. . 6284, 




7429. .7786, 8330. .8432, 8672 


. .8786 








Seq. No. 


47589 


Seq. ID 


OJ000204 


_14.0308. 


C12 


Gene No. 


101270 


Strand 


+ 






Start 


13138 


End 


15228 






Name 


OJ000204 14.0308.C12.o4.np 


Method 


AAT/NAP . 






Start 


13138 


End 


15228 






GI 


7523517 


Score 


283 






Exons 


13138. . 13436, 13587. .13635, 


15207. .15228 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47589 


Seq. ID 


OJ000204 


_14.0308. 


C12 


Gene No. 


101271 


Strand 


+ 






Start 


16292 


End 


17373 






Name 


OJ000204 14.0308.C12.o5.gs 


Method 


GENSCAN 






Start 


16292 


End 


17373 






GI 


none 


Score 


.77 






Exons 


16292. .16425, 16431. .16607, 


16609. .16903, 16936 


. .17373 





49280 



Seq. No. 47589 Seq. ID 

Gene No. 101271 Strand 

Start 16292 End 

Name OJ000204_14 . 0308 .C12 . o5 . np Method 

Start 16402 End 

GI 1706740 . . Score 

Exons 16402.. 17373 

GI Descrip. FLAVONOL 4 ' -SULFOTRANSFERASE (F4-ST) gi 1168169 (M84136) flavonol 
4 1 -sulf otransf erase [Flaveria chloraef olia] 



OJ000204_14 .0308.C12 
+ 

17373 
AAT/NAP 
17373 
559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47589 Seq. ID 

101272 Strand 

19996 End 

OJ000204_14 . 0308 . C12 . o7 . np Method 

19996 End 

7340884 Score 



OJ000204_14 .0308.C12 
+ 

25805 
AAT/NAP 
25805 
97 



19996. .20153, 20362 20422 , 25770.. 25805 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 47589 

Gene No. 101272 

Start 19996 

Name OJ000204_14 . 0308 . C12 . o7 . gs 

Start 20298 

GI none 

Exons 20298. .20352,- 21495. .21623, 
23640. .23657, 23998 . .,24165 



Seq. ID OJ000204_14 .0308.C12 

Strand + 

End 25805 

Method - GENSCAN ■' - " 

End ' 24165 

Score . 62 
22527. .22640, 22776 22942, 



Seq. ID OJ000204_14 .0308.C12 



Seq. No. 47589 

Gene No. 101272 Strand + 

Start 19996 End 25805 

Name OJ000204_14 . 0308 . C12 . 08 . np Method AAT/NAP 

Start 20658 ' End 23915 

GI 6539588 . Score 298 

Exons 20658. .20684, 21401 .. 21674 , 23867.. 23915 
GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 47589 Seq. ID 

Gene No. 101273 Strand 

Start 1517 End 

Name OJ000204_14 . 0308 . C12 . o2 . gs Method 

Start 15i7 End 

GI none Score 

Exons 1517.. 1783, 1798.. 1803 



OJ000204_14.0308.C12 

1803 
GENSCAN 
1803 
. 63 



Seq. No. 47589 Seq. ID 

Gene No. 101274 -. - Strand 

Start 9634 End 

Name OJ000204_14 . 0308 . C12 . o4 . gs Method 

Start 9634 End 

GI none Score 
Exons 



OJ000204_14.0308.C12 

12818 
GENSCAN 
12690 
. 67 



9634. .9711, 10081. .10250, 10295. .104 4 0, 1044 5. .10530, 
10617. .11340, 11411. . 11469, 11539 .. 1 1733, 11800 .. 11924 , 
12126. .12690 



49281 



Seq. No. 47589 Seq. ID OJ000204_14 . 0308 . C12 

Gene No. 101274 Strand 

Start 9634 End 12818 ' 

Name OJ000204_14 . 0308 . C12 . o2 . np Method AAT/NAP 

Start 10575 End 12818 

GI 6721561 Score 1024 

Exons 10575. .11340, 114 11 .. 114 69, 11539 .. 11742, 12796. 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a 

predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj|BAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12818 

region of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\3 






Seq. No 


4r = 


Gene No 


; ii 
~ ™ 


Start 




Name 


1 ! 1 


Start 




GL 


ss j : 


Exons 




Seq. No 




Gene No 




Start 


= :a 


Name 




Start 




GI 




Exons 




Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 




Seq. No 




Gene No 




Start 




Name 




Start 




GI 




Exons 



47589 Seq. ID 

101274 Strand 

9634 End 
OJ000204_14 . 0308 . C12 . o3 . np Method 

11136 End 

6721558 Score 

11136. .11342, 11800. .11924 



OJ000204_14.0308.C12 

12818 
AAT/NAP 
12690 
244 



12591. . 12690 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj |BAA90369.1| (AP001081) hypothetical protein 
[Oryza sativa] 



47589 Seq. ID 

101275 Strand 

17753 - : End 
OJ000204_14 . 0308 . C12 . o2 . tm Method 

22 End 

none Score 
22. .279, 63. .278 

47589 Seq. ID 

101275 Strand 

17753 End 
OJ000204_14 . 0308 . C12 . ol . tm Method 

54 98 End 

none Score 

5498. .5584, 5699. .5917, 5740. .5913 



47589 

101275 

17753 

OJ000204_14.0308.C12.ol.tc 

16564 

none 

16564 .. 16641, ■ 16572 .. 16640, 
16750. . 16902, 16784 .. 16906, 

47589 

101275 

17753 

OJ000204_14 .0308.C12.o3. tm 

16822 

none 

16822. .16887, 16832 .. 16900, 
16980. .17126, 16981. .17181 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16669 

16978 



OJ000204_14.0308.C12 
22424 

TBLASTX: Maize 

279 

250 



OJ000204_14.0308.C12 
22424 

TBLASTX: Maize 
5917 

92 " 



OJ000204 14.0308.C12 



22424 

TBLASTX: Cress 
17208 ' 
96 

16719, 16670. .16720, 
17208, 1-6980. . 17126 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_14.0308.C12 
22424 

TBLASTX: Maize 

17181 

82 



16922. . 16975, 16974 .. 17126, 



49282 



Seq. ID OJ000204_14.0308.C12 



Seq. No. 47589 
Gene No. 101275 Strand 

Start 17753 End 22424 

Name OJ000204_14 . 0308 . C12 . 06 . np Method AAT/NAP 

Start 17753 End 22424 

GI 6069646 Score 106 

Exons 17753. .17882, 22404.. 22424 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, ■ 
(AC006248) 



Seq. No. 


47589 


Seq. ID 


OJ000204 


Gene No. 


101275 


Strand 




Start 


17753 


End 


22424 


Name 


OJ000204 14.0308.C12.o6.gs 


Method 


GEN SCAN 


Start 


18364 


End 


20115 


Gi . . 


none 


Score 


.47 


Exons 


18364. .18539, 18 662 .. 18759, 


18956. .19034, 19424 




19488. .19602, 19968.. 20115 






Seq. No. 


47590 


Seq'. ID 


OJ000204 


Gene No. 


101276 


Strand 


+ 


Start 


184 


End 


2133 


Name 


OJ000204 14 .0308.C13.ol.gs 


Method 


GENSCAN 


Start 


184 


End 


1759 


GI 


none 


Score 


.89 


Exons 


184. .412, 1700. .1759 






Seq. No. 


47590 


Seq. ID 


OJ000204 


Gene No. 


101276 


Strand 


+ 


Start 


184 


End 


2133 


Name 


OJ000204 14.0308.C13.ol.np 


Method 


AAT/NAP 


Start 


184 


End 


2133 


GI 


6907105 


Score . 


'369 


Exons 


184. .452, 1686. .1759, 2106. 


.2133 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47591 


Seq. ID 


OJ000214 


Gene No. 


101277 


Strand 


+ 


Start 


773 


End 


998 


Name 


OJ000214 12.0306.C2.ol.gp 


Method 


AAT/GAP 


Start 


773 


End 


998 


GI 


none 


Score 


270 


Exons 


773. .816, 894. .998 






Seq. No. 


47592 


Seq. ID 


OJ000214 


Gene No. 


101278 


Strand 


+ 


Start 


3378 


End 


4751 


Name 


OJ000214 12.0306.C3.ol.np 


Method 


AAT/NAP 


Start 


3378 


End 


4751 


GI 


2980772 


Score 


1379 


Exons 


3378. .3521, 3549. .4751 







14.0308.C12 



,19482, 



GI Descrip. (AL022198) putative protein [Arabidopsis thaliana] 



49283 



Seq. No. 47592 

Gene No. 101279 

Start 7748 

Name OJ000214_12 . 0306 . C3 . o2 . np 

Start 7748 

GI 7523516 

Exons 7748.. 7816 

GI Descrip. (AP001633) hypothetical protein [Ofyza sativa] 



Seq. ID OJ000214_12.0306.C3 

Strand + 

End 7816 

Method AAT/NAP 

End 7816 

Score 61 



Seq. No. 


47592 








Seq. ID 


OJ000214 


_12.0306.C3 


Gene No. 


101280 








Strand 






Start 


9702 








End 


10899 




Name 


OJ000214_12 


. 0306 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3405 








End 


4202 




GI 


none 








Score 


81 




Exons 


3405. . 3488, 


3429 


. . 3503, 


3543 . 


.3692, 3552.. 3950, 


3698 . . 3871 




3947 . .4150, 


3948 


. . 4202, 


3966. 


.4202 






Seq. No. 


47592 








Seq. ID 


OJ000214 


_12.0306.C3 


Gene No. 


101280 








Strand 






Start 


9702 








End 


10899 




Name 


OJ000214_12 


. 0306 


.C3.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


4218 








End 


'4559 




GI 


none 








Score 


95 




Exons 


4218 . . 4307, 


4220 


. .4348, 


4299. 


.4448, 4301. .4444, 


4524 . .4559 


Seq. No. 


47592'" 








Seq. ID 


OJ000214 


_12.0306.C3 


Gene No. 


101280 








Strand 






Start 


9702 








End 


10899 




Name 


OJ000214 12 


. 0306 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4599 








End 


4762 




GI 


none 








Score 


198 




Exons 


4599. . 4733, 


4601 


. . 4762, 


4 697 . 


.4762 






Seq. No. 


47592 








Seq. ID 


OJ000214 


_12.0306.C3 


Gene No. 


101280 








Strand 






Start 


9702 








End 


10899 




Name 


OJ000214 12 


. 0306 


.C3.o2 . 


gs 


Method 


GEN SCAN 




Start 


9702 








End 


10899 




GI 


none 








Score 


.43 




Exons 


9702 . . 9738, 


9828 


. . 9875, 


10618 


. . 10803, 


10841. . 10899 


Seq. No. 


47593 








Seq. ID 


OJ000214 


_12.0306.C6 


Gene No. 


101281 








Strand 


+ 




Start 


84 








End 


165 




Name 


OJ000214 12 


.0306 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


84 








End 


165 




GI 


none 








Score . 


.7 




Exons 


84. .165 ■ 














Seq. No. 


47593 








Seq. ID 


OJ000214 


_12.0306.C6 


Gene No. 


101282 








Strand 






Start 


2312 








End 


2560 




Name 


OJ000214 12 


.0306, 


.C6.o2. 


gs 


Method 


GENSCAN 




Start 


2312 








End 


2560 




GI 


none 








Score 


.72 




Exons 


2312. .2560 















49284 




Seq. No. 


47594 


Seq. ID 


OJ000214_12.0306. 


.C7 


Gene No. 


101283 


Strand 


+ 




Start 


1081 


End 


1302 




Name 


OJ000214_12 . 0306 . C7 . ol .gp 


Method 


AAT/GAP 




Start 


1081 


End 


1302 




GI 


none 


Score 


431 




Exons 


1081 . .1302 








Seq. No. 


47595 


Seq. ID 


OJ000214_12.0306. 


>C9 


Gene No. 


101284 


Strand 


+ 




Start 


348 


End 


1389 




Name 


OJ000214_12. 0306.C9.ol ,gs 


Method 


GENSCAN 




Start 


348 


End 


1389 




GI 


none 


Score 


. 67 




Exons 


348. .524, 613. .732, 960. .1104 


, 1328 . . : 


1389 




Seq. No. 


A ^ c n c 


Seq. ID 


OJ0002i4_12.0306, 




Gene No. 


101284 


Strand 


+ 




Start 


348 


End 


1389 




Name 


OJ000214 12.0306.C9.ol.np 


Method 


AAT/NAP 




Start 


348 


End 


1160 




GI 


7485364 


Score 


373 




Exons 


348. .524, 613. .732, 960. .1160 








GI Descrip. 


hypothetical protein F10N7.14 


0 - Arabidopsis thaliana 





gi|2827631|emb|CAA16584.1| (AL021636) putative protein 
[Arabidopsis thaliana] gi | 7270110 | emb | CAB7 9924 . 1 1 (AL161580) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


47595 




Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101284 




Strand 


+ 


Start 


348 




End 


1389 


Name 


OJ000214 12.0306.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


366 




End 


1175 


GI 


uC-osflcypl25h03bl 




Score 


909 


Exons 


366.. .524, 613.. 732, 960 


. . 1175 






GI Descrip. 


? 2827 631/emb|CAA16584 . 1 


I 3.0e 


-35 (AL021636) putative prote. 




[Arabidopsis thaliana] 1 








Seq. No. 


47595 




Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101285 




Strand 




Start 


2058 




End 


5236 


Name ■ 


OJ000214 12.0306.C9.o2. 


np 


Method 


AAT/NAP 


Start 


2058 




End 


5236 


GI 


6466945 




Score 


874 


Exons 


2058. .2473, 2507. .2747, 


3228. 


.3582, 3659.. 3753, 3790.. 3839, 




5160. .5236 








GI Descrip. 


(AC00917 6) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


47595 




Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 




Strand 




Start 


5820 




End 


6580 


Name 


OJ000214 12.0306.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


345 




End 


1004 


GI 


none 




Score 


208 


Exons 


345. .524, 346. .525, 347 


. .532, 


602. .721, 


610. .735, 612. .725, 




954. .1004, 960. .1004 









49285 




Seq. No. 


47595 








Seq. ID 


OJ000214__12.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214 12. 


0306 


C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


345 








End 


1142 


GI 


none 








Score 


171 


Exons 


345.-524, 346. .525, 61Q..735, 


612 . . 725, 


954 .'. 1091, 959. . 11 




960 . .1142 












Seq. No. 


47595 








Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214 12. 


0306 


C9 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


2073 








End 


2426 


GI 


none 








Score 


95 


Exons 


2073. . 2426, 


2133 


.2426 








Seq. No. 


47595 








•Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 • 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214 12. 


0306 , 


C9.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2166 








End 


3848 


GI 


none 








Score 


137 


Exons 


2166 . . 2351, 


2167 , 


. 2352, 


221.4... 


.2351, 2344 . .2451,. 2345. .2389 




2346. . 2456, 


2508 . 


.2594, 


3789. 


.3848 




Seq. No. 


47595 








Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214_12. 


0306 . 


C9.ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


2268 








End 


2715 


GI 


none 








Score 


66 


Exons 


2268 . . 2393, 


2268 . 


.2456, 


2308 . 


.2394, 2506. .2715, 2508. .2708 


Seq. No. 


47595 








Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214_12. 


0306. 


C9.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3228 








End 


3632 


GI 


none 








Score 


135 


Exons 


3228 . . 3290, 


3390 . 


. 3632 








Seq. No. 


47595 








Seq. ID 


OJ000214_12.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214 12. 


0306. 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3228 








End 


3714 


GI 


none 








Score 


65 


Exons 


3228. .3344, 


3229. 


.3282, 


3363. 


.3440, 3456. .3584, 3658. .3714 


Seq. No. 


47595 








Seq. ID 


OJ000214_JL2.0306.C9 


Gene No. 


101286 








Strand 




Start 


5820 








End 


6580 


Name 


OJ000214 12. 


0306. 


C9.o2. 


gp 


Method 


AAT/GAP 


Start 


5331 








End 


6580 


GI 


1427 1.R1084 








Score 


1580 



49286 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5331. .6004, 6110. .6256, 6557. .6580 

•4504379/ref |NP_003658.1|pHG38| 2.0e-13 G protein-coupled 
receptor 4 9 >gi_3366802 (AF062006) orphan G protein-coupl 
receptor HG38 [Homo sapiens] 1 



pled 



47595 
101286 
5820 • 

OJ000214_12.0306.C9.o2.ts 

5817 

none 



Seq. ID OJ000214_12.0306.C9 
Strand 
End 

Method 
End 
Score 



6580 

TBLASTX: Soybean 

6234 

69 



5817. .6008, 5821. .5904, 6105. .6233, 6109. .6234 



Seq. No. 47595 

Gene No. 101286 

Start 5820 

Name OJ000214_12 . 0306 . C9 . ol . tc 

Start . 5820 

GI none 

Exons 5820.. 6008, 5821.. 6006, 5862. 

6109. .6255, 6156. .6248 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6020, 



OJ000214 12. 0306. C9 



6580 

TBLASTX: Cress 
6255 
111 

6105. .6251, 6108. .6254, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47595 

101286 

5820 

OJ000214 
5020 
none 
5820 
5865 
6156 



12.0306.C9/ol.tm 



5999, 
6002, 
6278 



5820. 
6102. 



.6008, 
,6254, 



5821 
6105 



Seq. ID 
Strand 
End 

Method 
End 
Score 

. . 6006, 

, .6254, 



OJ000214 12. 0306. C9 



6580 

TBLASTX: Maize 
6284 
114 

5850. .6026, 5865. 
6109. .6255, 6147. 



6026, 
6284, 



Seq. No. 


47595 






Seq. ID 


OJ000214 


_12.0306 


.C9 


Gene No. 


101286 






Strand 








Start 


5820 






End 


6580 






Name 


OJ000214 12, 


.0306, 


.C9.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


5820 






End 


6009 






GI 


none 






Score 


115 






Exons 


5820. .6008, 


5821, 


. .6009 










Seq. No. 


47595 






Seq. ID 


OJ000214 


_12.0306 


.C9 


Gene No. 


101286 






Strand 








Start 


5820 






End 


6580 






Name 


OJ000214 12, 


,0306. 


.C9.o3.gs 


Method 


GENSCAN 






Start 


5820 






End 


6275 






GI 


none 






Score 


.5 






Exons 


5820. .6004, 


6110, 


. .6275. 










Seq. No. 


47596 






Seq. ID 


OJ000214 


_12.0306 


.C12 


Gene No. 


101287 






Strand 


+ 






Start 


1 






End 


1079 






Name 


OJ000214 12. 


,0306. 


,C12.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


953 






GI 


4006833 






Score 


279 






Exons 


1. .953 















GI Descrip. (AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



49287 



Seq. No. 


47596 


Seq. ID 


OJ000214 


_12.0306.C12 


Gene No. 


101287 


Strand 


+ 




Start 


1 


End 


1079 




Name 


OJ000214 12. 0306.C12.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


2 


End 


632 




GI 


none 


Score 


56 




Exons 


2. .37, 39. .155, 135. .485, 136 


..495, 471. .611, 606. .632 


Seq. No. 


47596 


Seq. ID 


OJ000214 


_12.0306.C12 


Gene No. 


101287 


Strand 


+ 




Start . 


1 


End 


1079 




Name 


OJ000214 12. 0306.C12.ol. ts 


Method 


TBLASTX : 


Soybean 


Start 


217 


End 


776 




GI 


none 


Score 


98 




Exons 


217. .381, 421. .495, 570. .776 








Seq. No. 


47596 


Seq. ID 


OJ000214 


_12.0306.C12 


Gene No. 


101287 


Strand 


+ 




Start 


1 


End 


1079 




Name 


OJ000214 12. 0306.C12.ol.gs 


Method 


GENSCAN 




Start 


444 


End 


1079 




GI 


none 


Score 


.41 




Exons 


444. .1079 








Seq. No. 


47596 


Seq. ID 


OJ000214 


_12.0306.G12 


Gene No; • 


101287 


Strand 


+ 




Start 


1 


End 


1079 




Name 


OJ000214 12.0306.C12.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


479 


End 


926 




GI 


none 


Score 


292 




Exons 


479. .778, 498. .776, 798.-926 








Seq. No. 


47597 


Seq. ID 


OJ000214 


_12.0306.C13 


Gene No. 


101288 


Strand 






Start 


1072 


End 


1345 




Name 


OJ000214 12.0306.C13.ol.gp 


Method 


AAT/GAP 




Start 


• 1.072 


End 


-*■ 1345 




GI 


16713 1.R1084 


Score 


503 




Exons 


1072. .1345 








GI Descrip. 


'2239083/emb|CAB06427 | 2.0e-13 (Z84383) anthranilate 




N-hydroxycinnamoyl /benzoyl transferase 


[Dianthus 


caryophyllu; 




>gi 2239087 emb CAB06429 (Z84385) anthranilate 






N-hydroxycinnamoyl /benzoyl transferase 


[Dianthus 


caryophyllu: 


Seq. No. 


47598 


Seq. ID 


OJ000214 


_12.0306.C14 


Gene .No. 


101289 ' - - 


Strand 


+ 




Start 


1114 . 


End 


1157 




Name 


OJ000214 12. 0306.C14 .ol.gs 


Method 


GENSCAN 




Start 


1114 


End 


1157 




GI 


none 


Score 


.4 




Exons 


1114. .1157 








Seq. No. 


47599 


Seq. ID 


OJ000214 


_12.0306.C15 


Gene No. 


101290 


Strand 






Start 


1 


End 


295 




Name 


OJ000214 12.0306.C15.ol.gp 


Method 


AAT/GAP 





49288 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



295 
320 



29375_1.R1084 
1. .73, 199i .295 . 

1 2239091/emb | CAB06538 | 2.0e-25 (Z84571) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] ' 



Seq. No. 


4 /o99 


Seq. ID 


OJ000214 12. 


0306 , 


. C15 


Gene No. 




Strand 








Start 


1 


End 


295 






Name 


. OJ000214 12.0306.C15.ol.gs 


Method 


GENSCAN 






Start -v 


17 


End 


73 






GI 


none 


Score 


. 76 






Exons 


17. .73 










Seq. No. 


47599 


Seq. ID 


OJ000214 12. 


0306. 


.C15 


Gene No. 


101291 


Strand 








Start 


746 


End 


4439 






Name 


OJ000214 12.0306.C15.o2.gs 


Method 


GENSCAN 






Start. 


746 


End 


4439 






GI 


none 


Score 


. 52 






Exons 


746. .817, 1034. .1162, 1544. 


.1672, 2444 


. .2606, 2698 . 


.2722, 




3109. .3316, 3664. .3764, 4283.-4439 








Seq. No. 


47600 


Seq. ID 


OJ000214 12. 


0306. 


C16 


Gene No. 


101292 ' ' 


Strand 


+ 






Start 


73 


End 


2381 






Name 


OJ000214 12.0306.C16.ol.gp 


Method 


AAT/GAP 






Start 


73 


End 


1113 






GI 


5771068 


Score 


582 






Exons 


73. .318, 1033. .1113 










Seq. No. 


47600 


Seq. ID 


OJ000214_12 . 


0306. 


C16 


Gene No. 


101292 


Strand 


+ 






Start 


73 


End 


2381 






Name 


OJ000214 12.0306,.C16.ol.gs 


Method 


GENSCAN 






Start 


160 


End 


2135 






GI 


none 


Score 


.64 






Exons 


160. .318, 1981. .2135 










Seq. No. 


47600 


Seq. ID 


OJ000214_12. 


0306. 


C16 


Gene No. 


101292 


Strand 


+ 






Start 


73 


End 


2381 






Name 


OJ000214 12.0306.C16.ol.np 


Method 


AAT/NAP 






Start 


163 


End 


2381 






GI 


951453 


Score 


285 






Exons 


163. .295, 1019. .1103, 1981. 


.2083, 2184 


. .2381 






GI Descrip. 


(M95746) initiation factor 


(iso)4f p82 


subunit [Triticum 




aestivum] 










Seq. No. 


47601 


Seq. ID 


OJ000214_12. 


0306. 


C17 


Gene No. 


101293 


Strand 








Start 


1 


End 


730 






Name 


OJ000214 12.0306.C17.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


730 






GI 


30091 1.R1084 


Score 


651 






Exons 


1..56, 440. .730 











GI Descrip. ! 4584527/emb | CAB40758 . 1 | 8.0e-17 (AL049607) putative protein 



49289 



[Arabidopsis thaliana] 1 



Seq. No. 47601' 

Gene No. 101293 

Start 1 

Name OJ000214_12 . 0306 . C17 . ol . gs 

Start 256 

GI none 

Exons • 256. .279, 440. .707 



Seq. ID OJ000214_12.0306.C17 

Strand 

End 7 30 

Method GEN SCAN 

End 707 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47602 

101294 

1 

OJ000214JL2. 0306.C18 .ol.np 
1 

7485380 



Seq. ID OJ000214_12.0306.C18' 
Strand 

End 1220 

Method AAT/NAP 

End 1220 

Score 311 



1..40, 134. .315, 404. .607, 1119. .1220 

hypothetical protein F11C18.80 - Arabidopsis thaliana 
gi|4584527|emb|CAB40758.1| (AL049607) putative protein 
[Arabidopsis thaliana] gi | 7270091 1 emb | CAB7 9906 . 1 1 (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
tj Gene No. 
□ Start 
f'fl Name 

Start- 

l=? Exons 
'~M 

%.3 Seq. No. 

ffl Gene No. 

;b? Start 

~_ Name 

O Start 
GI 

Ll Exons 

1* Seq. No. 

Gene No. 
P Start- 

Name 

Start 

GI 

Exons 



47602 

101294 

1 

OJ000214_12.0306.C18.ol.tc 

133 

none 



Seq. ID OJ000214_12.0306.C18 

Strand . - 

End. 1220 

Method TBLASTX : Cress 

End 598 

Score 99 



133. .321, 143. .235, 387. .491, 404. .598, 525.-587 



47602 
101294 
1 

OJ000214_12.0306.C18.ol.gs 
134 
none 

134. .315, 404. .607, 1119. .1217 

47602 
101294 
1 

OJ000214_12.0306.C18.ol.ts 
386 
none 

386. .613, 402. .602, 1122. .1202 



Seq. ID OJ000214_12.0306.C18 
Strand 

End 1220 

Method GENSCAN 

End 1217 

Score .97 



Seq. ID OJ000214_12.0306.C18 
Strand 

End 1220 

Method TBLASTX : Soybean 

End 1202 

Score 110 



Seq. No. 47.602 

Gene No. 101294 

Start 1 

Name OJ000214_12 . 0306 . C18 . ol . tm 

Start 404 

GI none 

Exons 404.. 625, 406.. 627, 407.. 625 



Seq. ID OJ000214_12.0306.C18 
Strand 

End 1220 

Method TBLASTX: Maize 

End 627 

Score 162 



Seq. No. 
Gene No. 
Start 



47603 

101295 

467 



Seq. ID OJ000214_12.0306.C19 
Strand 

End 530 



49290 






Name 


OJ000214_12 


. 0306 , 


. C19 . ol 


.gs 


Method 


GENSCAN 








Start 


4 67 








End 


530 








GI 


none 








Score 


. 46 








Exons 


4 67 . . 530 


















Seq. No. 


47604 








Seq. ID 


OJ000214 


_12.0306 


.C21 




Gene No. 


101296 








Strand 


+ 








Start 


306 








End 


1 S 1 

737 








Name 


OJ000214 12 


.0306. 


.C21.ol 


.gs 


Method 


GENSCAN 








Start 


306 








End 


737 








GI 


none 








Score 


. 67 








Exons 


306. .475, 623. .737 














Seq. No. 


47605 








Seq. ID 


OJ000214 


_12.0306 


.C22 




Gene No. 


101297 








Strand 


+ 








Start 


1379 








End 


O O *3 ✓* 

2236 








Name 


OJ000214 12 


.0306, 


,C22.ol 


. gs 


Method 


GENSCAN 








Start 


1379 








End 


2192 








GI 


none 








Score 


. 85 








Exons 


1379. .1882, 


2126. 


, .2192 














Seq. No. 


47605 








Seq. ID 


OJ000214 


_12 . 0306 


. C22 




Gene No. 


101297 








Strand 


+ 








Start 


1379 








End 


2236 








. Name 


OJ000214 12 


.0306. 


,C22.ol 


.np 


Method 


AAT/NAP 






L : s 


Start 


1384 . 








End 


2236 








GI 


4583546 








Score 


590 






i b? 


Exons 


1384 . .1882, 


2126. 


.2236 














GI Descrip. 


(AJ010819) GrpE protein 


[Arabidopsis thaliana] 








Seq. No. 


47605 








Seq. ID 


OJ000214 


_12.0306 


.C22 




Gene No. 


101297 








Strand 


+ 








Start 


1379 








End 


2236 








Name 


OJ000214 12 


.0306. 


C22.ol 


. ts 


Method 


TBLASTX: 


Soybean 






Start 


1442 








End 


2236 








GI 


none 








Score 


521 






=i 


Exons 


1442. .18-85, 


1465. 


.1878, 


2126. 


.223.6, 21 


34 . .2235 






^, -i 


Seq. No. 


47605 








Seq. ID 


OJ000214 


_12.0306 


.C22 




Gene No. 


101297 








Strand 


+ 








Start 


1379 








End 


2236 








Name 


OJ000214 12 


.0306. 


C22.ol 


.tm 


Method 


TBLASTX: 


Maize 






Start 


1511 








End 


2236 








GI 


none 








Score 


472 








Exons 


1511. .1885, 


1511. 


.1882, 


1555. 


.1884, 2126. .2236, 


2134 . .2235 




Seq. No. 


47605 








Seq. ID 


OJ000214 


_12.0306 


.C22 




Gene No. 


101297 








Strand 


+ 








Start 


1379 








End 


2236 








Name 


OJ000214 12, 


.0306. 


C22.ol 


. tc 


Method 


TBLASTX: 


Cress 






Start 


1664 








End 


2218 








GI 


none 








Score 


272 








Exons 


1664. .1885, 


1681. 


.1902, 


2126. 


.2218, 21 


34 . .2217; 








Seq. No. 


47606 








Seq. ID 


OJ000214 


_12.0306 


.C24 




Gene No. 


101298 








Strand 










Start 


19 








End 


714 







49291 




Name 


OJ000214 12.0306.C24.ol 


. tm 


Mo 4- K aj-] 

i-ietnoa 


i bLiAb i a : Maize 




btart 


15 






boo 




r* t 
bl 


none 




Score 


an 




Exons 


15. .71, 19. .69, 437. .634, 


^ Jo, . DJJ 




- 


Seq. No. 


47606 




Seq. ID 


OJ000214_12.0306. 


C24 


Gene No. 


101298 




Strand 






Q4-2 V+- 


19 




EjIIQ. 


1 1 4 




Name 


OJ000214 12.0306.C24.ol 


.gs 


\A ^ 1^ 

ixie tnoa 


bblNbbAN 




otart 


19 




y~, s~i 


D J 1 




bl 


none 




Score 


. / / 




Exons 


19. .69, 440. .631 










beq. no. 


47606 




oeq. iu 






Gene No. 


101298 




Strand 






Start 


19 




End 


714 




Name 


OJ000214 12.0306.C24.ol 


.np 


Method 


AAT/NAP 




b car z 


490 




End 


714 




bl 


6503292 




Score . 


46 




Exons 


490.. 714 










GI Descrip. 


(AC011713) ESTs gb|Z34732, 


gb|R89948 and gb|Z33946 come 


from 




this gene. [Arabidopsis 


thaliana] 






Seq. No. 


47 607 




Seq. ID 


OJ000214_12..0306. 


C25- 


Gene No. 


.101299 




Strand 


+ 




C 4- -i -v- 4- 

btart 


810 




End 


3035 




Name 


OJ000214 12 . 0306 . C25 . ol 


.gs 


Method 


GENSCAN 




Start 


810 




End 


3035 




bl 


none 




Score 


.82 




Exons 


810. .831, 2252. .2355, 2< 


115 


..2540, 2770 


..2875, 2971. .3035 


Seq. No. 


47607 




Seq. ID 


OJ000214_12.0306. 


C25 


Gene No. 


101300 




Strand 






C 4- -k-4- 

otart 


626 




End 


965 




Name 


OJ000214 12.0306.C25.ol, 


.gp 


Method 


AAT/GAP 




btart 


626 




End 


965 




bl 


"none 




Score 


591 




Exons 


626.. 965 










beq. No. 


47607 




Seq. ID 


OJ000214_12.0306. 


C25 


Gene No. 


101301 




Strand 






Start 


866 




End 


3815 




Name 


OJ000214 12.0306.C25.ol, 


. tm 


Method 


TBLASTX: Maize 




Pi 1 

btart 


860 




End . 


1784 




bl 


none 




Score 


144 




Exons 


860. .952, 861. .953, 876, 


..953, 1061. .1180, 1063. .1203, 






1072. .1185, 1672. .1779, 


1675. .1779, 1683. .1784, 1685. .1780 


Q M/^i 

oeq . no . 


47607 




Seq. ID 


OJ000214_12.0306. 


C25 


Gene No. 


101301 




Strand 






Start 


866 




End 


3815 




Name 


OJ000214 12.0306.C25.ol. 


,np 


Method 


AAT/NAP 




Start 


866 




End 


2363 




GI 


7488712 




Score 


332 




Exons 


866. .953, 1064. .1184, 1686, 


..1789, 2302 


. .2363 





GI Descrip. rudimentary enhancer - soybean (fragment) 

gi | 3452091 1 emb | CAA06199 . 1 1 (AJ004899) rudimentary enhancer 



49292 



[Glycine max] 



>Seq;; No. 


47607 




Seq.. ID 


OJ000214_12.0306 


.C25 


Gene No. 


101301 




Strand 






Start 


866 ■ 




End 


3815 




Name 


OJ000214 12.0306.C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


869 \ 




End 


1779 




GI 


none 




Score 


74 




Exons 


869. .952, 870. .968, 1019. .1195, 1063.. 


1203, 1673 . . 1774 , 






1675 . . 1779 










Seq. No. 


47607 




Seq. ID 


OJ000214_12.0306 


.C25 


Gene No. 


101301 




Strand 






Start 


866 




End 


3815 




Name 


OJ000214_12 . 0306.C25.ol , 


. ts 


Method 


TBLASTX : Soybean 




Start 


869 




End 


1795 - 




GI 


none 




Score 


87 




Exons 


869. .952, 870. .944, 871, 


. . 951, 


1058. .1186, 1063. .1203, 






167 9. . 17 95, 167 9. .1780, 


1684 . 


.1788 






Seq. No. 


47607 




Seq. ID 


OJ000214 12.0306 


. C25 


Gene No. 


101301 




Strand 






Start 


866 




End 


3815 




Name 


OJ000214 12 . 0306 . C25 . o2 , 


,gp 


Method 


AAT/GAP 




Start 


1161 




End 


3815 




GI 


5003747 




Score 


796 • 




Exons 


1161. .1184, 1686. .1779, 


3514 . 


. 3815 






Seq. No. 


47607 




Seq. ID 


OJ000214_12.0306 


.C25 


Gene No. 


101301 




Strand 






Start 


866 




End 


3815 




Name 


OJ000214 12.0306.C25.o2. 


.gs 


Method 


GENSCAN 




Start 


3459 




End 


3791 




GI 


none 




Score 


.66 




Exons 


34S9..3466, 3592. .3791 










Seq. No. 


47608 




Seq. ID 


OJ000214_12.0306 


.C26 


Gene No. 


101302 




Strand 


+ 




Start 


415 




End 


754 




Name 


OJ000214 12.0306.C26.ol. 


,gp 


Method 


AAT/GAP 




Start 


415 




End 


754 




GI 


5771067 




Score 


655 




Exons 


415. .754 










Seq. No. 


47608 




Seq. ID 


OJ000214_12.0306 


.C26 


Gene No. 


101303 




Strand 






Start 


868 




End 


2263 




Name 


OJ000214 12.0306.C26.bl. 


,np 


Method 


AAT/NAP ' 




Start 


868 




End 


2263 




GI 


1170504 




Score 


927 




Exons 


868. .1918, 2178. .2263 










GI Descrip. 


EUKARYOTIC INITIATION FACTOR 


(ISO)4F SUBUNIT P82 (IEIF- 


(ISO) 4F 




P82) gi|452440 (M95747) 


initiation factor (iso)4f p82 subunit 




[Triticum aestivum] 










Seq. No. 


47608 




Seq. ID 


OJ000214_12.0306, 


.C26 


Gene No. 


101303 




Strand 







49293 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



868 



End 

Method 
End 
Score 



2263 
AAT/GAP 
1294 
794 



OJ000214_12.0306.C26.o2.gp 
878 

LIB34 32-040-P1-K1-F8 
878. .1294 

•951453 5.0e-45 (M95746) initiation factor (iso)4f p82 subunit 
[Triticum aestivum] 1 * 



Seq. No. 47608 

Gene No. 101303 

Start 868 

Name OJ000214_12 . 0306 . C2 6 . ol . tm 

Start 922 

GI none 
Exons 



Seq. ID OJ000214_12.0306.C26 
Strand 

End 2263 

Method TBLASTX : Maize 

End 1884 

Score 262 



922. .1461, 926. .1246, 931. .1464, 1489. .1599, 1510. .1599, 
1591. .1764, 1592. .1753, 1790. .1870, 1801. .1884, 1828. .1884 



Seq." No. 47608 

Gene No. 101303 

Start 868 

Name OJ000214_12 . 0306 . C26 . ol . ts 

Start 943 

GI none 
Exons 



Seq. ID OJ000214_12.0306.C26 
Strand 

End 2263 

Method TBLASTX : Soybean 

End 1884 

Score 183 

943. .1602, 965. .1369, 1618. .1884, 1619. .1735, 1623. .1868, 
1801. .1884 > 



Seq. No. 47608 

Gene No. 101303 

Start 868 

Name OJ000214_12 . 0306 . C26 . ol . tc 

Start 1054 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000214_12.0306.C26 
Strand 

End 2263 

Method TBLASTX : Cress 

End 1392 

Score 81 



1054. .1308, 1054. .1104, 1102. .1392, 1106. .1387 



Seq. No. 47608 

Gene No. 101303 

Start 868 

Name OJ000214_12 . 0306 . C26 . ol . tw 

Start 1534 

GI none 
Exons 



Seq. ID OJ000214_12.0306.C26 
Strand 

End 2263 

Method TBLASTX : Wheat 

End 1887 

Score 43 



1534. .1596, 1536. .1583, 1537. .1596, 1604. .1762, 1605. .1730, 
1606. .1767, 1610. .1750, 1790. .1870, 1799. .1834, 1801. .1887 



47608 

101303 

868 

OJ000214_12.0306.C26.o2.tc 

1558 

none 



Seq. ID OJ000214_12.0306.C26 
Strand 

End 2263 

Method TBLASTX: Cress . 

End 1884 

Score 114 



1558. .1737,' 1619. .1735, 1669. .1713, 1801. .1884, 1801. .1884 



47609 

101304 

1 

OJ000214_12.0306.C27.ol.np 
1 

951453 



Seq. ID OJ000214_12.0306.C27 
Strand 

End 779 

Method AAT/NAP 

End 779 

Score 713 



49294 



Exons 1..179, 409.. 779 

GI Descrip. (M95746) initiation factor (iso)4f p82 subunit [Triticum 
aestivum] 



Seq. No.* 


47609 




Seq. ID 


OJ000214_12.0306 


POT 

. CZ 1 


Gene No . 


101304 




Strand 






Start 


1 




End 


779 




Name 


OJ000214 12.0306.C27 


.ol.gp 


Method 


AAT/GAP 




b tar t 


1 




End 


496 




GI 


LIB347 9-007-Q6-K1-D7 




Score 


496 




Exons 


1..179, 409. .496 










GI Descrip. 


'951453 8.0e-46 (M95746) initiation factor (iso)4f p82 


subunit 




[Triticum aestivum] ' 










Seq . No . 


47609 




Seq. ID 


OJ000214_12 .0306 


. Cz / 


Gene No. 


101304 




Strand 






Start 


1 




End 


779 




Name 


OJ000214_12 . 0306 . C27 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 




End ' 


768 




GI 


none 




Score 


175' 




Exons 


1..165, 3:. 152, 37.. 


159, 404. 


.535, 405. 


.548, 407. .766, 


408. .74 




409. . 768 










Seq. No. 


47609 




Seq. ID 


OJ000214_12.0306 


. C27 


Gene No. 


101304 




Strand 






Start 


1 




End 


779 ■ ' ' 




Name 


OJ000214 12.0306.C27 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


768 




GI 


none 




Score 


158 




Exons 


3 . . 170/ 4 . .213, 354 . 


.761, 383 


..766, 412 


. .768 




Seq. No. 


47609 




Seq. ID 


OJ000214_12 .0306 


. CZ 1 


Gene No . 


101304 




Strand 






Start 


1 




End 


779 




Name 


OJ000214 12.0306.C27 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


3 




End 


468 




GI 


none 




Score 


159 




Exons 


3 . . 182, 4 . . 180, 404 . 


.466, 407 


..4*66, 409/.468, 409.". 468 




Seq. No. 


47609 




Seq. ID 


OJ000214_12.0306 


. C27 


Gene No. 


101304 




Strand 






Start 


1 




End 


779 




Name 


OJ000214 12.0306.C27 


. ol . gs 


Method 


GENSCAN 




Start 


57 




End 


693 




GI 


none " 




Score 


.84 




Exons 


57. .179, 409. .693 










Seq. No. 


47609 




Seq. ID 


OJ000214_12.0306 


.C27 


Gene No. 


101304 




Strand 






Start 


1 




End 


779 




Name 


OJ000214 12.0306.C27 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


469 




End 


768 




GI 


none 




Score 


206 




Exons 


469. .768, 470. .760 










Seq. No. 


47610 




Seq. ID 


OJ000214_12.0306 


.C28 


Gene No. 


101305 




Strand 


+ 





49295 



Start 
Name . 
Start 
GI 

Exons 



631 End 840 

OJ000214_12 . 0306 . C28 . ol . gs Method GENSCAN 

631 End 840 

none Score . 97 
631. .840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47610 Seq. ID 

101306 Strand 

3168 End 

OJ000214_12.0306.C28.o2.np Method 

3168 End 

7106516 Score 



OJ000214_12.0306.C2E 

. + 

5816- 
AAT/NAP 
5816 
162 



3168. .3213, 3934. .4096, 5794. .5816 

(AP001278) hypothetical protein [Oryza sativa] 



47610 

101307 

1245 

OJ000214_12.0306.C28.o2.tm 

1113 

none 



Seq. ID OJ000214_12.0306.C28 



Strand 
End 

Method 

End 

Score 



5484 

TBLASTX:Mai ; z£ 

1475 

42 



1113. .1202, 1303. .1356, 1307. .1474, 1404. .1475 



OJ000214 12.0306.C28 



Seq. No. 47610 . Seq. ID _ 

Gene No. 101307 ■ Strand 

Start 1245 End 5484 

Name OJ000214_12 . 0306 . C28 . ol . gp Method AAT/GAP 

Start 1114 End 2067 

GI 10619_1.R1084 Score 1889 

Exons 1114.. 2067 

GI Descrip. 1 732003/sp I P39281 | BLC_ECOLI 2.0e-16 OUTER MEMBRANE LIPOPROTEIN 

BLC PRECURSOR >gi_2125977_pir 184534 outer membrane lipoprotein 

- Escherichia coli >gi_536993 (U14003) ORF_fl77 [Escherichia 
coli] >gi_717134 (U21726) lipocalin precursor [Escherichia coli] 
>gi_1790592 (AE000487) outer membrane lipoprotein (lipocalin) 
[Escherichia coli] ' 



Seq. No. 47610 

Gene No. 101307 

Start 1245 

Name OJ000214_12 . 0306 . C28 . o2 . gs 

Start 1245 

GI none 

Exons 1245.. 1954, 2185.. 2383, 2637, 
3948. .4025, 4208. .4251, 4758. 

Seq. No. 47610 

Gene No. 101307. 

Start 1245 

Name OJ000214_12 . 0306 . C28 . ol . tc ' 

Start 1307 

GI none 

Exons 1307.. 1690, 1308.. 1343, 1404. 
1724. .1876 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 12.0306.C28 



5484 
GENSCAN 
5215 
.52 

.2833, 3091.. 3256, 3268.-3422, 
,4913, 5122. .5215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_12.0306.C28 
5484 

TBLASTX: Cress 

1876 

48 



,1514, 1688. .1720, 1719. .1859, 



Seq. No. 
Gene No. 



47610 
101307 



Seq. ID 
Strand 



OJ000214 12.0306.C2E 



49296 



Start 1245 End 5484 

Name OJ000214_12 . 0306 . C28 . ol . np Method AAT/NAP 

Start 1379 End 2114 

GI 732003 Score 164 

Exons 1379.. 1855, 2034.. 2114 

GI Descrip. OUTER MEMBRANE LIPOPROTEIN BLC PRECURSOR gi | 2125977 | pir | | 184 534 
outer membrane lipoprotein - Escherichia coli gi 1536993 (U14003) 
ORF_fl77 [Escherichia coli] gi 1717134 (U21726) lipocalin * 
precursor [Escherichia coli] gi 11790592 (AE000487) outer 
membrane lipoprotein (lipocalin) [Escherichia coli] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47610 

101307 

1245 

OJ000214 

1412 

none 



12.0306.C28.ol.ts 



Seq. ID OJ000214_12.0306.C28 
Strand 
End 

Method 
End 
Score 



5484 

TBLASTX: Soybean 

1867 

119 



1412. .1690, 1688. .1720, 1710. .1862, 1724. .1867 



47610 

101307 

1245 

OJ000214_12.0306.C28.ol.tm 

1475 

none 



Seq. ID OJ000214_12.0306.C28 
Strand 
End 

Method 
End 
Score 



5484 

TBLASTX: Maize 

1865 

48 



1475. .1507, 1475. .1690, 1608. .1691, 1689. .1865, 1691. .1864 



Seq. No. 47610 

Gene No. 101307 

Start 1245 

Name OJ000214_12 . 0306 . C28 . o3 . np 

Start 4766 

GI 133867 

Exons 4766.. 4864, 5122.. 5215, 5315 
GI Descrip. 



OJ000214 12.0306.C28 



Seq. ID 
Strand 

End 5484 
Method AAT/NAP 
End 5469 
Score 236 
5469 

40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir || S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47610 
101307 
1245 

OJ000214_12.0306.C28.o3.tm 
4766 



OJ000214 12.0306.C28 



none 
4766. 
5176. 
5359. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4819, 4822. .486.9, 5121. .5171, 5121. .5177, 5122. .5178, 
5217, 5180.. 5218, 5297.. 5383, 5299.. 5361, 5338.. 5403, 
5403, 5405.. 5467, 5406. .5468, 5431.. 5484 



5484 

TBLASTX: Maize 

5484 

61 



Seq. No. 47610 ■ Seq; ID 

Gene No. 101307 Strand 

Start 1245 End 

Name OJ000214_12 . 0306 . C28 . o2 . tc Method 

Start 4822 End 

GI none Score 
Exons 



OJ000214_12.0306.C28 
5484 

TBLASTX: Cress 

5465 

68 



4822. .4869, 5121. .5177, 5122. .5175, 5176. .5217, 5297. .5383, 
5299. .5361, 5359. .5403, 5405. .5464, 5421. .5465 



49297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47610 
,101307 
1245 

OJ000214_12.0306.C28.o2.ts 

4822 

none 

4822. .4869, 5121. .5177, 5122, 
5299.. 5370, 5359.. 5403, 5405, 

47611 

101308 

1316 

OJ000214_12.0306.C29.ol.gs 

1316 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5178, 



OJ000214 12.0306.C28 



5484 

TBLASTX : Soybean 
5467 
62 

5176. .5217, 



5297. .5383, 



.5467, 5433. .5462 



Seq. ID OJ000214_12.0306.C29 

Strand + 

End 3654 

Method GEN SCAN 

End 2722 

Score .91 



1316. .1601, 1861. .1928, 2035. .2258, 2639. .2722 



47611 

101308 

1316 

OJ000214_12.0306.C29.ol.tm 

1852 

none 



Seq. ID OJ000214_12.0306.C29 

Strand + 

End' 3654 

Method TBLASTX : Mai ze 

End 2261 

Score 120 



1852. .1920, 1859. .1927, 1860. .1931, 1866. .1928, 2031. .2252, 
2032. .2259, 2.040. .2261 ^ - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47611 Seq'. ID OJ000214_12 . 0306 . C2'9 

101308 Strand + 

1316 End 3654 

OJ000214_12 . 0306 . C29 . ol . np Method AAT/NAP 
1859 End 3654 

7485364 Score 474 

1859. .1928, 2035. .2258, 2639. .2722, 3601. .3654 
hypothetical protein F10N7.140 - Arabidopsis thaliana 
gi|2827631|emb|CAA16584.1| (AL021636) putative protein 
[Arabidopsis thaliana] gi | 7270110 | emb | CAB79924 . 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



47611 Seq. ID 

101308 Strand 

1316 End 

OJ000214_12.0306.C29.ol.tc Method 

1859 End 

none Score 



OJ000214_12.0306.C29 
+ 

3654 

TBLASTX: Cress 

364 9 

104 



1859. .1927, 1860. .1928, 2032. .2259, 2040. .2138, 2088. .2261, 



2095. .2265, 2636. .2728, 2639, 
3566. .3649 



.2725, 2640.. 2732, 2646.. 2732, 



Seq. No. 47611 

Gene No. 101308 

Start 1316 

Name OJ000214_12 . 0306 . C29 . ol . ts 

Start 2035 

GI none 

Exons 2035.. 2259, 2040.. 2147, 2071. 



Seq. ID OJ000214_12.0306.C29 

Strand + 

End 3654 

Method TBLASTX : Soybean 

End . ,2690 

Score 296 

.2262, 2639.. 2683, 2640. .2690 



Seq. No, 



47612 



Seq. ID OJ000214 12.0306.C32 



49298 



Gene No. 101309 Strand + 

Start 1 End 955 

Name OJ000214_12 . 0306 . C32 . ol . np Method AAT/NAP • 

Start 1 End 955 

GI 7228442 Score 1145 

Exons 1 . . 955 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region, of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 





isolog. (AC003981) [Oryza sativa] 






Seq. No. 


47612 


Seq. ID 


OJ000214_12.0306. 


C32 


Gene No. 


101309 


Strand 


+ 




Start 


1 


End 


955 




Name 


OJ000214 12.0306.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


100 


End 


696 




GI 


none 


Score 


354 




Exons 


100. .567, 105. .557, 319. .567, 


625. .696 






Seq. No. 


■ 47612 


Seq. ID 


OJ000214_12.0306. 


C32 


Gene No. 


101309 


Strand 


+ 




Start 


1 


End 


955 




Name 


OJ000214 12.0306.C32.ol.gs 


Method 


GENSCAN 




Start 


139 


End 


949 




GI 


none 


Score 


. 98 




Exons 


139. . 949 








Seq. No. 


47612 


Seq. ID 


OJ000214_12.0306. 


C32 


Gene No. 


101309 


Strand 


+ 




Start 


1 


End 


955 




Name 


OJ000214 12.0306.C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


394 


End 


771 




GI 


none 


Score 


184 




Exons 


394. .543, 397. .573, 597. .665, 


598. .771, 


620. .760 




Seq. No. 


47613 


Seq. ID 


OJ000214_12.0306. 


C33 


Gene No. 


101310 


Strand 


+ 




Start 


1 


End 


3091 




Name 


OJ000214 12.0306.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


519 




GI 


7228442 


Score 


567 




Exons 


1. .519 









GI Descrip. 



(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



12.0306.C33 



47613 
101310 
1 

OJ000214_12.0306.C33.o2.np 
1 

5441880 

1..413, 1015. .1154, 1263. .1455 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_ 
+ 

3091 ■ 
AAT/NAP 
1455 
451 



Seq. No. 



47613 



Seq. ID OJ000214_12.0306.C33 



49299 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



101310 Strand + 

1 End 3091 

OJ000214_12.0306.C33.o3.np Method AAT/NAP 
1 End 3091 

7228438 Score 173 

1..90, 2460. .2657, 2845. .3091 

(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transpbson MuDR mudrA protein 
isolog .(AC003981) [Oryza sativa] 



47613 

101310 

1 

OJ000214_12.0306.C33.ol.gs 

181 

none 



Seq. ID OJ000214_12.0306.C33 



Strand 
End 

Method 

End 

Score 



+ 

3091 
GENSCAN 
2823 
.55 



181. .534, 755. .783, 1081. .1154, 1230. .1316, 1483. .1505, 
1636. .1716, 1829. .2005, 2069. .2194, 2708. .2823 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47613 Seq. ID 

101310 Strand 
1 End 
OJ000214JL2. 0306.C33.ol.gp Method 
1269 End 
LIB3433-020-P1-K1-A6 Score 
1269.. 1698 

' 5670155/gb| AF161269. 1 1 AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ000214_12.0306.C33 
+ 

3091 
AAT/GAP 
1698 
825 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47614 Seq. ID 

101311 Strand 

4583 End 

OJ000214_12. 0306.C34 .ol.gp Method 

4422 End 

5005020 Score 
4422. .4600,' .47.07. .4916 

4768968/gb|AAD29697. i|AF140219_l 3.0e-17 (AF14t)219) nuclear 

cap-binding protein; CBP20 [Arabidopsis thaliana] 



OJ000214_12.0306.C34 
+ 

7733 
AAT/GAP 
4916 
697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47614 Seq. ID 

101311 Strand 

4583 End 
OJ000214_12 . 0306 . C34 . o2 . gs Method 

4583 End 

none Score .8 

4583. .4600, 4707. .4930, 5948. .6086, 7157. .7270, 7366. .7443 



OJ000214_12.0306.C34 
+ 

7733 
GENSCAN 
7443 



47614 Seq. ID 

101311 Strand 
4583 End 
OJ000214_12.0306.C34 .ol.np Method 
4689 End 
4768968 Score 
4689. .4930, 5948. .6086, 6175. .6208, 
7184. .7282, 7366. .7437 

(AF140219) nuclear cap-binding protein; CBP20 [Arabidopsis 
thaliana] 



OJ000214_12.0306.C34 
+ 

7733 
AAT/NAP 
7437 
690 

6448. .6546, 7054. .7115, 



49300 



Seq. No. 47614 Seq. ID OJ0002 14_12 . 0306 . C34 

Gene No. 101311 Strand + 

Start 4583 End 7733 

Name OJ000214_12 . 0306 . C34 . o2 . gp Method AAT/GAP 

Start 6176 End 7733 

GI 27779_1.R1084 Score 1084 

Exons 6176. .6208, 6448. .6546, 7054. .7107, 7185. .7270, 7366. .7733 

GI Descrip. • 4768968/gb | AAD29697 . 1 | AF140219_1 2.0e-24 (AF140219) nuclear 
cap-binding protein; CBP20 [Arabidopsis thaliana] ,f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47614 

101312 

8015 

OJ000214_12.0306.C34.o3.gs 

8015 

none 

8015. .9586 

47614 

101313 

9837 

OJ000214_12.0306.C34.ol.tm 
4691 
none 
4691. 
5933. 



,4933, 4695. 
,6043, 5934. 
6175. .6207, 6449. 



,4928, 4853. 
,6053, 5947. 
,6541, 6450. 



Seq. ID OJ000214_12.0306.C34 

Strand + 

End 9586 

Method GENSCAN 

End 9586 

Score .65 . . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4933, 4866 
.6087, 5949 



OJ0002l3 12.0306.C34 



12061 

TBLASTX: Maize 
7453 
371 

4934, 4882. .4935, 
6050, 6174.. 6212, 



,6542, 6507. .6584, 7045. .7107, 



7053. .7109, 7184. .7225, 7190. .7246, 7349. .7453, 7364. .7453 



Seq. No. 47614 Seq. ID 

Gene No. 101313 Strand 

Start 9837 End 

Name OJ000214_12 . 0306 . C34 . ol . ts Method 

Start 4 698 End 

GI none Score 
Exons 



OJ000214_12.0306.C34 
12061 

TBLASTX : Soybean 

6542 

348 . 



4 698. . 4 928 '4706. .4942, 5933.. .604 0, 594 9. . 6050,-5965. .60,81, 
5975. .6082, 6173. .6211, 6175 6207, ' 6449 6541, 6450. .6542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47614 

101313 

9837 

OJ000214_12.030 6.C34 .o4 . gs 

9837 

none 



Seq. ID OJ000214_12.0306.C34 
Strand 

End 12061 

Method GENSCAN 

End 12061 

Score .85 



9837. .10043, 1004 9 .. 10103, 10355 .. 10552 , 11704 .. 12038, 
12053.. 12061 



Seq. No. 47614 

Gene No. 101313 

Start 9837 

Name OJ000214_12 . 0306 . C34 . o2 . tm 

Start 10297 

GI none 

Exons 10297. .10470, 10315.. 10470 



Seq. ID OJ000214_12.0306.C34 
Strand 

End 12061 

Method TBLASTX : Mai ze 

End 10470 

Score 187 



Seq. No. 



47614 



Seq. ID OJ000214_12.0306.C34 



49301 



Gene No, 101313 Strand 

Start 9837 End 12061 

Name OJ000214_12 . 0306 . C34 . o2 . np Method AAT/NAP, 

Start 10306 End 11957 \ 

GI 6503297 Score 584 

Exons 10306. .10552, 11704.. 11957 

GI Descrip. (AC011713) ESTs gb|AI994515 and gb|T44237 come from this gene, 
[Arabidopsis thaliana] 



Seq. No. 47614 

Gene No. 101313. 

Start 9837 

Name OJ000214_12 . 0306 . C34 .ol.tc 

Start 10379 

GI none 

Exons 10379. .10558, 10381 10557, 
11704. .11847, 11868.. 11903 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_12.0306.C34 
12061 

TBLASTX: Cress 

11903 

207 



10397. .10606, 11703. .11846, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47614 

101313 

9837 

OJ000214_12.0306.C34 .ol.tw 

10438 

none 

10438. .10557, 10439 .. 10558, 
11704. .11847, 11868. .11948, 

47614 

101313 

9837 

OJ000214_12.0306.C34.o3.gp 

11829 

428050 

11829. .12026 



Seq. ID OJ000214_12.0306.C-34 
Strand 

End 12061 

Method TBLASTX : Wheat 

End 11948 

Score 186 
10442. .10567,. 11703 1184 6, 
11869.. 11925 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_12.0306.C34 

12061 
AAT/GAP 
12026 
388 



Seq. No. 47615 Seq. ID 

Gene No. 101314 " Strand 

Start 987 End 

Name OJ000214_12 . 0306 . C35 . ol . gp Method 

Start 987 End 

GI 2312489 Score 

Exons 987 . . 1345 



OJ00 l 02L:4_12.0306.C35 
+ 

13 : 45 
AAT/GAP 
1345 
696 



Seq. No. 47615 Seq. ID 

Gene No. 101315 Strand 

Start 1039 End 

Name OJ000214_12 . 0306 . C35 . ol . gs , Method 

Start 1039 End 

GI none Score 

Exons 1039.. 1125 



OJ000214_12.0306.C35 

1125 
GENSCAN 
1125 
.63 



Seq. No. 47616 Seq. ID 

Gene No. 101316 Strand 

Start, 83 End 

Name OJ000204_11 . 0330 . CI . ol . np Method 

Start 83 End 

GI 4680183 Score 



OJ000204_11.0330.C1 
850 

AAT/NAP 

850 

181 



49302 




Exons 


83 . . 172, 780 . . 850 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


47616 


Seq. ID 


OJ000204 


11.0330. 


CI 


Gene No. 


101316 


Strand 








Start 


83 


End 


850 






Name 


OJ000204 11.0330.Cl.ol.gs 


■Method 


GENSCAN 






Start 


127 


End 


850 






GI 


none 


Score 


.47 






Exons 


127 . .440, 765 . . 850 










Seq. No. 


47616 


Seq. ID 


OJ000204_ 


11 . 0330 . 


CI 


Gene No. 


101317 


Strand 








Start 


1374 


End 


1647 






Name 


OJ000204 11.0330.Cl.o2.np 


Method 


AAT/NAP 






Start 


1374 


End 


1647 






GI 


7523512 


Score 


157 






Exons 


1374. .1494, '1600. .1647 










GI Descrip. 


(AP001633)* hypothetical protein [Oryza 


sativa] 






Seq. No. 


47617 


Seq. ID 


OJ000204 


11.0330. 


C2 


Gene No. 


101318 


Strand 


4- 






Start 


542 


End 


3008 






Name 


OJ000204 11.0330.C2.ol.gs 


Method 


GENSCAN 






Start 


542 


End 


'3008 






GI 


none 


Score 


.53 






Exons 


542. .727, 1967. .2082, 2547. 


.2724, 2747 


. .3008 






Seq. No. 


47617 


Seq. ID 


OJ000204_ 


11.0330. 


C2 


Gene No. 


101319 


Strand 


+ 






Start 


5362 


End 


12523 






Name 


OJ000204 11.0330.C2.ol.np 


Method 


AAT/NAP 






Start 


5338 


End 


10013 






GI 


3882018 


Score 


1187 






Exons 


5338.. 5986, 6078.. 6355, 6392.. 6544, 8993.-9258, 


9710. . 10013 


GI Descrip. 


(Y18377) cytokinin oxidase 


[Zea mays] 








Seq. No. 


47617 


Seq. ID 


OJ000204_ 


11.0330. 


C2 


Gene No. 


101319 


Strand 


+ 






Start 


5362 


End 


12523 






Name 


OJ000204 11.0330.C2.o2.gs 


Method 


GENSCAN 






Start 


5362 


End 


12523 






GI 


none 


Score 


. 59 






Exons 


5362. .5986, 6078. .6544, 8993. .9258, 9710. .10012, 


11207. . 


11253, 




12152. .12251, 12361. .12523 










Seq.. No. 


47617 


Seq. ID 


OJ000204_ 


11.0330. 


C2 


Gene No . - 


101320 


Strand 


+ 






Start 


14760 


End 


18900 






Name 


OJ000204 11.0330.C2.o4.gs 


Method 


GENSCAN 






Start 


14760 


End 


18900 






GI 


none 


Score 


.72 






Exons 


147 60. .15085, 1654 4. . 16665, 


16768. . 16927, 18224 . 


. 18281, 






18376. .18900 










Seq. No. 


47617 


Seq. ID 


OJ000204_ 


11.0330. 


C2 


Gene No. 


101320 


Strand 


+ 







49303 




Start 


14760 






End 


18900 






Name 


OJ000204 11 


.0330 


.C2.o2.np 


Method 


AAT/NAP 






Start 


14856 






End 


17014 






GI 


6714327 






Score 


483 






Exons 


14856. .15085, 15834 15954 , 


16326. .16440, 16537 


. .16665, 






16768. .17014 












GI Descrip. 


(ALU X by 1 Z) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


A *1 C 1 1 






Seq. ID 


OJ000204 


_11.0330, 


.C2 


Gene No. 


lUloZl 






Strand 








Start 


iz yi4 






End 


14082 






Name 


OJ000204 11 


.0330 


.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5791 






End 


10013 






GI 


none 






Score 


49 






Exons 


o i yi . . 00 JD , 


5793 


..5990, 5854 


..5988, 6062. .6169, 


6067. .6261 




o noc none 

o yy b . . yzuo , 


9031 


..9207, 9224 


..9259, 9816. .9923, 


9939. .1001: 


Seq. No. 


4 / bl / 






Seq. ID 


OJ000204 


_11.0330, 


•C2 


Gene No. 


lUloz! 1 






. Strand 








Start 


12914 






End 


14082 ' 






Name 


OJ000204_11 


.0330 


.C2.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


Do LZ 






End 


6270 






GI 


none 






Score 


263 






Exons 


ooiz . . oyyb , 


5814 


. .5987, 6062 


. .6169, 6067. .6270 






Seq. No. 


4 / bl / 






Seq. ID 


OJ000204 


_11.0330. 


.C2 


Gene No. 


lUlozl 






Strand 








Start 


12914 






End 


14082 






Name 


OJ000204JL1 


.0330 


.C2.ol.tm 


Method 


■TBLASTX: 


Maize 




Start 


bU / b 






End 


6373 






GI 


none 






Score 


138 






Exons 


bU / b . .bZI\J, 


6077 


. . 6169, 6224 


..6280, 63C 


18. .6337, 


6341. .6373 


Seq. No. 


4 / bl / 






Seq. ID 


OJ000204 


_11.0330. 


.C2 


Gene No. 


lUlozl 






Strand 








Start 


12914 






End 


14082 






Name 


OJ000204_11 


.0330 


.C2.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


030 / 






■ End 


9307 






GI 


none 






Score 


221 






Exons 


o yb / . . yzii, 


9031 


..9201, 9199 


. .9261, 9200. .9307 






Seq. No. 


4 / bl / 






Seq. ID 


OJ000204 


_11.0330. 


,C2 


Gene No. 


1U1 Jz 1 






Strand 








Start 


12914 






End 


14082 






Name 


OJ000204 11 


.0330 


.C2.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


8990 






End 


9914 






GI 


none 






Score 


197 






Exons 


8990. . 9205, 


9040 


..9192, 9224 


..9259, 978 


6. . 9914 






Seq. No. 


47617 






Seq. ID 


OJO'00204 


_11.0330. 


C2 


Gene No. 


101321 






Strand 








Start 


12914 






End 


14082 






Name 


OJ000204 11 


.0330, 


.C2.o3.gs 


Method 


GENSCAN 






Start 


12914 






End 


14082 






GI 


none 






Score 


.58 






Exons 


12914. . 13196, 14021. .14082 











49304 



Seq. No. 47617 

Gene No. 101322 

Start ' 15832 

Name OJ000204_11 . 0330 . C2 . o2 . tm 

Start 15832 

GI none 

Exons 15832 
16539 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15960, 15870. .15953, 16367 164 4 7 , 16538 
16667, 16749. .16898, 16752.. 16928 



OJ000204_11.0330.C2 
16936 

TBLASTX: Maize 

16928 

132 

16666, 



Seq. No. 47617 Seq. ID 

Gene No. 101322 Strand 

Start 15832 End 

Name OJ000204_11 . 0330 . C2 . o3 . tc Method 

Start 16536 End 

GI none Score 
Exons 



OJ000204_11.0330.C2 
16936 

TBLASTX: Cress 

16936 

106 



16536. .16664, 16539 .. 1 6667 , 16586 .. 1 6666, 16751 16936, 
16752. . 16928 



Seq. No. • 47618 Seq. ID 

Gene No.' 101323 Strand 

Start 81 End 

Name OJ000204_11 . 0330 . C3 . ol . gs Method 

Start 81 End 

GI none Score 

Exons 81 . . 524'*" : 



OJ000204_11.0330.C3 

+ 

524 

GENSCAN 

524 

.49 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47618 ' Seq. ID OJ000204 11. 0330. C3 

101324 
10731 

OJ000204_11.0330.C3.ol.np 
10731 
5669638 

10731. .10786, 10885. . 11126, 1194 5. . 12124, 12223. . 12384, 
12595. . 12749, 13060 .. 13115, 13283 .. 13331 , 134 18 .. 1364 4 , 
13719. .13951, 14 093. .1414 6 

(AF096248) ethylene-responsive RNA helicase [Lycopersicon 
esculent urn] 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11945. . 12124, 
13283. .13331, 



OJ000204_ 
+ 

16492 
AAT/NAP 
14146 
1631 

12223. 
13418. 



Seq. No. 47618 Seq. ID OJ000204 

Gene No. 101324 Strand + 

Start 10731 End 16492 

Name OJ000204_11 . 0330 . C3 . o4 . gs Method GENSCAN 

Start 10731 End 16492 

GI none Score .91 

Exons 10731. . 10786, 10885 .. 11126, 

14100. . 14121, 16428. .16492 



11. 0330. C3 



12223. .12306, 137 1 9 . .13900, 



Seq. No. 47618 Seq. ID OJ000204_1 1 . 0330 . C3 

Gene No. 101324 Strand + . 

Start 10731 End 16492 

Name OJ000204_11 . 0330 . C3 . o3 . gp Method AAT/GAP 

Start 13711 End 14191 

GI 79598_1.R1084 Score 579 

Exons 13711. . 13952, 14100. .14191 

GI Descrip. 1 5669638/gb | AAD46404 . 1 | AF096248_1 1.0e-30 (AF096248) 

ethylene-responsive RNA helicase [Lycopersicon esculentum] 1 



49305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. . 



47618 Seq. ID 

101325 - Strand 
744 End 
OJ000204_11 . 0330 . C3 . ol . gp Method 
744 End 
80325_1.R1084 Score 
744. .1140, 1232. .1256 

' 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ000204_11.0330.C3 

5191 
AAT/GAP 
1256 
754 



Seq. No. 47618 

Gene No. 101325 

Start 744 

Name OJ000204_11 . 0330 . C3 . o2 . gs 

Start 982 

GI none 

Exons 982.. 1140, 1232.. 1330, 1473. 
• '4684. .5079 



Seq. ID OJ000204_11.0330.C3 
Strand 

End 5191 

Method GENSCAN 

End 5079 

Score .92 
1569, 1640.. 1692, 3060.. 3308, 



Seq. No. 47618 Seq. ID 

Gene No. 101325 Strand 

Start 744 End 

Name OJ000204_11 . 0330 . C3 . o2 . gp Method 

Start 4941 End 

GI 428570 Score 

Exons 4941. .5191 



OJ000204_11.0330.C3 

5191 
AAT/GAP 
5191 
491 . 



Seq. No. 


47618 










Seq. ID 


OJ000204 


_11.0330 


Gene No. 


101326 










Strand 






Start 


8589 










End 


9944 




Name 


OJ000204 11. 


0330 


.C3. 


.o3. 


gs 


Method 


GENSCAN 




Start 


8589 










End 


9944 




GI 


none 










Score 


.53 




Exons 


8589. .8733, 


8798 


. .8* 


329, 


9040. 


.9175, 9517. .9944 




Seq. No. 


47618 










Seq. ID 


OJ000204 


_11.0330 


Gene No. 


101327 










Strand 






Start 


■ 17706 










End 


21429 




Name 


OJ000204 11. 


0330 


.C3, 


,o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3 










End 


458 




GI 


none 










Score 


297 




Exons 


3. .458, 311. 


.448 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47618 

101327 

17706 

OJ000204 

57 

none 
57. .395 



11.0330.C3.o2.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_11.0330.C3 
21429 

TBLASTX: Cress 

395 

241 



Seq. No. 47618 Seq. ID 

Gene No. 101327 Strand 

Start 17706 End 

Name OJ000204_11 . 0330 . C3 . o3 . tm Method 

Start 108 End 

GI none Score 



OJ000204_11.0330.C3 
21429 

TBLASTX: Maize 

413 

428 



49306 



Exons 



108. .413, 108. .320, 152. .406, 372. .413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47618 
101327 
17706 

OJ000204__ll.0330.C3.o2.tm 
10657 



End 

Method 
End 

none Score 
10657. . 10683, 10730 .. 10786, 10731 .. 10784 , 10907 .. 11134 , 
10984. .11133, 11937. .12122, 11937 .. 12122 , 1194 4 .. 12 123, 
12162. . 12386, 12216., 1238 6, 12226. . 12390 



Seq. ID OJ000204_11.0330.C3 
Strand 

21429 

TBLASTX: Maize 
12390 
85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47618 
101327 
17706 
OJ000204 
10731 
none 
10731 
11944 
12225 



11.0330.C3.o2.ts 



10784', 
12123, 
12260, 



10961. 
11944. 
12254. 



,11134, 
,12129, 
,12349, 



Seq. ID OJ000204_11.0330.C3 
Strand 

End 21429 

Method TBLASTX : Soybean 

End 12349 

Score 74 
10984. .11133, 11937. .12122, 
12008. .12127, 12224. .12259, 
12255. .12347 



Seq. No. 47618 

Gene No. 101327 

Start 17706 

Name OJ000204_11 . 0330 . C3 . o3 . tc 

Start 11950 

GI none . * 

Exons 



Seq. ID OJ000204_11.0330.C3 
Strand 
End ' 
Method 
End 
Score 



21429 

TBLASTX: Cress 

13158 

182 



11950. .12105, 11958. .12089, 12233 .. 12385, .12234 12389, 
12585. . 12752, 12593 .. 12742 , 13054.. 13158 " 



Seq. No. 47618 
Gene No. 101327 
Start 17706 

Name OJ000204_11 . 0330 . C3 . ol . tm 

Start 12327 

GI . ' none 

Exons 12327. .12365, 12593 

12626. . 12742, 13053 
13243. .13326, 13245 
13475. .13642, 13718 



Seq. ID OJ000204_11.0330.C3 
Strand 

End 21429 
Method TBLASTX : Mai ze 
End 13846 
Score 70 
12622, 12594. .42623, 12624 .. 12752 , 
13157, 13054. .13158, 13056 .. 13151 , 
13325, 13416. . 13652, 13431 .. 13628 , 
13846 



Seq. No. 

Gene No. 
. Start 

Name 

Start 
■ GI 

Exons 



47618 . 
101327 
17706 ' 

OJ000204_11.0330.C3.ol.ts 

13078 

none 

13078. .13158, 13080. . 13157, 
13412. .13642, 134 1 6 . . 13652 , 
13718. .13954, -13718. .1378 9, 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
13243 
13434 



OJ000204 11. 0330. C3 



21429 

TBLASTX: Soybean 
13954 
134 

13332, 13245 
13652, 13716 



13847. .13951, 13864, 



13331, 
13781, 
13953 



Seq. No. 47618 Seq. ID 

Gene No. 101327 Strand 

Start 17706 End 

Name OJ000204_1 1 . 0330 . C3 . ol . tc Method 

Start 13276 End 



OJ000204_11.0330.C3 
21429 

TBLASTX: Cress 
13954 



49307 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



none Score 67 

13276. .13332, 13415 .. 13615, 134 15. . 13639, 134 1 6 .. 13652, 

13419. .13649, 13718 .. 13954 , 13718 .. 13792, 13753 13794 , 

13847. .13948, 13864. .13953 



47618 

101327 

17706 

OJ000204_ll.0330.C3.o4 . gp 

17424 
3760640 

17424. .17802, 21119. .21169 
4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_11.0330.C3 

21429 
AAT/GAP 
21169 
794 



(AB008097) cytochrome P450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47618 Seq. ID 

101327 Strand 
17706 End 21429 

OJ000204_11.0330.C3.o2.np Method AAT/NAP 

17685 End 21429 

7484897 Score 188 

17685. .17802, 21119 .. 21218 , 21406. .21429 
cytochrome P450 homolog F23E13.220 - Arabidopsis 
gi I 2961392 | embl CAA18139.il (AL022141) cytochrome 
protein (fragment) [Arabidopsis- thaliana] 



OJ000204 11. 0330. C3 



thaliana 
P450 like 



47618 Seq. ID 

101327 Strand 

17706 End 

OJ000204_11 . 0330 . C3 . o5 . gs Method 

17706 End 

none Score 

17706. .17802, 19996. .20069 



OJ000204_11.0330.C3 

21429 
GENSCAN 
20069 
.9 



Seq. No. 


47619 


Seq. ID 


OJ000204 


_11 


.0330. 


C4 


Gene No. 


101328 


Strand 










Start 


349 


End 


718 








Name 


OJ000204 11.0330.C4.ol.'hp 


Method 


AAT/NAP 








Start 


349 


End 


718 








GI 


6815099 


Score 


68 








Exons 


349. .440, 515. .718 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47620 


Seq. ID 


OJ000204 


_11 


.0330. 


C5 


Gene No. 


101329 


Strand 










Start 


438 


End 


7502 








Name 


OJ000204 -ll.0330.C5.ol.gs 


Method 


GENSCAN 








Start 


438 


End 


7253 








GI 


none 


Score 


.94 








Exons 


438. .685', 929. .1101, 1907. 


.2054, 2531. 


.2690, 3015. 


.3160, 






3957. .4185, 4895. .5117, 5247. .5395, 6495. .6664, 


7182. .7253 


Seq. No. 


47620 


Seq. ID 


OJ000204 


_11 


.0330. 


C5 


Gene No. 


101329 


Strand 










Start 


438 


' End 


7502 








Name 


OJ000204 11.0330.C5.ol.np 


Method 


AAT/NAP 








Start 


914 


End 


7502 









49308 




GI 


3687226 


Score 


740 


Exons 


914. .1102, 1896. .2054, 2531.. 


2690, 3015.. 3160, 3957.. 4146, 




4895. .5117, 5247. .5397, 6560. 


.6664, 7182. .7502 


GI Descrip. 


(AC005169) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


47620 


Seq. ID 


OJ000204_11.0330.C5 


Gene No. 


101329 


Strand 


- . 


Start 


438 


End 


7502 


Name 


OJ000204 11.0330.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


3963 


End 


4185 


GI 


none 


Score 


82 


Exons 


3963. .4052, 3963. .4184, 3964. 


.4185 




Seq. No. 


47621 


Seq. ID 


OJ000204_11.0330.C6 


Gene No . 


101330 


Strand 


+ 


Start 


7150 


End 


7403 


Name 


OJ000204 11.0330.C6.ol.gp 


Method 


AAT/GAP 


Start 


7150 


End 


7403 


GI 


LIB3434-035-P1-K1-A7 


Score 


385 


Exons 


7150. .7403 






GI Descrip. 


, 54 4187 6/dbj | AP000367 . 1 | AP000367 l.Oe- 


114 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Seq. No. 


47621 '* 


Seq. ID 


OJ000204_11.0330.C6 


Gene No. 


•101331 


Strand 


+ 


Start 


7367 


End 


7447 


Name 


OJ000204 11.0330.C6.o2.gp 


Method 


AAT/GAP 


Start 


7367 


End 


7447 


GI 


38012 1.R1084 


Score 


103 


Exons 


7367. .7447 







GI Descrip. ? 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 


47621 


Seq. ID 


OJ000204_11.0330.GJ6- 


Gene No. 


101332 


Strand 




Start 


744 


End v - 


6557 


Name 


OJ000204 11.0330.C6.ol.gs 


Method 


GENSCAN 


Start 


744 


End 


6557 


GI 


none 


Score 


.83 


Exons 


744. .887, 1490. .1621, 1691.. 


1778, 2151 


..2364, 2811. .2994, 




4312. .4441, 4590. .4960, 4994 


. .5277, 6242. .6557 


Seq. No. 


47621 


Seq. ID 


OJ000204_11.0330.C6 


Gene No. 


101332 


■ Strand 




Start 


744 


End 


6557 


Name 


OJ000204 11.0330.C6.ol.np 


Method 


AAT/NAP 


Start 


1490 


End 


4658 


GI 


■3687225 . 


Score 


386 


Exons 


1490.. 1621, 1691. .1778, 2151 


..2364, 2811. .2994, 4312. .4441, 




4590. .4658 






GI Descrip. 


(AC005169) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


47621 


Seq. ID 


OJ000204_11.0330.C6 


Gene No. 


101333 


Strand 




Start ■ 


12064 


End 


19181 


Name 


OJ000204 11.0330.C6.o2.gs 


Method 


GENSCAN 


Start 


12064 


End 


19181 



49309 



GI 


none 




Score 


.72 






Exons 


12064 . . 12318, 12417 


. . 12589, 


13532. .13679, 14506. 


. 14665, 






15003 15148, 17790 


. . 18015, 


18959. .19181 






Seq. No. 


47 621 




Seq. ID. 


OJ000204_ 


11 . 0330 


.C6 


Gene No. 


101333 




Strand 








Start 


12064 




End 


19181 






Name 


OJ000204 11. 0330. C6 


. o2 . np 


Method 


AAT/NAP 






Start 


12402 




End 


19170 






GI 


3687226 . 




Score 


536 






Exons 


12402. .12648, 13574 


. .13679, 


14506. .14665, 15003. 


. 15148, 






17790. . 17976, 18959 


. .19170 










GI Descrip. 


(AC005169) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


47621 




Seq. ID 


OJ000204_ 


11.0330, 


.C6 


Gene No. 


101333 




Strand 








Start 


12064 




End 


19181 






Name 


OJ000204 11. 0330. C6 


. o3 . gp 


Method 


AAT/GAP 






Start 


12448 




• End 


14698 






GI 


2311470 




Score 


833 






Exons 


12448. .12589, 13532 


. .13679, 


14506. .14698 






GI Descrip. 


3687227 1.0e-12 (AC005169) 


hypothetical protein 


[Arabidopsis 




thaliana] 












Seq. No. 


47621. 




Seq.. ID 


OJ000204_ 


11.0330. 


,C6 


Gene^ No . 


101333 




Strand 








Start 


1*2064 




End 


19181 






Name 


OJ000204_il . 0330. C6 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


15934 




End 


16306 






GI 


none 




Score 


100 






Exons 


15934. .16035, 15945, 


. .16082, 


16072. . 16125, 16073.' 


.16135, 






16157. .16306, 16216, 


. .16305 










Seq. No. 


47621 




Seq. ID 


OJ000204_ 


11.0330, 


,C6 


Gene No. 


101333 




Strand 








Start 


12064 




,End 


19181 






Name 


OJ000204 11. 0330. C6. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17796 




End 


18027 






GI 


none 




Score 


128 






Exons 


17796. .17906, 17797, 


. .17922, 


17906. .17998, 17910. 


.18014, 






17911. .18027 












Seq. No. 


47622 




. Seq. ID 


OJ000204_ 


11.0330. 


.C7 


Gene No. 


101334' 




Strand 








Start 


366 




End 


2470 






Name 


OJ000204 11. 0330. CI, 


. ol .gs 


Method 


GENSCAN 






Start 


366 




End 


1346 






GI 


none 




Score 


.75 






Exons 


366.. 395, 556.. 714, 


982.. 1067, 1275. .1346 






Seq. No. 


47622 




Seq. ID 


OJ000204_ 


11.0330. 


,C7 


Gene No. 


101334 




Strand 








Start 


366 




End 


2470 






Name 


OJ000204 11. 0330. C7 , 


, ol.np 


Method 


AAT/NAP 






Start 


589 




End 


2470 






GI 


3687225 




Score 


81 






Exons 


589. .725, 1275. . 134* 


5, 2451. 


.2470 









49310 



GI Descrip. (AC005169) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47623 

101335 

1 

OJ000204_11.0330.C8.ol.np 
1 

3687225 



Seq. ID OJ000204_11.0330.C8 
Strand 

End 2962 

Method AAT/NAP 

End 2541 

Score 224 



1..135, 1675. .1891, 2358. .2541 

(AC005169) hypothetical protein [Arabidopsis thaliana] 



47623 

101335 

1 

OJ000204_11.0330.C8.o2.gs 

1656 

none 



Seq. ID OJ000204_11.0330.C8 
Strand 

End 2962 

Method GENSCAN 

End 2 962 

Score .89 



1656. .1891, 2358. .2541, 2879. .2962 



Seq. No. 47624 .Seq. ID 

Gene No. 101336 Strand 

Start 294 End 

Name OJ000204_11 . 0330 . C9 . ol . gs Method 

Start 294 End 

GI none ; Score 

Exons 294.. 491, 531.. 877, 1563.. 1743, 1909.. 



OJ000204_11.0'330.C9 

13025 
GENSCAN 
12824 
.55 

2022, 2152. .2277, 



6810. .6998, 7121. .7278, 8187. .8277, 8869. .9043, 9113. .9252, 
9800. .9966, 10478 .. 10572 , 10660 10731 , 11172 .. 11245 , 
11330. .114 64, 1264 5. .12824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47624 Seq. ID 

101336 Strand 

294 End 

OJ000204_11.0330.C9.ol.gp . Method 

6595 End 

9562 1.R1084 Score 



OJ000204_11.0330.C9 

13025 
AAT/GAP 
10362 
2335 



6595. . 6738, 6810. .6998, 7121. .7278, 8187. .8277, 8869. .90.43, 
9113. .9252, 9800. .10018, 10096. .10225, 10314. .10362 
, 6006848/gb|AAF00624.1|AC009540_l 1.0e-179 (AC009540) unknown 
protein, 5 I? partial [Arabidopsis thaliana] 1 



47624 

101336 

294 

OJ0002 
6679 
none 
6679. . 
7118. . 
7135. . 
8868. . 
9796. . 
10079. 
10103. 
10479. 
10807. 
10990. 



OJ000204 11. 0330. C9 



04 11.0330.C9.ol.tm 



6747, 

7279, 

7281, 

9041, 

10020, 

.10213 

.10228 

. 10571 

.10884 

.11067 



6695.. 6739, 68 
7118. .7255, 71 
8176. .8277, 81 
8869. .9045, 88 

9797. .10018, 
, 10095.. 10211 



10313. 
10639. 
10808. 



,10381 
,10722 
,10870 



11172. .11231, 11174. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
05.. 6999, 6810 
19.^280, 7121 
77. .8278, 8183 
78. .9036, 9109 
9798. .10022, 10077 .. 10211 , 
, 10096. .10218, 10096. .10227, 
, 10478. .10564, 
, 10650. .10730, 
, 10831. .10872, 
11230 



13025 

TBLASTX: Maize 
11231 
45 

.7010, 6810.. 6986, 
,7273, 7134. .7280, 
,8278, 8855. .9046, 
,9207, 9110. .9208, 



10479. .10571, 
10659. .10730, 
10986. .11066, 



49311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47624 

101336 

294 

OJ000204_11.0330.C9.ol.np 

6682 

6223639 



Seq. ID OJ000204_11.0330.C9 
Strand 

End 13025 

Method AAT/NAP 

End 13025 

Score 1926 



6682. .6738, 6810. .6998, 7121. .7278, 8187. .8277, 8869. .9043, 
9113. .924 0,- 9800. .10018, 10096. .10225, 10314. .10380, 
10478. .10572, 10660 .. 10731 , 108 17 .. 10872 , 10995 .. 11064 , 
11172. .11245, 11330. .11464, 12645. .13025 
(AC011698) putative casein kinase [Arabidopsis thaliana] 



47624 

10133 

294 

OJ000 

6685 

none 

6685. 

6910. 

7119. 

8866. 

9181. 

10096 

10314 

10668 

10986 

11178 



204 11.0330.C9.ol.ts 



Seq. ID OJ000204_11.0330.C9 
Strand 

End 13025 
Method TBLASTX : Soybean 
End". 11470 
Score 52 

.6747, 6695.-6739, 6808. .6999, 68 10 .. 7001 , 68 10 .. 698 6, * 
.6999, 7110. .7280, 7114. .7275, 7118. .7279, 7118. .7255, 
.7280, 7120. .7281, 8176. .8277, 8177. .8278, 8180. ..8278, 
.9042, 8869. .9045, 8912. .9046, 9109. .9207, 9110. .9217, 
.9243, 9197. .9241, 9770. .10018, 9798. .10022, 10091 102 19, 
..10224, 10096. .10227, 10103 .. 10228 , 10313 .. 10381 , 
..10382, 10479. .10571, 10659 .. 10730, 10660 .. 10731 , 
..10745, 10816. .10884, 10820 .. 10873, 10831 .. 1087 8 , 
..11060, 10986. .11066, 10990 .. 11067 , 11174 .. 11248 , 
..11246, 11342. .11470 





Seq. No. 


47624 








Seq. ID 


OJ000204 


11. 0330. C9 




Gene No. 


101336 








Strand 








1 E- 


Start 


294 








End 


13025 








Name 


OJ000204 11 


.0330. 


C9.o3. 


tc 


Method 


TBLASTX: 


Cress 




r ^ 


Start 


6685 








End 


7001 








GI 


none 








Score 


52 








Exons • 


6685. .6747, 


6695. 


.6739, 


"6810. 


.6986, 6826. . 6999, 


6828. 


.7001 


\.J 


Seq. No. 


47624 








Seq. ID 


OJ000204 


11. 0330. C9 




Gene No. 


101336 








Strand 








I. -J: 


Start 


294 








End 


13025 








Name 


OJ000204 11 


.0330. 


C9.o3. 


tw 


Method 


TBLASTX: 


Wheat 






Start 


6688 








End 


694 8 








GI 


none 








Score 


42 








Exons 


6688. .6747, 


6695. 


.6739, 


6808. 


.6948, 6810. .6947, 


6832. 


. 6948 




Seq. No. 


47624 








Seq.. ID 


OJ000204 


11. 0330. C9 




Gene No. 


101336 








Strand 










Start 


294 








End 


13025 








Name 


OJ000204 11 


0330. 


C9.o2. 


tw 


Method 


TBLASTX: 


Wheat 






Start 


7110 








End 


8989 








GI 


none 








Score 


234 








Exons 


7110. .7280, 


7118. 


.7279, 


7118 . 


.7207, 7119. .7280, 


7120. 


.7281, 






712G-. .7281, 


7148. 


.7228, 


7187. 


.7228, 8 


176. .8277, 


8177. 


.8278, 






8180. .8278, 


8194. 


.8334, 


8197. 


.8277, 8 


202. .8342, 


8861. 


.8989, 






8867. .8986, 


8869. 


.8988 













49312 



Seq. No. 47624 

Gene No. 101336 

Start 294 

Name . OJ000204_11 . 0330 . C9 . o2 . tc 

Start 7118 

GI none 

Exons 7118. .7255, .8201. .8302, 8203. 

8869.. 9045, 9109.. 9207, 9110. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 11. 0330. C9 



13025 

TBLASTX: Cress 
9208 
86 

,8268, 8867. .9046, 8867. .8947, 
,9208 



Seq. No. 47624 

Gene No. 101336 

Start 294 

Name OJ000204_11 . 0330 . C9 . ol . tw 

Start 9800 

GI none 
Exons 



Seq. ID OJ000204__11.0330.C9 
Strand 

End 13025 

Method TBLASTX : Wheat 

End 10126 

Score 276 



9800. .10018, 9801. .10019, 9801. .10019, 9802. .10020, 9934. .10026, 
10094. .10117, 10096-. .10125, 10097.. 10126 



Seq. No. 47624 ' Seq. ID 

Gene No. 101336 Strand 

Start 294 End 

Name OJ000204_11 . 0330 . C9 . ol . tc Method 

Start 9843 End 

GI none Score 
Exons 



OJ000204_11.033'0'.C9 
13025 

TBLASTX: Cress 

10556 

213. 



9843. .10019, '9845. .10018, 9852. .10019, 9854. .10021, 9928. 
10094. .10216, 10095. .10214, 10096. .10215, 10096. .10233, 

10326, 10313. .10381, 10314 .. 10382 , 



10097 
10473 



,10234, 10216. 
,10556 



10020, 



Seq. No. 47624 

Gene No. 101336 

Start 294 

Name OJ000204_11 . 0330 . C9 . o4 . tc 

Start 10659 

GI none 

Exons 10659. .10730, 108 16 .. 10884 , 
1.0990. .11067, 11174. . 11203, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10831 

11178 



10884, 
11201 



OJ000204_11.0330.C9 
13025 

TBLASTX: Cress 

11203 

60 

10986. .11066, 



Seq. No. 47624 

Gene No. 101336 

Start 294 

Name OJ000204_11 . 0330 . C9 . o2 . gp 

Start 11017 

GI 54100_1.R1084 

Exons 11017. .11064, 11172 .. 11245, 

GI Descrip. '3643611 3.0e-24 (AC005395) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 11. 0330. C9 



13025 
AAT/GAP 
12972 
1099 

11330. .11464, 12645.. 12972 
putative casein kinase [Arabidopsis 



Seq. No. 47625 - Seq. ID OJ000204 

Gene No. 101337 Strand + 

Start 2309 End 3372 

Name OJ000204_11 . 0330 . C10 . o2 . gs Method GENSCAN 

Start 2309 . End 3372 

GI none Score .84 

Exons 2309.. 2341, 3030.. 3150, 3209.. 3372 



11. 0330. C10 



Seq. No. 



47625 



Seq. ID OJ000204JL1. 0330. C10 



49313 





Gene No. 


101338 


Strand 








b tart 




T~> „ J 

hina 


Q1 C 






Name 


1 X . UjoU . LI U . oi . gs 


Method 








otart 


£ o y 




y xo 








none 


Score 


X 






Exons 


OOQ Q1 C 










beq . INO . 


4 / D 


beq . x u 


UJ UUUZU4 XX 


n o o n pin 
. UjjU . LXU 




Gene No . 


101339 


Strand 








O tal L 


1672 


End 


1769 


- 




Name 


OJ000204 11.0330.C10.ol.gp 


Method 


AAT/GAP 






Start 


1672 


-< End 


1769 






C T 


LIB3477-003-P1-K1-E9 


Score 


152 






/"\ tT? 

Lxons 


1672. . 1769 










GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 








b X rr\il»UUr\btJK o L ) /yl 


1173557 (U31771) Ory s 


1 [Oryza 






sativa j 










Seq. No. 


A H £. 0 R 


Seq. ID 


OJ000204JL1, 


.0330. C10 




Gene No. 


X U X 04 U 


Strand 








bt art 


4177 


End 


4316 






Name 


OJ000204JL1. 0330. CIO. o3.gs ' 


Method 


GENSCAN 






otart 


AMI 


End 


4316 




f "I ' 


bX 


none 


Score 


.98 






Exons 


a ~\ nn /i qi c 








i. : ~ 

r! s 


Seq. No. 


H 1 DZ 0 


Seq. ID 


OJ000214_15, 


.0321. C3 


: b? 


Gene No. 




Strand 


+ 






otart 


du Jo 


End 


6667 




§ : | 


Name 


OJ000214 15.0321.C3.o4.gs 


Method 


GENSCAN 






b tart 


6038 


End 


6667 




i y 


C T 
laX 


none 


Score 


.53 






Exons 


^n^Q cooo &Ain 

OUjO . . DZZ J, 04 /U. .ODD/ 








r 


beq. no. 


ft / DZ d 


Seq.. ID 


OJ000214_15, 


.0321. C3 




Gene No. 


XUX 


Strand 






1 -i. 


Start 


7027 


End 


10258 




i ~s 


Name 


OJ000214 15.0321.C3.o3.tw 


Method 


TBLASTX: Wheat 


^ a? 
f ==. 


btart 


516 


End 


9182 




i. ^ 
a 


C T 


none 


Score 


65 




"■■*** 


Exons 


516. .596, 8847. .8885, 8895.. 


8993, 8911 


..8994, 9022, 


. .9135, 






9024. .9137, 9141. .9182 










beq . no . 


47626 


Seq. ID 


OJ000214_15. 


,0321. C3 




Gene No. 


101342 


Strand 








Start 


7027 


End 


10258 






Name 


OJ000214 15.0321.C3.ol.np 


Method 


AAT/NAP 






btart 


7027 


End 


10258 






C T 


4680203 


Score 


1615 






Exons 


7027. .7878, 8157. .8381, 8538 


. . 10258 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 






Seq. No. 


47626 


Seq. ID 


• OJ000214_15. 


.0321. C3 




Gene No. 


101342 ■ 


Strand 








Start 


7027 


End 


10258 






Name 


OJ000214 15.0321.C3.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7072 


End 


7284 





49314 



GI none Score 8 6 

Exons 7072.. 7284, 7126.. 7284 



Seq. No. 47626 

Gene No. 101342 

Start 7027 

Name OJ000214_15*. 0321 . C3 . ol . 

Start 7132 

GI none 

Exons 7132.. 7233, 7139.. 7198, 
7358. .7540, 7564. .8118, 



Seq. ID OJ000214_15.0321.C3 
Strand 

End 10258 
tw Method TBLASTX : Wheat 

End 8267 

Score 43 
7249. .7365, 7264. .7323, 7342. .7530, 
7637.. 8122, 8136. .8267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47626 

101342 

7027 

OJ000214_15.0321.C3.o3.tm 

7366 

none 



Seq. ID OJ000214_15.0321.C3 
Strand 

End 10258 

Method TBLASTX: Maize 

End ■. 7656 

Score 91 



7366.-7473, 7367. .7474, 7486. .7656, 7487. .7654 

OJ000214 15. 0321. C3 



47626 Seq. ID 

101342 Strand 

7027 End 

OJ000214_15 . 0321 . C3 . ol . tc Method 

7564 End 

none - Score 

7564. .-7974, ^7637. .7966 



10258 

TBLASTX: Cress 

7974 

129 



Seq. No. 


47626 








Seq. ID 


OJ000214 


_15.0321.C3 


Gene No. 


101342 








Strand 






Start 


7027 








End 


10258 




Name 


OJ000214 15, 


.0321, 


.C3.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


7906 








End 


8291 




GI " 


none 








Score 


184 




Exons 


7906. .8118, 


7907, 


. .8119, 


7909. 


.8121, 8112.. 8222, 


8134. .8223, 




8223. .8291 














Seq. No. 


47626 








Seq. ID 


OJ000214 


_15.0321.C3 


Gene No. 


101342 








Strand 






Start 


7027 








End 


10258 




Name 


OJ000214 15, 


.0321. 


,C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8796 








End 


9281 




GI 


none 








Score 


74 




Exons 


8796. .8885, 


8800. 


. .8889, 


8884. 


.8934, 88 


89. .8936, 


8937. .8984, 




9081. .9170, 


9082. 


. .9174, 


9177. 


.9281, 91 


78. . 9273 





Seq. No. . 47626 

Gene No. 101342 

Start 7027 

Name OJ000214_15 . 0321 . C3 . o2 . tc 

Start 9087 

GI none 

Exons 9087.. 9419, 9142.. 9249, 9283.. 9321 



Seq. ID OJ000214 15. 0321. C3 



Strand 
End 

Method 
End 
Score 



10258 . 
TBLASTX: Cress 
9419 
82 



Seq. No. 
Gene No. 
Start 



47626 

101342 

7027 



Seq. ID 

Strand 

End 



OJ000214 15. 0321. C3 



10258 



49315 





Name 


OJ000214 15 . 0321 . C3 . o2 . ts 


Method 


TBLASTX : Soybean 






Start 


9168 


End 


94 43 






GI 


none 


Score 


120 






Exons 


9168. .9443, 9169. .9408 










Seq. No. 


47626 


Seq. ID 


OJ000214_15.0321 


.C3 




Gene No. 


101342 


Strand 








Start 


7027 


End 


10258 






Name 


OJ000214 15 . 0321 . C3 . o2 . tw 


Method 


TBLASTX: Wheat 






Start 


a i 0 *3 

9183 


End 


977.6 






GI 


none 


Score 


69 






Exons 


rti on mnn n 1 n /i a 0 a 1 a 0 *3 a 

9183.. 9308, 9184.. 9291, 9330. 


.9428, 9484. .9774, 9486. .9776 




Seq. No. 


47626 


Seq. ID 


OJ000214_15.0321 


.C3 




Gene No. 


101342 


Strand 








Start 


7 027 


End 


10258 






Name 


^"VTAAAOIyl 1 C A A 1 z""' _-l .u _ 

OJ000214 15 . 0321 . C3 . ol . ts 


Method 


TBLASTX : Soybean 






Start 


9486 


End 


9758 






GI 


none 


Score 


107 






Exons 


9486.. 9758, 9493.. 9741 










Seq. No. 


47627 


Seq. ID 


OJ000214_15.0321 


,C4 




Gene No. 


101343 


Strand 


+ 




^ or 


Start 


1 


End 


3582 






Name 


OJ000214 15.0321. C4.ol.np 


Method 


AAT/NAP 




r r= 
s 


Start 


1 


End 


. 574 






GI 


7489009 


Score 


120 






Exons 


1..44, 264. .574 








§ : i 


GI Descrip. 


glycine-rich protein (clone wl0-l) - tomato (fragment) 




. ^ 


Seq. No. 


47627 


Seq. ID 


OJ000214_15.0321 


.C4 




Gene No. 


101343 


Strand 


+ 






Start 


1 


End 


3582 




s. 


Name 


OJ000214 15-0321. C4.ol.gs 


Method 


GENSCAN 






Start 


135 


End 


3582 




% § 


GI 


none 


Score 


.61 






Exons 


135. .276, 336. .560, 783. .983, 


3452.. 3582 




1 _jj 

r ^ 
L -J; 


Seq. No. 


47627 


Seq. ID 


OJ000214_15.0321 


.C4 


? 


Gene No. 


101343 


Strand 


+ 






Start 


1 


End 


3582 






Name 


OJ000214 15.0321.C4.ol.tm 


Method 


TBLASTX: Maize 






Start 


280 


End 


602 






GI 


none 


Score 


115 






Exons 


280. .399, 304. .375, 311. .412, 


312. .446 


, 464. .514, 469.. 


600, 






470. .601, 470. .601, 561. .602 










Seq. No.' 


47628 


•Seq. ID 


OJ000214_15.6321 


,C5 




Gene No. 


101344 


Strand 


+ 






Start 


5448 


End 


5606 






Name 


OJ000214 15.0321.C5.o3.gs 


Method 


GENSCAN 






Start 


5448 


' End 


5606 






GI 


none 


Score 


.63 






Exons 


5448. .5606 










Seq. No. 


47628 


Seq. ID 


OJ000214_15.0321 


.C5 




Gene No. 


101345 


Strand 







49316 






Start 


2236 








End 


2593 








' Name 


OJ000214_15 


. 0321 


. C5 . ol . 


.gs 


Method 


GENSCAN 








Start 


2236 








End 


2593 








GI 


none 








Score 


. 78 








Exons 


2236 . . 2329, 


1 c c "5 

2553 


. .2593 














Seq. No. 


47628 








Seq. ID 


OJ000214 


_15 


. 0321.C5 




Gene No. 


101346 








Strand 


- 








Start. 


*3 C O C 

3o3o 








End 


4366 








Name 


OJ000214__15 


. 0321 


. C5 . o2 . 


gs ' 


Method 


GENSCAN 








Start 


3636 






End 


4366 








GI 


none 








Score 


. 53 








Exons 


3636 . . 3826, 


4204 


. . 4366 














Seq. No. 


47628 








Seq. ID 


OJ000214 


_15, 


.0321. C5 




Gene No. 


101347 








Strand 










Start 


72 95 








End 


7418 








Name 


OJ000214_15 , 


. 0321 


. C5 . o4 . 


gs 


Method 


GENSCAN 








Start 


7295 








End 


7418 








GI 


none 








Score 


.92 








Exons 


72 95. . 7363, 


7368 


. .7418 














Seq. No. 


47629 








Seq. ID 


OJ000214 


_15. 


.0321. C6 




Gene No. 


101348 








Strand 


+ 






sc. • 


Start 


603 








End 


769 






if] " 


Name 


OJ000214 15. 


. 0321 


. C6 . ol.. 


gs 


Method 


GENSCAN 








Start 


603 








End 


769 






: 

fl 


GI 


none 








Score 


. 63 






: . ! 


Exons 


603 ..769 


















Seq. No. 


47630 








Seq. ID 


OJ000214 


_15. 


,0321. C7 


1 y 


Gene No. 


101349 








Strand 


+ 








Start 


/U90 








End 


10017 






B 


Name 


OJ0002 14 15 , 


, 0321 


. C7 . o2 . 


gs 


Method 


GENSCAN 






L -J 


Start 


7090 








End 


10017 








GI 


none 








Score 


. 67 








Exons 


7090 . .7183, 


7222 


. .7435, 


7655 


. .7959, 9902. .10017 






v3 


Seq. No. 


47630 








Seq. ID 


OJ000214_ 


_15. 


, 0321 ,C7 




Gene No. 


101350 








Strand 










Start 


892 








End 


8109 








Name 


OJ000214 15. 


0321, 


.C7.ol. 


gs 


Method 


GENSCAN 








Start 


892 








End 


6845 








GI 


none 








Score 


.66 








Exons 


892. .980, 1383... 1556, 1698.. 


1773, 2058 


..2440, 3015. 


.3500, 






3747. .4574, 


4627, 


. .5094, 


5466 


..5603, 5735. .6464, 


6738. .6845 




Seq. No. 


47630 








Seq. ID 


OJ000214^ 


_15. 


0321. C7 




Gene No. 


101350 








Strand 










Start 


892 








End 


8109 








Name 


OJ000214 15. 


0321. 


.C7.ol. 


np 


Method 


AAT/NAP 








Start 


2896 








End 


7917 








GI 


6623973 








Score 


2481 








Exons' 


2896. . 6716, 


7848. 


. .7917 













GI Descrip. (AC007505) Highly similar to Tal-3 polyprotein [Arabidopsis 
thaliana] 



49317 




Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321 


,C7 


Gene No. 


101350 








Strand 








Start 


892 








End 


8109 






Name 


OJ000214_15 


.0321. 


C7.o3. 


np. 


Method 


AAT/NAP 






Start 


7187 








End 


8109 






GI 


7340909 








Score 


174 






Exons 


7187 . . 7356, 


7770. 


.8109 ■ 












GI Descrip. 


(AP001550) 


hypothetical 


.. protein [Oryza 


sativa] 






Seq. No. 


47630 








Seq. ID 


OJ000214 


15.0321 


.C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214_15 


. 0321. 


C7 .06. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2151 








End 


2377 






GI 


none 








Score 


185 






Exons 


2151 . .2198, 


2202 . 


.2369, 


2210. 


.2374, 2222. .2377 






Seq. No. 


47630 








Seq. ID 


OJ000214 


15.0321, 


.C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15 


. 0321. 


C7.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


2905 








End 


3498 






GI 


none 








Score 


60 






Exons 


2905. . 3117, 


3133. 


. 3270, 


3280. 


.3384, 3379. .3498 






Seq.' No. 


47630 








Seq. ID . 


OJ000214 


15.0321, 


.C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15 


. 0321. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2905 








End * 


3327 






GI 


none 








Score 


124 






Exons 


2905. . 3327, 


2906. 


. 3031, 


2911 . 


.3300, 3050.. 3310 






Seq. No. 


47630 








Seq. ID 


OJ000214 


15.0321. 


. C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214_15 


. 0321 . 


C7 .o2 . 


ts 


Method 


TBLASTX: 


Soybean • 




Start 


2908 








End 


3306 




GI 


none 








Score 


53 






Exons 


2908 . . 3033, 


2915. 


. 3013, 


3034 . 


.3297, 3034. .3306 






Seq. No. 


47630 








Seq. ID 


OJ0.00214 


_15.0321. 


,C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15 


.0321. 


C7.o4 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2932 








End 


3403 






GI 


none 








Score 


54 






Exons 


2932. . 3132, 


2933. 


.3121, 


3148. 


.3300, 3151.. 3354j 


3164. .3403 


Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321. 


.C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15 


.0321. 


C7.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3378 








End 


3829 






GI 


none 








Score 


68 






Exons 


3378. .3629, 


3383. 


.3694, 


3391. 


.3708, 3401. .3694, 


3613. .3708, 




3670. .3828, 


3740. 


.3829 













49318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47630 

101351 

11917 

OJ000214_15. 
3481 
. none 
3481. .3936, 

47630 

101351 

11917 

OJ000214_15. 

3835 

none 

3835. .4263, 

47630 

101351 

11917 

OJ000214_15. 

3850 

none 

3850. .4239, 

47630. 

101351 

11917 

OJ000214_15. 

4261 

none 

4261. .4530, 

4 7 630 

101351 

11917 

OJ000214_15. 

4619 

none 

4619. .4867, 

47630 
101351 
, 11917 

OJ000214_15. 

4730 

none 

4730. .4879, 

47630 

101351 

11917 

OJ000214_15. 

4763 

none 

4763. .4867, 
5080. .5412, 



0321.C7.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_15.0321.C7 
11993 

TBLASTX: Wheat 

4260 

64 



3725. .3937, 3931. .4260, 3947. .4258 



0321.C7.o3. tm 



3968. .4264 



0321.C7.ol.ts 



3891. .4115, 3947. 



0321.C7.o2.tw 



4262. .4531 



0321.C7.o2.tc 



4883. .5086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID. 

Strand 

End 

Method 
End 
Score 
.4237 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_15.0321.C7 
11993 

TBLASTX: Maize 

4264 

87 



OJ000214_15.0321.C7 
11993 

TBLASTX: Soybean 

4239 

123 



OJ000214_15.0321.C7 
11993 

TBLASTX: Wheat 

4531 

222 



Seq. ID OJ000214_15.0321.C7 

Strand ■ - 

End 11993 

Method TBLASTX: Cress 

End 508 6 

Score 110 



0321.C7.o3.ts 



Seq. ID OJ000214_15.0321.C7 
Strand 

End 11993 

Method TBLASTX : Soybean 

End 5193 

Score 74 

4865. .5086, 4866. .5036, 5080. .5193, 5081. .5185 



Seq. ID OJ000214_15.0321.C7 
Strand 

End 11993 

Method TBLASTX : Wheat 

End 5412 

Score 33 



0321.C7.o3.tw 



4884. .4943, 4885. 
5258. .5404 



.4944, 4976.. 5086, 5066.. 5212, 



4.9319 



Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321 


.C7 


Gene No . 


lUloOl 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15 


a o a i 

0321 


. C7 . o4 . 


tm 


Method 


TBLASTX : Mai ze 




Start 


A Ci A O 

4 94 3 








End 


5436 








none 








Score 


77 






Exons 


4 94 J . . oObO, 


c a o a 


C VI A tz 

. .5436, 


C A O *l 

5081 


C O A A 

; 5224 








Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321 


.C7 


Gene No. 


101351 








Strand 








Start 


1191 / 








End 


11993 






Name 


OJ000214 15. 


A I A 1 

0321 


. C7 . o5 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


f 1 A o 

6102 








End 


6498 






GI 


none 








Score 


43 






Exons 


6102 . . 6275, 


6106 


/ r 

. .6165, 


r T A c 

6195 . 


.6266, 6255.. 6365, 


6266. .6322, 




/"OCA /* j| A/* 

6350 . . 64 96, 


6351 


. . 64 97 , 


6352 . 


.6498 








Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321 


C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15. 


0321 


. C7 . o5 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


7444 








End 


7754 






GI 


none 








Score 


43 






Exons 


7444 . .-7488, • 


74 4 5 


. .74 8 9, 


74 92 . 


.7635, 7511. .7636, 


7511. .7636, 




764 0. . 7720, 


764 0 


. .7711, 


7650 . 


.7754, 7716. .7754 






Seq. No. > 


47630 








Seq. ID 


OJ000214 


_15.0321 


C7 


Gene No. 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ000214 15. 


0321 


C7 . o4 . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


"7 C 1 1 

7511 








End 


7802 






GI 


none 








Score 


136 






Exons 


/oil . . 7636, 


7526 


.7636, 


7 656 . 


.7802 








Seq. No. 


47630 








Seq. ID 


OJ000214 


_15.0321 


C7 


Gene No . 


101351 








Strand 








Start 


11917 








End 


11993 






Name 


OJ0002T4 15. 


0321 


C7; o3 . 


gs 


Method 


GENSCAN 






Start 


11917 








End 


11993 






GI 


none 








Score 


.97 






Exons 


11917. .11993 














Seq. No. 


47631 








Seq. ID 


OJ000214 


_15.0321. 


C8 


Gene No. 


101352 








Strand 








Start 


2585 








End 


4164 






Name 


OJ000214 15. 


0321. 


C8.ol. 


np 


Method 


AAT/NAP 






Start 


2585 








End 


4164 






GI 


6907086 








Score 


568 






Exons 


2585. .2835, 


2942. 


.3328, 


3385. 


.4164 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47631 








Seq. ID 


OJ000214 


_15.0321. 


C8 


Gene No. 


101353 








Strand 








Start 


4522 








End 


8709 






Name 


OJ000214 15. 


0321. 


C8.o2. 


np 


Method 


AAT/NAP 






Start 


4522 








End 


7466 







49320 



GI 

Exons • 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680186 Score 184 

4522. .4575, 5172. .5312, 5920. .6105, 7406. .7466 
(AF111709) unknown [Oryza sativa subsp. indica] 



47631 

101353 

4522 

OJ000214_15 . 0321 . C8 . o2 . gs 

6316 

none 



Seq. ID OJ000214_15.0321.C8 
Strand 

End 8709- 
Method GENSCAN 
End ■ 8709 
Score . 65 



6316. .6344, 6441. .6471, 6803. .6829, 7642. .7661, 7811. .7900, 
8646. .8709 



Seq. No. 47632 Seq. ID 

Gene No. 101354 Strand 

Start 125 End 

Name OJ000214_15 . 0321 . C9 . ol . gs Method 

Start 125 'End 

GI none Score 

Exons 125.. 338 



OJ000214_15.0321.C9 
+ 

338 

GENSCAN 
338 

.97 ' 



Seq. No. 47633 

Gene No. 101355 

Start 2262 

Name OJ000214_15 . 0321 . C10 . ol . gs 

Start * 2262 

GI none 

Exons 2262.. 2279, 2581.. 2771, 2810. 

Seq. No. 47634 

Gene No. 101356 

Start 241 

Name OJ000214_15 . 0321 . Cll . ol . gs 

Start 241 

GI none 

Exons . 241.. 372 



Seq. ID OJ000214_15. 0321. C10 
Strand 

End 3374 

Method GENSCAN 

End 3374 

Score .81 
.2938, 3305.. 3374 

Seq. ID OJ000214_15. 0321. Cll 
Strand 

End 372 

Method GENSCAN 

End 372 

Score .67 



Seq. No. 47635 Seq. ID 

Gene No. 101357 Strand 

Start 55 End 

Name OJ000214_15 . 0321 . C12 . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55.. 202, 380.. 503, 620.. 2247 



OJ000214_15.0321.C12 
+ 

2405 
GENSCAN - 
2247 
.84 



Seq. No. 47635 
Gene No. . 101357 

Start 55 

Name OJ000214_15 . 0321 . C12 . o2 . tw 

Start 390 

GI none 

Exons 390.. 617, 392.. 616, 617.. 772, 

Seq. No. 47635 

Gene No. 101357 

Start 55 

Name OJ000214_15 . 0321 . C12 . ol . np 



Seq. ID OJ000214_15.0321.C12 

Strand + 

End 2405 

Method TBLASTX : Wheat 

End 775 

Score 177 

623. .775, 643. .774 

Seq. ID OJ000214_15.0321.C12 

Strand + 

End 2405 

Method AAT/NAP 



49321 



Start 396 End 2405 

GI 6539553 Score ,^3514 

Exons 396. .24 05 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 j (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 47635 

Gene No. 101357 

Start 55 

Name OJ000214_15 . 0321 . C12 . o2 . tm 

Start 525 

GI none 
Exons 



Seq. ID OJ000214_15.0321.G12 

Strand + 

End 2405 

Method TBLASTX : Mai ze 

End 837 

Score 8 9 



525. .617, 533. .616, 611. .832, 621. .836, 622 837, 624 .. 833, 
625.. 834, 626. .835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47635 

101357 ' 
55 

OJ000214_15.0321.C12.ol. tm 

1336 
none 



Seq. ID OJ000214_15.0321.C12 

"Strand + 

End 2405 

Method TBLASTX : Mai ze 

End 1658 

Score 268 



1336. .1590, 1343. .1657, 1363. .1656, 1491. .1658 



47635 

101357 

55 

OJ000214_15.0321.C12.o2.ts 

1685 

none 

1685. .1840, 1823. .2071 

47635 

101357 

55 

OJ000214_15.0321.C12.o3.tm 

1859 

none 

1859. .2293, 2068. .2268 

47635 
101357 
55 

OJ000214_15.0321.C12.ol.tw 
1936 
none 



Seq. ID OJ000214_15.0321.C12 

Strand + 

End 2405 

Method TBLASTX : Soybean 

End 2071 

Score 88 



Seq. ID OJ000214_15.0321.C12 

Strand + 

End 2405 

Method TBLASTX :.Maize 

End 2293 

Score 304 



Seq.. ID OJ000214_15.0321.C12 
Strand + 

2405 

TBLASTX: Wheat 
2332 
156 



End 

Method 
End 
Score 

1936. .2160, 1937. .2170, 1940 2 185 ,- 2147 .. 2332 , 2148. .229*, ■ 
2159. .2332 



Seq. No. 47635 Seq. ID 

Gene No. 101357 Strand 

Start 55 End 

Name OJ000214_15 . 0321 . C12 . ol . ts Method 

Start 2081 End 

GI none Score 
Exons 



OJ000214_15.0321.C12 
+ 

2405 

TBLASTX: Soybean 

2398 

201 



2081. .2305, 2089. .2259, 2306. .2398, 2314. .2352 



49322 



beq. No. 


47636 




Seq. ID 


OJ000214_15.0321.C13 


bene No. 


101358 




Strand 


+ 


Start 


1 




End 


1939 


Name 


OJ000214 15.0321.C13.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1936 


GI 


6539553 




Score 


3278 


Exons 


1..1936 








GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotransposon RIRE! 




(D85597) [Oryza sativa] 


gi| 6539590 |dbj |BAA88206;i| (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 








Seq. No. 


47636 




Seq. ID 


OJ000214_15 . 0321 . CI 3 


Gene No. 


101358 




Strand 


+ 


Start 


1 




End 


1939 


Name 


OJ000214_15 . 0321 .CI 3 . ol . 


gs 


Method 


GENSCAN 


Start ^ ,' 


146 




End 


1939 


GI 


none 




Score 


. 61 


Exons 


146. .1939 








Seq. No. 


47636 




Seq. ID 


OJ000214_15 . 0321 . CI 3 


Gene "too. 


101359 




Strand 




Start 


11608 




End 


11865 


Name 


. OJ000214_15 . 0321 ..C13 . o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


1 




• End 


520 


GI 


none 




Score 


155 


Exons 


1..210, 1..252, 2. .229, 


273. . 


503, 281. 


.520, 303. .500, 361. .519 


Seq. No. 


47 636 




Seq. ID 


OJ000214 15.0321.C13 


Gene No. 


101359 




Strand 




Start 


11608 




End 


11865 


Name 


OJ000214 15 . 032 1 . C13 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


440 




End 


904 


GI 


5509260 




Score 


376 


Exons 


440. .904, 541. .609, 658. 


.753, 


826. .885 




GI Descrip. 


- 






■ . ' - 


Seq. No. 


47636 




Seq. ID 


OJ000214_15 . 0321 .CI 3 


Gene No . 


101359 




Strand 




Start 


11608 




End 


11865 


Name 


OJ000214 15.0321.C13.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


533 




End 


793 


GI 


none 




Score 


282 


Exons * 


533.. 793 








Seq. No. 


47636 




Seq. ID 


OJ000214_15.0321.C13 


Gene No. 


101359 • 




Strand 




Start 


11608 




End 


11865 


Name 


OJ000214 15.0321.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


574 




End 


1039 


GI 


none 




Score 


359 


Exons 


574. .693, 575. .1039, 710 


. .892 






Seq. No. 


47636 




Seq. ID 


OJ000214_15.0321.C13 


Gene No. 


101359 




Strand 




Start 


11608 




End 


11865 



49323 




Name 


OJ000214 15.0321 


.C13.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


575 






End 


1120 




GI 


none 






Score 


317 




Exons 


575. .919, 722. .895, 914 


. . llzU 


, .988. .1110 




Seq. No. 


47636 






Seq. ID 


OJ000214_15.0321 


.C13 


Gene No. 


101359 






Strand 


- 




Start 


11608 






End 


11865 




Name 


OJ000214_15.0321 


.C13.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


973 






End 


1321 




GI 


none 






Score 


308 




Exons 


973. .1173, 974.. 


1321 










Seq. No. 


47636 






Seq. ID 


OJ000214_15.0321 


.C13 


Gene No. 


101359 






Strand 


_ 




Start 


11608 






End 


11865 




Name 


OJ000214_15.0321 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1129 






End 


14 68 




GI 


none 






Score 


300 




Exons 


1129.. 1467, 1130 


. .1468 










Seq. No. 


47636 , 






Seq. ID 


OJ000214_15.0321 


.C13 


Gene No. 


101359 






Strand 


- 




Start 


11608 






End 


11865 




Name 


OJ000214JL5.0321 


.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1324 






End 


1800 




GI 


none 






Score 


95 




Exons 


1324.. 1395, 1325 


. .1399, 


1/11/1 

1414. 


.1800, 14 


15. .1762 




Seq. No. 


47636 






Seq. ID 


OJ000214_15.0321 


.C13 


Gene No. 


101359 






Strand 


- 




Start 


11608 






End 


11865 




Name 


OJ000214_15.0321 


.C13.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1331 






End 


1672 




GI 


none 






Score 


88 




Exons 


1331. .1444, 1357 


. .1437, 


14 dj . 


.1672, 14 


68. .1593 




Seq. No. 


47636 






Seq. ID 


OJ000214_15.0321 


.C13 


Gene No. 


101359 






Strand 


- 




Start 


11608 






End 


11865 




Name 


OJ000214 15.0321 


.C13.o3 


.gs 


Method 


GENSCAN 




Start 


11608 






End 


11865 




GI 


none 






Score 


. 95 




Exons 


11608. .11865 












Seq. No. 


47637 






Seq. ID 


OJ000214_15.0321 


. C14 


Gene No. 


101360 






Strand 


+ 




Start 


1 






End 


2003 




Name 


OJ000214 15.0321 


.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2003 




GI 


4388818 






Score 


1071 




Exons 


1. .2003 












GI Descrip. 


(AC006528) putative retroelement, pol polyprotein [Arabidops 




thaliana] 












Seq. No. 


47637 






Seq. ID 


OJ000214_15.0321 


.C14 


Gene No. 


101360 






Strand 


+ 





49324 



Start 


1 


.End 


2003 


Name 


OJ000214 15 . 0321 . C14 . o2 . tw 


Method 


TBLASTX : Wheat 


Start 


3 


End 


308 


GI 


none 


Score 


44 


Exons 


O O r ic "IOC OO 1 /" O Oft 

3. .35, 15. .125, 22. .168, 30.. 


119, 32 . . 


124, 117. .176, 142. .237, 




o *i f\ o r\ o 

270 . . 308 






Seq. No. 


47637 


Seq. ID 


OJ000214_15.0321.C14 


Gene No. 


101360 


Strand 




Start 


1 


End 


2003 


Name 


OJ000214 15.0321.C14.ol.gs 


Method 


GENSCAN 


Start 


90 


End 


1973 


GI 


none 


Score 


. 48 


Exons 


90. .710, 966. .1331, 1568. .1973 




Seq. No. 


47637 


Seq. ID 


OJ000214_15 . 0321 . CI 4 


Gene No. 


101360 


Strand 


+ 


Start 


1 


End 


2003 : * 


Name ' 


OJ000214 15.0321.C14.ol..gp 


Method 


AAT/GAP 


Start 


850 


End - 


1286 


GI 


2428449 


Score 


838 


Exons 


850. .1286 






GI Descrip. 


4388818/gb|AAD19773| 3.0e-40 


(AC006528 ) putative ' pol . polyprotei] 




with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 




integrase signature motif [Arabidopsis 


thaliana] 


Seq. No. 


47637 


Seq. ID 


OJ000214_15.0321.C14 


Gene No. 


101360 


Strand 


+ 


Start 


1 


End 


2003 


Name 


OJ000214 15.0321.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1013 


End 


1621 


GI 


none 


Score 


236 


Exons 


1013.. 1324, 1014. .1325, 1325. 


.1462, 1559.. 1621 


Seq. No. 


47637 


Seq. ID 


OJ000214_15.0321.C14 


Gene No. 


101360 


Strand 


+ 


Start 


1 


' End 


2003 


Name 


OJ000214 15.0321.C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1059 


End 


1684 


GI 


none 


Score 


72 


Exons 


1059. .1124, 1125. .1349, 1215. 


.1325, 1315.. 1560, 1328.. 1561, 




1559. .1684 






Seq. No. 


47637 


Seq. ID 


OJ000214_15.0321.C14 


Gene No. 


101360 


Strand 


+ 


Start 


1 


End 


2003 


Name 


OJ000214 15.0321.C14.ol.ts 


Method • 


TBLASTX: Soybean 


Start 


1233 


End 


1684 


GI 


none 


Score 


85 


Exons 


1233.. 1325, 1262.. 1324, 1325. 


.1561, 1327. .1491, 1547. .1684 


Seq. No. 


47637 


Seq. ID 


OJ000214_15.0321.C14 


Gene No. 


101360 


Strand 


+ 


Start 


1 


End 


2003 


Name 


OJ000214 15.0321.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


1251 


End 


1717 


GI 


none 


Score 


62 



49325 



Exons 



1251. .1328, 1328. .1543, 1558. .1674, 1559. .1717 



Seq. No. 47638 

Gene No. 101361 

Start 1 

Name OJ000204__17 . 0323 . CI . ol . gp 

Start 1 

GI none 

Exons 1 . . 83 



Seq. ID OJ000204_17.0323.C1 

Strand + 

End 83 

Method AAT/GAP 

End 83 

Score 143 



Seq. No. 47639 

Gene No. 101362 

Start 1573 

Name OJ000204_17 . 0323 . C2 . ol . gp 

Start 1538 

GI 425928 

Exons 1538.. 1628, 1714.. 1982 

Seq. No. 47639 ' 

Gene No. 101362 

Start 1573 

Name OJ000204_17 . 0323 . C2 . o2 . gs 

Start 1573 

GI none 

Exons 1573.. 1628, 1714.. 1837 



Seq. ID OJ000204_17.0323.C2 

Strand + 

End 1982 

Method AAT/GAP 

End 1982 

Score 682 



Seq. ID OJ000204_17.0323.C2 

Strand + 

End 1982 

Method GENSCAN 

End 1837 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 7 639 
101363 
1 

OJ000204_17.0323.C2.ol.np 
1 

3582328 
1. .1482 

(AC005496) hypothetical protein [Arabidopsis. thaliana] 



Seq. ID OJ000204_17.0323.C2 
Strand 

End 1482 l\ 

Method AAT/NAP 

End 1482 

Score 753 



47639 

101363 

1 

OJ000204_17.0323.C2.ol.gs 

255 

none 

255. . 1423 



Seq. ID. OJ000204_17.0323.C2 
Strand 

End 1482 

Method GENSCAN 

End 1423 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47639 
101364 
3164 

OJ000204_17.0323.C2.ol.tc 
2 

none 



Seq. ID OJ000204_17.0323.C2 
Strand 

4060 

TBLASTX: Cress 
1237 
89 



End 

Method 
End 
Score 

2. .100, 29. .247, 30. .248, 87. .269, 107. .796, 308. .691, 338. .403, 
339. .797, 482. . 973, 497. .691, 734. .796, 797. .1099, 809. . 1237, 
827. .1027 



Seq. No. 47639 

Gene No. 101364 

Start 3164 

Name OJ000204 17 . 0323 . C2 . ol . tw 



Seq. ID OJ000204_17.0323.C2 
Strand 

End 4060 

Method TBLASTX : Wheat 



49326 



Start 
GI 

Exons 



2 End 1237 

none Score 153 

2. .445, 36.-446, 305. .583, 500. .847, 7.31. .1150, 1061. .1237 



Seq. No. 47639 
Gene No. 101364 
Start 3164 ' ' 

Name OJ000204_17 . 0323 . C2 . o2 . tm 

Start 11 
GI none 

Exons 11.. 283, 36.. 101, 119 

236. .676, 515. .715, 599 
902. .1252 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 17. 0323. C2 



4060 

TBLASTX : Maize . ' 
1252 
45 

280, 129. .251, 203. .676, 234. .404, 
988, 612. .671, 723. .950, 818. .1015, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47639 

101364 

3164 

OJ000204 
36 

none 



17.0323.C2.o2.ts 



Seq. ID OJ000204_17.0323.C2 
Strand 
End 

Method 
End 
Score 



4060 

TBLASTX: Soybean 

949 

95 



36. .254, 62. .256, 176. .559, 572. .949, 572. .652, 732. .920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47639 Seq. ID OJ000204JL7 . 0323 . C2 

101364 Strand - 

3164 1 End 4060 

OJ000204_17.0323.C2.o2.gp Method AAT/GAP 

'2989 End 3514 

uC-osf Icyp087a07al Score 802 

2-989. .3349, 3453.. 3514 

r 134 6883/sp|P49085|PSY_MAIZE 1.0e-25 PHYTOENE SYNTHASE PRECURSOR 

>gi_2130144_pir S68307 phytoene synthase - maize >gi_1098665 

(U32636) phytoene synthase [Zea mays] 1 



Seq. No. 47639 Seq. ID 

Gene No. 101364 Strand 

Start 3164 End 

Name OJ0002,04_17 . 0323 . C2 . o3 . gs - Method 

Start 3164 End 

GI none Score 

Exons 3164.. 3349, 3453.. 3645 



OJ000204_17.0323.C2 

4060 
GENSCAN 
3645 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47639 
101364 
3164 

OJ000204 
3170 
1709885 
3170. .3349, 
PHYTOENE 
synthase 



17.0323.C2.o2.np 



Seq. ID OJ000204_17, 032.3. C2 
Strand 

End 4060 
Method AAT/NAP 
End 4060 
Score 392 
3453.. 3645, 3723.. 4060 
SYNTHASE PRECURSOR gi | 108 6122 | pir || S54 135 phytoene 
(EC 2.5.1.-) - Narcissus pseudonarcissus 



gi | 780275 | emb | CAA55391 . 
pseudonarcissus] 



1! (X78814) phytoene synthase [Narcissus 



Seq. No. 
Gene No. 
Start 
Name 



47639 

101364 

3164 

OJ000204 



17 . 0323.C2.ol. tm 



Seq. ID 

Strand 

End 

Method 



OJ000204_17.0323.C2 
4060 

TBLASTX: Maize 



49327 



Start 


TIT/ 

3174 








End 


3645 






bl 


none 








Score 


71 






Exons 


O 1 *7 /I OOIO 

3174 . . 3212, 


317 9 . 


. 3349, 


3-201 . 


.3356, 3203,. 3349, 


3449. .3508 




34 oU . . 3o3o , 


34 oU . 


. . 3644 , 


34 ol . 


.3645 








Seq. No. 


47639 








beq. ID 


OJ0UU2U4 


1*7 A O A O 

1 / . 0323 


. C2 


Gene No. 


101364 








Strand 








btart 












4 (J oU 






Name 


OJUU0204 17 . 


A o o 


C2 . o2 . 


tc 


Method 


1 bLAb IX : 


Cress 




b tar t 


o± y i 










3 O 4 0 






bl 


none 








Score 


77 






Exons 


oiyi . . jj4 y , 


*3 A £ A 

34 OU . 


.364 4, 


34 01. 


.3645 








Seq. No. 


47639 








beq. ID 


r\ t a a a o a a 
OJ UUU2U4 


1*7 A T) O 

1 / . 0323 


. C2 


Gene No. 


101364 








Strand 








otart 


31 04 








bna 


/ a c a 






Name 


OJ(JUU2U4 1 / . 


(J32 3 . 


C2 . Ol . 


t s 


Method 


rpnT 7\ omv . 

i bijAb 1 A : 


Soybean 




Start 


j^! (J 3 








bna 


3o4 o 






bl 


none 








Score 


77 






Exons 




T/l CA 

34 oU . 


o a A A 

.364 4, 


34 ol . 


.3645 








Seq. No. 


47640 








Seq. ID 


OJ000204 


1 *7 A 1 O 1 

17 . 0323 


. C4 


Gene No. 


101365 . 








Strand 








btart 


Q A 

y u 








End 


3752 






Name 


•'ATAAAOA/I 1 *7 

, OJU00204 17 . 


n o o o 

0323 . 


C4 . ol . 




Method 


GEN SCAN 






Start 


yu 








End 


o o a c 
2390 






GI 


none 








Score 


.43 






Exons 


aa ao lie 

yu . . yo , 115 . 


. 169, 




626, 2180.. 2395 








o eq . lno . 


H I D fi U 








Seq. ID 


OJ000204 


_17.0323 


.C4 


Gene No. 


101365 








Strand 


+ 






Start 


90 








End 


3752 






Name 


OJ000204 17. 


0323. 


C4 .ol. 


np 


Method 


AAT/NAP 






Start . 


90 








End 


3752 






GI 


6227016 








Score. 


576 






Ejxons 


90. .247, 351 


..626, 2180 


. .2266 


, 3694.. 3752 







4GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



(AC009513) Contains similarity to gb|AF123310 NAC domain protein 
NAM gene from Arabidopsis thaliana 



47640 

101366 

3133 

OJ000204_17 .0323.C4 .ol.tc 
83 

none 



'Seq. ID OJ000204_17. 0323.C4 
Strand 

End 3688 

Method TBLASTX : Cress 

End 569 

Score 93 



83. .139, 90. .146, 90. .146, 139. .237, 140. .241, 143. .241, 
338. .553,. 342. .5'5'4, 357. .569 • 



Seq. No. 47640 - 

Gene No. 101366 

Start 3133 

Name OJ000204_17 . 0323 . C4 . ol . tm 

Start 86 

GI none 
Exons 



Seq. ID OJ000204_17.0323.C4 
Strand 

End 3688 

Method TBLASTX: Maize 

End 584 

Score 80 



86. .139, 87. .146, 139. .240, 140. .241, 342. .584, 347. .484, 
506. .583 



49328 



Seq. No. 


47640 


Seq. ID 


OJ000204_17.0323 


.C4 


Gene No. 


101366 


Strand 






Pi._v.l- 

btart 


■51 

jIjj 


bna 


Jooo 




Name 


OJUUUzU4 1 / . U oz J . C4 . Ol . tS 


Metnoa 


TBLASTX : Soybean 




Start 


ill 
111 


bna 


o jy 




GI 


none 


Score 


00 




Exons 


ill lyin o/t lyin o £ 
ill. .140/ 14U..Z4/, .14U. .zoo, 


J4 Z . . OZO, 


Jo u . . oi y / 4 u j . . 


o j y 


Seq. No. 


.47640 


Seq. ID 


OJ000204_17.0323 


.C4 


Gene No. 


101366 


Strand 






btart 


TO 
JlJJ 


bna 


Jooo 




Name 


UJUUUzU4 1 / . U Jz J . C4 . Ol . tW 


Method 


i bLAb i x : wneat 




btart 


Joy 




CI A 
Ol4 




Gl 


none 


Score 


z / / 




Exons 


joy.. 014/ j / 1 . . ob j 








Seq. No. 


47640 


Seq. ID 


OJ000204_17.0323 


.C4 


Gene .No. 


101366 


Strand 






btart 


JIJJ 


bna 


Joo 0 




Name 


(JJUUUzU4 1 / . U Jz J . L4 . oz . gs 


Metnoa 


GbNbCAJN 




Start 


JIJJ 


T7 —J 

bna 


Joo O 




GI 


none 


Score 


c o 
. OZ 




Exons 


JIJJ. . J10U, Jozo. .Jooo 








Seq. No. 


47641 


Seq. ID 


OJ000204_L7.0323 


.C5 


Gene No. 


101367 


Strand 


+ 




Start 


z y 


End 


izz y 




Name 


ojuuuzU4 1 / . u Jz j . Co . 01 . gs 


Metnoa 


GENSCAN 




Start 


z y 


bna 


i one 
Izuo 




GI 


none 


Score 


. O / 




Exons 


OQ Qt; TCI CRQ TOI i one 

zy..yo, Jo/. .oob/ /ji..izuo 








Seq. No. 


4 / o4 1 


Seq. ID 


OJU0UzU4 l/.UJZO 


. Co 




lUlJO / 


Strand 


+ 




Start 


29 


End 


1229 




Name 


OJ000204 17.0323.C5.ol.gp 


Method 


AAT/GAP 




Start 


586 


End 


1229 




GI 


666 11.R1084 


Score 


1267 




Exons 


586. . 1229 








GI Descrip. 


, 122106/sp|P02308|H4 WHEAT 8. 


0e-40 HISTONE H4 





>gi_70771_pir HSZM4 histone H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028^pir S60475. 

histone H4 - garden pea >gi_217 95__emb_CAA24 924_ (X00043) ' histone 
H4 [Triticum aestivum] >gi__166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi 168499 (M36659) histo 1 



Seq. No. 47641 

Gene No. 101368 

Start 3892 

Name OJ000204_17 . 0323 . C5 . o2 . gs 

Start 3892 

GI none 
Exons 



Seq. ID OJ000204 17. 0323. C5 



Strand 
End 

Method 

End 

Score 



+ 

10392 
GENSCAN 
10327 
.85 



3892. .4054/ 4703. .4781, 5651. .5832, 5957. .6050/ 6169. 
6300. .6391, 6518. . 6608, 7623. .7683, 7942. .7992, 8081. 



.6216, 
.8154, 



8269. .8341, 9008. .9073, 9290. .9322, 9408. .9460, 9535.. 9748, 
9837.. 9920, 10000 .. 10098 , 10223.. 10327 



49329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47641 

101368 

3892 

OJ000204_17.0323.C5.o2.gp 
5896 

11179 1.R1084 



OJ000204_17.0323.C5 
+ 

10392 
AAT/GAP 
10332 
2393 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
5896. .6050/ 6169. .6216, 6300.. 6391, 6518.. 6608, 7623.. 7683, 
7773. .7850, 79-42. .7992, 8081. .8154, 8269. .8341, 8725.-8782, 
8886.. 8932, 9008.. 9073, 9290.. '9322, 9408.. 9460, 9535.. 9610, 
9692.. 9748, 9837. .9920, 10000 .. 10098 , 10223. .10332 
1 2117937/pir | IJC4785 0.0e+00 UTP--glucose-l-phosphate 
uridylyltransferase (EC 2.7.7.9) - barley 

>gi_1212996_emb_CAA62689_ (X91347) UDP-glucose pyrophosphorylase 
[ Horde um vulgare] 1 



47641 Seq. ID 

101368 Strand 
3892 End 
OJ000204_17.0323.C5.o2.np Method 
5974 End 
6136111 Score 

5974. .6050, 6169. .6216, 6300. .6391, 

7773. .7850, 7942. .7992, 8081. .8154, 

8886..8932, 9008. .9073, 9290. .9322, 
9692. .9748, 



65 
82 
94 



6169. .6216, 6300 
7942..7992, 8081 
9008. .9073, 9290 
9837. .9920, 10000 .. 10098 , 
UTP — GLUC0SE-1-PH0SPHATE URIDYL YLTRANS 
PYROPHOSPHORYLASE) (UDPGP) (UGPASE) gi 
UT P- -glucose- 1 -phosphate uridylyl trans 
barley gi | 1212996 | emb | CAA62 68 9 | (X9134 
pyrophosphorylase [Hordeum vulgare] 



OJ000204_17.0323.C5 
+ 

10392 
AAT/NAP 
10392 
1529 

18.. 6608, 7623.. 7683, 
69. .8341, 8725. .8782, 
08. .9460, 9535. .9610, 
10223.. 10392 
FERASE (UDP-GLUCOSE 
I 2117937 |pir | IJC4785 
f erase, (EC 2.7.7.9) - 
7) UDP-glucose 



47641 

101369 

852 

OJ000204_17.0323.C5.o2.tc 

819 

none 

819. .1097, 846. .1097, 886. 



Seq. ID OJ000204 17. 0323. C5 



Strand 
End 

Method 
End 
Score 
,1098 



1160 

TBLASTX: Cress 

1098 

159 



Seq. No. 47641 Seq. ID 

Gene No. 101369 Strand 

Start 852 End 

Name OJ000204_17 . 0323 . C5 . o2 . tm Method 

Start 840 End 

GI none Score 

Exons 840. .1034,' 840. .1097, 886. .1098 



OJ000204JL7.0323.C5 
1160 

TBLASTX: Maize 

1098 

272 



Seq. No. 47641 Seq. ID 

Gene No. 101369 Strand 

Start 852 End 

Name OJ000204_17 . 0323 . C5 . o2 . ts Method 

Start 840 End 

GI none Score 

Exons 840. .1097, 849. .1097, 886. .1098 



OJ000204_17.0323.C5 
1160 

TBLASTX: Soybean 

1098 

160 



Seq. No, 



47641 



Seq. ID OJ000204_17.0323.C5 



49330 




Gene No. 


101369 


Strand 


- 


Start 


852 


End 


1160 


Name 


OJ000204 17 . 0323 . C5 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


846 


End 


1098 


GI 


none 


Score 


282 


Exons 


846. .1097, 849. .1097, 886. 


. 1098 




Seq. No. 


- 47641 


Seq. ID ' 


OJ000204 17.0323 




101369 


Strand 




Start 


852 


End 


1160 


Name 


OJ000204 17.0323.C5.ol.np 


Method 


AAT/NAP 


Start 


852 


End 


1160 


GI 


122106 


Score 


523 


Exons 


852. .1160 






GI Descrip. 


HISTONE H4 gi | 7077 1 | pir | | HSZM4 histone 


H4 - maize 



gi|81642|pir| IS06904 histone H4 - Arabidopsis thaliana 
gi|2119028|pir| IS60475 histone H4 - garden pea 

gi|21795|emb|CAA24 924| (X00043) histone H4 [Triticum aestivum-] 
gi | 166740 (M17132) histone H4 [Arabidopsis thaliana] gi- 1 166742 
(M17133) histone H4 [Arabidopsis thaliana] gi|168499 (M36659) 
histone H4 (H4C13) [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47641 

10137 

5901 

OJ000 

5901 

none 

5901. 

6166. 

6572. 

7621. 

7938. 

8269. 

8885. 

9251. 

9524. 

9689. 

9837. 

10220 



0 



204 17.0323.C5.ol.tm 



Seq. ID OJ000204_17.0323.C5 
Strand 



End 

Method 

End 

Score 



10332 
TBLASTX: 
10328 
76 



.5933, 

.6228, 

.6610, 

.7683, 

.7988, 

.8337, 

.8935, 

.9325, 

.9610, ■ 

.9763, 

. 9920, 

. .10327 



5917. 
6294. 
6573. 
7767. 
7939. 
8270. 
8887. 
9266. 
9525. 
9689. 
9862. 
, 102 



.6048 
.6335 
. 6611 
.7856 
.7992 
.8341 
.8934 
. 9325 
. 9611 
.9766 
.9936 
21. .1 



5940. 
6298. 
6585. 
7767. 
8071. 
8284 . 
8984 . 
9405. 
9530. 
9814. 
9985. 
0328, 1 



.6050, 5950. .6048 
.6390, 6346. .6390 
.6656, 7620. 
.7844, 7771. 
.8154, 8072. 
.8343, 8719. 
.9073, 8995. 
.9461, 9407. 
.9613, 9567. 
.9927', 9830. 
.10113, 9988 
0223. .10327 



Maize 



6166. .6216, 
6517. .6609, 



7682, 7620.. 7682, 

7854, 7772.. 7855, 

8155, 8079.. 8156, 

8790, 8721.. 8789, 

9081, 8996. .9094, 

9463, 9408. .9461, 

9614, 9673.-97.47, 

9916, 9836.-9928, 
.10098, 10177. .10326/ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47641 
101370 
5901 
OJ0002 
6166 
none 
6166. . 
7620. . 
7938. . 
8269. . 
8885. . 
9283. . 
9689. . 
9985. . 



04 17.0323.C5.ol.ts 



6234, 
7682, 
7997, 
8346, 
8935, 
9324, 
9763, 
10113, 



6167. . 
7621. . 
7939. . 
8270. . 
8887. . 
9407. . 
9689. . 
10162 



6214 
7683 
7992 
8341 
8934 
9463 
9757 
. .10 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6310.. 6396, 652 
7767.-7868, 776 
8071. .8151, 807 
8355, 871 
9075, 899 
9461, 952 
9916, 983 



8281 
8995 
9408 
9836 



9J000204_17.0323.C5 
10332 

TBLASTX: Soybean 

10332 

66 

6. .6603, 6585. .6608, 
7. .7841, 7775.-7855, 
2. .8155, 8078. .8155, 
9. .8790, 8724. .8789, 
6.. 9094, 9266.. 9325, 
4. .9610, 9530. .9613, 
7. .9920, 9981. .10100, 



332, 10223.. 10327 



Seq. No. 



47641 



Seq. ID OJ000204_17.0323.C5 



49331 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



101370 Strand 

5901 End 

OJ000204_17 . 0323 . C5 . o3 . tc Method 

6520 End 

none Score 



10332 

TBLASTX: Cress 

8790 

86 



6520. .6603, 7621. .7683, 7623.-7682, 7624. .7683, 7767. .7856, 

7767.. 7844,. 7775.. 7855, 7938.. 7988, 7939.. .7992, 8071.. 8151, 

8072. .8155,. 8078. .8155, 8269.. 8346, 8270.. 8341, tfl'3': '. 8766, 
8758.. 8790 * 



Seq. No. 


A 1 C A 1 

4 / o4 1 




Seq. ID 


OJ000204 


17 . 0323 . Co 


Gene No. 


T C\ 1 OTA 

101370 




Strand 






Start 


c o n t 

5901 




End 


10332 




Name 


OJ000204 17 . 0323 . C5 . o2 . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


7935 




End 


9319 




GI 


none 




Score 


94 




Exons 


*7935. .7991, 7938. .8018, 


7939. 


.7992, 8071. .8154, 


8072. .8155 




8269. .8340, 8270. .8341, 


8275. 


.8343, 8689. .8781, 


8690. .8782 




8719. .8790, 8724. .8786, 


8881. 


.8931, 8885..8935, 


8887. .8934 




8995. .9069, 8996. .9094, 


9266. 


.9319 






Seq. No. 


47641 




Seq. ID 


OJ000204 


_17.0323.C5 


Gene No. 


101370. 




Strand 






Start 


5901 




End 


10332. 




Name 


OJ000204 17.0323.C5.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


9289 




End 


10327 




GI 


none 




Score 


60 




Exons 


9289. .9324, 9290. .9325, 


9407. 


.9469, 9408. .9461, 


9410. . 9463 




9524. .9610, 9531. .9611, 


9535. 


.9612, 9536.. 9613, 


9673. .9744 




9689. .9763, 9689. .9757, 


9836. 


.9916, 9837.. 9920, 


9837. .9938 




9981. .10100, 9985. .10113, 9988. .10101, 


10192. .10326, 




10220. .10327, 10223.. 10327 








Seq. No. 


47642 




Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101371 




Strand 


+ 




Start 


1 




End 


437 




Name 


OJ0002.04 17.0323.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


437 




GI 


11179 1.R1084 




Score 


617 




Exons 


1..53, 161. .437 












f 2117937/pir | IJC4785 0. 


0e+00 


UTP — glucose- 1 -phosphate 




uridylyl transferase (EC 


: 2.7.7 


.9) - barley 






>gi 1212996 emb CAA62689 (X91347) UDP-glucose 


pyrophospho: 




[Hordeum vulgar e] ' 










Seq. No. 


47642 




Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101372 




Strand 


+ 




Start 


6648 




End 


7244 




Name 


OJ000204 17.0323.C6.o2. 


gs 


Method 


GENSCAN 




Start 


6648 




End 


7244 




GI 


none 




Score 


.97 




Exons 


6648. .7244 










Seq. No. 


47642 




Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101373 




Strand 


+ 




Start 


9076 




End 


12932 




Name 


OJ000204 17.0323.C6.o3. 


gs 


Method 


GENSCAN 





49332 



Start 
GI 

Exons 



9076 End 12402 

none Score .78 

9076.. 9331, 10101. .10288, 11037 .. 11120, 11221 . ; 11373, 

11560. . 11736, 12006. . 12073, 12306.. 12402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47642 Seq. ID 

101373 Strand 

9076 End 

OJ000204_17.0323.C6.o4.gp Method 

9079 End 

uC-osflcypl75d09bl Score 
9079. .9331, 10155. .10288, 10389 10452, 10560. .10636 

'4262242/gb|AAD14535| 9.0e-47 (AC006200) NADC homolog 
[Arabidopsis thaliana] ' 



OJ000204_17.0323.C6 
+ 

12932 * . 
AAT/GAP 
10636 
980 



Seq. ID OJ000204_17.0323.C6 
Strand + 
End 12932 
Method AAT/NAP 
End 12399 
Score 1004 
10155. .10288, 10389. .10452, 10560. .10642, 
11120, 11221. .11373, 11560. .11736, 12006 .. 12073 , 
12399 



47642 
101373 
9076 

.OJ000204JL7.0323.C6.o5.np 
9139 
7024457 
9139. . 9331, 
11037 
12306 



(AB0384 94) quinolinate phosphoribosyltransf erase [Nicotiana 
tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47642 
-101373 
9076 

OJ000204_17.0323.C6.o5.gp 
11570 

6680_1.R1084 

11570. .11736, 12006. . 12073, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

12932 
AAT/GAP 
12932 
1364 



17. 0323. C6 



12306. .12438, 12513. .12932 



'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



47642 

101374 

453 

OJ000204_17.0323.C6.ol.gs 

453 

none 

453.-647, 1305-. .1359, 1685. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17.0323.C6 

6289 
GENSCAN 
6289 
.57 



1743, 2079. .2214, 2676. .2752, 



3004. .3135, 5498. .5775, 5811. .6153, 6185. .6289 



.,£eq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



47642 

101374 

453 

OJ000204 

947 

none 



17.0323.C6.o2.gp 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



OJ000204_17.0323 .C6 

6289 
AAT/GAP 
1935 
1034 



947. .1359, 1685. .1743, 1852. .1935 



Seq. No. 
Gene No. 
Start 



47642 

101374 

453 



Seq. ID 

Strand 

End 



OJ000204 17. 0323. C6 



6289 



49333 



Name OJ000204_17 . 0323 . C6 . ol . np Method AAT/NAP 

Start 1691 End 4490 

GI 1871177 Score 514 

Exons 1691. .1992, 2079. .2214, 2676. .2752, 3004. .3124, 3820. .3971, 

4396. .4490 

GI Descrip. (U90439) unknown protein [Arabidopsis thaliana] 



Seq. No. 47642 

Gene No. 101374 

Start 453 

Name OJ000204_17 . 0323 . C6 . o3 . gp 

Start 3168 

GI none 

Exons 3168.. 3594 



Seq. ID OJ000204_17.0323.C6 
Strand 

End 6289 

Method AAT/GAP 

End 3594 

Score 850 



OJ000204_17.0323.C6 

8366 
AAT/NAP 
8366 
204 



Seq. No. 47642 Seq. ID 

Gene No. 101375 Strand 

Start 8247 End 

Name 0 J000204_17 . 0323 . C6 . o2 . np Method 

Start 8247 End 

GI 131350 Score 

Exons 8247. .8366 

GI Descrip. PHOTOSYSTEM II REACTION CENTER J PROTEIN gi | 7272 1 | pir | | F2RZ J 
photosystem II protein psbJ - rice chloroplast 

gi I 12001 |emb|CAA33962 | (X15901) ORF40; pot. PSII component ^ 
• [Oryza sativa] gi | 226622 | prf || 1603356AV photosystem II component 
[Oryza sativa] 



OJ000204_17.0323.C6 

8609 
AAT/NAP 
8609 
198 



Seq. No. 47642 Seq. ID 

Gene No. 101376 Strand 

Start 8496 End 

Name OJ000204_17 . 0323 . C6 . o3 . np Method 

Start 8496 End 

GI 131368 Score 

Exons. 8496. .8609 

GI Descrip. PHOTOSYSTEM II REACTION CENTER L PROTEIN (PSII 5 KD PROTEIN) 
- gi I 72696 |.pir | | F2RZL photosystem II protein psbL - rice 
chloroplast gi | 72697 | pir | | F2WTL photosystem II protein psbL - 
wheat chloroplast gi | 824 4 7 | pir | | S04 064 photosystem II protein 
psbL - barley chloroplast gi | 82559 | pir | | S03193 photosystem II 
protein psbL - rye chloroplast gi I 4 83158 | pir | | C4 8310 photosystem 
I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47642 

101377 

8635 

OJ000204 

1191 

none 



17.0323.C6.o2.tm 



Seq. ID OJ000204_17.0323.C6 
Strand 
End 

Method 
End 
Score 

1191. .1361, 1285. .1362, 1669. .1752, 1685. .1744, 1852. .1998, 
1852. .1998, 2067. .2183, 2067. .2183, 2074. .2184 



9016 

TBLASTX: Maize 

2184 

81 



Seq. No. 47642 Seq. ID 

Gene No. 101377 Strand 

Start 8635 End 

Name OJ000204_17 . 0323 . C6 . o2 . ts Method 

Start 1906 End 



OJ000204_17.0323.C6 
9016 

TBLASTX: Soybean 
2256 



49334 




GI 


none 








Score 


66 




Exons • 


1906. . 1992, 


1940 


. . 1996, 


2052 . 


.2237, 2067.. 2210, 


2080. .2256 


Seq. No". 


47642 








Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204_17 


. 0323 


. C6 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3005 








End 


A 1 A /" 

3136 




GI 


none 








Score 


157 




Exons 


A A A C "51*5/" 

3005 . . 3136, 


A A A T 

3007 


A i o c 

. . 3135 










Seq. No. 


47642 








Seq. ID 


/~\ T r\ A A A A /I 

OJ000204 


*1 A AAA -- ) f 

17 . 0323 . C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204_17 


. 0323 


.C6.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8233 








End 


8525 




GI 


none 








Score 


262 




Exons 


a A a A o / n o 

8233 . .84 33, 


O A A f 

8236 


O A A A 

. .84 33, 


O O A o 

8238 . 


.8435, 8< 


472. .8525, 


O / T5 O C A A 

84 73. . 8523 


Seq. . No. 


47642 








Seq. ID 


OJ000204 


1 A A A A A /■" 

17 . 0323 . C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204_17 


. 0323 


. C6 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


8242 








End 


8525 




GI 


none 








Score 


364 




Exons 


8242 . .8457, 


8242 


. .8496, 


8457 . 


.8525, 8458.-8523, 


8459 . . 8524 


Seq. No. 


47642 








Seq. ID 


OJ000204 


_17 . 0323 . C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204_17 


. 0323 


.C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8477 








End 


8841 




GI 


none 








Score 


582 




Exons 


8477 . . 8836, 


8477 


. . 8836, 


8478 . 


.8837, 8479. .8841, 


O Jl A A oaao 

8479 . .8838 


Seq. No. 


47642 








Seq. ID 


OJ000204 


1 A A -A A A /""> f 

17 . 0323 . C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204_17 


.0323 


.C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


8564 








End 


8851 




GI 


none 








Score 


74 




Exons 


8564 . . 8617, 


8565 


. .8621, 


8565 . 


.8621, 8566. .8622, 


8566 . . 8622, 




8623 . . 8751, 


8624 


. . 8752, 


8625 . 


.8753, 8755. .8838, 


8759 . .8851, 




8759. . 8836 














Seq. No. 


47642 








Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101377 








Strand 






Start 


8635 








End 


9016 




Name 


OJ000204 17 


.0323 


.C6.o4. 


np 


Method 


AAT/NAP 




Start 


8635 








End 


9016 




GI 


224159 








Score 


245 




Exons 


8635. .9016 














GI Descrip. 


cytochrome b559 


[Spinacia oleracea] 






Seq. No. 


47642 








Seq. ID 


OJ000204 


_17.0323.C6 


Gene No. 


101378 








Strand 






Start 


9220 . 








End 


11634 





49335 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000204_17.0323.C6.o2. tc Method TBLASTX : Cress 

9220 End 11084 

none Score 116 

9220. .9333, 9258.-9323, 10151 102 91, 10153 102 90, 

10377. .10448, 10382 .. 104 68 , 10383 .. 10454 , 10387 10479, 

10558. . 10653, 10559 .. 10654 , 11040. .11084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204 17. 0323. C6 



47642 - . 

101378 
9220 

OJ000204_17.0323.C6.ol.ts 
9253 
none 

9253. .9333, 9258. .9332, 10123 .. 10290, 10154 .. 10291 , 
10157. .10294, 10383. .10454, 10388 10453, 10555 .. 10632, 
10559. .10636 



11634 

TBLASTX: Soybean 

10636 

114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47642 
101378 
9220 

OJ000204_17.0323.C6.o3. tm 
10391 



End 

Method 
End 

none Score 
10391. .10453, 10392. .10454, 10558 .. 10611, 10559 .. 10600, 
11049. .11123, 11049. .11123, 1118 6 .. 11374 , 11220 . .-11384 , 
11221. .11382,,. 11557. .11601, 11587.. 11634 



Seq. ID OJ000204_17.0323.C6 
Strand 

11634 

TBLASTX: Maize 
11634 
118 



Seq. No. 47642 Seq. ID 

Gene No. 101378 Strand 

Start 9220 End 

Name OJ000204JL7 . 0323 . C6 . o3 . t s Method 

Start 11034 End 

GI none Score 

Exons 11034. .11123, 11075 11122, 11220 11345, 11220 
11221. .11358,: 11221.. 11358 



OJ000204 17. 0323. C6 



11634 

TBLASTX : Soybean 
11358 
128 

11345, 



Seq. No. 47642 

Gene No. 101379 

Start 11557 

Name OJ000204_17 . 0323 . C6 . o4 . ts 

Start 11557 

GI none 

Exons 11557. .11736, 11619 .. 11735, 
12256. .124 05, 12300. .124 04 



• Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000204_17.0323.C6 
12405 

TBLASTX: Soybean 

12405 

233 



12003. . 12071, 12005. . 12073, 



Seq. No. 47643 Seq. ID 
Gene No. 101380 Strand 
Start 377 • End- 
Name OJ000204_17.0323.C7.ol.gs . Method 
Start 377 End 
GI ■ none Score 
Exons 377.. 418, 437.. 451 



OJ000204_17.0323.C7 
+ 

451 

GENSCAN 
451 
. 66 



Seq. No. 
Gene No. 
Start 
Name 



47643 Seq. ID 

101381 Strand 

1823 End 

OJ000204_17 .0323.C7 .o2.gs Method 

49336 



OJ000204_17.0323.C7 

2440 
GENSCAN 



Start 1823 End 2329 

GI none Score .58 

Exons 1823.. 2329 



Seq. No. 


47643 








Seq. ID 


OJ000204_17 . 0323 


.C7 


Gene No. 


101381 








Strand 






Start 


1823 








End 


2440 




Name 


OJ000204_17 


. 0323 


,C7.ol. 


tm 


Method 


"TBLASTX : Maize 




Start 


2135 








End 


24 40 




GI 


none 








Score 


286 




Exons 


2135. .2182, 


2243 


. .2440, 


2244 . 


.2438 






Seq. No. 


47643 








Seq. ID 


OJ000204_17.0323 


.C7 


Gene No. 


101381 








Strand 






Start 


1823 








End 


2440 




Name 


OJ000204 17 


.0323 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2249 








End 


2440 




GI 


none 








Score 


200 




Exons 


2249. .2440, 


2250 


. .2438 











Seq. No. 47644 Seq. ID 

Gene No. 101382 Strand 

Start 4961 End 

Name OJ000204_17 . 0323 . C8 . o3 . gs Method 

Start - 4961 End 

GI none - Score 

Exons 4961.. 5032, 5226.. 5402, 6748.. 6855, 6945.. 7166 



OJ000204_17.0323.C8 
+ 

7221 
GENSCAN 
7166 
. 98 " 



Seq. No. 47644 *■ Seq. ID OJ000204_17 . 0323 . C8 

Gene No. 101382 Strand + 

Start 4961 End 7221 

Name OJ000204_17 . 0323 . C8 . ol . gp Method AAT/GAP 

Start 5294 End 5402 

GI 572498 Score 172 

Exons 5294. .5402 

GI Descrip. 3128181 2.0e-23 (AC004521) unknown protein [Arabidopsis 

thaliana] ' , . 



17.0323.C8.ol.np 



Seq. No. 47644 

Gene No. 101382 

Start 4961 

Name OJ000204 

Start 5343 

GI 7486425 

Exons 5343.. 5402, 

GI Descrip. hypothetical protein F4I1 
gi I 3128181 1 gb | AAC16085 . 1 1 
[Arabidopsis thaliana] 



6748. .6855, 



6945. 
17 



Seq. -ID 
Strand 
End 

Method 
End 
Score 
.7181 

- Arabidopsis 



OJ000204_ 
+ 

7221 
AAT/NAP 
7181 
334 



17. 0323. C8 



thaliana 



(AC004521) unknown protein 



Seq. No. 47644 Seq. ID 

Gene No. 101382 Strand 

Start 4961 End 

Name OJ000204_17 . 0323 . C8 . o2 . gp Method 

Start 6748 End 

GI 572498 Score 

Exons 6748.-6855, 6945.. 7184 

GI Descrip. 3128181 2.0e-23 (AC004521) unknown protein [Arabidopsis 



OJ000204_17.0323.C8 
+ 

7221 
AAT/GAP 
7184 
562 



49337 



thaliana] 



Seq. No. 


47644 






Seq. ID 


OJ000204 


_17.0323. 


,C8 


Gene No. 


101382 






Strand ' 


+ 






otart 


4 y Dl 






End 


7221 






Name 




.C8 


. o3 . gp 


Method 


AAT/GAP 






Start 


CI A O 

o / 4 o 






End 


7221 






GI 


o / ^4 






Score 


597 






Exons 


b/4o. .boob, Dy4o 


. .7221 










GI Descrip. 


jlzolol z.Ue-zo 


(AC004521) 


unknown protein [Arabidopsis 






thaliana] 














beq. No. 


/l T £T A A 
4 / 0 4 4 






Seq. ID 


OJ000204 


17 . 0323 . 


C8 


Gene No. 


IU1 Jo j 






Strand 


+ 






Start 


/ y lo 






End 


10872 






Name 


UJUUUzU4 1 / . Uo^j 


. C8 , 


. o4 . gs 


Method 


GENSCAN 






Start 


/ y lo 






End 


10569 






GI 


none 






Score 


1 






Exons 


7918. .10569 














Seq. No. 


4 / 64 4 






Seq. ID 


OJ000204 


_17 . 0323 . 


C8 


Gene No. 


101383 






Strand 


+ 






Start 


7 918 






End 


10872 






Name 


OJ000z04 1/.0323 


. C8 . 


. o4 . gp 


Method 


AAT/GAP 






Start 


94 67 






End 


9752 






GI 


4714700 






Score 


471 






Exons 


9467. .9752 














Seq. No. 


A 1 C A A 

4 / o4 4 






Seq. ID 


OJ000204 


17 . 0323 . 


C8 


Gene No . 


lOlooJ 






Strand 


+ 






Start 


/ y lo 






End 


10872 






Name 


UJUUUZU4 l/.UozJ 


. C8 , 


. o5 . gp 


Method 


AAT/GAP 






Start 


y / 4 j 






End 


10173 






GI 


o o c\ i f\ c r* 

zouiuby 






Score 


729 






Exons 


9743. . 10173 














beq. no. 


A 1 C A A 

4 / o4 4 






Seq. ID 


OJ000204 


_17.0323. 


C8 


Gene No . 


1U1 Jo3 






Strand 


4- ■ 






Start 


/ y i o 






End 


10872 






Name 


OJUUUZ04 l/.U3z3 


.C8. 


. 06 . gp 


Method 


AAT/GAP 






btart. 


1 U 1 4 / 






End 


10872 






GI 


/I "7 1 /IT A1 

.4 /14 J 01 






Score 


1319.. 






Exons 


10147. . 10872' 














Seq. No. 


47644 






Seq. ID 


OJ000204 


_17.0323. 


C8 


Gene No . 


101384 






Strand 


+ 






.Start 


24597 






End 


29561 






Name 


OJ000204 17.0323, 


.C8. 


, o8.gs 


Method 


GENSCAN 






O L CL JL t_ 


24597 






End 


29561 






GI ' 


none 






Score 


.81 






Exons 


24597. .24666, 28022. 


.28110, 


28212. .2844 


:8, 28478 


. .28660, 






28782. .28882, 28986. 


.29038, 


29131. .29316, 29437 


. .29561 




Seq. No. 


47644 






Seq. ID 


OJ000204_ 


_17.0323. 


C8 


Gene No. 


101384 






Strand 


+ 






Start 


24597 






End 


29561 






Name 


OJ000204 17.0323. 


.C8. 


o7.gp 


Method 


AAT/GAP 







49338 



Start 
GI 

Exons 



25529 
2309860 
25529. .25870 



End 
Score 



25870 
666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47644 Seq. ID OJ000204_ 

101384 Strand + 

24597 End 29561 

OJ000204_17 . 0323 . C8 . o3 . np Method AAT/NAP 

26967 * End 29558 

4914371 Score 907 

26967. .27101, 27184 .. 27263, 27528 .. 27652, 27986. 

28212. .28324, 28510 .. 28660, 28782 .. 28882, 28986. 

29131. .29316, 29437. .29558 



17. 0323. C8 



.28110, 
.29038, 



GI Descrip. (AC007584) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000204_17.0323.C8 
+ 

337 69 
GENSCAN 
33769 
.46 



47644 Seq. ID 

101385 Strand 

■3337 6 . >: , End . 

OJ000204_17.0323.C8 .olO.gs Method 

33376 End 

none Score 
33376. .33614, 33661.. 33769 

47644 
101386 
34 7 73 .. .. 

OJ0002'04_17.0323.C8.o4 '. np 
34773 
4914371 

34773. .34801, 36663 .. 3684 4 , 36925.. 37043 
(AC007584) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000204_17.0323.C8 

Strand + 

End 42862 

Method AAT/NAP 

End 37043 

Score 193 



47644 

101386 

34773 

OJ000204_17.0323.C8.ol2.gs 

36640 

none 



Seq. ID OJ000204_17.0323.C8 

Strand + 

End 42862 

Method ,GENSCAN 

End- 42862 

Score .5 



36640. .36841, 36960 .. 37107 , 37559 .. 37670, 39954 .. 4 0115, 
42417. .42447, 42750. .42862 



Seq. No. 47644 . 

Gene No. 101386 

Start 34773 

Name OJ000204_17 . 0323 . C8 . 06 . np 

Start 39956 

GI . 7106512 

Exons 39956.. 40166 

GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 

+ ■ 

42862 

AAT/NAP 

40166 

160 



17. 0323. C8 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 47644 Seq. ID 

Gene No. 101386 Strand 

Start 34773 End 

Name OJ000204_17 . 0323 . C8 . 08 . gp Method 

Start 41916 End 

GI 428102 Score 



OJ000204_17.0323.C8 
+ 

42862 
AAT/GAP 
42325 
468 



49339 



Exons 41916. .42009, 42075.. 42325 

GI Descrip. 20254 / emb | XI 367 9 | OSHIS3PS 5.0e-16 Oryza sativa H3 histone 
pseudogene H3R-12 



Seq. No. 47644 Seq. ID 

Gene No. 101387 Strand 

Start 60 End 

Name OJ000204_17 . 0323 . C8 . ol . gs . Method 

Start 60 End 

GI none Score 

Exons 60. . 176 



OJ000204_17.0323.C8 
176 

GENSCAN 

176 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17.0323.C8 

14023 
AAT/NAP 
14023 
989 



47644 
101388 
11337 

OJ000204_17. 0323.C8.o2.np 
11337 
6598332 

11337. .11388, 12103. .12227, 
13219. .13568, 13885.. 14023 

(AC002329) putative mitochondrial phosphate translocator protein 
[Arabidopsis thaliana] 

17. 0323. C8 



12318. .12532, 13059 .. 13102 , 



47644 




Seq. ID 


OJ000204 


101389 




Strand . 




20105 




End 


20858 


OJ000204 17. 0323. C8 


. 06 . gs 


Method 


GENSCAN 


20105 




End 


20858 


none 




Score 


.96 


20105. .20127, '20774 


. .20858 






47644 




Seq. ID 


OJ000204 


101390 




Strand 




22783 




End 


23848 


OJ000204 17. 0323. C8 


. o7 . gs 


Method 


GENSCAN 


22783 




End 


23848 


none 




Score 


. .87 


22783.-22893, 23132 


. .23407, 


23548. .23621,' 23767 


47644 




Seq. ID 


OJ000204 


101391 




Strand 




30745 




End 


31337 


OJ000204 17. 0323. C8 


. o9. gs 


Method 


GENSCAN 


30745 


End 


31337 


none 




Score 


.68 


30745. .30759, 31248 


. .31337 






47644 




Seq. ID 


^OJ000204 


101392 




Strand 




34494 




End 


38378 


OJ000204 17. 0323. C8 


. o4 . tm 


Method 


TBLASTX : ] 


5357 




End 


7114 


none 




Score 


112 


5357. .5404., 6734 . . 6! 


841, 6737 


. . 6796, 6744 . .6842, 


6760.. 6855, 6942.. 7112, 6945 


. .7112, 6947. .7114 



17. 0323. C8 



Seq. No. 



47644 



Seq. ID OJ000204 17. 0323. C8 



49340 




Gene No. 101392 

..Start 34494 

Name OJ000204_17 . 0323 . C8 . o3 . 

Start 6734 

GI none 

Exons 6734.. 6850, 6745.. 6858, 
6960. .7115 

Seq. No! 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323 . C8 . o3 . 

Start 6744 

GI none 

Exons 6744.. 6857, 6745.. 6858, 

Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323 . C8 . ol . 

Start 8287 

GI none 

Exons. 8287.. 8463, 8290.. 8769, 

Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323 . C8 . o2 . 

Start 8587 

GI none 

Exons 8587.. 8820, 8589.-8855, 

Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323.C8.o9. 

.-Start 8896 

GI none 

Exons 8896.. 8997, 9064.. 9126, 

Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323.C8.o4 . 

Start 9376 

GI none 

Exons 9376..9426, 9493.. 9738, 

-Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204JL7 . 0323 . C8 . o2 . 

Start 9505 

GI none 

Exons 9505.. 9696, 9534.. 9740, 
9886. .10110 




Strand 

End 38378 
ts Method TBLASTX : Soybean 

.End 7143 
Score 68 
6747. .6854, 6945. .7112, 6958. .7143, 



Seq. ID OJ000204_17.0323.C8 
Strand 

End 38378 

tc Method TBLASTX : Cress 

End 7121 

Score 133 
6945..6986, 6996.. 7121, 6996.. 7115 

Seq. ID OJ000204_17.0323.C8 
Strand 

End" '38378 

ts Method TBLASTX : Soybean 

End 8781 

Score 600 
8301. .8510, 8544. .8753, 8737. .8781 

Seq. ID OJ000204__17. 0323.C8 
- ■ " Strand 

End 38378 

tm Method TBLASTX : Maize 

End 8988 

Score 325 
8781. .8951, 8814. .8969, 8815. .8988 

Seq. ID OJ000204_17.0323.C8 
Strand 

End 38378 

ts Method TBLASTX : Soybean 

End - ■ 9435 

Score 67 
9205.. 9354, 9376.-9435 

Seq. ID OJ000204_17.0323.C8 
Strand 

End 38378 

tc Method TBLASTX : Cress 

End 9828 

Score ,54 
9495.. 9740, 9787.. 9828 

Seq. ID OJ000204_17.0323.C8 
Strand 

End 38378 

ts Method TBLASTX : Soybean 

End 10110 

Score 190 
9697.. 9828, 9801.. 9836, 9834.. 10109, 



49341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47644 
101392 
34494 
OJ000204 
10290 
none 



17.0323.C8.o7.ts 



38378 

TBLASTX : Soybean 
10569 
153 

10290. .10412, 10291. .10419, 10477 .. 10569, 10480 .. 10557 



Seq. ID OJ000204__17.0323.C8 
Strand 
End 

Method 
End 
Score 



47644 
101392 
34494 

OJ000204_17.0323.C8.ol.tc 
12102 



none 
12102. 
13060. 
13381. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 17. 0323. C8 



38378 

TBLASTX: Cress 
13998 
72 

12528, 
13392, 

13572, 13398. .13571, 13882.. 13998 



.12227, 12106. .12228, 12318 12530 , 12343. 
.13110, 13070. .13096, 13218 .. 13382 , 13219. 



Seq. No. 47644 ' Seq. ID 

Gene No. 101392 Strand 

Start 34494 End 

Name OJ000204_17 . 0323 . C8 . 06 . tm Method 

Start 12102 End 

GI none Score 
Exons 



OJ000204_17.0323.C8 
38378 

TBLASTX: Maize 

13289 

71 



12102. .12227, 12318. 
13218. .13289 



.12530, 12343. .12462, 13060 .. 13098 , 



Seq. No. 47644 

Gene No. 101392 

Start 34494 

Name OJ000204_17 . 0323 . C8 . 06 . ts 

Start 12102 

GI none 

Exons 12102. .12227, 12103 .. 12228 , 
13060. .13098, 13218. .13355, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12318. .12530, 
13219. .13356 



OJ000204 17. 0323. C8 



38378 

TBLASTX: Soybean 
13356 
58 

12337. .12528, 



Seq. No. 47644 Seq. ID 

Gene No. 101392 Strand 

Start 34494 End" 

Name OJ000204_17 . 0323 . C8 . ol . tw Method 

Start 13072 End 

GI none . . Score 

Exons 13072. .13098, 13218 .. 13382, 1321 9 .. 13392 , 13383 .. 1357 1 , 
13384. .13572 



OJ000204_17.0323.C8 
38378 

TBLASTX: Wheat 
13572 
135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



47644 

101392 

34494 

OJ000204_17 . 0323. C8 .o3.tm 

13290 

none 

13290. .13571, 13290. .13571, 
13882. .13998, 13883. .13990, 

47644 

101392 

34494 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 17. 0323. C8 



38378 

TBLASTX: Maize 
13998 
306 

13291. .13572, 132 94. .13572, 
13945. .13998 



Seq. ID OJ000204_17.0323.C8 
Strand 

End 38378 



49342 




Name 


OJ000204_17 . 0323. C8 . 


,o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


13356 




End 


13990 






GI 


none 




Score 


173 ■ 






Exons 


13356. . 13571, 13357 . 


. . 13572, 


13882. .13986, 13883 


. . 13990 




Seq. No. 


47644 




Seq. ID 


OJ000204 


_17.0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204_17 . 0323. C8 . 


,08 . ts 


Method 


TBLASTX: 


Soybean 




Start 


18663 




End 


19038 






GI 


none 




Score 


161 






Exons 


18663. . 18809, 18679. 


, . 18810, 


18849. . 18 


896, 18964 


. . 19038 




Seq. No. 


47644 




Seq. ID 


OJ000204 


_17.0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204_17 . 0323.C8 . 


, o5 . tc 


Method 


TBLASTX: 


Cress 




Start 


18669 




End 


18896 






GI 


none 




Score 


118 






Exons 


18669. . 18809, 18679. 


. 18810, 


18849. .18 


896 






Seq. No. 


47644 




Seq. ID 


OJ000204 


_17.0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204_17 . 0323. C8 . 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


18732 




End' 


19062- 






GI 


none 




Score 


132 






Exons 


18732. . 18896, 18736. 


. 18897, 


18930. .18968,- 18940 


. . 19062, 






. 19032 . . 19061 












Seq. No. 


47644 




Seq. ID 


OJ000204 


_17 . 0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204_17 . 0323. C8. 


ol . tm 


Method 


TBLASTX:: 


Maize 




Start 


27559 




End 


29027 






GI 


none 




Score 


164 






Exons 


27559. .27660, 27561. 


.27653, 


27981. .28109, 27982 


. .28110, 






27984 . .28109, 28015. 


.28146, 


28187. .28306, 28197 


. . 28340, 






28214.. 2 83 03, 2 8216. 


.28347, 


28216. .28 


353, 28344 


. .28445, 






28541 . . 28585, 28585. 


.28659, 


28586. .28 


663, 28589 


. .28663, 






28775 . . 28882, 28782. 


.28883, 


28782. .28 


880, 28808 


. . 28882, 






28 98 7.. 2 90 25, 28989. 


. 29027 










Seq. No. 


47644 




Seq. ID 


OJ000204 


_17 . 0323 


. C8 


Gene No . 


101392 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204 17 . 0323.C8 . 


p2.tc 


Method 


TBLASTX : < 


Cress 




Start 


29130 




End 


37046 






GI 


none 




Score 


158 






Exons 


29130 . .29321, 29255. 


.29320, 


29436. .29561, 29442 


. .29546, 






36667. .36846, 36969. 


.37046 










Seq. No.- 


47644 




Seq. ID 


OJ000204 


_17.0323 


.C8 


Gene No. 


101392" 




Strand 








Start 


34494 




End 


38378 






Name 


OJ000204 17. 0323. C8. 


o5 . ts 


Method 


TBLASTX:; 


Soybean 




Start 


29163 




End 


37049 







49343 




GI 


none 




Score 


145 






Exons 


29163. .29321, 29271. 


. .29327, 


29415. -.29531, 29438 


. . 29563, 






29439 .. 29564 , 36688. 


. . 36846, 


36975. .37049 






- 

Seq. No. 


47644 




Seq. ID 


OJ000204 


_17.0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




End - 


38378 






Name 


OJ000204_17 . 0323 . C8 . 


, o7 . tm 


Method 


TBLASTX :1 


Maize 




Start 


29435 




\ End 


37046 






GI 


none 




Score 


75 






Exons 


29435 .. 29503, 29436. 


.29561, 


29436. .29561, 29437 


. . 29562, 






29512 .. 29547 , 36969. 


.37046, 


36975.. 37046 






Seq. No. 


47644 




Seq. ID 


OJ00Q204 


_17.0323 


,C8 


Gene No. 


101392 




Strand 








Start 


34 4 94 




End 


38378 






Name 


OJ000204 17. 0323. C8 . 


oil . gs 


Method 


GENS CAN 






Start 


34494 




End 


36132 






GI 


none 




Score 


.59 






Exons 


34494.. 35301, 35321. 


. 36132 










Seq. No. 


47644 




Seq. ID 


OJ000204 


_17 . 0323 


.C8 


Gene No. 


101392 




Strand 








Start 


34494 




. End 


38378 






Name 


OJ000204 17. 0323. C8 . 


o5 .np 


Method 


AAT/NAP 






Start 


34574 




End 


38378 






GI 


6721547 




Score 


91 






Exons 


34574 . .34607, 38291. 


.38378 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


47645 




Seq. ID 


OJ000204_ 


_17.0323 


-C9 


Gene No. 


101393 




Strand 


+ 






Start 


339 




End 


1663 






Name 


OJ000204 17. 0323. C9. 


ol . gs 


Method 


GENS CAN 






Start 


339 




End 


1663 






GI 


none 




Score 


.56 






Exons 


339. .390, 1087. .1199 


i, 1529.. 


,1663 








Seq. No. 


47645 




Seq. ID 


OJ000204_ 


JL7.0323. 


.C9 


Gene No. 


101393 




Strand 


+ 






Start 


339 




End 


1663 






Name 


OJ000204 17. 0323. C9. 


ol.gp 


Method 


AAT/GAP 






Start 


1068 




End 


1199 






GI 


3768943 




Score 


213 






Exons 


1068. .1199 












Seq. No. 


47645 




Seq. ID 


OJ000204_ 


J.7.0323, 


.C9 


Gene No. 


101394 




Strand 








Start 


1921 




End 


3198 






Name 


OJ000204 17. 0323. C9. 


o2 . gs 


Method 


GENSCAN 






Start 


1921 




End 


3198 






GI 


none 




Score 


.78 






Exons 


1921. .3198 












Seq. No. 


47645 




Seq. ID 


OJ000204_ 


_17.0323. 


.C9 


Gene No. 


101394 




Strand 








Start 


1921 




End 


3198 







49344 




Name 


OJ000204 17 . 0323 . C9. ol . tw 


Method 


TBLASTX : Wheat 




Start 


2536 


End 


2955 




GI 


none 


Score 


184 * ' 




Exons 


2536.-2694, 2740.. 2955 








Seq. No. 


47 64 6 


Seq. ID 


OJ000204_17 .0323 


. C10 


Gene No. 


.101395 


Strand 






Start : ' 


591 


End 


1372 




Name 


OJ000204 17.0323.C10.ol.np 


Method 


AAT/NAP 




Start 


591 


End 


1372 




GI 


6002794 


Score 


1238 




Exons 


591. .1372 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


47646 


Seq. ID 


OJ000204 17.0323 


. C10 


Gene No. 


101396 


Strand 


+ 




Start 


1806 


End 


6381 




Name 


OJ000204 17.0323.C10.o2.np 


Method 


AAT/NAP 




Start 


1806 


End 


6381 




GI 


4680179 


Score 


4561 




Exons 


1806. .2862, 2965. .6381 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


47646 


Seq. ID 


OJ000204_17.0323 


.C10 


Gene No. 


101397 


Strand 


+ 




Start 


16478 


End 


16654 




Name 


OJ000204 17.0323.C10.ol.gp 


Method 


AAT/GAP 




Start 


16478 


End 


16654 




GI 


3768943 " 


Score 


306 




Exons 


16478. .16654 








Seq. No. 


47646 


Seq. ID 


OJ000204__17.0323 


.C10 


Gene No. 


101398 


Strand 






Start 


7651 


End 


15216 




Name 


OJ000204 17.0323.C10.o3.np 


Method 


AAT/NAP 




Start 


6543 - 


End 


'8387 , 




GI 


6907086 


Score 


1192 




Exons 


6543.-6883, 7035.. 7109, 7332.. 


7562, 7623. .8387 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47646 


Seq. ID 


OJ000204_17.0323 


. C10 


Gene No. 


101398 


Strand 






Start 


7651 


End 


15216 




Name 


OJ000204 17.0323.C10.o2.gs 


Method 


GENSCAN 




Start 


7651 


End-' 


15030 




GI 


none 


Score 


. 62 




Exons 


7651. .8097, 9118. .9444, 9919.. 


9989, 10569. .10980, 11569 


. .12656, 




13106. .14003, 14331. .14665, 14 


892. .15030 : 




Seq. No. 


47646 


Seq. ID 


OJ000204_17.0323 


.cio' 


Gene No. 


101398 


Strand 






Start 


7651 


End 


15216 




Name 


OJ000204 17.0323.C10.o4.np 


Method 


AAT/NAP 




Start 


9094 


End 


10112 




GI 


4680186 


Score 


210 





Exons 9094.. 9512, 10009.. 10112 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



49345 



Seq. No. 47646 Seq. ID OJ000204_17 .0323 . CIO 

Gene No. 101398 Strand 

Start 7651 End 15216 

Name OJ000204_17 . 0323 . CIO : o5 . np Method AAT/NAP 

Start 10285 End 15216 

GI 4432866 Score • 1507 

Exons 10285., 13565, 13730 14264 , 15161 . ; 15216 

GI Descrip. (AC006300) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 47646 Seq. ID 

Gene No. 101399 Strand 

Start 16450 End 

Name OJ000204_17 . 0323 . C10 . olO . tw Method 

Start 2025 End 

GI none Score 

Exons 2025.. 2402 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Wheat 

2402 

262 



Seq. No. 47646 Seq. ID 

Gene No. 101399 Strand 

Start 16450 End 

Name OJ000204_17 . 0323 . C10 . o7 . tm Method 

Start 2283 End 

GI none Score 

Exons 2283.-2684 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Maize . 

2684 

236 



Seq. No. 47646 Seq. ID 

Gene No. 101399 Strand 

Start 16450 End 

Name OJ000204_17 . 0323 . C10 . o9 . tm Method 

Start 2993 End 

GI none Score 

Exons 2993.. 3106, 2994.. 3317 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Maize 

3317 

206 



Seq. No. 


47646 








Seq. ID 


OJ000204_17.0323 


C10 


Gene No. 


101399 








Strand 






Start 


16450 








End 


16551 




Name 


OJ000204 17 


.0323 


.C10.o9 


. tw 


Method 


TBLASTX: Wheat 




Start 


2999 








End 


3398 




GI 


none 








Score 


156 




Exons 


2999. .3154, 


3000 


.3221, 


3230. 


.3349, 3234.. 3398 




Seq. No. 


47646 








Seq. ID 


OJ000204_17.0323 


C10 


Gene No. 


101399 








Strand 






Start 


16450 








End 


16551 




Name 


OJ000204 17 


.0323 


C10.O5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3546 








End 


4027 




GI 


none 








Score 


75 




Exons 


3546. .3632, 


3575 


.4027, 


3649. 


.3999, 3659.. 4018 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47646 

101399 

16450 

OJ000204 

3558 

none 



17.0323.C10.o6.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17. 0323. C10 

16551 ■ 
TBLASTX: Maize 
3844 
84 



49346 




Exons 


OCCO n /TT O 
OODO . . JoJZ , 


"3 C O "3 
JoZ J 


O O A A 

. . Jo 4 4 , 


C Q. O 
JOOO . 


. jo 4 o 








Seq. No-- 


47646 


- 






Seq. ID 


OJ000204 


_17.0323 


.C10 


Gene No. 


101399 








Strand 








Start 


lb4 bu 








bna 


lOODl 






Name 


UJUUUZU4 1 / 


. U JZo 


. LIU . O J 


. urn 


Method 




Maize 




Start 


"3 Q 1 A 

jy 14 








hna 


A A 1 A 
44 14 






GI 


none 








Score 


IRQ 

ij y 






Exons 


14 . . 4 uy j , 


4 0/9 


A A 1 /I 












Seq. No. 


A T C A <Z 
4 / 04 O 








Seq. ID 


OJ000204 


_17.0323 


.CIO 


Gene No. 


101399 








Strand 








Start 


16450 








End 


16551 






Name 


OJUUUzU4 1 / , 


. UoZ J 


. LIU . Ol , 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


o a £ o 








End 


4363 






GI 


none 








Score 


56 






Exons 


O A O ^ AAA 

o9do . . 4000, 


"D A *T O 


/i a n n 
. . 4 UUU , 


Q A O C 


.4080, 4004.. 4363, 


4004 . ..4312, 




4 lzU . . 4 Jio 
















Seq. No. 


47646 








Seq. ID 


OJ000204 


_17.0323, 


.C10 


Gene No. 


101399 








Strand 








Start 


1 o4 50 








End 


16551 






Name 


OJOUUz 04 1 / . 


A O O O 


pi A _ -J 

. C1U . O / , 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


a a i a 
4 0 / o 








End 


4372 






GI 


none 








Score 


• 369 






Exons 


40/b. . 4 o /z , 


4 U / o 




/I 1 OA 

4 ±ZU . 


.4335, 4155.. 4352 






Seq. No. 


47646 








Seq. ID 


OJ000204 


_17.0323, 


.C10 


Gene No. 


101399 








Strand 








Start 


1 b4 OU 








End 


16551 






Name 


A TAAAO A /I "IT 

OJ000Z04 1 / . 


a o o o 
. U JZ 3 


. CIO . oz . 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4 o / o 








End 


4804 






GI 


none 








Score 


601 






Exons 


4j / o. .4 / o / , 


4 o / y 


A Q C\ A 

. . 4 o U4 , 


4 JoZ . 


.4789, 4440. .4802 






Seq. No. 


47646 








Seq. ID 


OJ000204 


_17.0323, 


.C10 


Gene No. 


101399 








Strand 








Start 


lo4 5U 








End 


16551 






Name 


A TAAAA A / IT 

OJOUUz 04 1 / . 


. 03Z3 


. C10 . o4 , 


. ts 1 


Method 


TBLASTX: 


Soybean 




Start 


A O O C 

4 Job 








End 


4630 






GI 


none 








Score 


208 






Exons 


4 job . .4 ooU 
















Seq. No. 


47646 








Seq. ID 


OJ000204 


_17.0323. 


.C10 


Gene No. 


101399 








Strand 








Start 


1 b4 50 








End 


16551 . 






Name 


A TAAAOA/ it 

OJU0UZU4 1 / . 


, 0 Jz j 


O 1 A _ O 

.C10 . Oz , 


, tm 


Method 


TBLASTX: 


Maize 




Start 


A A C 1 

44 51 








End 


4814 






GI 


none 








Score . 


469 






Exons 


A A c ~y A o f\ A 

4451 . . 4oU4, 


4 4 53 


. . 4752, 


A C A O 

4 503 . 


.4814 








Seq. No. 


47646 








Seq. ID 


OJ000204 


_17.0323, 


.C10 


Gene No. 


101399 








Strand 








Start 


16450 








End 


16551 






Name 


OJ000204 17. 


0323 


■C10.O3. 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4847 








End 


5371 






GI 


none 








Score 


572 







49347" 



Exons 



4847.. 5371., 4999.. 5367 



~Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



47646 

101399 

16450 

OJ000204_17, 

50-78 

none 

5078. .5251, 



0323. CIO. ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Cress 

5395 

101 



5099.. 5251, 5252.. 5395, 5254 .-,.5379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47646 

101399 

16450 

OJ000204_17, 

5164 

none 

5164 . .5418, 



0323. C10. o2.ts 



5171. .5419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Soybean 

5419 

294 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



47646 ■ 

101399 

16450 

OJ000204_17. 

5217 

none 

5217. .5351, 



0323. C10. o4 . tm 



5219.. 5509, 5230. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5505 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Maize 

5509 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47646 

101399 

16450 

OJ000204_17, 

5378 

none 

5378. .6004, 



0323.C10.ol.tw 



5434.. 5880, 10807 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. .10917 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Wheat 

10917 

663 



«3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47646 

101399 

16450 

OJ000204_17. 

5558 

none 

5558. .5710, 
5716. .5868, 



0323. C10. ol. tm 



5561.. 5719, 5566. 
5717. .6154, 5879. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 17. 0323. C10 



16551 

TBLASTX: Maize 
6154 
221 

5712, 5715.. 5798, 5716. 
5953, 5935.. 6144, 6056. 



,5898, 
, 6154 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



47646 

101399 

16450 

OJ000204_17. 
•6004 
none 

6004 . . 6285, 



0323;C10.o6. tw 



6005.. 6337, 6167. 



Seq. ID 

Strand 

End 

Method 
End' 
Score 
.6316 



OJ000204_17. 0323. C10 
16551 ' 

TBLASTX: Wheat 

'6337 - 

379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47646 

101399 

16450 

OJ000204_17. 

6164 

none 



0323.C10.ol0. tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Maize 

6322 

193 



49348 



Exons 



6164. .6322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47646 Seq. ID 

101399 Strand 
16450 End 
OJ000204_17. 0323. CIO. o5. tm Method 

10366 . End 
none Score 



.OJ000204_17.0323.Ci0 
16551 

TBLASTX: Maize 

10738 

86 



10366. . 10698, 10375 .. 10728 , 10520. .10738 



Seq. No. 47646 Seq. ID 

Gene No. 101399 Strand 

Start 16450 End 

Name OJ000204_17 . 0323 . C10 . o3 . ts Method 

Start 10384 End 

GI none Score 

Exons 10384. .10599, 10603.. 10803 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Soybean 

10803 

118 



Seq. No. 47646 Seq. ID 

Gene No. 101399 Strand 

Start 16450 End 

Name OJ000204_17 . 0323 . C10 . 08 . tw Method 

Start 10411 End 

GI none Score 

Exons 10411. . 10797, 10505.. 10798 



OJ000204_17. 0323. C10 
16551 

TBLASTX : Wheat 

10798 

135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47646 Seq. ID 

101399 " Strand 

16450 End 

OJ000204_17 .0323. C10. o4 . tw Method 

11083 End 

none Score 



OJ000204_17. 0323. C10 
16551 

TBLASTX: Wheat 

11476 

106 



11083. .11262, 11101. .11262, 11108. 
11257. .11475, 11261. .114 7 6 



, 11269, 11244 . .11339, 



Seq. No. 47646 

Gene No. 101399 

Start 16450 

Name OJ000204_17 . 0323 . C10 . 08 

Start 11215 

GI none 

Exons 11215. .11331, 11359.. 11 

Seq. No. 47646 

Gene No. 101399 

Start 16450 

Name OJ000204_17 . 0323 ."CIO . ol 

Start 12574 ■ ; 

GI none 

Exons 12574. .127 65, '12623. .12 

Seq. No. 47646 

Gene No. 101399 

Start 16450 

Name OJ000204_17 . 0323 . C10 . o3 

Start 16450 

GI none 



Seq. ID OJ000204_17. 0323. C10 

Strand - • 

. End 16551 

.tm Method TBLASTX : Maize 

End 11721 

Score 57 
601, 11626.. 11721 

Seq. ID OJ000204_17. 0323. C10 
Strand 

End 16551 

l.tw Method TBLASTX : Wheat 

End 12960 

Score 52 
781, 12769. .12960, 12849. .12902 

Seq. ID OJ000204_17. 0323. C10 
Strand 

End 16551 

.gs Method GENSCAN 

End 16551 

Score .97 



49349 



Exons 



16450. .16551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47647 Seq. ID 

101400 Strand 

1 End 

OJ000204_17 . 0323 . CI 1 . ol . np Method 

1 End 

4914371 Score 



OJ000204_17.0323.C11 
+ 

361-2 
AAT/NAP 
2510 
799 



1..48, 123. .202, 538. .662, 756. .880, 958 1122, ' 1278 1376, 
1457. .1557, 1643. .1695, 1768. .1953, 2389. .2510 
(AC007584) unknown protein [Arabidopsis thaliana] 



47647 

101400 

1 

OJ000204_17.0323.Cll.ol.gs 

164 

none 



Seq. ID OJ000204_17.0323.C11 

Strand + 

End 3612 

Method GENSCAN 

End 3612 

Score .78 



164.. 202, 792. .880, 958.. 1176, 1218.. 1376, 1.457.. 1557, 
1643.. 1695, 1768.. 1953, 3108.. 3368, 3488.. 3612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47647 Seq. ID 

101400 Strand 

1 " End 

OJ000204_17 . 0323 . Cll . ol . gp Method 

728 End 

uC-osflcyp099al0bl Score 



OJ000204_17. 0323. Cll 
+ 

3612 
AAT/GAP 
1245 
594 



728. .880, 958. .1185, 1218. .1245 

' 4836897/gb|AAD30600. 1 |AC007369_10 1.0e-08 (AC007369) 
Hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 47647 Seq. ID 

Gene No. 101401 Strand 

Start • 6216 End 

Name OJ000204_17 . 0323 . Cll'..o2 . gs Method 

Start 6216 End 

GI none . Score 

Exons 6216.. 7309, 8005.. 8131 



OJ000204_17. 0323. Cll 
+ 

8131 
GENSCAN 
8131 
■ .65 



Seq. No. 


47647 


Seq. ID 


OJ000204_17. 0323. Cll 


Gene No. 


101401 


Strand 


+ 


Start 


6216 


End 


8131 


Name 


OJ000204 17.0323.Cll.o2.np 


■ Method 


AAT/NAP 


Start 


6297 


End 


7295 


GI 


6911845 


Score 


582 


Exons 


6297. .7295 






GI Descrip. 


(AL13864 9) sulfotransf erase 


-like protein [Arabidopsis thaliana] 


Seq. No. 


47.647 


Seq. ID 


OJ000204_17. 0323. Cll 


Gene No. 


101402 


Strand 


+ 


Start 


11685 


End 


15086 


Name 


OJ000204 17.0323.Cll.o3.np 


Method 


AAT/NAP 


Start 


11685 


End 


15086 


GI 


6598847 


Score 


189 


Exons 


11685. . 117 68, 11841. . 11961, 


1204 0. .12171, 1294 0. .13141, 




13863. .14018, 14 395. . 14 4 52, 


14495. .14533, 15059. .15086 


GI Descrip. 


(AC010795) putative DNA-directed RNA polymerase II largest 



49350 




subunit (RNA polymerase II subunit I) [Arabidopsis thaliana] 





Seq. No. 


. 47647 






Seq. ID 


OJ000204_17.0323.C11 




bene no . 


101402 






Strand 


+ 




Q -f- a v+- 


11685 






End 


15086 




Name 


OJ000204 17 


.0323.Cll.o4. 


.gs 


Method 


GENSCAN 




otart 


11685 






End 


14541 






none 






Score 


.78 




Exons 


11685. .11768, 11841. .11961, 


12040. .12164, 12878. .13141, 






13863. .14018, 14395.. 14541 








Seq. No. 


47647 






Seq. ID 


OJ000204_17.0323.C11 




Gene No . 


101403 






Strand 






o tart 


8990 






End 


11022 




Name 


OJ000204 17 


.0323.Cll.ol. 


■ ts 


Method 


TBLASTX: Soybean 




otart 


538 






End 


2513 






none 






Score 


135 




Exons 


538. .663, 539. .664, 749. 


.823 


, 751. .831 


, 827. .883, 1475. .158! 






1653. .1697, 


1767. .1964, 


1832 


..1957, 2388.. 2513 




oeq. no. 


47647 






Seq. ID 


OJ000204_17.0323.C11 




Gene No. 


101403 






Strand 






Start 


8990 






End 


11022 




Name 


OJ000204 17 


.0323.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




otart 


.569 






End 


1684 


fn 




' none 






Score 


162 




Exons 


569. .664, 571. .663, 749. 


.883 


, 751. .879 


, 752. .880, 922. .1080 






960. . 1004, 


997.. 1158, 1027.. 


1173, 1037 


..1060, 1253. .1315, 






1254. .1307, 


1310. .1372, 


1310 


. .1375, 1311. .137 9, ■ 14 56-. .1557, 


| : I 




1456. .1557, 


1457. .1558, 


1644 


. .1682, 1646. .1684 




oeq. no. 


47647 






Seq. ID 


OJ000204_17.0323.C11 


ry 


Gene No. 


101403 






Strand 






o tar t 


8990 






End 


11022 


y 


Name 


OJ000204 17 


.0323.Cll.o4. 


tm 


Method 


TBLASTX: Maize 




otart 


2382 






End 


2540 


Li, 




none 






Score 


197 


T **" ■ 


Exons 


2382. .2540, 


2384. .2512, 


2388 


. .2519 






oeq . no . 


47647 






Seq. ID 


OJ000204_17.0323.C11 




Gene No . 


101403 






Strand 






otart 


8990 






End 


11022 




Name 


OJ000204 17 


.0323.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 




otart 


6372 






End 


6608 






none 






Score 


185 




Exons 


6372. .6608, 


6404. .6607 










oeq. no. 


47647 






Seq. ID 


OJ000204_17.0323.C11 




Gene No . 


101403 






Strand 






Start 


8990 






End 


11022 




Name 


OJ000204 17 


.0323.Cll.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6389 






End 


6611 




GI 


none 






Score 


200 




Exons 


6389. . 6610, 


6390. .6611 










Seq. No. 


47647 






Seq. ID 


OJ000204_17.0323.C11 




Gene No. 


101403 






Strand 





49351 



-t2 



Start 


o n ci r\ 
8990 




End 


11022 








Name 


OJ000204_17 .0323.Cll.o2. 


. tm 


Method 


TBLASTX: 


Maize 




Start 


6707 




End 


6971 








GI 


none 




Score 


64 








Exons 


6707. .6/51, 6708. .6752, 


6761 . 


.6958, 6762.. 6971 








Seq. No. 


47647 




Seq. ID 


OJ000204 


_17 


.0323 


.Cll 


Gene No. 


101403 




Strand 


- 








Start 


o fi n 

8990 




End 


11022 








Name 


OJ000204_17 .0323.Cll.ol. 


, tc 


Method 


TBLASTX : 


Cress 




Start 


6870 




End 


7289 








GI 


none 




Score 


179 








Exons 


oo/0../14o, /176..7289 














Seq. No. 


47647 




Seq. ID 


OJ000204 


_17 


.0323 


.Cll 


Gene No. 


101403 




Strand 


- 








Start 


o n n r\ 
8990 




End 


11022 








Name 


OJ000204 17 . 0323 . Cll . o3 . 


,gs 


Method 


GEN SCAN 








Start 


8990 




End 


11022' 








GI 


none 




Score 


.64 








Exons 


8990. .9069, 9680. .9731, 


10636 


. .11022 










Seq. No. 


47648 




Seq. ID 


OJ000204 


_17, 


.0323, 


. C12 


Gene No. 


101404 




Strand 










Start 


1 




End ' 


1091 








Name 


OJ000204 17.0323.C12.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


" 1091 








GI 


6598847 




Score 


203 








Exons 


1..24, 295. .413, 655 .. 828 , <924 .. 1091 










GI Descrip. 


(AC010795) putative DNA- 


■directed RNA polymerase 


II 


largest 




subunit (RNA polymerase 


II subunit I) 


[Arabidopsis 


thaliana 


Seq. No. 


47648 




Seq. ID 


OJ000204 


_17, 


.0323, 


.C12 


Gene No. 


101404 




Strand 










Start 


1 




End 


1091 








Name 


OJ000204 17.0323.C12.ol. 


gs 


Method 


GENS CAN 








Start 


659 




End 


1064 








GI 


none 




Score 


.4 








Exons 


659. .828, 924. .1064 














Seq. No. 


47649 




Seq. ID 


OJ000214 


_17. 


.0321, 


XI 


Gene No. 


101405 




Strand 


+ 








Start 


298 




End 


1500 








Name 


OJ000214 17.0321.Cl.ol.gs 


Method 


GENSCAN 








Start 


298 




End . 


1500 








GI 


none 




Score 


..97 








Exons 


298. .852, 1060. . 1500 














Seq. No. 


47649 




Seq. ID 


OJ000214 


_17. 


,0321. 


CI 


Gene No. 


101406 




Strand 










Start 


3390 




End 


4442 








Name 


OJ000214 17.0321.Cl.o2.gs 


Method 


GENSCAN 








Start 


3390 




End 


4442 








GI 


none 




Score 


1 








Exons 


3390. . 4442 














Seq. No. 


47649 




Seq. ID 


OJ000214 


_17. 


0321. 


CI 



49352 






Gene No. 


101406 








Strand 






-Start 


3390 








End 


4442 




Name 


OJUUU214 1 / 


.0321 


.Cl.ol. 


np 


Method 


AAT/NAP 




Start 


O C 1 *3 








End 


4421 




GI 


byiio /j 








Score 


545 




Exons 


OCTO A A O 1 

35 / J . . 4 4 z 1 














GI Descrip. 


/7\T'1 "in rr r » 

(AL1 38655 ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


47649 








Seq. ID 


OJ000214_17.0321.C1 




Gene No. 


101407 








Strand 






Start 


451 J 








End 


5326 




Name 


OJ000214 17 


.0321 


.Cl.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


35 / J 








End 


3794 




GI 


none 








Score 


60 




Exons 


OCT'S Tt *7 C\ A 

3573 . . 37 94 , 


3652 


. .3771 










Seq. No. 


a i ez a c\ 

47 64 9 








•Seq. ID 


OJ000214_17.0321.C1 




Gene No. 


.101407 








Strand 






Start 


4513 








End 


5326 




Name 


^ t A A A o i yi it 

OJ000214 17 


.0321, 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3582 








End 


4277 




GI 


none 








Score 


74 




Exons 


35oz . .3845, 


3585, 


. .3917, 


3927 


..4106, 3934. .4107, 4192. .4245 






4194 . . 4241, 


'4245, 


. .4277 








\J 


Seq. No. 


47649 








Seq. ID 


OJ000214_17.0321.C1 


5. : z 


Gene No. 


101407 








Strand 




ry 


Start 


4 513 








End 


5326 




Name 


OJ000214 17 


.0321, 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 




! Start' 


O 12 A O 

3603 








End 


4277 


vJ 


GI 


none 








Score 


64 


r'i 1 


Exons 


3603 . . 4 097 , 


3627. 


. .3698, 


3745 


..4092, 3786. .3851, 4200. .4277 


s- 


Seq. No. 


47649 








Seq. ID 


OJ000214_17.0321.C1 


LJ 


Gene No. 


101407 








Strand 






otart 


A R 1 "3 
.4 513 








End 


5326 




Name 


T A A A O 1 /I 1 "7 

OJ000214 17 


.0321, 


.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


O O A *7 

3807 








End 


4277 


r ~i 


GI 


none 








Score 


71 


f "s 


Exons 


JoU / . .4103, 


3820. 


, .3960, 


4009 


..4116, 4167. .4277, 4177. .4257 




Seq. No. 


47649 








Seq. ID 


OJ000214_17.0321.C1 




Gene No. 


101407 








Strand 






Start 


4513 








End 


5326 




Name 


/~\ T A A A O 1 yl IT 

OJ000214 17 


.0321. 


.Cl.o3. 


gs 


. Method 


GENSCAN 




Start 


4 513 








End 


5326 




GI 


none 








Score 


.9 




Exons 


4513 . .4 640, 


5092. 


, .5326 










beq. no. 


4 / Dj U 








Seq. ID 


OJ000214_17.0321.C2 




Gene No. 


101408 








Strand 


+ 




Start 


1 








End 


1969 




Name 


OJ000214 17 


.0321. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


669 




GI 


6907106 








Score 


396 




Exons 


1..426, 499 


. .669 











GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 



49353 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47650 

101408 

1 

OJ000214_17 . 0321 . C2 . ol . gs 
48 

none 



Seq. ID OJ000214_17.0321.C2 

Strand + 

End 1969 

Method GENSCAN 

End 1969 

Score .51 



48. .146, 685. .771, 1338. .1477, 1495. .1645, 1689. .1713, 
1719. .1969 



Seq. No. . 47650 

Gene No. 101409 

Start 151 

Name OJ000214_17 . 0321 . C2 . ol . gp 

Start 151 

GI 6547_1.R1084 

Exons 151.. 883, 982.. 1050 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 4.0e-52 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ000214_17.0321.C2 
Strand 

End 1050 

Method AAT/GAP 

End 1050 

Score 1316 





Seq. No. 


47650 


Seq. ID 


OJ000214_17 . 0321.C2 




Gene No. 


101410 


Strand 


— 




Start 


5456 ' 


End 


6938 


\3 


Name - 


OJ000214 17.0321.C2.o2.gs 


Method 


GENSCAN 


f-B . 


Start 


5456 


End 


6938 




GI 


none 


Score 


.7 




Exons 


5456. .5514, 5918.. 6016, 6479. 


.6938 




: _ ; 


Seq. No. 


47650 


Seq. ID 


OJ000214_17 .0321.C2 


IT. 


Gene No. 


101411 


Strand 




?: : 
s U 


Start 


7878 


End 


7962 




Name 


OJ000214 17.0321.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


225 


End 


572 


i. ~S 
t z 


GI 


none 


Score 


171 




Exons 


225.-323, 226.. 435, 227.. '430, 


389. .415, 


436. .471, 517. .570, 






528.. 572, '530.. 571 






i, ^ 


Seq. No. 


47650 


Seq. ID 


OJ000214_17.0321.C2 




Gene No. 


101411 


Strand 






Start 


7878 


End 


7962 




Name 


OJ000214 17.0321.C2.o2.np 


, Method 


AAT/NAP 




Start 


7878 


End 


7962 




GI 


6721547 


Score 


82 




Exons 


7878. .7962 








GI Descrip. 


(AP001073) Similar to Oryza sativa gene 


! for Pib. (AB013448) 




Seq. No. . 


47651 


Seq. ID 


OJ000214_17.0321.C3 




Gene No. 


101412 


Strand 


+ 




Start 


2229 


End 


2989 




Name 


OJ000214 17.0321.C3.ol.gs 


Method 


GENSCAN 




Start 


2229 


End 


2989 




GI 


none 


Score 


.61 




Exons 


2229. .2989 








Seq. No. 


47651 


Seq. ID 


OJ000214_17.0321.C3 




Gene No. 


101413 


Strand 





49354 




Start 


1027 






End 


4846 




NcLIUS 


n to oo o i a m 

UJ U UUZ 1 *i 1 / 


.0321 


. C3 . ol . np 


Method 


AAT/NAP 




Of 3 v+- 

ov_ar l. 


1 097 
J. U Z I 






End 


4145 




C T 








Score 


432 




Exons 


1 097 1 04 7 
1UZ / ■ . 1 U fi / , 


2285, 


..2835, 4083 


. .4145 






ol Ucbtlip. 


/AT I -3Q q \ 
^ r\Li 1 0 O OZ) D ) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


■ 47651 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No.. 


101413 






Strand 








1 097 

J. U Z f 






bna 


4846 




Name 


n TOOO 9 1 A 17 
UJ UUUZ 1 4 1/ 


.0321. 


.C3.o4.ts 


Method 


TBLASTX : Soybean 




otaiL 


99 Q1 

zz y 1 






End 


2512 




ol 


none 






Score 


202 




Exons 


99Q1 9^19 

z z y 1 . . z o 1 z 












Seq. No. 


47651 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No. 


101413 






Strand 






OT_ cl IT U 


1 097 
1 U Z / 






End 


4846 




Name 


Pi TO O O 9 1 /I 1-7 
UJ UUUZ14 1/ 


.0321, 


,C3.ol.tm 


Method 


-.TBLASTX: Maize 




OLalL 


ZjUU 






End 


2825 




C T 


none 






Score 


86 




TP \_r s~\ r~\ c 1 


9 "300 ORC'l 
ZjUU . ./jOj, 


2303. 


.2635, 2642 


..2743, 26- 


45. .2824, 2652. .2825 


Seq. No. 


47651 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No. 


101413 






Strand 








1 097 
1 u z / 






End 


4846 




Name 


pi TO 0 O 9 1 /l 17 
U J U U U Z 1 4 1/ 


.0321. 


C3.ol . tc 


Method 


TBLASTX: Cress 




o t a jt r. 


9*39 1 
Z 1 


■ 




End 


2815 




C T 


none 






Score 


64 




T /~\ v^i c 


9^91 901 c; 

zjzi. . z 0 1 o , 


2345. 


.2416, 2499 


..2810, 2504. .2569 




Seq. No. 


47651 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No. 


101413 






Strand 






DLall 


1 097 






End 


4846 




Name 


n TO 0 0 9 1 /1 1 7 


.0321. 


C3.o3. ts 


Method 


TBLASTX: Soybean 




Q+- -3 v-|- 


Z 3 Z 0 






End 


2834 






none . 






Score 


71 




TP v t^i C 


ococ 9Q91 
z 0 z o . . Z 0 Z 1 , 


2538. 


.2678, 2727 


..2834 






Seq. No. 


47651 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No. 


101413 






Strand 






Q +- O 

OCail 


10 9 7 
1 U Z / 






End 


4846 




Name 


Pi TO 0 O O 1 /I 17 
UJ UUUZ14 1/ 


.0321. 


C3.o2.gs 


Method 


GENSCAN 




Old! L 


oft d y 






End 


4740 




ol 


none 






Score 


.87 




Exons 














C 1 rt rtr M rt. 

beq. No. 


4 / OO 1 






Seq. ID 


OJ000214_17.0321 


.C3 


Gene No. 


•101413 






Strand 






Start 


1027 






End 


4846 




Name 


OJ000214 17 


.0321. 


C3.o2.np 


Method 


AAT/NAP 




Start 


3472 






End 


4846 




GI 


4234854 






Score 


1864 




Exons 


3472. .4846 













GI Descrip. (AF082134) pol polyprotein [Zea mays] 

Seq. No. 47651 Seq. ID OJ0002 14^17 . 0321 . C3 



49355 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

. Seq. • No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



101413 
1027 

OJ000214_17, 

3511 

none 

3511. .3702, 

47651 

101413 

1027 

OJ000214_17. 
3523 ■< 
none 

3523. .3918, 

47651 

101413 

1027 

OJ000214_17. 

3526 

none 

3526. .3717, 



0321.C3.o4 .tm 



3751.. 3927, 3910 



0321.C3.o2.tw 



3689.. 3922, 3813 



0321.C3.o2.ts 



Strand 
End 

Method 
End 
Score 
.3969 



4846 

TBLASTX: Maize 

3969 

55 



Seq. ID OJ00ff2"14_17.0321.C3 
Strand 

484 6 

TBLASTX: Wheat 
3926 
118 



End 

Method 
End 
Score 
.3926 



Seq. ID OJ000214_17.0321.C3 
Strand 

End 4846 : 

Method TBLASTX : Soybean 

End 4092 

Score 60 



3706. .3897, 3800.. 3901, 3910.. 4092 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47651 

101413 

1027 

OJ000214JL7. 

3982 

none 

3982. .4278, 



0321.C3.o2 . tm 



3983. .4138, 4252, 



Seq. ID OJ000214_17.0321.C3 
Strand 

End 4846 ■ 

Method TBLASTX : Mai ze 

End 4413 

Score 126 
.4413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47651 

101413 

1027 

OJ000214_17, 

4078 

none 

4078. .4527, 

47651 

101413 

1027 

OJ000214_17, 

4414 

none 

4414. .4515, 



0321.C3.ol.tw 



Seq. ID OJ000214_17.0321.C3 
Strand 

End 4846 

Method TBLASTX : Wheat 

End 4842 

■ Score 154 
4082. .4528, 4504. .4839, 4511. .4840, 4513. .'4842 



Seq. ID OJ000214_17.0321.C3 
Strand 

End 4846 

Method TBLASTX: Maize 

End 4840 

Score 136 
.4840 



0321.C3.o3.tm 



4549. .4839, 4550. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47651 ' " 

101413 

1027 

OJ000214_17. 

4429 

none 

4429. .4461, 



0321.C3.ol. ts 



Seq. ID OJ000214_17 .0321 .C3 
Strand 

End 4846 

Method TBLASTX : Soybean 

End 4821 

Score 117 



4474. .4746, 4474. .4821, 4538. .4804 



Seq. No. 
Gene No. 



47651 
101413 



Seq. ID OJ000214_17.0321.C3 
Strand 



49356 



Start 
Name 
Start 
GI 

Exons 



1027 End 
OJ000214_17.. 0321 . C3 . o2 . tc Method 
4 639 End 

none * Score 
4639. .4845 



4846 

TBLASTX: Cress 

4845 

184 



Seq. Nq.- 47652 
Gene No. 101414 
Start ' 1 - 

Name OJ000214_17 . 0321 . C4 . ol . np 

Start 1 
GI 7489738 
Exons 1..1956, 1990.. 2166 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 



Seq. ID OJ00.0214__17.0321.C4 

Strand - 

End 2166 

Method AAT/NAP 

End 2166 

Score 2078 



Seq. No. 


47652 






Seq. ID 


OJ000214_17.0321.C4 


bene csio . 


i 'ni a~\ a 

1 U 1 4 1 4 






Strand 




btart: 


1 
1 






End 


zloo 


Name 


OJUUUz 14 


1 / . U Jzl . C4 . oz 


. ts 


Method 


TBLASTX : Soybean 


otart 


Z Z 






bna 


a r\o 
4 Do 


C T 
b± 


none 






Score 


/ / 


Exons 


zz . . l yo , 


iy y . . 4uo , zz f 


a r\ c 
. . 4 (J O 






Seq. No. 


47652 






Seq. ID 


OJ000214_17.0321.C4 


Gene No . 


i Hi / 1 y| 






Strand 




otart 


1 






End 


2166 


Name 


OJUUUZ14 


I / . UoZ 1 . C4 . Ol 


. tw 


Method 


TBLASTX : Wheat 


C 4- -i v 4- 

otart 


ZD 






End 


O *7 




none 






Score 




Exons 


ZD . . IZd, 


CIA TO/1 1 rt 

bU . . 1Z4 , 10 J . 


. 4U8 , 


IOC o o c 

lzb . . 385 , 


448.. 687, 449.. 673 


Seq. No. 


47652 






Seq. ID 


OJ000214_17.0321.C4 


Gene No. 


101414 






Strand 




Start 


1 






End 


2166 


Name 


OJ000214 


17.0321.C4.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


28 






End 


408 


GI 


none 






Score 


123 


Exons 


28. . 195, 


208. .408 








Seq. No. 


47652 






Seq. ID 


OJ000214_JL7.0321.C4 


Gene No. 


101414 






Strand 




Start 


1 ' 






End 


2166 


Name 


OJ000214 


17.0321.C4.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


214 






End 


672 


GI 


none 






Score 


80 


Exons 


214. .399, 


236. .397, 44J 


3. .672 






Seq. No. 


47652 






Seq. ID 


OJ000214_17.0321.C4 


Gene No. 


101414 






Strand 




Start 


1 






End 


2166 


Name 


OJ000214 


17.0321.C4.pl, 


. ts 


Method 


TBLASTX: Soybean 


Start 


463 






End 


849 


GI - 


none 






Score 


122 


Exons 


463. .849, 


632. .838 









49357 





Seq. No. 


47652 






Seq, ID 


OJ000214 


_17.0321 


.C4 




Gene No. 


101414 






Strand 










Start 


1 






End 


2166 








Name 


OJ000214 17.0321 


.C4.o2 


. tw 


Method 


TBLASTX : 


Wheat 






Start 


706 






End 


1143 








GI 


none 






Score 


51 








Exons 


706. .876, 722. .844, 946. .1143 










Seq. No. 


47652 






Seq. ID 


OJ000214 


_17.0321 


.C4 




Gene No. 


101414 






Strand 










Start 


1 






End 


2166 








Name 


OJ000214 17.0321 


.C4.ol 


.tm 


Method 


TBLASTX: 


Maize 






Start 


1063 






End 


2074 








GI 


none 






Score 


50 








Exons 


1063. .1128, 1169 


. .1219 


, 1324 


..1455, 1343. .1384, 


1465. .2073, 






1496. .2074 
















Seq. No. 


47653 






Seq. ID 


OJ000214 


_17 . 0321 


. C5 




Gene No. 


101415 






Strand 


■ + 








Start 


3173 






End 


3304 








Name 


OJ000214 17.0321 


.C5.o2 


.gs 


Method 


GENSCAN 








Start 


3173 . 






End 


3304 








GI 


none 






Score 


99 








Exons 


3173. .3304 














?-?*r 


Seq. No. 


47653 






Seq. ID 


OJ000214 


_17 . 0321 


. C5 


i. : ; 


Gene No. 


101416 






Strand 








; b? 


Start 


255 






End 


554 






f : ~ , 


Name 


OJ000214 17.0321 


.C5.ol 


. gs 


Method 


GENSCAN 






ty 


Start 


255 






End 


554 








GI 


none 






Score 


.58 






pi = 


Exons 


255. .554 
















Seq. No. 


47654 






Seq. ID 


OJ000214 


17 . 0321 


.C6 




Gene No. 


101417 






Strand 


+ 








Start 


474 






End 


3185 








Name ■ 


OJ000214 17.0321 


.C6.ol 


.gs 


Method 


GENSCAN 








Start 


474 






End 


3142 








GI 


none 






Score 


.58 








Exons 


474 . .3142 
















Seq. No. 


47654 






Seq. ID 


OJ000214 


_17.0321 


.C6 




Gene No. 


101417 






Strand 


+ 








Start 


474 






End 


3185 








Name 


OJ000214 17.0321 


.C6.ol 


.np 


Method 


AAT/NAP 








Start 


. 474 






End 


3185 








. GI 


4680203 






Score 


1655 








Exons 


474. .2048, 2091. 


.2183, 


2337. . 


.2567, 2844, .3050, 


3124. .311 


35 




GI Descrip. 


(AF114171) TNP2-: 


like protein 


[Sorghum 


bicolor] 








Seq. No. 


47654 






Seq. ID 


OJ000214 


_17.0321 


.C6 




Gene No. 


101417 






Strand 


+ 








Start 


474 






End 


3185 








Name 


OJ000214 17.0321 


.C6.o3. 


. tw 


Method 


TBLASTX: 


Wheat 






Start 


828 






End 


1379 








GI 


none 






Score 


218 








Exons 


828.. 1226, 1067. 


.1228, 


1274 . . 


1369, 1275. .1379 







49358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 

101417 

474 

OJ000214_17. 

1107 

none 

1107. . 1226, 



0321.C6.ol.ts 



1108.. 1227, 1109. 



Seq. ID OJ000214_17.--0321.C6 

Strand - + 

End 3185 

Method TBLASTX : Soybean 

End 1526 

Score 126 

.1228, 1277. .1522, 1278. .1526 



Seq. -No. 47654 

Gene No. 101417 

Start 474 

Name OJ000214_17 . 0321 . C6 . ol . tc 

Start 1274 

GI none 

Exons 1274.. 1411, 1275.. 1604, 144* 



Seq. ID OJ000214_17.0321.C6 

Strand + 

End 3185 

Method TBLASTX : Cress 

End 1604 

Score 312 

.1507, 1458. .1562, 1529. .1603 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 

101417 

474 

OJ000214_17, 

1392 

none 

1392. .1445, 
• 1551. .1667, 



0321.C6.o2.tw 



1400. .1435, 1446. 
1555.. 1653, 1559. 



Seq. ID 
Strand 
.End 
Method 
End 
Score 

.1550, 1457 
.1729, 1670 



OJ000214_17.0321.C6 
+ 

3185 

TBLASTX: Wheat 
1858 
54 

1543, 1542.. 1652, 
1858, 1698.. 1853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 

101417 

474 

OJ000214_17. 

1449 

none 

1449. .1694, 



0321.C6.ol. tm 



1499. .1690, 1698. 



Seq. ID OJ000214_17.0321.C6 

Strand + 

.End 3185 

Method TBLASTX : Mai ze 

End 1892 

Score 229 
.1892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 

101417 

474 

OJ000214_17. 

1727 

none 

1727. .1882, 



0321.C6.o2.ts 



1728. .1961 



Seq. ID OJ000214_17.0321.C6 

Strand + " . 

End 3185 

Method TBLASTX : Soybean 

End 1961 

Score 250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 

101417 

474 

OJ000214_17. 

2100 

none 

2100. .2330, 



0321.C6.o4 .tw 



Seq. ID OJ000214_17.0321.C6 

Strand + 

End 3185 

Method TBLASTX : Wheat 

End . 2450 

Score 183 



2129. .2329, 2366. .2449, 2367. .2450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47654 
101417 
4.7 4 

OJ000214_17. 

2106 

none 

2106. .2252, 



0321.C6.o3.tm 



2135.. 2242, 2259. 



Seq. ID OJ000214_17.0321.C6 

Strand + 

End 3185 

Method TBLASTX: Maize 

End 2321 

Score 166 
.2321 



49359 



Seq. No." 


47654 


Seq. ID 


OJ000214_17. 0321. C6 


/*s y~\ /-s M /*\ 


1U141 / 


Of v-a n/H 

ot r ana 


T 


otarc 


A *7 A 


kna 


. jIOj 


Name 


UJUUUZ14 1 / - U JZ 1 . LO . OZ . tlu 


Method. 


i dJjAo i a . LYiai ze 


OLdlL 




n»na 


Z O 4 J 




none 


Score 


9 QQ 

z y y 


Exons 


^ J JO . . ZOft J, /1J / J . . ZD Jl/ ZOO/. 


. z 0 O 0 




oeq . InO . 


47654 


Seq. ID 


0700091 4 17 0^91 Pfi 
\JO U U UZ 1 4 1 / . U J^l . bO 


Gene No. 


101417 


Strand 


+ — 


Start 


474 


End 


3185 


Name 


OJ000214 17.0321.C6.ol.gp 


Method 


r\c\ 1 / o-rt.tr 




2439 


End 


"^0 R n 
jUjU 




5002953 


Score 


£1 1 
0 1 1 


Exons 


2439. .2570, 2829. .3050 






o± uescnp. 


4680203/gb|AAD27566.1 IAF114171 7 1 . Oe- 


*3Q / 7\ TT1 1/11 71 \ r PMD9_1 -i 
J? IHE 1141 / I ) ILNr/Z llKe 




protein [Sorghum bicolor] 






Seq. No. 


47654 


Seq. ID 


OJ000214_17.0321.C6 


bene lno . 


101417 


Strand 


x 

T 


otart 


474 


End 


jloO 


Name 


OJ000214 17.0321.C6.ol. tw 


Method 


i niiAo i a : wne a t 


btart 


2454 


End 


9 Q Q £ 

z y y o 




none 


Score 


A GI 

4 y l 


Exons 


2454. .2996, 2498. .2944 






Seq. No. 


47654 


Seq. ID 


OJ000214_17.0321.C6 


Gene No . 


101417 


Strand 


+ 


Of 2 V-+- 


474 


End 


jIoj 


Name 


OJ000214 17.0321.C6.o2. tc 


Method 


i hS-LAo i a : Lre s s 


otart 


2741 


End 


JUDO 


bl 


none 


Score 


9 n q 
zu y 


Exons 


2741. .2944, 2745. .2996, 3015. 


.3056 




Seq. No. 


47655 


Seq. ID 


OJ000214_17.0321.C7 


Gene No.. 


101418 • 


Strang ... 


.. + ■ 


Of a r-+- 


1 


End 


JJ / / 


Name 


OJ000214 17.0321.C7.ol.np 


Method 


7\7\(T1 / K77\ O 

• Art.1 / NAr 


Q f- -a 

otart 


1 


End 


9 /I Q 
Z 4 y 


bl 


5042454 


Score 


Q 1 
0 1 


HjXons 


1..59, 192. .249 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


• 

sat lva J 


Seq. No. 


47655 


Seq. ID 


OJ000214_17.0321.C7 


Gene No. 


101418 


Strand 


+ 


Of -i y>f 

otart 


1 


End 


JJ / / 


Name 


OJ000214 17.0321.C7.o2.np 


Method 


7\ 7\ m /mtv n 

AA1 /NAr 


Of vf 

otart 


1 


End 


/ C /TO 

4 0 bo 


GI 


5042454 


Score 


4384 


Exons 


1..59, 298. .412, 468. .2180, 2i 


813. .3423 


, 4106. .4278, 4515. .4568 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


47655 


Seq. ID 


OJ000214_17 .0321.C7 


Gene No. 


101418 


Strand 


+ 


Start 


1 


End 


5577 


Name 


OJ000214 17.0321.C7.o3.np 


Method 


AAT/NAP 



49360 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ex'ons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



758 End 4568 

5042454 Score 3736 

758.. '2180, 2813.. 3423, 4106.. 4278, 4515... 4568 

(AC007789) putative polyprotein [Oryza sativa] 



47655 
101418 .. 
1 

OJ000214_17.0321.C7.o5.np 
1387 
4680203 
1387. .1410, 4735. .5463 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000214_17.0321.C7 

Strand + 

End 5577 

Method AAT/NAP 

End 5463 

Score 361 



47655 Seq. ID 

101418 Strand 
1 ' End 
OJ000214_17 . 0321 . C7 . o4 . np Method 

2001 : " End 

6742729 Score 
2001. .2019, 4699. .4964 

(AF121139) RIM2 protein [Oryza sativa] 



OJ000214_17.0321.C7 
+ 

5577 
AAT/NAP 
4964 
132 



47655 Seq. ID 

101418 Strand 

1 End 

OJ000214_17 . 0321 . C7 . ol . gp Method 

4719 End 

5002953 . Score 

'4719.. 4916, 5396.. 5577 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



OJ000214_17.0321.C7 
+ 

5577 
AAT/GAP 
5577 
639 



47655 

101419 

5997 

OJ00.021.4_l 7 . 032 1 . C7 . o2 . tw 

1143 

none 

1143. .1190, 1197. .1295, 1214, 



Seq. ID OJ000214_17.0321.C7 

Strand + 

End 6965 

Method TBLASTX : Wheat 

End 1535' 

Score 58 

.1294, 1262. .1423, 1278. .1535 



Seq. No. 47655 Seq. ID 

Gene No. 101419 Strand 

Start 5997 End 

Name OJ000214_17 . 0321 . C7 . ol . tm Method 

Start 1148 End 

GI none Score 

Exons 1148.. 1432, 1185.. 1433 



OJ000214_17.0321.C7 
+ 

6965 

TBLASTX: Maize 

1433 

193 



Seq. No. 47655 Seq. ID 

Gene No. 101419 Strand 

Start 5997 End 

Name OJ000214_17 . 0321 . C7 . o2 . tm Method 

Start 2038 End 

GI none Score 

Exons 2038.. 2181, 2043.. 2177 



OJ000214_17.0321.C7 
+ 

6965 

TBLASTX: Maize 

2181 

180 



49361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47655 

101419 

5997 

OJ000214JL7 . 0321 . C7 . ol . tw 

4699 

none 



Seq. ID OJ000214_17.0321.C7 

Strand + 

End 6965 

Method TBLASTX : Wheat 

End 5352 

Score 110 



4699. .4854, 4719. ..4850, 4858. .5049, 4893. .5033, 5038. .5085, 
5089.. 5130, 5092.. 5130, 5160 .. 5231 , -5161 .. 5259, 5260.. 5352 



47655 
101419 
5997 

OJ000214_17.0321.C7.o6.np 
5997 
1911490 
5997. .6654, 6940. .6965 

(S80905) Conl=salivary concanavalin-A binding protein (exon 3} 
[human, peripheral blood leukocytes, subject "R.S.", Peptide 
Partial Mutant, 382 aa] [Homo sapiens] 



Seq. ID OJ000214_17.0321.C7 

Strand + 

End 6965 

Method AAT/NAP 

End 6965 

Score 195 



47656 

101420 

2036 

OJ000214_17.0321.C8.ol.gs 

2036 

none 



Seq. ID OJ000214_17.0321.C8 

Strand + 

End 5369 

Method GENSCAN 

End 5253 

Score .54. 



2036. .2165, 2254. .2924, 3065. .3526, 3608. .4440, 4523. .4693, 
4860. .5031, 5137. .5253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. ID OJ000214_17.0321.C8 

Strand + 

End 5369 

Method AAT/GAP 

End 5369 

Score 762 



47656 ' 
101420 
2036 

OJ000214_17.0321.C8.ol.gp 
4849 

LIB34 31-001-P1-N1-B5 
4849. .5031,- 5137. .5369 

M680203/gb|AAD27566.1|AF114171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



47656 

101421 

5869 

OJ000214_17 . 0321 . C8 . o2 . gs 
5869 
none • 
5869. .5974 



Seq. ID OJ000214_17.0321.C8 
Strand 

End 597 4 

Method GENSCAN 

End 5974 

Score .75 



Seq. No. 47657 

Gene No. 101422 

Start 1 

Name OJ0002 14_17 . 0321 . C9 . ol . np 

Start 1 

GI 6911873 

Exons 1..200, 1432.. 1467 

GI Descrip. (AL138655) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000214_17.0321.C9 

Strand + 

End 1467 

Method AAT/NAP 

End 1467 

Score 156 



Seq. No. 



47657 



Seq. ID OJ000214_17.0321.C9 



49362 





Gene No. 


101423 






Strand 


+ 






a qi n 








D zf 0 D 




Name 


Pt Tnnno i yi 1 7 


n *5 o i 
. U 3Z 1 


. o^ . gs 


Method 






C -(- -J y~4- 


fi y i u 






bna 


Q a c: 
0 y DO 




P T 


none 






Score 


. 0 J 




U 1 v /"\ t™i e? 














o e q . in o . 


4 7 (T c 7 








PiTfinnSMd 17 0^91 PQ 






101424 






Strand 


+ ~~ 




Start 


6042 






End 


10303 




Name 


OJ000214 17 


.0321 


C9.ol.gp * 


Method 


AAT/GAP 




o car u 


6042 






End 


6289 




P T 


3761181 






Score 


450 




Exons 


6042. .6289 












\j± uescrip. 


4521193/dbj 


IAB013450.1IAB013450 1.0e-99 Oryza sativa DNA, 






similar sequence 


to Pib gene 








O a NT /"\ 

o e q . ln o . 


47657 






Seq. ID 


OJ000214_17.0321.C9 




bene wo. 


101424 






Strand 


+ 






6042 






End 


10303 




Name 


OJ000214 17 


.0321. 


C9.o2.np 


Method 


AAT/NAP 




Start 


6186 






End 


10303 




P T 


7106512 






Score 


1075 




Exons 


6186. .6246, 


6319. 


.6981, 7242. 


.7963, 8022.. 8127, 8320.. 8828, ' 


%J 


■ 


8872. .9137, 


9568. 


.9633, 9764. 


.9967, 10279. .10303 


f'Ti 


GI Descrip. 


(AP001278) 


EST C98429 (E0138) 


corresponds to a region of the 


fi I 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


47657 






Seq. ID 


OJ000214JL7 .0321. C9 


w 


Gene No. 


101424 






Strand 


+ 




Dtail 


6042 






End 


10303 




Name 


OJ000214 17 


.0321. 


C9.o4.gs 


Method 


GENSCAN 


1 y 




7667 






End 


9185 


s 


P T 


none 






Score 


.49 


T, _ E 


U 1 v r~"\ o 


7667. .7805, 


8383. 


.9185 








Seq. No. 


47657 






Seq. ID 


OJ000214_17.0321.C9 




Gene No. 


101425 






Strand 






O Lai L 


6354 






End 


7285 




Name 


OJ000214 17 


.0321. 


C9.o3.gs 


Method 


GENSCAN 




OLdiL 


6354 






End 


7285 




P T 
bl 


none 






Score 


-72 






6354. .6608, 


6798. 


.7068, 7125. 


.7285 






oeq . wo . 


47657 






Seq. ID 


OJ000214_17.0321.C9 




Gene No. 


101426 






Strand 






Start 


. 9380 






End 


9731 




Name 


OJ000214 17 


.0321. 


C9.ol. tm 


Method 


TBLASTX : Maize 




btart 


3 






End 


5767 




P T 


none 






Score 


170 




Exons 


3. .191, 6.. 


194, 5075. .5107, 5107. .5160 


, 5111. .5158, 5245. .5418, 






5246. .5425, 


5327. 


.5428, 5435. 


.5767, 5507.. 5758 




Seq. No. 


47657 






Seq. ID 


OJ000214_17.0321.C9 




Gene No. 


101426 






Strand 






Start 


9380 






End 


9731 




Name 


OJ000214 17 


.0321. 


C9.o2. ts 


Method 


TBLASTX : Soybean 



49363 




Start 


3 




End 


d 1 1 y 






GI 


none 




Score 


i y / 






Exons 


3. .203, 5. .124, 5558. .5779 










Seq. No. 


47657 




Seq. ID 


OJ000214 


_17.0321 


.C9 


Gene No. 


101426 




Strand 








otart 


9380 




End 


9731 






Name 


OJ000214 17.0321.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


' 12 




End 


5749 






GI 


none 




Score 


110 






Exons 


12. .173, 78. .149, 5075. 


.5152, 


5255.-5749, 5260. 


.5571, 5654. 


Seq. No. 


47657 




Seq. ID 


OJ000214 


_17.0321 


.C9 


Gene No. 


101426 




Strand 








Start 


9380 




End 


9731 






Name 


OJ000214 17.0321.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5075 




End 


5545 






GI 


none 




SCore 


140 






Exons 


5075.. 5185, 5095.. 5175, 


5236. 


.5343, 5249.. 5545V 


5392. .5532 


Seq. No. 


47657 




Seq. ID 


OJ000214 


_17.0321 


.C9 


Gene No. 


101426 




Strand 


- 






Start 


9380 




End 


9731 






Name 


OJ000214 17.0321.C9.o5. 


gs 


Method 


GENSCAN 






Start 


9380 




End 


9731 






GI 


none 




Score 


.74 






Exons 














Seq. No. 


47657 




Seq. ID 


OJ000214 


_17.0321 


.C9 


Gene No. 


101426 




Strand 


- 






Start 


9380 




End 


9731 






Name 


OJ000214 17.0321.C9.o3. 


np 


Method 


AAT/NAP 






Start 


9579 




End 


9731 






GI 


7106513 




Score 


262 






Exons 


9579.. '9731 












GI Descrip. 


l/iruu f o ) nypOLner.xcaj- 


protein [Oryza 


sativa] 






Seq. No. 


47658 




Seq. ID 


OJ000214 


_17.0321 


.C10 


Gene No. 


101427 




Strand 


+ 






Start 


1 




End 


821 






Name 


OJ000214 17. 0321. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


821 






GI 


7248395 




Score 


949 






Exons 


1 ccr\ ccio ooi 

i . . obi), byy . . o^l 












GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47658 




Seq. ID 


OJ000214 


_17.0321 


.C10 


Gene No. 


101427 




Strand 


+ 






Start 


1 




End 


821 






Name 


OJ000214 17. 0321. C10. ol 


.gs- 


Method 


GENSCAN 






Start 


130 




End 


677 






GI 


none 




Score 


. 68 






Exons 


130. .175, 181. .677 












Seq. No. 


47659 




Seq. ID 


OJ000214 


__17.0321 


.Cll 


Gene No. 


101428 




Strand 


+ 






Start 


2249 




End 


5335 







49364 




Name 


UJUUUZ 14 1 / , 


. U J Z 1 


. ci i . oz . gp 


Metnoa 






Start 


zz4 y 








JOJJ 




GI 


none 






Score 


lUoZ 




Exons 


z^4 y . . z Joi , 


A o Q A 

4 yy4 


. . Jo 








Seq. No. 


4 / boy 






beq. lu 


UJUUU^14 l/.Uo^l. 


pi i 


cene jno . 


101429 






Strand 






Start 


1 






End 


67 




Name 


OJ000214 17, 


,0321 


.Cll.ol.gp 


Method 


AAT/GAP 




b tart 


1 






End 


67 




GI 


2312838 






Score 


87 




Exons 


1. .67 












GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 






4-coumarate- 


-CoA 


ligase gene, 


intron 1, 


partial sequence 




O « « XT _ 

beq. no. 


47659 






Seq. ID 


OJ000214_17.0321. 


Cll 


Gene No. 


101430 






Strand 






Start 


1032 






End 


54 4 9 




Name 


OJ000214 17, 


, 0321 


. Cll . ol . gs 


Method 


GENSCAN 




Start 


1032 






End 


5444 




GI 


none 






Score 


.42 




Exons 


1032 . .1198, 


■1204 


. . 13,33, 184 6. 


.1938, 2374. .2576, 3093. .3359, 




4090 . .4163, 


4405 


. . 45^29, 5418 . 


. 5444 






Seq. No. 


47659 






Seq. ID 


OJ000214_17.0321. 


Cll 


'feene No. 


101430 






Strand 






Start 


1032 






End 


5449 




Name 


OJ000214 17. 


0321 


. Cll . o2 . tm 


Method 


TBLASTX: Maize 




Start 


4891 






End 


5095 




GI 


none 






Score 


275 




Exons 


4891. .5094, 


4892 


..5092, 4892. 


.5095, 4893.. 5093 




Seq. No. 


47659 






Seq. ID 


OJ000214_17 .0321. 


Cll 


Gene No. 


101430 






Strand 






Start 


1032 






End 


5449 




Name . 


OJ000214 17. 


0321 


.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


5165 






End 


54 4 9 




GI 


none 






Score 


49 




Exons 


5165. .5203, 


5167 


..5205, 5201. 


.5449, 5203. .5448, 5210. .5449 


beq. no. 


47660 






Seq. ID 


OJ000214_17.0321. 


C12 


Gene No . 


101431 






Strand 


+ 




Start 


14 6 






End 


706 




Name 


OJ000214 17. 


0321 


.C12.ol.np 


Method 


AAT/NAP 




C4- v--|- 

b tart 


146 . 






End 


706 




GI 


7106512 






Score 


635 




Exons 


146. .706 ... 












GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


47660 






Seq. ID 


OJ000214_17.0321. 


C12 


Gene No. 


101431 






Strand 


+ 




Start 


146 






End 


706 




Name 


OJ000214 17. 


0321 


■C12.ol.gs 


Method 


GENSCAN 




Start 


209 






End 


680 




GI 


none 






Score 


1 




Exons 


209. . 680 













49365 



oeq . ino . 


47661 




Seq. ID 


OJ000214 


_17 


.0321 


.C13 


Gene No. 


101432 




Strand 










Start 


642 




End 


709 








Name 


OJ000214 17.0321.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


642 




End 


709 










5816518 




Score 


118 








Exons 


642. .7.09 














GI Descrip. 


4521193/dbj I AB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib 


gene 












Seq. No. 


47662 




Seq. ID 


OJ000214 


_17 


.0321 


.C16 


Gene No . 


101433 




Strand 


+ 








Start 


3595 




End 


A O 1 A 








Name 


OJ000214 17 . 0321 . C16 . o2 


,gs 


Method 


GENSCAN 








Start 


3595 




End 


A O O A 

4224 








r~< ~r 

bl 


none 




Score 


o 
. o 








Exons 


3595. .3718, 4091. .4224 












*; 


Seq. No. 


47662 




Seq. ID 


OJ000214 


_17 


.0321, 


.C16 


Gene No. 


101434 




Strand 


+ 








Start 


7138 




End 


738 6 








Name 


OJ000214 17 . 032 1 . C16 . o4 


.gs 


Method 


GENSCAN 








Start 


7138 




End 


738 6 








bl 


none 




Score 


. 69 








Exons 


<-» -i "\ Ci TOO/" 

7138 . .7386 














Seq. No. 


47662 




Seq. ID 


OJ000214 


_17 


.0321\ 


.C16 


Gene No . 


101435 




Strand 










Start 


O O O *D 

2333 




End 


2/10 








Name 


OJ000214 17 . 0321 . C16 . Ol 


.gs 


Method 


GENSCAN 








Start 


2333 




End 


2710 








GI 


none 




Score 


. 61 








Exons 


2 333. .2/10 














Seq. No. 


47662 




Seq. ID 


OJ000214 


_17 


.0321. 


.C16 


Gene No . 


101436 




Strand 










otarr 


4 011 




End 


/"/"CO 

DDOO 








Name 


OJ000214 17 . 0321 . C16 . ol 


.np 


Method 


AAT/NAP 








Start 


4011 




End 


4 928 








bl 


5803270 




Score 


393 








Exons 


4011.. 4108, 45 97.. 4 92 8 














bl Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47662 




Seq. ID 


OJO.00214^ 


_17 


.0321, 


,C16 


Gene No . 


101436 




Strand 










Start 


4011 




End 


6658 








Name . . 


OJ000'214 17-.0321.C16.o3, 


.gs 


Method 


GENSCAN 








Start 


4760 




End 


6658 








GI 


none 




Score 


.57 








Exons 


4760. .5177, 6612. .6658 














Seq. No. 


47662 




Seq. ID 


OJ000214_ 


_17 


.0321, 


,C16 


Gene No.' 


101437 




Strand 










Start 


6865 




End 


8737 








Name 


OJ000214 17.0321.C16.o2, 


.np 


Method 


AAT/NAP 








Start 


6865 




End 


8737 









49366 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852093 Score 

6865.. 6964, 8612.. 8737 

(AL117264) zwhl6.1 [Oryza sativa] 



80 



47663 

101438 

87 

OJ000214_17.032i;C17.ol;gs 
87 

none 



87. .801, 887. .1083, 1599. .1834, 2117 



Seq. ID OJ000214_17.0321.C17 

Strand + 

End 2968 

Method GEN SCAN 

End 2959 

Score . 78 
2959 



a a? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47663 
101438 
87 

OJ000214_17. 0321.C17 .ol.np 
483 

7485017 
483. .801, 887 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1087, 1603.. 1708, 1757, 



OJ000214JL7.0321 .C17 
+ 

2968 
AAT/NAP 
2466 ' 
738 

.1834, '2117 . .2466 



hypothetical protein - Arabidopsis thaliana 
gi|2244878|emb|CAB10299.1| (Z97338) pl40mDia like protein 
[Arabidopsis thaliana] gi | 7268266 | emb | CAB78562 . 1 | (AL161540) 
pl40mDia like protein [Arabidopsis thaliana] 



OJ000214_17.0321.C17 
+ 

2968 
AAT/NAP 
2968 
272 



47663 Seq. ID 

101438 Strand 
87 <: End 
OJ000214_17 . 0321 . C17 . o2 . np Method 
2588 End 
7485197 Score 
2588.. 2968 

hypothetical protein - Arabidopsis thaliana 
gi |2244877| emb | CAB10298 . 1 | (Z97338) hypothetical protein 
[Arabidopsis thaliana] gi | 7268265 | emb | CAB78561 . 1 | (AL161540) 
hypothetical protein [Arabidopsis thaliana] 

47663 Seq. ID OJ000214_17 . 032 1 . C17 

101439 Strand - 

1 End 10963 

OJ000214_17.0321.C17 ,o4 .np Method AAT/NAP 

1 End 10963 

4885183 Score 62 

1..18, 5003.. 5169, 7228.. 7293, 7692.. 7789, 7981.. 8076, 

8884. .9029, 10909. .10963 

diaphanous 1 gi | 6225268 | sp | 060610 | DIA1_HUMAN DIAPHANOUS PROTEIN 
HOMOLOG 1 gi | 2947238 (AF051782) diaphanous 1 [Homo sapiens] 

47663 Seq. ID OJ00'0214_17 . 0321 . C17 

101439 Strand 

1 End 10963 

OJ000214_17 . 0321 . C17 . o3 . ts Method TBLASTX : Soybean 

644 End 1819 

none Score 34 

644. .661, 649. .684, 665. .802, 682. .801, 885. .926, 886. .945, 
987.. 1097, 1592.. 1819, 1594.. 1818 



Seq. No. 



47663 



Seq. ID OJ000214_17.0321.C17 



49367 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



101439 Strand 
1 End 
OJ000214_17 . 0321 . C17 . o4 . tm Method 
990 . End 

none ' Score 

990. .1085, 998. .1087, 1607. .1852 



10963 

TBLASTX: Maize 

1852 

105 



47663 

101439 

1 

OJ000214_17.0321.C17.ol. tc 

1697 

none 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method TBLASTX : Cress 

End 2335 

Score 130 



1697. .1852, 2087. .2335, 2119. .2334 



3SF 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



47663 

101439 

1 

OJ000214_17 .0321.C17 .o3. tm 

2102 

none 



47663 

101439 

1 

OJ000214_17 .0321.C17.ol.ts 

2114 

none 



Seq. ID OJ000214__17.0321.C17 
Strand 

End 10963 

Method TBLASTX: Maize ' 

End * 2269 

Score 236 



2102. .2269, 2102. .2254, 2116. .2268 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method TBLASTX : Soybean 

End 2587 

Score 354 



2114. .2374, 2116. .2355, 2372. .2587, 2446. .2583 



Seq. No. 47663 

Gene No. 101439 

Start 1 

Name OJ000214_17 . 0321 . C17 . o2 . tm 

Start 2272 

GI none 
Exons 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method TBLASTX : Mai ze 

End 2653 

Score 133 



2272. .2364, 2273 .. 2392, 2345 .. 2653, 2446. .2640 



Seq. No. 47663 
Gene No. 101439 
Start 1 

Name OJ000214_17 . 0321 . C17 . ol . gp 

Start 4272 
GI 7629_1.R1084 
Exons 4272.. 4767, 5003.. 5357 

GI- Descrip. 1 2130105/pir | | S53521 5.0e-30 histone H2A type 2 (clone wcH2A-4) 
- wheat >gi_536892_dbj_BAA07278_ (D38089) protein H2A [Triticum 
aestivum] >gi_5368 96_dbj_BAA07280_ (D38091) protein H2A 
[Triticum aestivum] 1 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method AAT/GAP 

End 5357 

Score' 1558 



Seq. No. 47663 

Gene No. 101439 

Start 1 

Name OJ000214_17 . 0321 . C17 . o2 . ts 

Start 4537 

GI none 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method TBLASTX : Soybean 

End 7824 

Score 109 



49368 



Exons 



4537. .4770, 4595. .4792, 4600. .4764, 5003. .5167, 5042. .5119, 
5064. .5192, 7188. .7409, 7195. .7365, 7299. .7409, 7722. .7799, 
7750. -782.4 



Seq. No. 47663 - Seq. ID 

Gene No. 101439 Strand 

Start 1 End 

Name OJ000214_17 . 0321 . C17 . o2 . gs Method 

Start 4549 End 

GI none Score 

Exons 4549.. 4767, 5003.. 5191 



OJ000214_17.0321.C17 

10963 
GENS CAN 
5191 
.95 



Seq. No. 


47663 








Seq. ID 


OJ000214 


_17.0321.C17 


Gene No. 


101439 








Strand 






Start 


1 








End 


10963 




Name 


OJ000214 17, 


.0321. 


■C17.ol. 


.tm 


Method 


TBLASTX : 


Maize 


Start 


4595 








End 


7824 




GI 


none ; 








Score 


222 




Exons 


" 459*5. .4768, 


4 600'. 


. . 4764, 


5003. 


.5191, 5042. .5119, 


5064. .5192, 




7153. .7365, 


7185. 


. .7409, 


7299. 


.7409, 7722. .7799, 


7743. .7799, 




7750. .7824 















Seq. No. 


47663 










Seq. ID 


OJ000214 


_17.0321.C17 


Gene No. 


101439 










Strand 






Start 


1 










End 


10963 




Name 


OJ000214 


_17, 


.0321 


.C17.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


459.5 










End 


7824 




GI 


none 










Score 


169 




Exons 


4595. .47 


68, 


4600 


. .4764, 


5042. 


.5119, 5064. .5192, 


7192. .7365, 




7200. .74 


09, 


7299 


. .7409, 


7722. 


.7799, 7750. .7824 




Seq. No. 


47663 










Seq. ID 


OJ000214 


_17.0321.C17 


Gene No. 


101439 










Strand 






Start 


1 










End 


10963 




Name 


OJ000214 


_17, 


.0321 


-C17.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4645 . 










End 


7824 




GI 


none 










Score 


165 




Exons 


4645. .47 


64, 


4646 


. .4768, 


5003. 


.5191, 5042. .5119, 


5088. .5141, 




7284. .74 


09, 


7285 


. .7365, 


7299. 


.7409, 7722. .7799, 


7743. .7799, 




7750. .78 


24 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47663 
' 101439 
1 

OJ000214_17.0321.C17.o3.gs 
7188 
none 



Seq. ID OJ000214_17.0321.C17 

Strand - 

End 10963 

Method GENSCAN 

End 9081 

Score .93 . 

7188. .7406, 7683. .7908, 8561. .8590, 8828. .8908, 8985. .9081 



47663 

101439 

1 

OJ000214_17.0321.C17 .o3.np 

7191 

7439702 

7191. .7406, 7683. .7871 
histone H2A (clone TH254) - 



Seq. ID OJ000214_17.0321.C17 
Strand 

End 10963 

Method AAT/NAP 

End 7871 

Score 629 

wheat gi | 1154954 | emb | CAA64 356 . 1 | 



49369 




(X94693) histone H2A [Triticum aestivum] 



Seq. No.. 


47663 




Seq. ID 


OJ000214_17.0321.C17 


Gene No. 


101439 




Strand 






i 

X 




FnH 


1 0 Qfi^ 


Name 


0.100091 A 17 0^91 PI 7 r»9 


• 9P 




aaT /pap 


Olal L. 


79S ^ ~~ 
' c j j 






on o o 




7 69 Q ^ P.1 Oft 4 




Score 


ft ^7 




7 9SS - 74f)fi 7fift^ 8 0 9^ 












Z) ■ Uc 




Vii c: +- /*-\r> ^ H 9 Zi fTri f i /*>' 
illoLOllc rl£.r\ L1JLJ.L.1C 




aestivum] ' 








Can M/-\ 


1 / O O J 






p),Tnnn9i 4 17 n^9i P17 








Oil dllLl 






1 
1 






1 OQfiT 

1U"Dj 


Name 


Pj.T00091 4 17 0^91 P17 


. gp 






O l_ Cl ! U 


Q^4 ~~ 






Q4 ^ft 


P T 


none 




S core 


14 0 


Exons 










Seq. No. 


47664 




Seq. ID 


OJ000214_17.0321.C18 


bene ino . 


1 HI 4 4 0 
1 U X 4 4 U 




Strand 










End 


6310 


Name 


P70 0091 4 17 0*391 P1Q ^1 
KJU U U U Z ± 4 1 / .UjZl.blo .Ol 


.gs 


Method 


GENSCAN 




3JJ 




End 


6188 


P T 


none 




Score 


.46 


Exons *• ■ 


QSR 1 07^ 9Qft1 ^949 


"34 7 7 


.3598, 3696. .3861, 4544. .4858, 




■^^^4 S£94 ^Qt;^ CI ft Q 








Seq. No. 


47664 




Seq. ID 


"OJ000214_17.0321.C18 


uene imo . 


1 01 4 4 0 




Strand 




Cf a v+- 






End 


6310 


Name 


Pi TO 00914 17 0^91 PI ft ol 


.np 


Method 


AAT/NAP 




jUjd 




End 


3798 


PT 


O O O -L 4 / i. 




Score 


350 


Exons 


-jncifi ^949 TQQq ^SQ^ 


3695 


. .3798 






fAP00S700^ h\/r^t- h^t- i r-a 1 


protein [Arabidopsis thaliana] 


Seq. No. 


47664 




Seq. ID 


OJ000214_17.0321.C18 


Gene No. 


101440 




Strand 




Of- v-f- 
O Lai L 


955 




End 


6310 


Name 


OJ000214 17.0321.C18.o2 


.np 


Method 


AAT/NAP 




4305 




End 


6310 


PT 


2388583 




Score 


61 


LjAUI lo 


4305. .4326, 4542. .4591, 


6047 


. . 6195, 6275. . 6310 


bi uescrip. 


(AC000098) Similar to Synechocystis hypothetical protein 




(gb|D90908) . [Arabidopsis thaliana] 




Seq. No. 


47664 




Seq. ID 


OJ000214_17.0321.C18 


Gene No. 


101440 




Strand 




Start 


955 




End 


6310 


Name 


OJ000214 17.0321.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


6058 




End 


6200 


GI 


none 




Score 


167 


Exons 


6058. .6195, 6058. .6192, 


6153 


. .6200 





Seq. No. 



47665 



Seq. ID 

"4 9370 



OJ000214 17.0321.C19 




Gene No. 


101441 


Strand 


+ 


Start 


n r 

7/0 


End 


2775 


Name 


OJ000214 17 . 0321 . C19 . ol . gs 


Method 


GEN SCAN : 


Start 


775 


End 


2751 


GI 


none 


Score 


.55 


Exons 


T T C lOOO O O "3 T 1 T d 1 

775. .1328, 2337. .2751 






Seq. No. 


4 /boo 


Seq. ID 


/^\ T A A A A 1 A "IT A A A 1 1 A 

OJ000214 17.0321.C19 






Strand 


+ 


Start ■ 


775 


End 


2775 


Name 


OJ000214 17.0321.C19.ol.np 


Method 


AAT/NAP 


Start 


1129 


End 


2775 


GI 


7486382 


Score 


619 


Exons 


1129.. 1328, 2337.. 2775 






GI Descrip. 


hypothetical protein F3L17 , 


,30 - Arabidopsis thaliana 



gi| 5262757|emb|CAB45905.1| (AL080283) putative protein 
[Arabidopsis thaliana] gi | 727004 9 | emb | CAB79864 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


47665 








Seq. ID 


OJ000214_17.0321.C19 


Gene No. 


101442 








Strand 




Start 


4542 








End 


5871 


Name 


OJ000214 17 


.0321, 


.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1125 








End 


2723 . 


GI 


none 








Score 


•4 8 


Exons 


1125. .1157, 


1125, 


. .1328, 


1126. 


.-.1329, 1236.. 1349, 2334.. 2546, 




2334. .2609, 


2335, 


. .2721, 


2339. 


.2707, 2622. .2723 


Seq. No. 


47665 








Seq. ID 


OJ000214__17.0321.C19 


Gene No. 


101442 








Strand 




Start 


4542 








End 


5871 


Name 


OJ000214 17 


.0321. 


.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1158 








End 


2529 


GI 


none 








Score 


166 


Exons 


1158. .1328, 


1159. 


. .1329, 


.2334. 


.2528, 2334. .2528, 2335. .2529 


Seq. No. 


47665 








Seq. ID 


OJ000214_17.0321.C19 


Gene No. 


101442 








Strand 




Start 


4542 








End 


5871 


Name 


OJ000214 17 


.0321. 


.C19.ol 


• gp 


Method 


AAT/GAP 


Start 


4409 








End 


5871 


GI 


1206 2.R108 


4 






Score 


1573 


Exons 


4409. .4640, 


5045. 


. .5339, 


5563. 


.5871 




GI Descrip. 


'517500 6.0e-61 i 


(M87435) precursor of 


the oxygen evolving 




complex 17 


kDa protein 


[Zea mays] >gi 


444338 prf 1906386A 




photosystem 


II OE17 protein [ 


Pisum sativum] 1 


Seq. No. 


47665 








Seq. ID 


OJ000214_17.0321.C19 


Gene No. 


. 101442 








Strand 




Start 


' 4542 








End 


5871 


Name 


OJ000214 17 


.0321. 


,C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4418 








End 


5356 


GI 


none 








Score 


46 


Exons 


4418. .4468, 


4422. 


, .4466, 


4480. 


.4506, 44 


81. .4519, 4542. .4640, 




4543. .4638, 


5046. 


, .5210, 


5047. 


.5124, 5048.. 5212, 5049.. 5126, 




5138. .5161, 


5175. 


.5210, 


5212. 


.5355, 5216.. 5356 



49371 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f'j Exons 

GI Descrip. 



Seq. No. 
f~i Gene No. 

Start 
5 Name 
C3 Start 
y GI 
i*. Exons 

1^ GI Descrip. 

£j Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47665 Seq. ID 

101442 Strand 
4542 End 

OJ000214_17.0321.C19.ol.tc - Method 
4536 End 
none Score 



OJ000214_17.0321.C19 
5871 

TBLASTX: Cress 

5343 

64 



4536. .4640, 4543.-4632, 5042. .5212, 5049. .5126, 5212. .5343, 
5273.. 5338 



47665 
101442 
4542 

OJ000214_17.0321.C19.o2.gs 
4542 
none 



5871 
GEN SCAN 
5809 
.83 

4542. .4640, 5045. .5153, 5234. .5339, 5563. .5809 



Seq. ID OJ000214_17.0321.C19 
Strand 
End 

Method 
End 
Score 



47665 
101442 
4542 

OJ000214 
4545 
7489799 
4545. .4640, 



OJ000214 17.0321.C19 



Seq. ID 
Strand 

End 5871 
Method AAT/NAP 
End 5821 
Score 719 
.5821 

photosystem II oxygen-evolving complex • protein 3 precursor - 
maize gi I 517500 | gb | AAA20823 . 1 1 (M87435) precursor of the oxygen 
evolving complex 17 kDa protein [Zea mays] 

gi I 444338 Iprf | 1 1906386A photosystem II OE17 protein [Pisum 
sativum] 



17.0321.C19.o2.np 



5045.. 5339, 5563. 



47665 

101442 

4542 

OJ000214_17.0321.C19.o2.ts 

4545 

5510107 

4545. .4640, 4546. .4632, 4554. 
5215. .5340, 5276. .5341 



Seq. ID OJ000214_17.0321.C19 
Strand 

End 5871 

Method TBLASTX : Soybean 

End 5341 

Score 82 
.4643, 5042.. 5212., 5061.. 5213, 



47665 

101442 

4542 

OJ000214_17.0321.C19.ol.tw 

5079 

none 

5079.. 5210, 5096.. 5212, 5138. 
5273. .5338, ' 5562. .5579, 5564. 



Seq. ID OJ000214_17.0321.C19 
Strand 

End 5871 

Method • TBLASTX: Wheat 

End 5825 

Score 37 

.5158, 5175. .5210, 5212. .5343, 
.5689, 5769.. 5825, 5771.:5824 



47666 

101443 

93 

OJ000214_17.0321.C20.ol.gs 
93 

none 
93. .385 



Seq. ID OJ000214_17.0321.C20 

Strand + 

End 385 

Method GENSCAN 

End 385 

Score . 57 



49372 



OJ000214 13. 0320. C3 



Seq. No. 47667 Seq. ID 

Gene No. 101444 Strand 

Start 1 End 2311 

Name OJ000214_13 . 0320 . C3 . ol . np Method AAT/NAP 

Start 1 ' . End 2311 

GI 2209332 Score 616 

Exons 1.. .360,. 511.. 615, 693.-766, 993. .1053, 1261.. 1335, 1427.. 1537, 

1959.. 2032, 2066.. 2311 

GI Descrip. (U89272) chloroplast membrane protein ALBIN03 [Arabidopsis 
thaliana] gi I 3927828 | gb | AAC79585 . 1 1 (AC005727) chloroplast 
membrane protein (ALBIN03) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214 13. 0320. C3 



47667 Seq. ] 

101444 Strand 
1 End 2311 

OJ000214JL3 . 0320 . C3 . ol . gp Method AAT/GAP 

457 End 2047 

uC-osroM202021b01bl Score 871. 

457. .615, 693. .766, 993. .1053, 1261 1335,' 1427 1537, 
1959. .2047 

'2209332 6.0e-76 (U89272) chloroplast membrane protein ALB I NO 3 
[Arabidopsis thaliana] >gi_3927828 (AC005727) chloroplast 
membrane protein ALBIN03 [Arabidopsis thaliana] 1 



Seq. No. 47667 

Gene No. 101444 

Start 1 

Name OJ000214_13 . 0320 . C3 . ol . tc 

Start 509 

GI none 
Exons 



Seq. ID OJ000214_13.0320.C3 
Strand 

2311 

TBLASTX : Cress 
2024 
151 



End 

Method 
End 
Score 

509. .616, 509. .616, 510. .617, 511. .618, 511. .627, 594. .647, 
637. .768, 648. .773, 693. .776, 986. .1057, 991. .1053, 1259. .1336, 
1260. .1331, 1261. .1338, 1261. .1335, 1412. .1555, 1425. .1532, 
1956.. 2024 



Seq. No. 47667 Seq. ID 

Gene No. 101444 Strand 

Start 1 End 

Name OJ000214_13 . 0320 . C3 . o2 . ts Method 

Start 509 End 

GI none Score 
Exons 



OJ000214_13.0320.C3 
2311 

TBLASTX : Soybean 

1050 

149 



509. .616, 509. .616, 510. .617, 511. .627, 648. .773, 649. .768, 
991.. 1050 



Seq. No. 47667 

Gene No. 101444 

Start 1 

Name OJ000214_13 . 0320'. C3 . ol . tm 

Start 509 

GI none 
Exons 



Seq. ID OJ000214_13.0320.C3 
Strand 

End 2311 
Method TBLASTX: Maize 
End 1474 
Score 159 

509. .616, 509. .616, 510. .617, 511. .618, 511. .627, 648. .773, 
649. .774, 692. .808, 986. .1054, 991. .1053, 992. .1054, 993. .1070, 
993. .1055, 1261. .1335, 1268. .1336, 1412. .1474, 1425. .1472 



Seq. No. 
Gene No. 
Start 



47667 

101444 

1 



Seq. ID OJ000214_13.0320.C3 
Strand 

End 2311 



49373 



Name 

Start 

GI 

Exons 



OJ000214_13 . 0320 . C3 . ol . gs Method GENSCAN 

693 End 2252 

none Score . 94 

693. .766, 993. .1053, 1261. .1335, 1427. .1537, 1959. .2252 



Seq. No. 47667 

Gene No. 101444 

Start 1 

Name OJ000214_13 . 0320 . C3 . ol . ts 

Start 1264 

GI none 

Exons 1264.. 1335, 1268.. 1336, 1412. 
1956. .2024 



Seq. ID OJ000214_13.0320.C3 
Strand 

End 2311 

Method TBLASTX : Soybean 

End 2024 

Score * 7 9 

.1555, 1425. .1538, 1457. .1555, 



Seq. No. 47667 Seq. ID 

Gene No. 101444 Strand 

Start 1 End 

Name OJ000214_13 . 0320 . C3 . o2 . gp Method 

Start 2108 End 

GI none Score 

Exons 2108. .2311 



OJ000214_13.0320.C3 

2311 
AAT/GAP 
2311 
380 



Seq. No. 47668 • Seq. ID 

Gene No. 101445 Strand 

Start 2029 . End 

Name OJ000214_13 . 0320 . C4 . ol . gs Method 

Start 2029 End 

GI none Score 

Exons 2029.. 2683, 2831.. 2963, 2991.. 3642 



Seq. No. 47668 

Gene No. 101445 

Start 2029 

Name OJ000214_13 . 0320 . C4 . ol . ts 

Start 2029 

GI none 

Exons 2029.. 2064, 2065.. 2634, 2066. 

2725. .3135, 2753. .3145, 3148. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214_13.0320.C4 

3642 
GENSCAN 
3642 
.49 



OJ000214 13. 0320. C4 



3642 

TBLASTX: Soybean 
3345 
393 

2626, 2650.. 2688, 2671.. 3153, 
3264, 314 9r. 3'262, 3304.. 3345 



47668 Seq. ID 

101445 Strand 

2029 End 

OJ000214_13.032'0.C4 .ol.np Method 

2032 End 

7485440 Score 



OJ000214_13.0320.C4 

3642 
AAT/NAP 
3636 
1565 



2032.. 3294, 3325.-3485, 3561.. 3636 

hypothetical protein F13M22.7 - Arabidopsis thaliana 
gi I 3236240 | gb | AAC23628.il (AC004684) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 47668 Seq. ID 

Gene No. 101445 Strand 

Start 2029 - End 

Name OJ000214_13 . 0320 . C4 . o2 . tm Method 

Start 2062 End 

GI none Score 

Exons 2062.. 2373, 2063.. 2371 



OJ000214_13. 0320. C4 
3642 

TBLASTX: Maize 

2373 

273 



49374 



Seq. No. 


47668 






Seq. ID 


OJ000214_13.0320.C4 


Gene No . 


i n i a a r 
X U 1 4 4 0 - 






Strand 




otart 


o n o q 
ZUZ y 






End 


3642 


Naine 


UJUUUZX'3 1j 


n *3 0 n 


f" 1 A _ O 4- ^ 

. . oz . t c 


Method 


TBLASTX: Cress 


OH 1 4- 

otart 


once 
ZU bO 






End 


2457 


C T 
b± 


none 






Score' 


53 ; 


Exons 


once; 0 *i n q 


once 
ZUbb 


. . ziiu, zuyu. 


.2452, 2101. .2457, 2102. .2446 


beq . NO . 


4 / b bo 






Seq. ID 


OJ000214_13.0320.C4 


Gene No. 


101445 






Strand 




Start 


2029 






End 


3642 


Name 


vJUUUUZXfl lJ 


. UjZU 


P / 1 4-TTl 
• K^H . O X . LIU 


Method 


TBLASTX: Maize 


btart 


0 *3 n a 
Z J / b 






End 


3401 


bl 


none 






Score 


66 


Exons 


OT7C O/nO 

Z J / b . . Z4JZ, 


Zj / / 


OCQ1 OT7Q 

. . z b y 1 , zo/o. 


.2677, 2472.. 2696, 2700.. 3296 




z / . . oz yo f 


9*7 0 A 
Z / U ft 


*"i *"i *3 *"i 9 *7 R *3 


.3262, 3268.. 3387, 3271.. 3387, 




O O Q O Oyl fin 

jZo / . . UU, 


jZoo 


*3 /) n 1 
. . Ofi U 1 






Seq. No. 


47668 






Seq. ID 


OJ000214_13.0320.C4 


Gene No. 


101445 






Strand 




Of -i vf 

otart 


zuzy 






End 


3642 


Name 


UJUUUZx4 xo. 


noon 
. UoZU 


. b4 .Ol. tW 


'Method 


TBLASTX: Wheat 


Start 


ZDOU 






End 


3055 


bl 


none 






Score 


99 


Exons 


ZdjU . . z b / y , 


Z / U O 


. . JU 4 / , Z/Ub. 


.2723, 2715. .2831, 2722. .3051, 




0*700 O n Q 1 
Z / ZZ . . oUox , 


z / 0 y 


O n c: 
. . JUO 0 






Seq. No. 


47668 






Seq. ID 


OJ000214_13.0320.C4 


Gene No. 


101445 






Strand 




otart 


zuz y 






End 


3642 


Name 


UJ U UUZ 1 4 1j , 


n t 0 n 


. b4 .01. tc 


Method 


TBLASTX: Cress 


Start 


Z /ob 






End 


3369 


C T 
bl 


none 






Score 


52 


Exons 


z / ob. . z 0 u y , 


z / b 1 


oqii oom 


.2889, 28 


13. .2863, 2866. .3150, 




Zoo/. . OlOl , 


O 1 *5 c 


OOC7 01T7 

. . oZ b / , oxo / . 


.3262, 3325.. 3369 


Seq. No. 


47669 






Seq/ ID 


OJ000214_13.0320.C5 


Gene No . 


101446 






Strand 


+ 


C 4- "i -v-4- 

o tart 


729 






End 


2216 


Name 


OJ000214 13. 


,0320 


. C5 . ol . gs 


Method 


GEN SCAN 


ot art 


729 






End 


2216 


bl 


none 






Score 


.5 


Exons 


729. .847, 1754..: 


1832, 1937. . 1969, 2091 


. .2216 


oeq . no . 


47669 






Seq. ID 


OJ000214_13.0320.C5 


Gene No. 


101446 






Strand 


+ 


Start 


729 






End 


2216 


Name 


OJ000214 13. 


,0320 


. C5 . o2 . gp 


Method 


AAT/GAP 


Start 


1096 






End . 


1175 


GI 


38012 1.R10E 


i4 




Score 


99 


Exons . 


1096. .1175 










GI Descrip. 


'4097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


47669 






Seq. ID 


OJ000214_13.0320.C5 


Gene No. 


101447 






Strand 





49375 





Start 


1 


End 


211 




Name 


OJ000214_13 . 0320 . C5 . ol . gp 


Method 


AAT/GAP ■ 




Start 


1 


End 


211 




GI 


none 


Score 


393 




Exons 


1 . .211 








Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320.C6 




Gene No. 


101448 


Strand 


+ 




Start 


1182 


End 


2881 




Name 


OJ000214_13 . 0320 . C6 . ol . gs 


Method 


GENSCAN 




Start 


1182 


End 


2881 




GI 


none 


Score 


.51 




Exons 


1182. .1247, 1470. .1585, 1712. 


.1818, 1886... 2030, 2782. .2881 




Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320.C6 




Gene No. 


101449 


Strand 


+ 




Start 


11414 


End 


15735 




Name 


OJ000214 13.0320.C6.o4.gs 


Method 


GENSCAN 




Start 


11414 


End 


15735 




GI 


none 


Score 


.63 




Exons 


11414. .1184 9, 12141. .12294, 14328. .14 368, 14 908. .14 984, 






15107. .15176, 15626. .15735 






i. -J 


Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320.C6 


i *! 


Gene No. 


101450 


Strand 




in 


Start 


1 


End 


.4 650 




Name 


OJ000214 13.0320.C6.ol.np 


Method 


AAT/NAP 


?.■!: 
: is? 


Start 


1 


End 


4 650 




GI 


6069646 


Score 


165 


{ Li 


Exons 


1..20, 815. .886, 1440. .1739, 


4596. .4650 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 


?7i 




[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 


y 




[Oryza sativa] 








Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320,.C6 




Gene No. 


101450 


Strand 






Start 


1 


End 


4650 




Name 


OJ000214 13.0320.C6.o2.gs 


Method 


GENSCAN 


13 


Start 


3224 


End 


3890 




GI 


none 


Score 


.45 




Exons 


3224. .3334, ' 3457. .3556, 3649. 


.3890 






Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320.C6 




Gene No. 


101451 


Strand 






Start 


5351 


End 


9324 




Name 


OJ000214 13.032'0.C6.o3.gs 


Method 


GENSCAN 




Start 


5351 


End 


9324 




GI 


none 


Score 


.55 




Exons 


5351.. 5384, 6336.. 6462, 6529. 


.7780, 8638. .8749, 9254. .9324 




Seq. No. 


47670 


Seq. ID 


OJ000214_13. 0320. C6 




Gene No. 


101452 


Strand 






Start 


10731 


End 


15729 




Name 


OJ000214 13.0320.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


419 


End 


15729 



49376 



GI 

Exons - 



none Score 67 

419. .514, 643. .726, 647. .742, 845. .919, 848. .919, 5557. .5616, 
5967.". 6065, 5968. .6066, 5976. . 6074 , -14496 .. 14630, 14502 .. 14 630, 
14721. .14804, 14725. . 14823, 14 918 14992, 14919. . 14978, 
15212. . 15271, 15612. . 15710, 15613.. 15729 



Seq. No. * 47670 
Gene No. 101452 
Start 10731 

Name OJ000214_13 . 0320 . C6 . o2 . tm 

Start 419 
GI none 

Exons 419.. 514, 629.. 724, 643.. 726 

846. .914, 5557. .5616, 5967.. 
8622. .8750, 8635. .8754, 8635 
14502. . 14630, 14527 .. 14628 , 
14 702. .14 824, 14719 .. 14 832 , 
14918. .14992, 14919 .. 149*87, 
15613. . 15714, 15631.. 15714 



Seq. ID OJ000214_13.0320.C6 
Strand 

End 15729 

Method TBLASTX : Mai ze 

End 15714 

Score 80 
, 647. .736, 843. .914, 845. .919, 
6065, 5968.. 6066, 5976.. 6068, 
..8745, 9242.. 9331, 9253.. 9330, 
14529. . 14630, 14700 14804 , 
14722. . 14832, 14 916 14 987 , 
15212. .15271, 15612. .15710, 



P 
\3 

m 
ru 
a 

U 

g 
ry 

□ 

V3 
O 
O 



Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320. 


,C6 


Gene No. 


101452 


Strand 






Start 


10731 


End 


15729 




Name 


OJ000214 13.0320.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


626 


End 


15729 




GI 


none 


Score 


66 




Exons 


^626. .727, 643. .726,' 845. . 919, 


5557.. 5616, 5967.. 6065, 






5968.. 6066, 8635.. 8745, 9253.. 


.9327, 14502. .14630, 14529. 


, . 14630, 




14704 . .14832, 14721 .. 14804 , 14 918 .. 14 992 , 15212 .. 1527 1 , 






15612. .15710, 15613. .15729 








Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320. 


C6 


Gene No. 


101452 


Strand 






Start 


10731 


End 


15729 




Name 


OJ000214 13.0320.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1433 


End 


1905 




GI 


none 


Score 


96 




Exons 


1433. .I486, 1494. .1739, 1576. 


.1737, 1767. .1904, 1795. .1905 


Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320. 


C6 


Gene No. 


101452 


Strand 






Start 


10731 


End 


15729 




Name 


OJ000214 13.0320.C6.o3.tm 


Method 


TBLASTX : Maize 




Start 


2566 


End . 


2829 




GI 


none 


Score 


77 




Exons 


2566.. 2667, 2665.. 2829, 2684. 


.2812 






Seq. No. 


47670 


Seq. ID 


OJ000214_13.0320. 


C6 


Gene No. 


101452 


Strand 






Start 


10731 


End 


15729 




Name 


OJ000214 13.0320.C6.o4.np 


Method 


AAT/NAP 




Start 


10731 


End 


12726 




GI 


4680492 


Score 


102 




Exons 


107 31. . 10930, 12603. .12726 








GI Descrip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 




Seq. No. 


47671 


Seq. ID 


OJ000214_13.0320. 


C7 



49377 



Gene No. 101453 Strand 

Start 1056 • End 1262 

Name OJ000214__13 . 0320 . C7 . ol . gs Method GEN SCAN 

Start 1056 End 1262 

GI none Score . 64 

Exons 1056.. 1262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47672' Seq. ID 

101454 Strand 

9748 End 

OJ000214_13.0320.C8.o4 .np Method 

9748 End 

6983857 Score 



OJ000214_13.0320;C8 

+ ' 

11637 
AAT/NAP 
11637 
1182 



9748.-9862, 9925. .10496, 10664 .. 11136, 11168 .. 11228, 
11297. .11637 

(AP001168) hypothetical protein [Oryza sativa] 



Seq. No. 


47672 




Seq. ID 


OJ000214_13.0320. 


C8 


Gene No. 


101455 ■ 




Strand 






Start 


58 




End 


2254 




Name 


OJ000214 13. 0320. C8 


. ol . gs 


Method 


GENSCAN 




Start 


58 




End 


2254 




GI 


none 




Score 


.63 




Exons 


58. .169, 305. .369, 


1551. .1698, 1920. .2008, 2192. .2254 




Seq. No. 


47672 - 




Seq. ID 


OJ000214JL3.0320. 


C8 


Gene No.. 


101456 




Strand 






Start 


3676 




End 


14099 




Name 


OJ000214 13. 0320. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


54 




End 


13977 




GI 


none 




Score 


68 




Exons 


54. .176, 55. .198, 55. .165, 


59. .169, 292 


..369, 304. .354, 






12611. .12715, 12614 


. .12715, 


12782. .12916, 127 99. .1287 9, 






12803. .12886, 12804 


. .12887, 


13007. .1307 


8, 13008. .13082, 






13010. .13078, 13027 


. . 13083, 


13875. .13973,. 13876 .. 1397 4 , 






13884. .13976, 13894 


. . 13977 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47672 ' - 

101456 
3676 

OJ000214_13.0320.C8 .ol.np 
3676 
5295955 

3676. .4237, 4277. .4327, 4407 
6270. .6409, 7547. .7653, 8832 



OJ000214 13. 0320. C8 



Seq. ID _ 
Strand 

End 14099 
Method AAT/NAP 
End 8861 
Score 928 
.4704, 4793.. 4932, 5613.. 5727, 
.8861 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V0 1555 ) 
[Oryza sativa] 



47672 



101456 
3676 

OJ000214_13.0320.C8.o3.np 
7414 
5777623 

7414. .7467, 9001. .9229, 10018 .. 1061 6, 
11118. .11290, 14052. .14099 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID. 
Strand 
End 

Method 
End 
Score 



OJ000214 13. 0320. C8 



14099 
AAT/NAP 
: 14099 

1301 
10770. .10866, 



49378 




Seq. No. 


47673 


• Seq. ID 


OJ000214 


_13 


.0320. 


C9 


bene wo . 


1 U 1 4 0 1 


Q 4- r3nr l 


+ 








Of -, y»f 

otart 


3 / O 




"7 c: a "3 
/ 04 J 








Name 


uuuuuzifi ij.UjdU.ty.oi.gs 


Method 


bbNobAN 








Of -j 


0 / o 


TP j-\ /-l 


1 c; a "3 
1 D 4 3 








P T 


none 


Score 


. O 1 








Exons 














Seq. No. 


47673 


Seq. ID 


OJ000214 


_13 


.0320. 


C9 


Gene No . 


i n 1 a r t 
1 U 1 4 o / 


Strand 


-f 








bt art 


CL T Q 
0 / O 




1 c: /I "3 
/ 04 O 








Name 


UJUUUZ14 1 -5 . Uj^U . by . Ol . Cfp 


Method 


AAi / bAir 








C +- v- 4- 

o tart 




Lna 


1 TOO 








bl 


none 


Score 


/I "7 O 

4 /o 








Exons 


loo4 . . I^Uj, 1 Dz4 . . 1 / oj 












Seq. No. 


47673 


Seq. ID 


OJ000214 


_13 


.0320. 


C9 


bene ino . 


1 U 1 4 0 / 


Strand 


T 








Of _ „f 

btart 


0 /b 


hnq 


/ 04 O 








Name 


ujuuuz14 lo . Uozu . by . oz . gp 


Metnoa 


AAT / GAP 








otart 


vl j1 A A 

4 4 4 4 


T7 1 ■»-, ,J 

bna 


4 D /Z 








bl 


O / K> / f ( / 


Score 


<£0 / 








Exons 


a a a a a an o 
4444. . 4 b /Z 












Seq. No. 


47673 


Seq. ID 


OJ000214 


_13 


.0320. 


C9 


Gene No . 


1 U 1 4 D o 


Strand 


+ 








btart 


1 U / U 0 


End 


11155- 








Name 


ujuuu^14 ij . Uozu . by . oo . gs 


Method 


GENSCAN 








Of -ivf 

btart 


i r\ "7 n c 
1U / UO 


End 


11155 








bi 


none 


Score 


.53 








Exons 


iu/uo. .iu / / b, lu/oz. .luyzb/ 


10997. .11155 








Seq. No. 


47673 


Seq. ID 


OJ000214 


_13 


.0320. 


C9 


Gene No. 


101459 


Strand 










btart 


oz y i 


End 


3377 








Name 


UJUUUZ14 io . u ozu . by . oi . np 


Method 


AAT/NAP 








O 4 1 vi- 

bt art 


ozyi 


End 


3377 








bl 


c; Q R O HQ /I 


Score 


92 








Exons 


y i . . 00 / i 












G T Dpqpr i n 


(AL117264) zwh0007 1 fOrvza 


sativa] 










Seq. No. 


47673 


Seq. ID 


OJ000214 


_13 


.0320. 


C9 


Gene No. 


101460 


Strand 










Start 


11344 


End 


11678 








Name 


OJ000214 13.0320.C9.o3.gp 


Method 


AAT/GAP 








Start 


11344 


End 


11678 








GI 


1007 1.R1084 


Score 


544 









Exons 11344.. 11678 

GI Descrip. 1 24 97903/sp | P94 029 | MT21_0RYSA 2.0e-17 METALLOTHIONEIN-LIKE 
PROTEIN TYPE 2 >gi_1752 831_dbj_BAA14 038 . 1_ (D89931) 
metallothionein-like protein [Oryza sativa] >gi_1815628 (U43530 
metallothionein-like type 2 [Oryza sativa] 1 

Seq. No. - : 47674 Seq. ID OJ000214_13 . 0320 . C10 

Gene No. 101461 Strand + 

Start 552 End 1435 



49379 



Name 


UJUUUZlfl lj.UjZU.tlU. 


. ol . gs 


rJctnOG 




otart 


ceo - - - 
DDZ 




JjIIU 


-1 >1 o c 


C T 


none 




Score 


. jZ 


Exons 


ceo 7C*i Q*3Q IflQR 


llDU . . 


1 A ^ R 

, 1 H O J 




beq. wo. 


A~I £1 A 
H f K) t H 




Con T n 


UJUUUZJ.fi 1j. UjZU .LIU 




101462 




Strand 




Start 


432 




End 


1320 


Name 


OJ000214 13. 0320. CIO. 


, ol . np 


Method 


AAT/NAP 


Start 


432 




End' 


763 


GI 


2497903 




Score 


78 


Exons 


432. .513, 691. .763 








GI Descrip. 


METALLOTHIONEIN-LIKE 


PROTEIN TYPE 2 gi 


I 7441820 | pir | IT03727 



metallothionein-like protein - rice gi 1 1752831 1 dbj I BAA14038 . 1 1 
(D89931) metallothionein-like protein [Oryza sativa] 
gi 1 1815628 I gb|AAC49627 . 1 1 (U43530) metallothionein-like type 2 
[Oryza sativa] 



Seq. No. '47674 ' Seq. ID 

Gene No. 101462 Strand 

Start 432 End 

Name OJ000214_13 . 0320 . C10 . ol . tm Method 

Start 600 End 

GI none Score 

Exons 600.. 1049 



OJ000214_13. 0320. C10 
1320 

TBLASTX: Maize 

1049 

316 



Seq. No. 47674 - Seq. ID 

Gene No. 101462 ... Strand 

Start 432 a End 

Name OJ000214_13 . 0320 . C10 . ol . ts Method 

Start 672 End 

GI none Score 

Exons 672.. 998, 1084.. 1212 



OJ000214_13. 0320. C10 
1320 

TBLASTX : Soybean 

1212 

170 



Seq. No. 47674 

Gene No. 101462 

Start 432 

Name OJ000214_13 . 0320 . C10 . ol . tw 

Start 693 

GI none 

Exons 693.. 995, 803.. 961, 1057.. 1134 



Seq. ID OJ000214_13. 0320. C10 
Strand 
End 

Method 
End 
Score 



1320 

TBLASTX: Wheat 

1134 

196 



Seq. No. 47674 Seq. ID 

Gene No. 101462 Strand 

Start 432 End 

Name OJ000214_13 . 0320 . C10 . o2 . tm Method 

Start 1050 End 

GI none Score 

Exons 1050.. 1175, 1051.. 1320 



OJ000214_13. 0320. C10 
1320 

TBLASTX: Maize 

1320 

184 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



47675 

101463 

1 

OJ000214 
1 

6069646 
1. . 448 



13.0320.Cll.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_ 
+ 

448 

AAT/NAP 

448 

168 



13.0320.C11 



49380 



GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 47675 Seq. ID 

Gene No. • 101464 Strand 

Start 1196 End 

Name OJ000214_13 . 0320 . Cll . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3.. 149, 217.. 423 



OJ000214_13. 0320. Cll 
1386 

TBLASTX: Maize 

423 

154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47675 Seq. ID OJ000214_13 . 0320 . Cll 

101464 Strand 

119.6 End 1386 

OJ000214_13. 0320. Cll. ol.gp Method AAT/GAP * ' 

1196 End 1386 

1007_1.R1084 Score 258 

1196. .1386 

? 2497903/sp| P94029 | MT21_ORYSA 2.0e-17 METALLOTHIONEIN-LIKE 
PROTEIN TYPE 2 >gi__1752831_dbj_BAA14 038 . 1_ (D89931) 
metallothionein-like protein [Oryza sativa] >gi_1815628 - ( U4 3530 ) 
metallothionein-like type 2 [Oryza sativa] \ 



47676 Seq. ID 

101465 Strand 

4212 End 

OJ000214JL3. 0320. C12. ol.gp Method • 

4117 End 

705_3.R1084 Score 
4117. .4886 

f 1362184/pir| IS56685 4.0e-44 histone H2B-8 - wheat 
>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] ? 



OJ000214_13.0320.C12 
+ 

4886 
AAT/GAP 
4886 
1476 



Seq. No. 47676 / Seq. ID OJ000214_ 

Gene No. .101465"' Strand' + 

Start 4212 End 4886 

Name OJ000214_13 . 0320 .C12 . o2 . gs Method GENSCAN 

Start 4212 End 4673 

GI none Score 1 

Exons 4212.. 4673 



13.0320/C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



47676 



Seq. ID OJ000214 13.0320.C12 



101465 Strand + 

4212 . End 4886 

OJ000214_13.0320 .C12 .o2.np Method AAT/NAP 

4212 End 4670 

3913804 Score 684 
4212. .4670 

HISTONE H2B.3 gi I 577825 | emb | CAA4 9584 | (X69960) H2B histone [Zea 
mays] 



47676 
101466 



Seq. ID 
Strand 



OJ000214 13.0320.C12 



49381 





Start 


112 








End 


4039 






Name 


OJ000214 13 


.0320 


.C12.ol. 


gs 


Method 


GENSCAN 






Start 


112 








End 


4039 






GI 


none 








Score 


. 72 






Exons 


112. ,709, 934. .1108, 1195. .2709, 3723. 


. 4039 






Seq. No. 


47676 








Seq. ID 


OJ000214_13 .0320 


C12 




Gene No.. 


101466 








Strand 








Start 


112 








End 


4039 






Name 


OJ000214_13 


.0320 


.C12.ol. 


np 


Method 


AAT/NAP 






Start 










End 


2069 






GI 


6649087 








Score 


832 






Exons 


1557. .2069 
















GI Descrip. 


(AF146270) 


resistance gene analog PIC23 [Oryza sativa] 






Seq. No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 




Gene No. 


101467 








Strand 








Start 


6518 








End 


6751 






Name 


OJ000214_13 


. 0320 


.C12.o3. 


gs 


■ Method 


GENSCAN 






Start 


/■rift 

6518 








End 


6751 






GI 


none 








Score 


.73 






Exons 


6518. .6751 
















Seq. No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 


rrs 


Gene No. 


101468 ' 








Strand 






fit 


Start 


. 7063 








End*- 


7617 • 




r> ^ 


Name 


OJ000214_13 


. 0320 


C12 . o2 . 


tm 


Method 


TBLASTX: Maize 






- Start 


1236 








End 


2054 






GI 


none 








Score 


81 




v3 


Exons 


1236. .1508, 


1237 


.1413, 


1506. 


.1541, 1533. .1634, 1542. .1610, 


i y 




1543. . 1620, 


1830 


.2054 












Seq. No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 




Gene No. 


101468 








Strand 








Start 


7063 








End 


7617 






Name 


OJ000214 13 


.0320 


C12.ol. 


tc 


Method 


TBLASTX: Cress 






. Start 


4397 








End 


4685 






GI 


none 








Score 


435 






Exons 


4397. .4663, 


4398 


.4685 












Seq. No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 




Gene No. 


101468 








Strand 








Start 


7063 








End 


7617 






Name 


OJ000214 13 


.0320, 


C12.ol. 


tm - 


Method 


TBLASTX: Maize 






Start 


4397 








End 


4696 






GI . 


none 








Score 


450 






Exons 


4397. .4696, 


4398. 


.4691 












Seq. .No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 




Gene No. 


101468 








Strand 








Qf arf 
O Ldi L 


7063 








End 


7617 






Name 


OJ000214 13 


.0320. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


4397 








End 


4667 






GI 


none 








Score 


159 






Exons 


4397. .4666, 


4397. 


.4537, 


4398. 


.4502, 4398.. 4667 






Seq. No. 


47676 








Seq. ID 


OJ000214_13.0320. 


C12 



49382 




Gene No. 


101468 




Strand 






otart 


n o £ *3 




hna 


/ 0 l / 




Name 


r\ Torino i a i "3 00.00 n o ^ 1 


ts 


Method 


i BLi/ib i a : boyoean 




bt art 


A O Q "7 




hna 


4 by / 




C T 

<al 


none 




Score 


A O Q 

*izy 




Exons 


/10G*7 yl C C3 ALQQ /1^:Q^ 










beq . NO . 


4 / O / u 




beq. iu 


ninonoiyi 1*3 0*300 
UJUUUZ14 Ij.UjZU 


r*i o 
.LIZ 


Gene No. 


101468 




Strand 






Start 


7063 




End 


7617 




Name 


nTOOOoi/i 1 ^ noon pio ^o 
UJUUUzl4 iJ.UjzU.LiZ.Oj. 


np 


Method 


AA1 / NAir 




btart 


o n o 
/Ub J 




End 


/ bl / 




GI 


/ ZZohdV 




Score 


Z 1 4 




Exons 


/ U b J . . I 1 1 D f / ZoD . . / 4 U J , 


7538. 


.7617 






GI Descrip. 


(ArUUljbb) Hypothetical 


protein [Oryza 


sat lva J 




Seq. No. 


47677 




Seq. ID 


OJ000214_13.0320 


.C13 


Gene No. 


101469 




Strand 






CM 1 v-+- 

btart 


i 
l 




End 


A A 7 
4 4/ 




Name 


UJUUUZ14 lo.UozU.LlJ.Ol. 


gp 


Method 


AA1 /bAr 




Start 


1 




End 


44 / 




GI 


none 




Score 


R O Q 

o jy 




Exons 


1 0 O 1 "3 1 /l/IT 

1 . . JZ , 1 J 1 . . 4 4 / 










Seq. No. 


47677 




Seq. ID 


OJ000214_13.0320 


.C13 


Gene No. 


101470 




Strand 






Start 


1 O O o 
lo JO 




■ End 


Ol 

ji y b 




Name 


Ainnnoi yi to noon i o a i 
OJUUUzl4 1 J . UjzU . CI J . Ol . 


gs 


Method 


GENSCAN 




Start 


i o o o 




End 


01 "71 

jl / 1 




bl 


none 




Score 


. O 1 




Exons 


1 Q O Q O A CQ OCCC O 1 O 1 

lo jo . . Z4DO/ ZjOj . . jl / 1 










beq . wo . 


4 / b / / 




Seq. ID 


r>TOOO01/l 1*3 0*300 

UJUUUZ14 Ij.UjZU 


r»i "3 
LI J 


belle LNO . 


1 01 4 7 0 




Strand 






OLcil C 


1 Q-3Q 
lO jo 




End 


3196 




Name 


OJ0002L4 13.0320.C13.ol. 


np 


Method 


AAT/NAP 




Start 


2785 




End 


3196 




bl 


/ 4 o y ju y 




Score 


187 




Exons 


OTQC 0 1 G C 

z / o o . . j i y d 










GI Descrip. 


NBb-LKK type resistance 


protein - rice 


(fragment) 






gi 1 z ( yzz jo I go | AAtsy by y 4 . i 


| (AF032697) NBS-LRR type resistance 




protein [Oryza sativa] 










Seq. No. 


47 677 




Seq. ID 


OJ000214_13.0320 


C13 


Gene No. 


101470 




Strand 






bt art 


1 Q "3 O 

lo JO 




End 


3196 




Name 


Ainnnoi a 1 "3 noon r>i o 
OJUUUZ14 1j.UjVU.C1j.01. 


tm 


Method 


TBLASTX: Maize 




bt art 


O O 0 o * 

Zo J J 




End 


3141 




bl 


none 




Score 


66 




Exons 


oqoo 0100 o q oo o n o o 
ZO JJ. . JlJZ, Zo J f . . o\)ZZ f 


3046. 


.3141 






Seq. No. 


47678 




Seq. ID 


OJ000214_13.0320. 


C14 


Gene No. 


101471 




Strand 






Start 


42 




End 


1580 




Name 


OJ000214 13.0320.C14.ol. 


gs 


Method 


GENSCAN 




Start 


42 




End 


1580 




GI 


none 




Score 


.42 





49383 



Exons 



42.. 325, 861.. 952, 1564.^1580 



Seq. No. 47679 Seq. ID 

Gene No. 101472 Strand 

Start 1 End 

Name OJ000214_13 . 0320 . C15 . ol . gp Method 

Start 1 End 

GI 705_3.R1084 Score 

Exons 1..413, 447. .636 

GI Descrip. ■ 1362184 /pir | | S56685 4.0e-44 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] 1 



OJ000214_13.0320.C15 
+ 

636 

AAT/GAP 
636 
1124 



Seq. No. 47679 Seq. ID 

Gene No. 101472 Strand 

Start 1 End 

Name OJ000214_13 . 0320 . C15 . ol . np Method 

Start 1 . End 

GI 3913804 Score 

Exons 1..387 

GI Descrip. HISTONE H2B.3 gi I 577825 | emb I CAA4 9584 | (X69960) H2B histone [Zea 
mays] 



OJ000214_13.0320.C15 
+ 

636 

AAT/NAP 

387 

571 



Seq. No. 47679 ^ Seq. ID 

Gene No. 101472 * Strand 

Start 1 End 

Name OJ000214_13 . 0320 . CIS. ol . gs Method 

Start 58 ' End 

GI none Score 

Exons 58.. 390 



OJ000214_13.0320.C15 
+ 

636. 

GENS CAN 

390 

.96 



Seq. No. 47679 

Gene No. 101473 

Start 5611 

Name OJ000214_13 . 0320 . C15 . o3 . gs 

Start 5611 - 

GI none 

Exons 5611. .5615,,- 5815. .5935 ^ 

Seq. No. 47679 

Gene No. 101474 

Start 1755 

Name OJ000214_13 . 0320 . C15 . o2 . np 

Start 1755 

GI 2130082 

Exons 1755.. 2159, 2322.. 3266, 3339. 

GI Descrip. protein kinase Xa21 (EC 2.7.1 
receptor kinase-like protein 
receptor kinase-like protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13.0320.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5049, 



OJ000214_ 
+ 

5935 
GENSCAN 
5935 
.5 



OJ000214 13.0320.C15 



5357 
AAT/NAP 
5357 
■ 1811 
5316. .5357 



.-) - rice gi|1122443 (U37133) 
[Oryza sativa.] gi 12586085 (-U72723) 
[Oryza longis : taminata] 



gi| 1586408|prf | I2203451A 
sativa] 



receptor kinase-like protein [Oryza 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47679 

101475 

6330 

OJ000214 
3 



13.0320.C15.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ000214_13.0320.C15 
8440 

TBLASTX: Cress 
402 



49384 





GI 


none 








Score 


435 






Exons 


3 . . 38 , 114 . 


. joU, 


115. .402 










Seq. No. 


47679 








Seq. ID 


OJ000214 


_13 . 0320 . CIS 




Gene No. 


101475 








Strand 


- 






Start 


6330 








End 


84 40 






Name 


OJ000214 13 


.0320. 


C15.ol 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


3 








' End 


390 






GI 


none 








Score 


56 






Exons 


3. .38, 3. .38, 114 


"3 q r\ 


TIC 

1 lo . 


. 390 








Seq. No. 


47679 








Seq. ID 


OJ000214 


_13.0320.C15 




Gene No . 


101475 








Strand 


- 






Start 


6330 








End 


84 4 0 






Name 


OJ000214 13 


.0320. 


C15.o2 


. tm 


Method 


TBLASTX : 


Maize 




Start 


3 








End 


393 






GI 


none 








Score 


66 






Exons 


3. .47, 3. .47, 114 


. . jy/, 


lie 

lib. 


.393, 340. 


. 393 






Seq. No. 


47679 








Seq. ID 


OJ000214 


_13.0320.C15 




Gene No. 


101475 








Strand 


- 






Start 


6330 








End 


8440 




f 1 


Name 


OJ000214 13 


.0320. 


CIS.ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


6 








End 


384 




-~ 


GI 


none ■ *- 








Score 


47 






Exons 


6. .47, 15.. 


47, 18 


A 1 

. . 47, 


1 1 A 

114 . . 


383, 114 . . 


254, 115. 


.219, 115 384 


L* 


Seq. No. 


47679 








Seq. ID 


OJ000214 


_13 . 0320 . CIS 




Gene No. 


101475 








Strand 


- 






Start 


6330 








End 


8440 






Name 


OJ000214 13 


.0320. 


C15.o4 


. tm 


Method 


TBLASTX : 


Maize 


- ; j 

: s~ 


Start 


1795 








End 


2161 






GI 


none 








Score 


89 






Exons 


1795. .2160, 


1985. 


.2161 










\J 


Seq. No. 


4 7 679 








Seq.. -ID 


OJ000214 


_13 . 0320 . CIS 


? ; ™ 


Gene No. 


101475 








Strand 








Start 


6330 








End 


8440 




M 


Name 


OJ000214 13 


.0320. 


C15.o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1978 








End 


2913 






GI 


none 








Score 


90 






Exons 


1978. .2160, 


2054. 


.2161, 


2401 


..2559, 2417. .2557, 


2608 . .2811, 






2609. .2812, 


2833. 


.2913, 


2840 


. .2887 








Seq. No. 


47679 








Seq. ID 


OJ000214 


13 . 0320 . CIS 




Gene No. 


101475 








Strand 








Start 


6330 








End 


8440 






Name 


OJ000214 13 


.0320. 


C15.o2 


. tc 


.Method 


TBLASTX: 


Cress 




Start 


2062 








End 


4919 






GI 


none 








Score 


156 






Exons 


2062. .2160, 


2401. 


.2556, 


3121 


..3594, 3190. .3594, 


5 1 y b . . jo y 4 , 






3196. .3594, 


3196. 


.3594, 


3196 


..3534, 3196.. 3594, 


3196. .3597, 






3199. .3594, 


3269. 


.3589, 


3271 


..3597, 33 


41. .3496, 


3379. .3597, 






3460. .3600, 


3467. 


.3496, 


3598 


. .3864, 3598. .3720, 


3601. .3870, 






3604 . .3864, 


3604. 


.3864, 


3604 


..3864, 3604.. 3861, 


3604 . .3825, 






3604 . .3873, 


3610. 


.3723, 


3619 


..3864, 3623. .3715, 


3632. .3865, 






3634. .3873, 


3704. 


.3859, 


3844 


. .3993/ 3844. .3981, 


3853. .3972, 



49385 






oo £c "3 Q7 c 


OQ £C 
J O O J • 


3QTO 

, . 0 y / z , 


jODj . 


3Q79 "3P71 "ZQl^ 

. j y / z , jo/i. .jy/o, 


^Q1 7 
j y x / . 


A O "3 Q 

. 4 u j y , 




3919. .4062, 


3943. 


. .4074, 


4084 . 


.4275, 4155. .4262, 


4155. 


.4289, 




4282. .4317, 


4287. 


, .4577, 


4287. 


.4559, 4293.-4577, 


4293. 


.4424, 




4 9 Q6 A^Q^ 
4 Z^D . . 4 0 y O , 


A "30 R 
4 j U O . 


4 R QR 
. . 4 J y J , 


4 ^ 0 R 
4 J U J . 


4 R77 4 ?P? 4 R^Q 
.43 / / , 4 J 0 J . . 4 j j :? , 


4386. . 


.4595, 




4 4 J / . . 4 J J J, 


4 RR 1 

4 J 0 -L . 


4 61 ^ 
, . 4 O X J , 


4 RP 1 
4 j 0 X . 


4 61 6 4 C »P4 4 61 ? 
. 4 DID/ 4 O O 4 . . 4 O X j , 


4596. . 


.4781, 




ylRQC 4 fl R'} 


4 60P 

4 OU O . 


4 P 69 

, . 4 0 OZ , 


4 60R 
4 OU 0 . 


4 P R? 4 690 4 ft 6P 
. 4 0 J J , 4DZU. .4000, 


4620. , 


.4862, 






4 £90 
4 OZ U . 


4 p R 0 
. 4 0 J J , 


4 6^6 

4 O j 0 . 


4 77 ? 4 6R R 4709 

.4 / / J, 4D0J. .4/UZ, 


4722. , 


.4850, 




4 / . . 4 O OU , 


4*7 ^9 
4 / Ji , 


4P1Q 
. 4 0 J J t 


4 7 Q7 
4 / y / . 


4P6P 4R01 4P?Q 
.40DO, 40UX. .40Ji?, 


4878. , 


.4919 


Seq. No. 


47679 








Seq. ID OJ000214 


T3.0320.C15 


Gene No. 


101475 








Strand 






otaiL 


DjjU 








Fr»H R 4 4 0 
Ejna O 4 4 U 






Name 


pi inn n 914 1 ^ 


0*390 
. UjZU . 


PI R r\~\ 

LID .Ol 


•hm 
. Lltl 


M£i-hH/-\/H TT3T ZiQTY* 

LYietnoa idlhoia . 


Maize 




Of 3 yf 

o cart 


Z j J J 








TTnH 977R 
CjIIU z / / 0 






P T 


none 








C^^-K-rt IRQ 

ocore xjo 






Exons 




0377 
Z j / / . 


97 60 
* Z / D U , 


9 4 01 
Z 4 U X . 


977P 9604 9769 
.Z/ /O, ZDU4. .Z/OZ, 


2612. . 


.2776 


Seq. No. 


47679 








Seq. ID OJ000214 


13.0320.C15 


Gene No. 


101475 








Strand ' - 






OtaiC 










TTnH fl 4 4 0 
Ejna. O 4 4 U 






Name 


Pi Tnnnoi 4 1 "3 

UJUUUZ14 1j 


noon 
. UjZU . 


PI R ^ 3 
CI J . O J 


. tc 


LYieunoa xrJXjH.oXA. 


Cress 




otart 










HjnQ z y x j 






P T 
brX 


none 








C/^/^T-a 116 
OCOI c X X o 






Exons 


Z 0 y y . . Z y X J , 


961 P 


9P 66 
. Z O O D 










oeq. in o . 


A 7 67 Q 
4 / D / y 








<2£*/~r m PT00091 4 

oeq. xu ujuuuzi4 


13.0320.C15 


bene jno . 


TO 1 4 m 

1U14 / J 








d era no 






btart 


6*3 "30 
DjjU 








TTr^/H Q /I /I O 

bnu o 4 4 U 






Name 


Pi TOn fl 91 4 1 "3 
UJUUUZ14 1j 


O "39 0 
. UjZU . 


PI R /^*3. 
LI J • O j 


. ts 


tyieiinoQ iDXi/ioiA: 


Soybean 


otart 


"31 90 








ITt-i H A Q 6 Q 

Lna 4ooo 






P T 


none 








bcore 40 






Exons 


j X Z 0 . . JlOl/ 


J X 4 O . 


^9 67 
. jZ 0 / , 


^ 1 QO 

j x y u . 


3c;q7 "31 qo 3c;Q/i 

. j j y / , oxyu. .jjy4, 


3196. . 


,3594, 




JiyO . . JJlJ/ 


^1 QQ 
J X y y . 


3/lf|t: 
* J 4 U J , 


^9 6 Q 

jz 0 y . 


3cn^ ^^^/l ?/l?Q 
.jjUj, jj j4 . . j4jo, 


3415. . 


,3594, 




3598. .3720, 


3601. 


.3870, 


3601. 


.3864, 3604. .3864, 


3604 . . 


,3822, 




3632. .3859, 


3634. 


.3873, 


3853. 


.39:72, .3865. .3969, 


3865. . 


,3969, 




^ Q/i 0 a n 69 

J ^4 J . .'4UO^, 


J :? 0 J . 


4091 

. 4 U Z X , 


4 09? 

4 U Z J . 


404Q 410R 4906 
• 4U4.3, 4XUO. .4ZUD, 


4155. . 


,4289, 




'4 1 R ^ 4 9 R 

41JJ. . IZJJ; 


4 9 


4 m 7 

.40/ / , 


4 9 Q 6 
4 z y D . 


yl CQC 49Q6 4R6R 
.4jyj, 4ZyD. .4300, 


4383. . 


,4577, 




1 jOD. . 4 JO U , 


4 "3R 6 
4 j O 0 . 


: 4 j OO , 


A- A A Q 

4-4 4 y . 


.40ZU, 4 Jol . .40X0, 


4581. . 


,4613, 




4 R Q (T 4 ft 6R 
4 J jO. . 4 O O 0 , 


4 £0 P 
4 D U O . 


4 R ^ 6 
. 4 0 j D , 


4 60 fl 
4 OU 0 . 


4670 4690 4R69 
•40/U, 40ZU. .4oOZ, 


4636. . 


,4767, 




4 6P n 4 ft s ^ 

4 OO U . . 40JJ, 


4 P 0 1 
4 0 U X . 


4 R ^ 6 
. 4 O J 0 










oeq . no . 


4 7 67 Q 








oeq. xu ujuuuzx^ 


13.0320.C15 


Gene No . 


1 m A 7 R • 

1 U X 4 / O 








otranu 






Q+- 3 rf 










Hina o 4 4 u 






Name 


H TOO 09 1 4 1^ 


0^90 
. UjZU . 


PI R r\ ^ 
CiJ . O J 


. LIU 


+- Vi rppT 7\CTY • 

LYieLnOQ IidIjAdIA. 


Maize 




C +■ s -r-+- 

otart 


"31 QO 








ITr^^ A Q ^ D 
CjIIQ 4 0 Ob 






P T 


none 








Score 73 






Exons 


3190. .3597, 


3190. 


.3594, 


3196. 


.3594, 3197.. 3388, 


3217. . 


3594, 




. 3361. .'3597, 


3595. 


.3864, 


3598. 


.3864, 3598. .3813, 


3604 . . 


3864, 




0 £04 ^P 61 
j OU 4 . . JODI, 


"3.61 0 
j OX U . 


"3.7 9 0 
. j / Z U , 


? 6 1 n 
j 0 X u . 


"3666 -36^9 371 C 
.jOOO, JDjZ. .j/Xj, 


3632. . 


3868, 




1 6/1 Q TQTJ 
0 d4 y . .JO / J , 


"3 Q A A 
JO H 4 . 


3QTC 

. j y / 0 , 


3QT1 
j 0 / X . 


3QCQ OQTO A ClH A 


4155. . 


4289, 




4155. .4253, 


4287. 


.4559, 


4296. 


.4568, 4386. .4595, 


4470. . 


4577, 




4581. .4616, 


4608. 


.4838, 


4620. 


.4868, 4620. .4862, 


4620. . 


4853, 




4636. .4761, 


4692. 


.4850, 


4744 . 


.4830, 4801. .4839 






Seq. No. 


47679 








Seq. ID OJ000214 


13.0320.C15 


Gene No. 


101475 








Strand 







49386 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6330 End 

OJ000214_13 . 0320 . C15 . o2 . tw Method 

3196 " End 

none Score 



8440 

TBLASTX: Wheat 

4796 

65 



3196. .3315, 3394. .3480, 3403. .3699, 3404. .3571, 3676. .3864, 

3721. .3858, 3721. .3873, 3743. .3862, 3793. .3876, 3863. .4069, 

3863. .4078, 3865. .4089, 3865. .3969, 3904. .4092, 3943. .4074, 

4386. .4631, 4608. .4796, 4666. .4755 



47679 

101475 

6330 

OJ000214_13.0320.C15.o2.gp 
6330 

1007_1.R1084 
6330. .6761, 7373. .7450, 
'24 97903/spl P94029IMT21 



OJ000214 13.0320.C15 



Seq. ID 
Strand 

End . 8440 

Method AAT/GAP 
End 8233 
Score 1290 
8035.. 8233 
_ORYSA 2.0e-17 METALLOTHIONE IN-LIKE 
PROTEIN TYPE 2 >gi_1752 8 31_db j_BAA14 038 . 1_ (D89931) 
metallothionein-like protein [Oryza sativa] >gi_1815628 (U43530) 
metallothionein-like type 2 [Oryza sativa] 1 

13.0320.C15 



Seq. No. 


47679 






Seq. ID 


OJ000214 


Gene No. 


101475 






Strand 




Start 


6330 






End 


8440 


Name 


• OJ000214 13 


.0320.C15.o4 


. gs 


Method 


GENSCAN 


Start 


6656 






End 


84 40 * 


GI 


none 






Score 


.74 


Exons 


6656. .6761, 


7373. .7450, 


8035. 


.8197, 8 


335. .8440 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214 13.0320.C15 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47679 Seq. ID 

101475 Strand 
6330 End 8440 

OJ000214_13 . 0320 . CI 5 . o3 . np Method AAT/NAP 
6659 ' - End 8099 

2497903 Score 423 

6659.. 6761,. 7373.. 7450, 8035.. 8099* 
METALLOTHIONEIN-LIKE PROTEIN TYPE 2 
metallothionein-like protein - rice 
(D89931) metallothionein-like protein [Oryza sativa] 
gi|1815628|gb|AAC49627.1| (U43530) metallothionein-like type 2 
[Oryza sativa] 



gi|7441820|pir| IT03727 
gi | 1752831 I db j IBAA14 038, 



II 



47680 Seq. ID 

101476 Strand 

265 End 
OJ000214_13 . 0320 . C16 . ol . gs Method 

265 End 

none Score 
265. .1248 



OJ000214_13.0320.C16 

1248 
GENSCAN 
1248 
.96 



Seq. No. 47680 Seq. ID 

Gene No. 101476 Strand 

Start 265 End 

Name OJ000214_13 . 0320 . CI 6 . ol . gp Method 

Start 301 End 

GI 428253 Score 

Exons 301.. 625 



OJ000214_13.0320.C16 

1248 
AAT/GAP 
625 
635 



49387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47681 

101477 

529 

OJ000214 

529 

none 

529. .670 



13.0320.C17.ol.gs 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_ 
+ 

700 

GENS CAN 

670 

.58 



13.0320.C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



47681 

101477 

529 

OJ000214_13.0320.C17.ol.tm 

531 

none 



Seq. ID OJ000214 13.0320.C17 



Strand 
End 

Method 

End 

Score 



+ 

700 

TBLASTX: Maize 

700. 

146 



531. .671, 531. .665, 532. .669, 533. .697, 680. .700 



Seq. ID 

Strand 

End 

Method 

End 

Score 



47682 
101478 
384 

OJ000214_13.0320.C18 .ol .gs 
384 
none 

384. .419, 839. .904 

47683 
101479 
243 

OJ000214_13.0320.C19.ol.gs 
243 
none 

243. .441, 619. .696, 1002. .1027, 1284. .1334 



OJ000214_13.0320.C18 
+ • 
904 

GENSCAN 
904 
.52 



Seq. ID OJ000214_13.0320.C19 
Strand 

End 1334 

Method GENSCAN 

End 1334 

Score .54 



47684 

101480 

1456 

OJ000214 

1456 

6650693 



13.0320.C20.ol v ;hp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_13.0320.C20 

2905 
AAT/NAP 
2905 
150 



1456. .1537, 1675. .1771, 1870. .1951, 2078. .2187, 2783. .2905 
(AF1144 94) putative tyrosine phosphatase [Homo sapiens] 



47684 

101480 

1456 

OJ000214_13.0320.C20.ol.tm 

1670 

none 

1670. .1774, .1673. .1774, 1864. 
2075.. 2146, 2076.. 2150, 2078, 
2773.. 2883, 2783.. 2887, 2784. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1953, 1868 
.2146, 2095 



OJ000214 13.0320.C20 



2905 

TBLASTX: Maize 
2889 
119 

1972, 1871. 
2181, 2394. 



.1981, 
,2453, 



.2888, 2785. .2889 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47684 

101480 

1456 

OJ000214 
1670 



13.0320.C20.ol.ts 



Seq. ID 

Strand 

End 

Method 
End 



OJ000214_13. 0320.C20 
2905 

TBLASTX: Soybean 
2905 



49388 



GI 

Exons 



none Score 91 

1670. .1774, 1672. .1779, 1673. .1774, 1864. .1953, 1874. .1972, 

2075. .2146, 2078. .2137, 2095. .2181, 2394. .2453, 2789. .2887, 

2790. .2888, 2790. .2888, 2798. .2905 



Seq. No. 47685 

Gene No. 101481 

Start 12009' 

Name OJ000214_13 . 0320 . C21 . o3 . gp 

Start 11888 

GI 1742_1.R1084 

Exons 11888. .12077, 12292 12331 , 
GI Descrip. 



Seq. ID OJ000214_13.0320.C21 
'Strand + 
' End 16060 
Method AAT/GAP 
End 15715 
Score 2462 
14520. .15274, 15361. .15715 
1 2144098/pir | | 156573 4.0e-40 SC2 - rat >gi_256994_bbs_115268 
(S45663) SC2=synaptic glycoprotein [rats, brain, Peptide, 308 
aa] [Rattus sp. ] 1 



Seq. No. 47685 Seq. ID OJ000214_13 . 0320 . C21 

Gene No. 101481 Strand + 

Start 12009 . . End 16060 

Name OJ000214_13 . 0320 . C21 . o2 . gs Method GENSCAN 

Start 12009 End 16060 

GI none Score .42 

Exons 12009. .12077, 12292 .. 12331 , 14520 .. 15200, 15361 .. 15425, ' 
15917.. 16060 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47685 

101481 

12009 

OJ0002 14_13 . 032 0 . C2 1 . o2 . np 

12009 

7076779 



Seq. ID OJ000214_13.0320.C21 

Strand + 

End 16060 

Method AAT/NAP 

End 15426 

Score 1303 



12009. .12077, 12292. . 12331, 14520 .. 15274 , 15361.. 15426 
(AL132975) glycoprotein-like [Arabidopsis thaliana] 



47685 1 Seq. ID 

101482 Strand 

406 End 

OJ000214_13. 0320.C21.ol.gs Method 

4 06 End 

none Score 



OJ000214_13.0320.C21 

10885 
GENSCAN 
10885 
.67 

2784, 2889. .2970, 



406. .517, 559. .687, 1653. .1797, 2688. 
3074. .3144, 3295. .3348, 4968. .5079, 5171. .5297, 5482. .5730, 
6302. .6480, 7010. .7097, 7293.-7338, 7437. .7513, 7600. .7655, 
8197. .8336, 8447. .8505, 8607. .8682, 9531. .9662, 9769. .10068, 
10820. .10885 



Seq. No. 47685 - Seq. ID OJ000214_13 . 0320 . C21 

Gene No. 101482 Strand 

Start 406 End 10885 

Name OJ000214_13 . 0320 . C21 . ol . gp Method AAT/GAP 

Start .2266 End 4999 

GI 4151_1.R1084 Score 1249 

Exons 2266. .2567, 2688. .2784, 2889. .2970, 3074. .3144, 3295. .3348, 

3738. .3826, 4968. .4999 

GI Descrip. '2384956 2.0e-30 (AF022985) No definition line found 

[Caenorhabditis elegans] 1 



49389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47685 Seq. ID OJ000214_13 . 0320 . C21 

101482 Strand 

406 End 10885 

OJ000214_13.0320.C21.o2.gp Method AAT/GAP 

5918 End 7348 

16788JL.R1084 Score 1339 

5918. .6300, 6393. .6480, 6575. .6642, 7000. .7132, 7293. .7348 

1 3355484 2.0e-40 (AC004218) putative geranylgeranyl transferase 

type I beta subunit [Arabidopsis thaliana] 1 

OJ000214 13.0320.C21 



47685 Seq. ID 

101482 Strand 
406 End 
OJ000214_13.0320.C21.ol.np Method 
6150 End 
7484977 Score 

6150. .6300, 6393. .6480, 6575. .6642, 7000. .7124, 7293. .7338, 
7437. .7513, 7600. .7655, 8197. .8336, 8447. .8505, 8607. .8682, 
9769.. 10011 

geranylgeranyl-diphosphate geranylgeranyltransf erase I beta 
chain homolog F12L6.21 - Arabidopsis thaliana 
gi|3355484|gb|AAC27846.1| (AC004218) putative geranylgeranyl 
transferase type I beta subunit [Arabidopsis thaliana] 



10885 
AAT/NAP 
10011 
846 

7000. .7124, 7293. 
8447. .8505, 8607. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47685. Seq. ID 

101483 Strand 
16646 . End 

OJ000214_13 . 0320 . C21 . ol . tw Method 
403 End 

none .' Score 



OJ000214_13.0320.C21 
16768 

TBLASTX: Wheat 

5226 

53 



403. .516, 407. .490, 606. .683, 609. .647, 3723. .3827, 3738. .3824, 



3739.. 3834, 3739. 
5171. .5224 



,3828, 4965.. 5099, 4965.. 5078, 5170.. 5226, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47685 
101483 
16646 

OJ000214_13 . 0320 . C21 . o2 . tc 
403 



OJ000214 13.0320.C21 



none 
403. . 
2686, 
3292. 
4965. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

516, S88..683, 2530.. 2574, 2680. 
.2787, 2875.-2973, 2877. .2972, 3073. .3144, 3074. .3172, 
.3351, 3716.. 3826, 3729.. 3827, 3730.. 3828, 3738.. 3830, 
.5078, 5170.. 5244 



16768 

TBLASTX: Cress- 

524 4 

91 

.2790, 2681.. 2779, 



Seq. No. 47685 
Gene No. 101483 
-Start 16646 

Name OJ000214_13 . 0320 . C21 . o2 . 

Start 403 
GI none 

Exons 403.. 522, 403.. 516, 407. 

24.83.. 2575, 2484.. 2570, 
2692.. 2790, 2730.. 2804, 
3074.. 3190, 3292.. 3351, 
3738.. 3857, 3742.. 3828, 
5171. .5242 



Seq. ID OJ000214_13.0320.C21 
Strand 

End 167 68 

tm Method TBLASTX : Maize 

End 5244 

Score 105 
.526, 606. .683, 609. .659, 610. .684, 
2530. .2574, 2680. .2790, 2681. .2785, 
2869. .2973, 2883. .2972, 3073. .3144, 
3295.. 3354, 3729.. 3827, 3730.. 3828, 
4965. .5099, 4965. .5078, 5170. .5244, 



49390 



Seq. No. 


47685 




Seq. ID 


-OJ000214_13.0320 


.C21 


Gene No. 


101483 




Strand 






Start 


16646 




End 


16768 




Name 


OJ000214 13.0320.C21 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2495 




End 


3836 




GI 


none 




Score 


47 




Exons 


2495. .2575, 2530. .2574, 2659. .2790, 2681. .2776, 2883. .2972, 




2893. .2973, 3073. .3144, 3074. .3145, 3292. .3351, 3716. .3823, 




3723. .3827, 3730. .3834, 3738.-3836, 3742. .3834 . 




Seq. No. 


47685 




Seq. ID 


OJ000214_13.0320 


.C21 


Gene No. 


101483 




Strand 






Start 


16646 




End 


16768 




Name 


OJ000214 13.0320.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12287 




End 


15438 




GI 


none 




Score 


541 




Exons 


12287. .12352, 14519. 


.15274,- 


14520. .15272, 14522 .. 15274 , 






15112 .. 15276, 15360. 


. 15437 , 


15370. . 15438 




Seq. No. 


47685 




Seq. ID 


OJ000214_13.0320 


.C21 


Gene No. 


101483 




Strand 






Start 


16646 




End 


.16768 




Name 


OJ000214 13.0320.C21 


.ol.tc 


Method 


TBLASTX : Cress 




Start' 


14510 




End 


14827 




GI 


none 




Score 


391 




Exons 


14510 .. 14605, 14518. 


. 14820, 


14522. . 14 818, 14 642. . 14827 




Seq. No. 


47685 




Seq. ID 


OJ000214_13.0320 


.C21 


Gerie^- No . 


101483 




Strand 






Start 


16646 




End 


16768 




Name 


OJ000214 13.0320.C21 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14525 




End 


14746 




GI 


none 




Score 


267 




Exons 


14525. .14746, 14533. 


14619, 


14635. .14745 




Seq. No. 


47685 




Seq. ID 


OJ000214_13.0320 


.C21 


Gene No ; 


■ 101483 




Strand 






Start 


16646 




End 


16768 




Name 


OJ000214 13.0320.C21. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


14843 




End 


15109 




GI 


none 




Score 


447 




Exons 


14843. .15109, 14845.. 


15066, 


14858.. 15103 




Seq. No.. 


47685 




Seq. ID 


OJ000214_13.0320 


.C21 


Gene No. 


101483 




Strand 






Start 


16646 




End 


16768 




Name 


OJ000214 13.0320.C21. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


15041 




End 


15429 




GI 


none 




Score 


46 




Exons 


15041. .15094, 15077.. 


15178, 


15112. .15177, 15175. .15273, 






15182. .15274, 15363.. 


15395, 


15370. .15402, 15394 .. 15429, 






15400. .15429 










Seq. No. 


47685 




Seq. ID 


OJ000214_13.0320 


C21 


Gene No. 


101483 




Strand 






Start 


16646 




End 


16768 





49391 



Name 
Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214_13 . 0320 . C21 . o3 . ts Method 
15109 . End 
none * Score 



TBLASTX : Soybean 

15304 

275 



15109. .15273, 15110. .15304, 15110.. 15292 

OJ000214 13.0320.C21 



47685 
101483 
1664 6 

OJ000214_13.0320.C21.o3.gs 

16646 

none 

16646. .16768 

47686 

101484 

381 

OJ000214_13 . 0320 . C22 . ol . gs 
381 

none • 
381. .564 



Seq. ID 
Strand 
End 

Method 

End 

Score 



16768 
GENSCAN 
16768 
.49 



Seq. ID OJ000214_13.0320.C22 
Strand 

End 564 

Method GENSCAN 

End . 564 

Score .81 



47687 Seq. ID 

101485 Strand 

516 End 

OJ000204_12 .0323.Cl.ol.gp Method 

516 End 

3760640 Score 
516. .566, 3883. .4261 

4 17 6420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



OJ000204_12.0323.C1 
+ 

16999 
AAT/GAP 
4261 
794 





Seq. No. 


47687 




Seq. ID 


OJ000204_12.0323 


.CI 




Gene No. 


101485 




Strand 


+ 






Start 


516 




End 


16999 






Name 


OJ000204 12 


.0323.Cl.ol.gs 


Method 


GENSCAN 






Start 


1616 




End 


3979 




pi 


GI 


none 




Score 


.9 




0 


Exons 


1616. .1689, 


■ 3883.". 3979 








?™ 


Seq. No. 


47687 




Seq. ID 


OJ000204_12.0323 


.CI 




Gene No. 


101485 




Strand 


+ 






Start 


516 




End 


16999 






Name 


OJ000204 12 


.0323.Cl.o2.np 


Method 


AAT/NAP 






Start 


3709 




End 


16870 






GI 


7299061 




Score 


77 






Exons 


3709. .3792, 


11973. .12076, 


12223. . 12286, 


16721. .16870 






GI Descrip. 


(AE003679) - 


CG9748 gene product [Drosophila melanogaster ; 


] 




Seq. No. . 


47687 




Seq. ID 


OJ000204_12.0323 


.CI 




Gene No. 


101485 




Strand 


+ 






Start 


516 




End 


16999 






Name 


OJ000204 12 


.0323.Cl.o3.gs 


Method 


GENSCAN 






Start. 


11739 




End 


13094 






GI 


none 




Score 


.53 






Exons 


11739. . 12166, 12508. .12643 


, 12854. .12885, 12950. .13094 






Seq. No. 


47687 




Seq. ID 


OJ000204_12.0323 


.CI 



49392 



Gene No. 101485 Strand + 

Start . 516 End 16999 

Name OJ000204_12 . 0323 . CI . o3 . gp Method AAT/GAP 

Start 16492 End 16742 

GI 428570 Score 491 • 

Exons 16492. .16742 



Seq. No. 47687 

Gene No. 101485 

Start 516 

Name OJ000204_12 . 0323 . CI . o4 . gs 

Start 16604 

GI none 

Exons 16604 . .16999 



Seq. ID OJ000204_12.0323.C1 

Strand + 

End 16999 

Method GEN SCAN 

End 16999 

Score .85 



Seq. No. 47687 

Gene No. 101486. 

Start 5193 

Name OJ000204_12 . 0323 . CI . o2 . gs 

Start 5193 

GI none 
Exons 



Seq. ID OJ000204_12.0323.C1 
Strand 

End 11026 

Method GENSCAN 

End 10952 

Score .92 



5193. .5257, 7563. .7584, 7784. .7965, 9377. .9460, 10557 .. 107 98 , 
10897. .10952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47687 Seq. ID OJ000204_12 . 0323 . CI 

1014 8 6 Strand ' - 

5193 End 11026 

OJ000204 JL2 . 0323. CI . o2 . gp Method AAT/GAP 

7493 End 7973 

79598_1.R1084 Score 579 

7493. .7584, 7732. .7973 

1 5 669638 /gb | AAD4 6404 . 11 AF096248_1 1.0e-30 (AF096248) 
ethylene-responsive RNA helicase [Lycopersicon esculentum] 1 



Seq. No. 47687 

Gene No. 101486 

Start . 5193 

Name "■' r OJ000204_12 . 0323 . CI . ol . np 

Start 7538 ' 

GI 5669638 

Exons 7538.. 7591, 7733.. 7965, 8040 
8935.,. 9089, 9299.. 9460, 9559. 

GI Descrip. 



Seq. ID 
Strand 
^End 
Method 
End 
Score 



OJ000204 12. 0323. CI 



11026 
AAT/NAP 
10952 
1631 

8266, 8353. .8401, 8569. .8624, 
9738, 10557. .10798, 10897.. 10952 



(AF096248) ethylene-responsive RNA helicase [Lycopersicon 
esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



47687 

101486 

5193 

OJ000204_12.0323.Cl.ol.tc 

7730 

none 

7730. .7966, 7731. .7820, 7736, 
8032. .8268, 8035. .8265, 8045. 

47687 

101486 

5193 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 12. 0323. CI 



11026 

TBLASTX: Cress 
8408 
100 

7837, 7890. .7931, 7892.-7966, 
8269, 8069. .8269, 8352. .8408 



Seq. ID 

Strand 

End 



OJ000204 12. 0323.. CI 



11026 



49393 



Name 

Start 

GI 

Exons 



OJ000204 12.0323.Cl.ol.ts 



Method . TBLASTX : Soybean 



7730 End 8 606 

none Score 132 

7730.. 7966, 7731.. 7820., 7733.. 7837, 7895.. 7966, 7903.. 7968, 

8032.. 8250, 8032.. 8268, 8042.. 8272, 8352.. 8441, 8353.. 8439, 

8526. .8606, 8527.. 8604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47687' - ■ Seq. ID 

101486 Strand 

5193 ' End 
OJ000204_12.0323.Cl.ol.tm Method 
7838 End 
none Score 



OJ000204_12.0323.C1 
11026 

TBLASTX: Maize 

9356 

158 



7838. .7966, 8032. .8268, 8042. .8209, 8056. .8253, 8358. .8441, 
8359. .8439, 8526. .8630, 8533.-8628, 8932. .9060, 8942. .9058, 
9061. .9090, 9062. .9091, 9318. .9356 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47687 

101486 

5193 

OJ000204_12.0323.Cl.o2 . tc 

8526 

none 

8526. .8630, 8932. .9099, 8942. 
9578.. 9733, 9594.. 9725 

47687 
101486 
5193 

OJ000204 
9293 
none 



OJ000204_12.0323.C1 
11026 

TBLASTX: Cress 

9733 

86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9091, 9294.. 9449, 9298.. 9450, 



12.0323.Cl.o2.tm 



Seq. ID OJ000204_12.0323.C1 
Strand 
End 

Method 
End 
Score 

9293. .9457, 9297. .9521, 9297. .9467, 9560. .9739, 9561. .9746, 
9561. .974 6, 10541. .10615, 1054 9. .1077 6, 10550. .10699, 
10897. .10953, 10899 .. 10952 , 11000. .11026 



11026 

TBLASTX: Maize 

11026 

129 



Seq. No. 47687 

Gene No. 101486 

Start 5193 

Name OJ000204_12 . 0323 . CI . o2 . ts 

Start 9334 

GI none 
Exons 



OJ000204 12 . 0323 . CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9334. .9429, 9336. .9428, 9423. .9458, 9424. .9459, 9554. .9739, 
9556.. 9675, 9560.. 9739, 9561.. 9746, 1054 9 .. 10722 , 10550 .. 10699, 
10899. .10952 



11026 

TBLASTX: Soybean 

10952 

133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



47688 Seq. ID 

101487 Strand 

2207 End 

OJ000204_12 . 0323 . C2 . o2 . gs Method 

2207 End 

none Score 

2207. .2296, 2439. .2537, 2629. .2787 



47688 

101487 

2207 



Seq. ID 

Strand 

End 



OJ000204_12.0323.C2 

+ 

3025 
GENSCAN 
2787 
.95 



OJ000204_ 
+ 

3025 



12. 0323. C2 



49394 




Name 


OJ000204_12.0323.C2.ol.gp 


Method 


AAT/GAP 




Start 


2513 


End 


3025' 




GI 


80325 1.R1084 


Score 


754 




Exons 


OCIO OC*3T o/"in 

2513. .2537, 2629. .3025 








GI Descrip. 


142uy32/ go | U b 1 3 o 3 | OKU o 1 3 o 3 


7.0e-21 Oryza rufipogon 






4 -coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 




Seq. No. 


47688 


Seq. ID 


OJ000204_12 . 0323 . 


C2 


Gene No. 


101488 


Strand 


+ 




Start 


O O *3 C 

o o 35 


End 


10003 




Name 


OJ000204 12 . 0323 . C2 . o4 . gs 


Method 


GENSCAN 




Start - 


o o o c 

oo35 


End 


10003 




GI 


none 


Score 


. 69 




Exons 










Seq. No. 


47688 


Seq. ID 


OJ000204 12.0323. 


C2 


Gene No. 


101489 


Strand 






Start 


24 b 


End 


448 




Name 


OJ000204 12 . 0323 . C2 . ol . gs 


Method 


GENSCAN " 




Start 


24 6 


End 


448 




GI 


none 


Score 


.88 




Exons 


246. .271, 350. .448 








Seq. No. 


47 688 


Seq. ID 


OJ000204_12.0323. 


C2 


Gene No. 


101490 


Strand 






Start 


1938 


End 1 


8157 ■ 




Name 


OJ000204 12.0323.C2.ol.np . 


Method 


AAT/NAP 




Start 


1938 


End 


5053 




GI 


4263522 


Score 


674 




Exons 


1938. .1985, 3329. .4403, 4530 


. .4809, 4921. .5053 




GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


47688 


Seq. ID 


OJ000204_12.0323. 


C2 


Gene No. 


101490 


Strand 






Start 


1938 


End 


8157 




Name 


OJ000204 12.0323.C2.o3.gs ' 


Method 


GENSCAN 




Start 


3245.. 


End 


8157 




GI 


none 


Score 


.59 




Exons 


3245.-3557, 3605. .5113, 5990 


..6149, 6252. .6373, 7832. .8157 


Seq-. No. 


47688 


Seq. ID 


OJ000204_12.0323. 


C2 


Gene No. 


101490 


Strand 






Start 


1938 


End 


8157 




Name 


OJ000204 12.0323.C2.o2.np 


Method 


AAT/NAP 




Start 


5903 


End 


8061 




GI ' 


6714327 


Score 


485 




Exons 


5903.. 6149, 6252.. 6380, 6477 


..6591, 6963. .7083, 7832. .8061 


GI Descrip. 


(AC016972) unknown protein [Arabidopsis thaliana] 




beq. No. 


47688 


Seq. ID 


OJ000204_12.0323. 


C2 


Gene No. 


101491 


Strand 






Start 


10395 


End 


10698 




Name 


OJ000204 12.0323. C2.o5.gs 


Method 


GENSCAN 




Start 


10395 


End 


10698 




GI 


none 


Score 


.48 




Exons 


10395. .10555, 10614. .10698 









49395 



Seq. No. 47688 

Gene No. 101492 

Start 12889 

Name OJ000204_12 . 0323 . C2 . 06 . gs 

Start 12889 

GI none 
Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 17577 

Method- GENSCAN 

End 16827 

Score .47 



12889. .13207, 13658 13923, 16372 16827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47688 

101492 

12889 

OJ000204_12 .0323.C2.o3.np 

12904 

3882018 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 17577 

Method AAT/NAP 

End 17577 

Score 1164 



12904 .. 13207, 13658 .. 13923, 16372 .. 1 6524 , 16561, 
16930. . 17577 

(Y18377) cytokinin oxidase [Zea mays] 



16838, 



47688 

101493 

19907 

OJ000204__12.0323.C2.ol.ts 

3311 

none 

3311. .3604, 3321. .3458, 3607, 



S'e-q. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX : Soybean 

End ■ 3798 

Score 78 
.3798 



Seq. No. 47688 

Gene No. 101493 

Start 19907 

Name ' OJ000204_12 . 0323 . C2 . ol . tm 

Start 3332 

GI none 
Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

22373 

TBLASTX: Maize 
4419 
151 



End 

Method 
End 
Score 

3332. .3598, 3616. .4110, 3665. .3982, 3784. .4155, 3788. .4156, 
3820. .4206, 4009. .4209, 4057. .4251, 4091. .4222, 4123. .4209, 
4209. .4226, 4222. .4419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47688 

101493 

19907 

OJ000204_12. 0323.C2.ol.tc 

3533 
none 



Seq. ID OJ000204_1'2.0323.C2 
Strand 

End 22373 

Method TBLASTX : Cress 

End 4221 

Score 93 



3533. .3604, 3619. .4197, 3757. .3909, 4069. .4221 



Seq. No. 47688 

Gene No. 101493 

Start 19907 

Name O'J000204_12 . 0323 ;C2 . ol . tw 

Start 3676 

GI none 
Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX: Wheat 

End 4620 

Score 80 

3676. .3975, 3676. .4149, 3677. .4150, 4036. .4206, 4228. .4392, 
4459. .4566, 4483. .4620 



Seq. No. 47688 

Gene No. 101493 

Start 19907 

Name OJ000204 12 . 0323 . C2 . o3 . ts 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX : Soybean 



49396- 



Start 3838 
GI none 

Exons 3838.. 4008, 3991.. 4206 

Seq. No. 47688 
Gene No. 101493 
Start 19907 

Name OJ000204_12 . 0323 . C2 . o4 . tc 

Start _ 5981 

GI " none 
Exons 



End 
Score 



4206 
124 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX: Cress 

End 6381 

Score 95 



5981. .6166, 5989. .6165, 6250. .6378, 6251. .6331, 6253. .6381 



Seq. No. 47688 

Gene No. 101493 

Start 19907 

Name OJ000204_12 . 0323 . C2 . o3 . tm 

Start 5989 
GI . none 
Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX : Maize 

End 7085 

Score 63 



5989.. 6165, 6019.. 6168, 6250..6378> 6251.. 6379, 6470.. 6550, 
6957. .7085, 6964. .7047 



Seq. No. . 47688 

Gene No. 101493 

Start 19907 

Name OJ000204_12 . 0323 . C2 . o4 . tm 

Start 13003 

GI none 
Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

.Method TBLASTX: Maize 

End 13926 

Score 97 



13003. .13131, 13657. .13692, 13711 .. 13926, 13724. .13876 



^ Seq. No. 47688 

W Gene No. 101493 

fy Start 19907 

1* Name OJ000204_12 . 0323 . C2 . o3 . tc 

^ Start 13609 

^ GI none 

~^ Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX : Cress 

End 13929 

Score 63 



13609. .13716, 13655. .13717, 13705 .. 13929, 13715 .. 13885 , 
,13768. .13887 



Seq. No. 47688 

IZ Gene No. 1014 93 

^ Start 19907 

Name OJ000204_12 . 0323 . C2 . o2 . ts 

Start 13654 

GI none 

Exons 



Seq. ID OJ000204_12.0323.C2 
Strand 

End 22373 

Method TBLASTX : Soybean 

End 17152 

Score 97 



13654. .13692, 13709 .. 13885, 13711 .. 13920, 16658 .. 1684 9, 
16747. .16854, 16926 .. 17123, 16928 17062 , 17081. .17152 



: Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



47688 

101493 

19907 

OJ000204_12.0323.C2.o2.tc 

16543 

none 



Seq. ID. OJ000204_12.0323.C2 
Strand 

End 22373 
Method TBLASTX : Cress 
End 17104 
Score 135 



16543. . 16599, 16646 .. 16849, 16747 .. 16854 , 16928 .. 17104 , 
16929. .17102 



Seq. No. 



47688 



Seq.. ID OJ000204_12.0323.C2 



49397 



Gene No. 


101493 


Strand 








Start 


19907 


End 


22373 






Name 




Method 


TBLASTX: 


Maize 




Start 


*l C C A Q 

I 0 0 4 5 


End 


16840 






GI 


none 


Score 


43 






Exons 


1 f C ^ -3 1 C. C H C 1 iCCin 1 C C AO 

1 004 J . . 1 DO / 0 r lOO /y . . IDDUo, 


16636. .16692, 16646 


1 C O A A 
. . 1 DO 4 0 , 






~\ c~i ah i £ o oa 
10/4 / . ■. IDoj? 










Seq. No. *- 


- 47688 


Seq. ID 


OJ000204 


1 2 . 0323 


.C2 


Gene No. 


101493 


Strand 








Start 


i yyu / 


End 


22373 






Name 


OJ000204 12 . 0 31 5 . C2 . oo . gs 


Method 


GENSCAN 






Start 


t a a a o 


End 


22373 






GI 


none 


Score 


.53 






Exons 


i riAAi oai ^ro oai m o a o o 

19907 .. 20168 , 20191 .. 20368 , 


20833. .20948, 22188 


O O O T O 

. .22373 




Seq. No. 


4768 9 


Seq. ID 


OJ000204 


1 O A o o o 

12 . 0323 


. C3 


Gene No. 


101494 


Strand 


+ 






Start 


1 ' 


End 


1471 






Name 


OJ000204' 12.0323.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


182 






GI 


7523512 


Score 


162 






Exons 


. 1. .182 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Se^q". No.' 


47689 


Seq. ID 


OJ000204 


to a o o o 

12 . 0323 


. C3 


Gene No. 


101494 


Strand 


+ 






Start 


1 


End 


1471 






Name 


OJ000204 12.0323.C3.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1471 






GI 


4680183 


Score 


181 






Exons 


1..61, 706. .776, 1382. .1471 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


47689 


Seq. ID 


OJ000204 


_12.0323 


.C3 


Gene No. 


101494 


Strand 


+ 






brart: 


1 * ' ' 


" End 


1471 






Name 


OJ000204 12.0323.C3.ol.gs 


Method 


GENSCAN 






Start 


706 


End 


1427 






bl 


none 


Score 


.75 






Exons 


706. .840, 1301. .1427 










Seq. No. 


•47690 


Seq. ID 


OJ000204_ 


_12 . 0323 


. C5 


Gene No. ■ 


101495 


Strand 


+ 






Start 


1 


End 


708 






Name 


OJ000204 12.0323.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


708 






GI 


6498441 


Score 


1107 






Exons 


1. .708 











GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 47690 

Gene'-'No. 1014 95 

Start 1 

Name OJ000204 12 . 0323 . C5 . ol . tw 



Seq. ID OJ000204_12.0323.C5 

Strand + 

End 708 

Method TBLASTX : Wheat 



49398 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27 End 419 

none Score 59 

27. .74, _ 81. .179, 86 . . 178, 146 . . 385, 162 .. 4 19.*--: 



47690 Seq. ID 

101495 Strand 

1 End 

OJ000204_12.0323.C5.ol.tm Method 

32 • - End 

none Score 
32. .301, 69. .305 



OJ000204_12.0323.C5 
+ 

708 

TBLASTX: Maize 

305 

186 



47691 
101496 
17126 

OJ000204_12 .0323.C6.ol.gp 
17126 

LIB34 34-035-P1-K1-A7 
17126. .17379 

•5441876/dbj | AP000367 . 1 | AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_ 
+ 

17379 
AAT/GAP 
17379 
385 



12. 0323. C6 



47691 
101497 
1734 3 

OJ000204_12.0323.C6.o2.gp 
17343 

38012_1.R1084 
17343. . 17423 

' 4097 94 7/gb|U72255 IOSU72255 



Seq. ID OJ000204_12.0323.C6 

Strand + 

End 17423 

Method AAT/GAP 

End- 17423 

Score' 103 

2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



47691 
101498 
2327 

OJ000204_12.0323.C6.o2.gs 
2327 



Seq. ID OJ000204_12.0323.C6 
Strand 

16551 
GENSCAN 
16533 
.9 



End 

Method 
End 

none Score 
2327. .2336, 2731. .2897, 3221. .3393, 4199. .4346, 4823.-4982, 
5307. .5452, 6249. .6477, 7187. .7409, 7539. .7687, 8787. .8956, 
9474. .9545, 11466. . 11597, 11667 .. 11754 , 12127 .. 12340, 
12787. .12970, 14288. .14 417, 14566. .14936, 14970. .15253, 
16218.. 16533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



Seq. ID 
Strand 
End 

Method 
End .. 
Score 



OJ000204 12. 0323. C6 



47691 
101498 
2327 

OJ000204_12.0323.C6.ol.np 

3206 
3687226 

3206. .3394, 4188. .4346, 4823 
7187. .7409, 7539..7689, 8852 

11667. . 11754, 12127. .12340, 12787 .. 12 970 , 13364 
14 316. .14 435, 14 566 .. 14 741, 16244. .16551 
(AC005169) hypothetical protein [Arabidopsis thaliana] 



16551 
AAT/NAP 
16551 
1102 

4982, 5307. .5452, 6249. .6438, 
8956, 9474. .9576, 114 67 .. 11 600, 

13451, 



47691 



Seq. ID OJ000204 12. 0323. C6 



49399 



Gene No. 


101498 






Strand 


- 


Start 


2327 






End 


16551 


Name 


OJ000204_12 . 


0323 


.C6.ol . tm 


. Method 


T.BLASTX:: 


Start 


6255 






End 


6477 


GI 


none 






Score 


82 


Exons 


6255 . . 6344 , 


6255 


..6476, 6256. .6477 




Seq. No. 


■ 47692 ' 






Seq. ID 


OJ000204 


Gene No. 


101499 






Strand 




Start 


2609 






End 


3134 


Name 


OJ000204_12 . 


0323 


.C7.ol'.gs 


Method 


GENSCAN 


Start 


2609 






End 


3134 


GI 


none 






Score 


. 77 


Exons 


2609. . 2863, 


2962 


. .3134 






Seq. No. 


47692 






Seq. ID 


OJ000204 


Gene No. 


1 A 1 Add 

1014 99 






Strand 




Start 


2609 






End 


3134 


Name 


OJ000204 12. 


0323 


.C7.ol.gp 


Method 


AAT/GAP 


Start 


2993 






End 


3134 


GI 


2311470 






Score 


252 


Exons 


2993. .3134 










GI Descrip. 


3687227 l.Oe 


-12 


(AC005169) 


hypothetical 


. protein 




thaliana] 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47693 

101500 

1 

OJ000204_12.0323.C8..ol.np 
1 

3687226 



Seq. ID OJ000204_12.0323.G8 
Strand 

End 7262 

Method AAT/NAP 

End 7262 

Score 595 



1..33, 327. .432, 1259. .1418, 1756. .1901, 4544. .4730, 5714. .5936, 
6116. .6290, 7208. .7262 

(AC005169) hypothetical protein' [Arabidopsis thaliana] 



Seq. ID OJ000204_12.0323.C8 

Strand ■ - 

End 7262 

Method AAT/GAP 

End 1451 

Score 565 



47693 
10150.0 
1 

OJ000204_12.0323.C8.ol.gp 
282 

2311470 
282. .432,. 1259. .1451 

3687227 1.0e-12 (AC005169) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47693 

101500 

1 

OJ000204_12.0323.C8.ol.gs 

285 

none 



Seq. ID OJ000204_12.0323.C8 
Strand 

End 7262 

Method GENSCAN 

End 6264 

Score .79 

285. .432, 1259. .1418, 1756. .1901, 4544. .4769, 5714. .5936, 
6116.. 6264 



Seq. No. 
Gene No. 
Start . 



47693 

101500 

1 



Seq. ID OJ000204_12.0323.C8 
Strand 

End 7262 



49400 



Name 

Start 

GI 

Exons 



OJ000204_12.0323.C8 .ol.tm Method TBLASTX : Maize 

1764 _ End 4781 

none * Score 128 

1764. .1829, 4550. .4660, 4551. .4676, 4660. .4752, 4664. .4768, 
4665. .4781 



Seq. ID OJ000204_12.0323.C8 
Strand 

End 7262 

Method TBLASTX : Mai ze 

End 3143 

Score 121 

2689. .2820, 2727. .2816, 2829. .2888, 2947. .3078, 3117. .3143 



Seq. No. 47693 

Gene No. 101500 

Start 1 

Name OJ000204_12 . 0323 . C8 . o2 . tm 

Start 2689 

GI none 
Exons 



Seq. No. 47694 

Gene No. 101501 

Start 1 

Name OJ000204_12 . 0323 .C9 . ol .np 

Start 1 

GI 3687225 

Exons 1..222, 772.. 843 

GI Descrip. (AC005169) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000204_12.0323.C9 
Strand 

End 843 

Method AAT/NAP 

End 843 

Score 91 



Seq. No. 47694 
Gene No. • 101501 

Start 1 

Name OJ000204_12 . 0323 . C9 . 61 . gs 

Start 53 

GI none 

Exons 53. .211, 479. .564, 772. .843 



Seq. ID OJ000204_12.0323.C9 
Strand- 
End 843 
Method GENSCAN 
End 843 
Score .87 



Seq. No. 

Gene No . 

Start 

Name 

Start. 

GI 

• Exons 
GI Descrip. 



47695 

101502 

363 

OJ000204_12. 0323. C10. ol.np 
363 

3687225 



Seq. ID OJ000204_12. 0323. C10 
Strand 

End 5194 

Method AAT/NAP 

End 4545 

Score 351 



363. .500, 572. .659, 2199. .2388, 2880. .3063, 4148. .4277, 
4464. .4545 

(AC005169) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 47695 

Gene No. 101502 

Start 363 

Name OJ000204_12 . 0323 . C10 . ol . gs 

Start 369 

GI • none 
Exons 



Seq. ID OJ000204_12. 0323. C10 
Strand 

End 5194 

Method GENSCAN 

End 5194 

Score .59 



369. .500, 572. .659, 2199. .2415, 2880. .3063, 3401. .3484, 
4148. .4319, . 4464. .5194 



Seq. No. 47696 

Gene No. 101503 

Start 125 

Name OJ000204_12 . 0323 . Cll . ol . gs 

Start 125 

GI none 

Exons 125.. 251, 347.. 414 



Seq. ID OJ000204_JL2. 0323. Cll 

Strand + 

End 414 

Method GENSCAN 

End 414 

Score .44 



49401 



Seq. No. 47697 Seq. ID OJ000.204_12 . 0323 . C12 

Gene No. 101504 -Strand . + 

Start 2176 End 2441 

Name OJ000204_12 . 0323 . C12 . ol . np Method AAT/NAP 

Start 2176 End 2441 

GI 5734621 . Score 45 

Exons 217 6. .2441 

GI Descrip. (AP000391 ) ESTs AU06*7 992 (C11433) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons' 



47697 

101505 

12528 

OJ000204 

12528 

none 



Seq. ID OJ000204 12.0323.C12 



12.0323.C12.o3.gs 



Strand 
End 

Method 

End 

Score 



+ 

13591 
GENSCAN 
13591 
.84 



12528 . .12560',' 1324 9 .. 13369, ' 13428 .. 13591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000204 12.0323.C12 



47697 Seq. ID 

101506 Strand 
2959 End 9389 

OJ000204_12 . 0323 . C12 . ol . gp Method AAT/GAP 
2959 • End . . 6726 . 

9562_1.R1084 Score 2335 • 

2959. .3102, 3174. .3362, 3485. .3642, 4551. .4641, 
5477.. 5616, 6164.. 6382, 6460.. 6589, 6678.-6726 
'6006848/gb| AAF00624.il AC009540_1 1.0e-179 (AC009540) 
protein, 5 ,! partial [Arabidopsis thaliana] 1 



5233. .5407, 



unknown 



Seq. No. 47697 Seq. ID 

a Gene No. 101506 Strand 

p Start 2959 End 

Cl Name OJ000204_12 . 0323 . C12 . o2-. np Method . 

:7 Start 304 6 . End 

r ™ GI 6223639 Score 

w Exons 



OJ000204_12.0323.C12 

9389 
AAT/NAP 
9389 
1926 



3046. .3102, 3174. .3362, 3485.-3642, 4551. .4641, 5233. .5407, 
5477. .5604, 6164. .6382, 6460. .6589, 6678. .6744, 6842. .6936, 
7024. .7095, 7181. .7236, 7359.-7428, 7536. .7609, 7694. .7828, 
9009. .9389 

GI Descrip. (AC011698) putative casein kinase [Arabidopsis thaliana] 



Seq. No. 47697 
Gene No. 101506 
Start 2959 

Name OJ000204_12 . 0323 . C12 . ol . gs 

Start 3174 
GI .none 

Exons 3174.. 3362, 3485.. 3642, 4551, 

6164. .6330, 6842.. 6936, 7024. 
9009. . 9188 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 12.0323.C12 



9389 
GENSCAN 
9188 
.77 

4641, 5233.. 5407, 5477. 
7095, 7536. .7609, 7694. 



,5616, 
,7828, 



Seq. No. 47697 Seq. ID 

Gene No. 101506 Strand 

Start 2959 End 

Name OJ000204_12 . 0323 . C12 . o2 . gp Method 



OJ000204_12.0323.C12 

9389 
AAT/GAP 



49402 



Start 7381 End 9336 

GI " 54100_1.R1084 Score 1099 

Exons 7381. .7428, 7536. .7609, 7694. .7828, 9009. .9336 

GI Descrip. '3643611 3.0e-24 (AC005395) putative casein kinase [Arabidopsis 
thaliana] 1 



Seq. No. 47697 Seq. ID 

Gene No. ■ 101507 Strand 

Start 10578 End 

Name OJ000204_12 . 0323 . C12 . o2 . gs Method 

Start 10578 End 

GI none Score 

Exons 10578. . 11204 



OJ000204_12.0323.C12 

11204 
GENSCAN 
11204 - 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47697 

101508 

14396 

OJ000204_12, 

3043 

none 

3043. .3111, 
3482. .3643, 
3499. .3645, 
5405, 



5232 
6160 
6459 
6842 
7023 
7354 



.6384, 
.6575,- 
.6928, 
.7094, 
.7431, 



0323.C12.ol.tm 



3059. 
3482. 
4540. 
5233. 
6161. 
6460. 
6843. 
7171. 
7536. 



3103, 
3619, 
4641, 
5409, 
6382, 
6582, 
6935, 
7248, 
7595, 



3169, 
3483, 
4541. 
5242, 
6162, 
6460, 
6843. 
7172. 
7538. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.3363, 
.3644, 
.4642, 
.5400, 
.6386, 
.6591, 
. 6935, 
.7234, 
.7594 



D OJ000204 12.0323.C12 



14535 
TBLASTX: 
7595 ' 
45 

3174 . .3374, 
3637, 
4642, 
5473. .5571, 
6441. .6575, 
.6592, 
.7086, 



3485 
4547 



6467. 
7003. 



7195. .7236, 



Maize 



3174 . 
3498. 
5219. 
5474 . 
6443. 
6677. 
7014 . 
7350. 



.3350, 
.3644, 
.5410, 
.5572, 
. 6577, 
.6745, 
.7094, 
.7430, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47697 

101508 

14396 

OJ000204_12, 

3049 

none 

3049. .3111, 
3274. .3363, 
3483. .3644, 
5230. .5406, 
5545. .5607, 
6460. . 6588, 
6843. . 6935, 
7184. .7237, 
7538. .7612, 



0323.C12.ol.ts 



3059. .3103, 
347,4. .3644, 
3484. .3645, 
5233. .5409, 
5561. .5605, 
6460. .6591, 
7023. .7094, 
7195. .7242, 
7542. .7610, 



.3172. 
3478. 
4540. 
5276. 
6134. 
6467, 
7024 . 
7350, 
7706. 



Seq. ID OJ000204 
Strand 

End 14535 
Method TBLASTX: 
End 7834 
Score 52 
.3363, 3174.. 3365, 
.3639, 3482. .3643, 
.4641, 4541. .4642, 
.5410, 5473. .5571, 
. 6382, 6162. . 6386, 
. 6592, 6677. . 6745, 
.7095, 7032.. 7109, 
.7424, 7350. .7430, 
.7834 



12.0323.C12 



Soybean 



3174. 
3482. 
4544. 
5474 . 
6455. 
6678. 
7180. 
7354, 



.3350, 
.3619, 
.4642, 
.5581, 
.6583, 
. 6746, 
.7248, 
.7431, 



Seq. No. 47697 - 
Gene No. . 101508 

Start 14396 

Name OJ000204_12 . 0323 . C12 ,o3 . tc 

Start 3049 

GI none 

Exons 3049.. 3111, 3059.. 3103, 3174, 



Seq. ID OJ000204_12.0323.C12 

Strand - 

End" 14 535 ■ 

Method TBLASTX: Cress 

End 3365 

Score 52 

.3350, 3190. .3363, 3192. .3365 



Seq. No. 
Gene No. 
Start 



47697 

101508 

14396 



Seq. ID OJ000204_12.0323.C12 
Strand 

End 14535 



49403 




Name OJ000204_12 . 0323 . C12 . o3 . tw 

Start 3052 

GI none 

Exons 3052.. 3111, 3059.. 3103, 

Seq. No. 47697 
Gene No. 101508 
Start ■ 14396 

Name OJ000204_12 . 0323 . C12 . o2 

Start 3474 
GI none 

Exons 3474.. 3644, 3482.. 3643, 

3484. .3645, 3512. .3592, 
4558.-4698, 4561. .4641, 
5233.-5352 



• 

Method TBLASTX : Wheat 
End 3312 
Score 42 
3172. .3312, 3174. .3311, 3196. .3312 

Seq. ID OJ000204_12.0323.C12 
Strand 

End .14535 
.tw Method TBLASTX : Wheat 
End 5353 
Score 234 
3482. .3571, 3483. .3644, 3484. .3645, 
454.0. .4641, 4541. .4642, 4544. .4642, 
4566.. 4706, 5225.. 5353, 5231.. 5350, 



Seq. No. 47697 

Gene No. 101508 

Start 14396 ' 

Name OJ000204_12 . 0323 . C12 . o2 

Start 3482 

GI none 

Exons 3482.. 3619, 4565.. 4666; 

5233. .5409, 5473. .5571, 

Seq. No. 47697 

Gene No. 101508 

Start 14396 

Name OJ000204_12 . 0323 . C12 . ol 

Start 6164 

GI none 

Exons 6164.. 6382, 6165.. 6383, 
6458. .6481, 6460. .6489, 



Seq. ID OJ000204_12.0323.C12 
Strand 

End 14535 

.tc Method TBLASTX : Cress 

End 5572 

Score 8 6 
4567. .4632, 5231. .5410, 5231. .5311, 
5474. .5572 

Seq. ID OJ000204_12.0323.C12 
Strand 

End 14535 

.tw Method TBLASTX: Wheat 

End 6490 

Score 276 
6165. .6383, 6166. .6384, 6298. .6390, 
6461. .6490 



Seq. No. 47697 Seq. ID 

Gene No. 101508 Strand 

Start 14396 End 

Name OJ000204_12\ 0323 . C12 . ol . tc Method 

Start 6207 _ End 

GI none Score 

Exons 6207.. 6383, 6209.. 6382, 6216.. 6383, 

6458. .6580, 6459. .6578, 6460. .6579, 

6580. .6690, 6677. .6745, 6678. .6746, 



OJ000204_12.0323.C12 
14535 

TBLASTX: Cress 
6920 
213 

6218. .6385, 6292.-6384, 
6460. .6597, 6461. .6598, 
6837.. 6920 



Seq. No. 47697 

Gene No. 101508 

Start 14396 

Name OJ000204_12 . 0323 . C12 . o4 . tc 

Start 7023 

GI none 

Exons 7023.. 7094, 7180.. 7248, 7195, 
7538. .7567, 7542. .7565 



OJ000204_12.0323.C12 
14535 

TBLASTX: Cress 

7567 

60 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7248, 7350. .7430, 7354. .7431, 



Seq. No. 47697 Seq. ID 

Gene No. 101508 Strand 

Start 14396 End 

Name OJ000204_12 . 0323 . C12 . o4 . gs Method 



OJ000204_12.0323.C12 

14535 
GENSCAN 



49404 






Start 


14 396 




End 


14535 










GI 


none 




Score 


. 98 










Exons 


14396 . . 14535 










- 






Seq. No. 


4 /o9o 




Seq. ID 


f~\ -r r\ r\ r\ ^ r\ a 

OJU00204 


Oo . 


031 7 


.CI 




Gene No. 


101509 




Strand 












Start 


1 




End 


1442 










Name 


OJ000204 08. 0317. CI 


. ol .np 


Method 


AAT/NAP 










Start 


1 




End 


1442 










GI 


4204276 




Score 


1079 










Exons 


1..36, 124. .1442 
















GI Descrip. 


(AC004146) Hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


47698 




Seq. ID 


OJ000204_ 


_08. 


0317 


.CI 




Gene No. 


101509 




Strand 












Start 


1 




End 


1442 










Name 


OJ000204 08. 0317. CI 


. ol . gs 


Method 


GENSCAN 










Start 


124 




'End ' 


1308 










GI 


none 




Score 


. 63 










Exons 


124. .1308 
















Seq. No. 


47699 




Seq. ID 


OJ000204 


_08. 


0317 


. C2 




Gene No . 


101510 




Strand 


+ 








n 


Start 


15087 




End* : " 


20156 








w 


Name 


OJ000204 08.0317.C2, 


. o2 . np 


Method 


AAT/NAP'.- 








f TH 


Start 


15064 




End 


20156 










GI 


5042454 




Score 


3453 








f i 


Exons 


15064. .15209, 15673, 


. .15784, 


15841. .17550, 18182 


. .18 


701, 








19283. .19340, 19566, 


. .19733, 


20096. .20156 










GI Descrip. 


(AC00 7 789) putative 


polyprotein [Oryza 


sativa] 








w 
ru 


Seq. No. 


47699 




Seq. ID 


OJ000204_ 


_08. 


0317 


. C2 




Gene No. 


101510 




Strand 


+ 










Start 


15087 




End 


20156 










Name 


OJ000204 08. 0317. C2. 


. o2 . gs 


Method 


GENSCAN 










Start 


150.87 




End 


18974 










GI 


none 




Score 


. 61 










Exons 


15087. .15121, 15164. 


. .15209, 


15680. .157E 


14., 1-5814 


. . 17111, 








17117. .17280, 17301. 


. .17489, 


18178. .18974 








?=- 


Seq. No. 


47699 




Seq. ID 


OJ000204_ 


__08. 


0317 


. C2 




Gene No. 


101510 




Strand 


+ 










Start' 


15087 




End 


20156 










Name 


OJ000204 08. 0317. C2, 


. o3 . np 


Method 


AAT/NAP 










Start 


19054 




End 


20156 










GI 


. 5042454 




Score 


170 










Exons 


19054. .19340, 19566. 


. .19733, 


20096.. 20156 










GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 










Seq. No. 


47699 




Seq. ID 


OJ000204_ 


_08. 


0317 


. C2 




Gene No . 


101511 




Strand 


+ 










Start 


21272 




End 


25782 










Name 


OJ000204 08. 0317. C2 . 


, o3 . gs 


Method 


GENSCAN 










Start 


21272 




End 


25782 










GI 


none 




Score 


.68 










Exons 


21272. .21376, 22343. 


, .22391, 


22571. .22659, 22761, 


. .22 


817, 








23267. .23329, 23363. 


, .23476, 


24103. .2418 


19, 24274, 


. .24367, 





49405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24934. .25134, 25158 25256, 25283 25335, 2564 8 ... 25782 

OJ000204 08. 0317. C2 



47699 
101512 
1 

OJ000204_08.0317.C2.ol.np 
1 

4204276 " 



Seq. ID 
Strand 
End 

Method 
End 
Score 



12953 
AAT/NAP 
12953 
3411 • 

1..462, 1334. .1635, 1944. .2052, 3437. .5215, 5610. .5735, 
6188. .6348, 6581. .6750, 7681. .7714, 7787. .7886, 7960. .8082, 
8294..8372, 8550. .8669, 8759.-8868, 9371. .9519, 9942. .10136, 
10942. .11026, 12526. .12953 

(AC004146) Hypothetical protein [Arabidopsis thaliana] 



47699 
101512 
1 

OJ000204_08.0317.C2.ol.gs 
99 

none 

99.. 462, 1334.. 1639, 2262 
3437. .5215, 5610.. 5735, 6188 
7787. .7886, 7960. .8082, 8294 
9611. .9781, 12526.. 12953 

47699 

101513 

25293 

OJ000204_08.0317.C2.o2.gp 

25293 

2801321 

25293. .25536 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2356, 2860 
6364, 6581 
8372, 8759 



OJ000204 08. 0317. C2 



12953 
GENSCAN 
12953 " 
.79 

2894, 2976. .2998, 
6712, 6904.. 6943, 
8868, 9371. .9519, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_08.0317.C2 

25536 
AAT/GAP 
25536 
318 



OJ000204 08. 0317. C2 



47699 Seq. ID 

101514 Strand 

26293 End 
OJ000204_08 . 0317 . C2 . o2 . tw ■ Method 

16513 End 

none Score 

16513. .16560, 16567. .16665, 16572. .16664, 16632. .16871, 
16648. .16905 



30967 

TBLASTX: Wheat 

16905 

59 



47699 

101514 

26293 

OJ000204_08.0317 .C2.o4 . tm 

16518 

none 

16518. .16787, 16555. .*16791 

47699 

101514 

26293 

OJ000204_08.0317 .C2.o3. tw 

18537 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_08.0317.C2 
30967 

TBLASTX: Maize 

16791 

186 



OJ000204_08.0317.C2 
30967 

TBLASTX: Wheat 

18833 

262 



18537. .18833, 18597 .. 18740, 18665. .18829 



49406 



Seq. No. 47699 

Gene No. 101514 

Start 26293 

Name OJ000204_08 . 0317 . C2 . o2 . tc 

Start 21263 

GI none 

Exons 21263. .21379, 21271 .. 21369, 
22567. .22659, 22570 .. 22659, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 .08. 0317. C2 



30967 

TBLASTX: Cress 
23473 
166 

22340. .22390, 22342 22395, 
22757. .22816, 22776 .. 22823, 



23264. .23329, 23266 .. 23331, 234 10 .. 234 72 , 23411. .23473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47699 

101514 

26293 

OJ0002 

21263 

none 

21263. 

22342. 

22757. 

23264 . 

23394 . 

24095. 

24273. 

24933. 



04 08.0317.C2.o2.tm 



.21379, 21271 

.22395, 22567 

.22819, 22757 

.23329, 23264 

.23471, 23407 

.24181, 24100 

.24377, 24274 

.25034, 25025 



.21378, 
.22659, 
.22816, 
.23329, 
.23472, 
.24189, 
.24366, 
.25057, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22340 

22570 

22758 

23266 

23410 

24102 

24276 

25025 



OJ000204 08. 0317. C2 



30967 

TBLASTX: Maize 
25057 
190 

22390, 22341. .22394, 
22659, 22584. .22661, 
22817, 22776.-22823, 
23331, 23266. .23331, 
23411. .23479, 
24103. .24189, 
24932. .25033, 



23475, 
24206, 
24368, 
25057 



Seq. No. 47699 Seq. ID 

Gene No. 101514 v' Strand 

Start .26293 End 

Name OJ000204JD8 . 0317 . C2 . o2 . ts ' Method 

Start 21272 End 

GI none Score 
Exons 



OJ000204_08.0317.C2 
30967 

TBLASTX: Soybean 

23335 

60 



21272. .21316, 21289 21384 , 21305 .. 2137 9, 22339 22395, 

22340. .22390, 22503 .. 22532, 22567 .. 22 659, 22570 .. 22;659, 

22596. .22661, 22757 .. 22816, 2277 6 .. 22823, 232 64 . . 2'3329, 

23266. .23331, 23273.-23335 



Seq. No. 47699 

Gene No. 101514 

Start 26293 

Name OJ000204_08 . 0317 . C2 . o4 . tw 

Start 25019 

GI none 

Exons 25019. .25063, 25026 .. 25151, 
25139. .25336, 25156.. 25338 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000204_08.0317.C2 
30967 

TBLASTX: Wheat 

25338 

98 



25027. .25152, 25138. .25317, 



Seq. No. 47699 

Gene No. 101514 

Start 26293 

Name OJ000204_08 . 0317 . C2 . o3 . tm 

Start 25241 

GI none 

Exons 25241. .25339, 25243 .. 25338, 
25429.. 25464 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_08.0317.C2 
30967 

TBLASTX: Maize 

25464 

130 



25322. .25399, 25428. .25460, 



Seq. No. 
Gene No. 



47699 
101514 



Seq. ID 
Strand 



OJ000204 08. 0317. C2 



49407 




Start 


26293 




End 


30967 




Name 


OJ000204_08 . 0317 .C2 


. o4 . gs 


Method 


GEN SCAN 




Start 


26293 




End 


30853 




GI 


none 




Score 


.59 




Exons 


26293. .26512, 27120 


. .27274, 


28849. .28936, 29195 . .29400, 






30116. .30853 










Seq. No'. 


47699 




Seq. ID 


OJ000204JD8.0317 


.C2 


Gene No. 


101514 




Strand 






Start 


26293 




End 


30967 




Name 


OJ000204 08 . 0317 .C2 


. o4 . np 


Method 


AAT/NAP 




Start 


26655 




End 


30967 




GI 


6630739 




Score 


1341 




Exons 


26655 . .26742, 27732 


. .27841, 


29200. .29400, 30116.. 30967 




GI Descrip. 


(AL132958 ) pectate 


lyase-like protein 


[Arabidopsis thalian. 


Seq. No. 


47699 




Seq. ID 


OJ000204_08.0317 


. C2 


Gene No. 


101514 




Strand 






Start 


26293 




End 


30967 




Name 


OJ000204_08 . 0317 ,C2 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


29206 




End 


30967 




GI 


none 




Score 


224 




Exons 


29206. .29403, 30104 


. . 30637, 


30156. .30440, 30489 .. 30638 , 






30635. .30913, 30636 


. . 30836, 


30923.. 30967 




Seq. No. 


47699 




Seq.' ID 


OJ000204_08.0317 


.C2 


Gene No. 


101514 




Strand 






Start 


26293 




End 


30967 




Name 


OJ000204_08 . 0317 .C2 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


29296 




End 


30967 




GI 


none 




Score 


69 




Exons 


29296. .29403, 29300 


. .29404, 


30098. .30634, 30156 .. 30524 , 






30635. .30913, 30636 


. . 30836, 


30923. .30967 




Seq. No. 


47699 




Seq. ID 


OJ000204_08.0317 


. C2 


Gene No. 


101514 




Strand 






Start 


26293 




End 


30967 




•Name 


OJ000204_08 . 0317 .C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


29305 




End 


30838 




GI 


none 




Score 


486 




Exons 


29305. .29403, 30104 


. .30640, 


30156. .30641, 30621 .. 30782 , 






30635. .30838, 30636 


. .30833 








Seq. No. 


47699 




Seq. ID 


OJ000204_08.0317 


.C2 


Gene No. 


101514 




Strand 






Start 


26293 




End 


30967 




Name 


OJ000204 08. 0317. C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


30288 




End 


30673 




GI 


none 




Score 


212 




Exons 


30288 . . 30641, 30290 


. .30640, 


30632. .30673 




Seq. No. 


47700 




Seq. ID 


OJ000204J)8.0317 


,C3 


Gene No. 


101515 




Strand 


+ 




Start 


2206 




End 


7843 




Name 


OJ000204 08. 0317. C3 


. ol . gs 


Method 


GENSCAN 




Start 


2206 




End 


7843 




GI 


none 




Score 


.49 





49408 



Exons 



2206. .2310, 3730. .3850, 3871. .4012, 5797. .5875, 6076. .6278, 
6582. .6669, 6798. .6821, 7107. .7329, 7420. .7525, 7576. .7843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47700 
101516 
12342 

OJ000204_08 .0317 .C3.o3.gs 
12342 



Seq. ID OJ000204_08.0317.C3 
Strand + 

18640 
GENSCAN 
18452 
.69 



End 

Method 
End 

none Score 
12342. .12440, 12594 .. 127 19, 14395 14536, 14626. . 14813, 
14909. .14985, 16006 .. 1 6090, 16203 .. 16329, 16419 16517, 
16615. .16682, 16999 .. 1707 6, 17193 .. 17325, 174 10 .. 17506, 
17737. .17860, 17 94 0 . . 1804 8 , 1817 1 .. 18254 , 18343. .18452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



47700 Seq. ID OJ000204JD8 . 0317 . C3 

101516 Strand + 

12342 End 18640 

OJ000204_08 . 0317 . C3 . ol . gp Method AAT/GAP 

14671 End 16451' 

70874_1.R1084 Score 782 

14 671. .14 813, 14 909. . 14 985, 16006 .. 1 6090, 16203. .1632 9, 

16419. .16451 

1 112914 5/emb | CAA53078 | 4.0e-26 (X75329) acetyl-CoA 
C-acyltxansferase [Mangifera indica] 1 



47700 

101516 

12342 

OJ000204_08 

14727 

2924779 

14727. . 1481 

16419. .1651 

17193. .1732 

18171. .1825 

(AC002334) 

gi|2981616 

[Arabidopsi 

3-ketoacyl- 



0317.C3.o2.np 



3, 14906. .1 
7, 16615. .1 
5, 17410. .1 

4, 18343. .1 
3-ketoacyl- 
dbj IBAA2524 
s thaliana] 
CoA thiolas 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16006 

16786 

17737 



OJ000204_08.0317.C3 
+ 



18640 
AAT/NAP 
18449 
1419 
16090, 16203. 
16893, 16999. 
17860, 17940. 



16329, 
17076, 
18048, 



4985, 
6682, 
7506, 
8449 

CoA thiolase [Arabidopsis thaliana] 
8| (AB008854) 3-ketoacyl-CoA thiolase 

gi|2981618|dbj |BAA2524 9| (AB008855) 
e [Arabidopsis thaliana] 



OJ000204_08.0317.C3 
+ 



47700 Seq. ID 

101516 Strand 
12342 ' End 

OJ000204_08 . 0317 .C3.o2.gp Method 
16614 End 
13655_1.R1084 , Score 

16614. .16682, 1 678 6 .. 168 93,' 16999 
17410. .17506, - 177 37. .178 60, 17 94 0 
18343. .18640 

'3176667 1.0e-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb__1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] ■ 



18 64 0 ■ 
AAT/GAP 
18640 
2014 
17076, 17193. 
18048, 18171. 



,17325, 
,18254, 



47700 

101517 

8336 

OJ000204_08.0317.C3.ol.np 



Seq. ID OJ000204_08.0317.C3 
Strand 

End 10747 

-Method AAT/NAP 



49409 




Start 8336 End 10747 

GI 7485688 Score 618 

Exons 8336.. 8456, 85*31 8607, 9134.. 9246, 9359.. 9394, 9690.. 9773, 

9821. .9946, 10*612 10747 
GI Descrip. hypothetical protein F18A5.110 - Arabidopsis thaliana 

gi I 4455301 1 emb | CAB36836 . 1 1 (AL035528) putative protein 

[Arabidopsis thaliana] gi I 72 6807 6 | emb | CAB784 14 . 1 1 (AL161537) 

putative protein [Arabidopsis thaliana] 



Seq. No. 47700 

Gene No. 101517 

Start 8336 

Name OJ000204 J)8 . 0317 . C3 . o2 . gs 

Start 8336 

GI none 

Exons 8336..8456, 8531.. 8607, 9134. 

10540. .10565, 10612. .10747 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_08.0317.C3 

10747 
GENSCAN 
10747 
.68 



9246, 9696. .9759, 9855.-9983, 



Seq. No. 47700 Seq. ID 

Gene No. 101518 Strand 

Start 19499 End 

Name 0 J000204_08 . 0317 . C3 . o2 . tm Method 

Start 8308 End 

GI none Score 
Exons 



OJ000204_08.0317.C3 
19971 

TBLASTX: Maize 

10705 

142 



8308. .8451, 8318. .8461, 8320. .8451, 8333. .8458, 852* 



8530.. 8607, 9134.. 9247, 9135. 
9358.. 9393, 9694.. 9759, 9695. 



,9248, 9140..9250, 9357. 
,9763, 9696. .9770, 9696. 



8617, 
9389, 
, 9779, 



9852^.9932, 9853.. 9918, 10613 .. 10705, 10626 10703, 10667.. 10705 



Seq. No. 47700 
Gene No. 101518 
Start 19499 

Name OJ000204_08 . 0317 . C3 . o2 . tc 

Start 8348 
GI none 
Exons 8348. 

9137, 

9695, 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



OJ000204JD8.0317.C3 
19971 

TBLASTX: Cress 

10714 

59 



,8464, 8348. .8458, 8528. .8608, 8530. .8607, 9129. .9248, 
,9247, 9140. .9265, 9357. .9389, 9358. .9396, 9694. .9759, 



,9784, 9850. .9918, 9852. .9932, 10613 .. 10714 , 10626. .10703 



Seq. No. 47700 

Gene No. 101518 

Start 19499 

Name OJ000204_08 . 0317 . C3 . o2 . ts 

Start 8363 

GI none 

Exons 8363.. 8458, 8367.. 8447, 8378. 

9137. .9202, 9138. .9203 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_08.0317.C3 
19971 

TBLASTX : Soybean 

9203 

54 



.8488, 8528. .8608, 8530. .8607, 



Seq. No. 47700 

Gene No. 101518 

Start 19499 

Name OJ000204_08 . 0317 . C3 . ol . tm 

Start 15997 

GI none 

Exons 15997 
16211 



OJ000204 08. 0317. C3 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16089, 15998. .16099, 15998 16105, 16197 .. 16328 , 
16327, 16414. .16521, 164 15 .. 16522 , 16613 .. 16678 , 



19971 

TBLASTX: Maize 

18466 

110 



16614 . .16685, 1678 6 .. 16893, 16803 .. 1 6910, 17001 .. 17075 , 



49410 



17002. .17082, 17189. .17329, 17190 .. 17330, 17408 .. 17506, 

17409. .17507, 17734 .. 17859, 17735 .. 17881 , 17735 .. 178 96, 

17937. .18050, 17 938 .. 18051, 17939 .. 18064 , 18167 18247, 

18168. .18248, 18169 .. 18255, 18170 .. 18259, 18293 .. 184 66, 

18335. .18370, 18342 18446 



Seq. No. 47700 
Gene No. 101518 
Start 19499. 

Name OJ000204_08 . 0317 . C3 . ol . tc 

Start 15998 
GI none 

Exons 15998. .16099, 16012 .. 16098 , 

16206. . 16328, 164 14 .. 16521, 

16614. .16685, 16785 .. 16895, 

16998. .17078, 16999 .. 17082 , 

17308. .17328, 174 08 .. 17506, 

17729. .17860, 17735 .. 17881, 

17939. .18070, 17939 .. 18064 , 

18170. . 18259, 18335. . 18445, 



Seq. ID OJ000204_08.0317.C3 
Strand 

End 19971 

Method TBLASTX : Cress 

End 18446 

Score 104 
16188. .16328, 16202 .. 16327 , 
16415. .16522, 16613. .16684, 
16785. .16901, 16786. .16896, 
17190. .17330, 17195. .17326, 
.17409. .17507, 17409 .. 17507 , 
17937. .18050, 17937 18050 , 
18157. .18258,- 18169 .. 18252 , 
18342. .18446 



Seq. No. 47700 
Gene No. 101518 
Start 19499 

Name OJ000204_08 . 0317 . C3 . ol . ts 

Start 15998 
GI none 

Exons 15998,.. 16099, 16006 .. 16098 , 

16202. .16327, 164 14 16521 , 
16614. .16685, 16785 .. 16895, 
16999. .17082, 17190. .17330, 
17408. .17506, 17409 .. 17507 , 
17735. . 17881, 17937 .. 18050, 
17952. . 18089, 18163 .. 18258 , 
18293. .18409, 18329 .. 18379, 



Seq. ID OJ000204_08.0317.C3 
Strand 

End 19971 

Method TBLASTX : Soybean 

End ■ 18410 

Score 115 
16188. .16328, 16200 .. 16325 , 
16415. .16522, 16613 .. 16684 , 
16786. .16896, 16990. .17067, 
17191. .17328, 17192. .17329, 
17729. . 17896, 17731 .. 17919, 
17938. .18051, 17939. . 18064, 
18169. .18258, 18170. .18259, 
18342. .18410, 18342. . 18410 " 



Seq. .No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47700 Seq. ID 

101518 - Strand 

19499 End 

OJ000204_08.0317.C3.ol.tw Method 

16638 End 

none Score 



OJ000204_08.0317.C3 
19971 

TBLASTX: Wheat 

17465 

177 



16638. .16682, 16785 .. 16895, 1678 6 .. 168 96, 16990 .. 1707 6, 
16999. .17082, 17051 .. 17092, 17189 .. 17326, ■ 17190 .. 17330, 
17190. . 17330, 17408. . 17464, 17409. .17465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47700. 

101518 

19499 

OJ000204_08.0317'.C3.o2.tw 

17985 

none 



Seq. ID OJ000204_08.0317.C3 
Strand 

End 19971 

Method TBLASTX : Wheat 

End 18446 

Score 99 



17985. . 18050, 17993 .. 18055, 18167 .. 18250, 18168 .. 18251 , 
18169. .18255, 18170 .. 18259, 18293 .. 18445, 18342 184 4 6 ' 



Seq. No. 
Gene No. 



47700 
101518 



Seq. ID OJ000204_08.0317.C3 
Strand 



49411 



Start 19499 

Name OJ000204_08 . 0317 . C3 . o4 . gs 

Start 194.99 

GI none 

Exons 19499. .19515, 19914.. 19971 

Seq. No. 47701 ' " 

Gene No. 101519 

Start 143 

Name OJ000204_08 . 0317 X4 . ol . gs 

Start 143 

GI none 

Exons 143.. 451 



End 19971 

Method GENSCAN 

End 19971 

Score .96 



Seq. ID OJ000204_08.0317.C4 

Strand + 

End 451 

Method GENSCAN 

End 451 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47701 

101520 

7341 

OJ000204_08.0317.C4 

7341 

7485004 

7341. .7733, 8091. .8 
9595.. 9904, 10618.. 
11958. .12231, 12330 
13447. .13631, 14843 
15653. .15949, 16065 
18391. .18594, 18676 
helicase homolog F2 
gi | 3063446 |gb|AAC14 
thaliana] 



Seq. I 
Strand 
End 

.ol.np Method 
End 
Score 

153, 8240.. 8335, 
10980, 11235.. 113 
. . 12457, 12541. .1 
..14966, 15245. .1 
..16194, 16402. .1 
..18754, 18836. .1 
2013.8 - Arabidop 
034.11 (AC003981) 



OJ000204_08.0317.C4 
+ 

19655 
AAT/NAP 
1-9655 ' 
2612 

8437. .8529, 9326. .9516, 
15, 11474 .. 11849, 
2741, 13030. .13149, 
5394, 15512. . 15567, 
6451, 16740. .16972, 
9080, 19246. . 19655 
sis thaliana 
F22013. 8 [Arabidopsis 



Seq. No. 


47701 


Seq. ID 


OJ000204 


_08.0317 


.C4 


Gene No. 


101520 


Strand 


+ 






Start 


7341 


End 


19655 






Name 


OJ000204 08.0317.C4.o2.gs 


Method 


GENSCAN 






Start 


7341 


End 


19629 






GI 


none 


Score 


.78 






Exons 


7341. .7658, 8091. .8153, 8240 


..8335, 8437.. 8529, 


9326. .9516, 




9595. .9832, 10716. . 10811V 11235 . .11315, 


11443. . 


11479, 






11536. .11849, 12060. . 12241, 


12370. . 12457, 12541 


. .13149, 






13447. .13613, 14 825 .. 14 966, 


15203. .15325, 15512 


. .15567, 






15646. .15949, 16092 .. 16194 , 


16578. . 16606, 16740 


. .16972, 






18676. .18754, 18836 .. 19080 , 


19249. .19629 






Seq. No. 


47701 


Seq. ID 


OJ000204 


_08.0317 


.C4 


Gene No. 


101520 


Strand 


+ 






Start 


7341 


End 


19655 






Name 


OJ000204 08.0317.C4.o4.ts 


Method 


TBLASTX : 


Soybean 




Start 


9589 


End 


9831 




GI 


none . 


Score 


75 






Exons 


9589..9636, 9593.-9649, 9692 


..9829, 9733.. 9831 






Seq. No. 


47701 


Seq. ID 


OJ000204 


JD8.0317 


.C4 


Gene No. 


101520 


Strand 


+ 






Start 


7341 


End 


19655 






Name 


OJ000204 08.0317.C4.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


11738 


End 


12176 






GI 


none 


Score 


177 







49412 



Exons 



11738. .11851, 11739. .11849, 11914 .. 12174 , 11952 .. 1217 6, 
11955.. 12176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47701 Seq. ID 

101520 Strand 
7341 End 

OJ000204_08.0317.C4.o3.ts . Method 
13473 ■■■■ End 
none Score 



OJ000204_08.0317.C4 
+ 

19655 

TBLASTX : Soybean 

14927 

214 " 



13473. .13619, 134 74 .. 13620, 14841.. 14927 



Seq. No. 


47701 




Seq. ID 


OJ000204 


_08 .0317 


.C4 


Gene No. 


101520 




Strand 


+ 






Start 


7341 




End 


19655 






Name 


OJ000204_08.0317.C4 


o3 . tm 


Method 


TBLASTX : 


Maize 




Start 


14859 




End 


15563 






GI 


none 




Score . 


139 






Exons 


14859. . 14966, 14861 


. 14965, 


15242. . 15397, 15244 


. . 15393, 






15339. . 15404, 15504 


. 15563, 


15512. . 15562 






Seq. No. 


47701 




Seq. ID 


OJ000204 


_08.0317 


C4 


Gene No. 


101520 




Strand 


+ 






Start 


7341 




. End 


19655 






Name 


OJ000204 08. 0317. C4 


o2.ts 


Method 


TBLASTX : 


Soybean 




Start ■ 


15644 




End 


15840 






GI 


none 




Score 


283 






Exons 


15644 .. 15838, 15649 


.15840, 


15649. .15840 






Seq. No. 


47701 




Seq. .ID 


OJ000204 


_08.0317 


C4 


Gene No. 


101520 




. Strand 


+ 






Start 


7341 




End 


19655 






Name 


OJ000204 08. 0317. C4 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16887 




End 


19403 






GI 


none 




Score 


136 






Exons 


16887. .16973, 16888. 


.16980, 


16888. .16971, 16889 


. .16972, 






18385. .18594, 18389. 


.18595, 


18662. .18757, 18662 


. .18757, 






18667. .18759-, 18670. 


.18759, 


18833. .18952, 18834 


. .18953, 






18839. .18955, 18870. 


.18959, 


18938. . 19081, 18968 


. .19081, 






19247. .19327, 19248. 


.19337, 


19249. .19365, 19367 


. .19399, 





19371. .19403 



Seq. No. 47701 
Gene No. 101520 
Start 7341 

Name OJ000204_08 . 0317 . C4 . ol . ts 

Start 16896 
GI none 

Exons 16896. . 16973, 18385 . ; 18594 , 

18673. .18759, 18674 .. 18757, 
18839. . 18940, 1924 7 19330, 



Seq. ID OJ000204_08.0317.C4 

Strand + 

End 19655 

Method TBLASTX : Soybean 

End 19331 

Score . 91 
1838 6; .18598, 18389. .18595, 
18833. .18937, 18834 .. 18935, 
19248. . 19331 



Seq. No. 47701 Seq. ID OJ000204_08 . 0317 . C4 

Gene No. "101520 , Strand + 

Start -7341 End 19655 

Name OJ000204_08 . 0317 . C4 . ol . gp Method AAT/GAP 

Start 19009 End 19604 

GI LIB3431-005-P1-K1-F12 Score 803 



49413 



Exons 19009. .19080, 19249.. 19604 

GI Descrip. '3063446 3.0e-15 (AC003981) 



F22013.8 [Arabidopsis thaliana] 1 





Seq. No. 


47702 




Seq. ID 


OJ000204 08.0317 


. C5 




Gene No . 


101521 




Strand 








Start 


3343 




End 


8414 






Name 


OJ000204 Uo . U Jl / . Co . Oo . 


. tm 


Method 


TBLASTX : Mai ze 






Start 


5 




End 


273 






. GI 


none 




Score 


115 






Exons 


5. .121, 124. .273 












Seq. No. 


4 7702 




Seq. ID 


OJ000204 08.0317 


. C5 




Gene No. 


101521 




Strand 








Start 


334 3 




End 


8414 






Name 


OJ000204 08 . 0317 . Co . ol . 


. ts 


Method 


TBLASTX: Soybean 






Start 


595 




End 


1134 






GI 


none 




Score 


189 






Exons 


595. .723, 808. .1134 












Seq. No. 


47702 




Seq. ID 


OJ000204__08 . 0317 , 


. C5 




Gene No. 


101521 




Strand 








Start 


3343 




End 


8414 






Name 


OJ000204 08 . 0317 . C5 . o2 , 


, tw 


Method 


TBLASTX : Wheat 




: : 


Start 


673 




End 


1113 




z. 1 


GI 


none 




Score 


172 






Exons 


673. .798, 811. .1113 










ry 
□ 


Seq. No. 


4 7702 




Seq. ID 


OJ000204 08.0317, 


. C5 




Gene No. 


101521 




. Strand 








Start 


3343 




End 


8414 




. ^ 


Name 


OJ000204 08 . 0317 . C5 . o2 . 


tm 


Method 


TBLASTX : Mai ze 




: «? 


Start 


74 8 




End 


1252 




2 


GI 


none 




Score 


95 






Exons 


748. .1206, 872. .1252 










V| 

= 1 


Seq. No. 


4 7702 




Seq. ID 


OJ000204_08.0317. 


,C5 


f — 


Gene No. 


101521 ■■ 




Strand 








Start 


3343 




End 


8414 




1. ~i 


Name 


OJ000204 08 . 0317 . C5 . ol . 


tm 


Method 


TBLASTX: Maize 




?™ 


Start 


1379 




End 


1882 






GI 


none 




Score 


68 






Exons 


1379. .I486, 1380. .1493, 


1472. 


.1750, 1590. .1715, 1757. .1882 




Seq. No. 


47702 




Seq. ID 


OJ000204_08.0317. 


,C5 




Gene No. 


101521 




Strand 








Start 


3343 




End 


8414 






Name 


OJ000204 08.0317.C5.o7. 


tm 


Method - 


■TBLASTX: Maize 






Start 


1895 




End 


2338 






GI 


none 




Score 


68 






Exons 


1895. .2338, 2049. .2192 












Seq. No. 


47702 




Seq. ID 


OJ000204_08.0317. 


,C5 




Gene No . 


101521 




Strand 








Start 


3343 




End 


8414 






Name 


OJ000204 08.0317.C5.o2. 


np 


Method 


AAT/NAP 






Start 


3343 




End 


8414 






GI 


7106515 




Score 


2611 





49414 




Exons 3343. .3422, 4241. .5869, 5951. .6269, 6540. .7113, 7214. .8414 

GI Descrip. (AP001278) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 

sativa] 



Seq. No. 


47702 








Seq. ID 


OJ000204 08.0317 


.C5 


Gene No. 


101521 








Strand 






Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


4338 








End 


4520 




GI 


none 








Score 


87 




Exons 


4338 . . 4520, 


4339 


. . 4518 










Seq. No. 


47702 








Seq. ID 


OJ000204_08 .0317 


.C5 


Gene No. 


101521 








Strand 






Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4446 








End 


4766 . 




GI 


none 








Score 


103 




Exons 


4446. . 4520, 


4527 


. . 4766, 


4528 . 


. 4764 






Seq. No. 


47702 








Seq. ID 


OJ000204 08.0317 


.C5 


Gene No. 


101521 








Strand 


■ 




Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4512 








End 


4769 




GI 


none 








Score 


118 




Exons 


4512 . .4769, 


4 516 


. . 4758 










Seq. No. 


47702 








Seq. ID 


OJ000204_08 . 0317 


.C5 


Gene No. 


101521 








Strand 


_ 




Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4590 








End 


4770 




GI 


none 








Score 


130 




Exons 


4590 . .4769, 


4.597 


. . 4770 










Seq. No. 


47702 








Seq. ID 


OJ000204 08.0317 


. C5 


Gene No. 


101521 








Strand 






Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5058 








End 


5427 




GI 


none 








Score 


111 




Exons 


5058 . .5426, 


5139 


. . 5393, 


5179. 


.5427 






Seq. No. 


47702 








Seq. ID 


OJ000204_08.0317 


.C5 


Gene No. 


101521 








Strand 






Start 


3343 








End 


. 8414 




Name 


OJ000204 08 


. 0317 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7064 








End 


7610 




GI 


none 








Score 


107 




Exons 


7064. .7132, 


7321 


. .7479, 


7350. 


.7610, 7356. .7505 




Seq. No. 


47702 








Seq. ID 


OJ000204_08.0317 


.C5 


Gene No. 


101521 








Strand 






Start 


3343 








End 


8414 




Name 


OJ000204 08 


.0317 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 





49415 



Start 


7209 


GI 


none 


'Exons' ' 


7209. .7238, 




7326. .7625, 


Seq. No. 


47702 


Gene No. 


101521 


Start 


334 3 


Name 


OJ000204_08 


Start 


7737 


GI 


none 


Exons 


7737.. .8117, 


Seq. No. 


47703 


Gene No. 


101522 


Start 


1 


Name 


OJ000204_08 


Start 


1 


GI 


4309698 


Exons 


1. .271 


GI Descrip. 


(AC006266) ] 


Seq. No. 


47703 


Gene No. 


101522 


Start ' 


1 


Name 


OJ000204 08 


Start 


112 


GI 


none 


Exons 


112. .282 


Seq. No. 


47703 


Gene No. 


101523 


Start 


3296 


Name 


OJ000204_08 


Start 


22 


GI 


none 


Exons 


22. .126, 22 


Seq. No. 


47703 


Gene No. 


101523 


Start 


3296 


Name 


OJ000204 08 


Start 


3296 


GI 


none 


Exons 


3296. . 3360, 


Seq. No. .. 


47704 


'Gene No . :v 


. 101524 


Start 


2026 


Name 


OJ000204 08 


Start 


866 


GI 


none 


Exons 


866. .919, 8< 




2710. .2793, 


Seq. No. 


47704 


Gene- No. 


101524 



End 
Score 



7649 
39 



Seq. ID OJ000204_08.0317.C5 
Strand 

End 8414 

Method TBLASTX : Mai ze 

End 8276 

Score 63 

.8088, 8145. .8213, 8223. .8276 

Seq. ID OJ000204_08.0317.C7 

Strand + 

End 282 

Method AAT/NAP 

End 271 

Score 137 



Seq. ID OJ000204_08.0317.C7 

Strand + 

End 282 

Method GEN SCAN 

End 282' 

Score .83 



Seq. ID OJ000204_08.0317.C7 
Strand 

End 3758 

Method TBLASTX : Mai ze 

End 270 

Score 88 



Seq. ID OJ000204_08.'0317.C7 
Strand 

End 3758 

Method GEN SCAN 

End 3758 

Score • .52 



Seq. ID OJ000204_08.0317.C8 

Strand + 

End 3351 

Method TBLASTX : Wheat 

End 3054 

Score 14 9 



Seq. ID OJ000204__08 .0317.C8 
Strand + 



49416 



Start 
Name 
Start 
GI 

Exons 



2026 End 3351 

OJ000204_08 . 0317 . C8 . o2 . gs Method GENSCAN 

2026 End 3351 

none Score .82 
2026. .3351 



Seq. No. 47705 
Gene No. 101525 
Start 1 

Name OJ000204_08 . 0317 . Cll . ol . np 

Start 1 

GI 4204276 

Exons 1..1471, 1641.. 1816, 1919.. 21 

3231. .3397, 3483.. 3526, 3574. 
4577. .4625, 4681. .4831, 5128. 
5935. .6051, 6795. .6870, 6955. 
7789. .7911, 7987. .8223, 8296. 
9231.. 9383, 10053 .. 10160, 105 
12188. .12277, 12683 .. 12914 , 1 
13641. .13783, 14150 14350 

GI Descrip. (AC004146) Hypothetical prote 



Seq. ID OJ000204_08.0317.Cir 
Strand 

End 14350 

Method AAT/NAP 

End 14350 

Score 1112 
10, 2202. .2402, 2726. .2976, 
.3746, 3823. .3999, 4080. .4387, 
.5284, 5370. .5466, 5579. .5737, 
.7100, 7169. .7315, 7412. .7511, 
.8406, 8531. .8704, 8944. .9123, 
64. .10706, 11134. .11275, 
3000.. 13132/ 13324. .13560, 

in [Arabidopsis thaliana] 





beq. No. 


47705 


Seq. ID OJ000204_08. 0317. Cll 


Kt 


Gene No. 


101525 


Strand 




Start 


. 1 


. End 14350 - 


i !£. 

1.: s 


Name 


OJ000204 08. 0317. Cll. ol 


.gs Method GENSCAN 


ru 


Start 


236 


End 14106 


a- st 


GI 


none 


Score .87 




Exons 


236. .1504, 1620. .1826, 


1929. .2063, 2155. .2445, 2766. .2984, 






3239. .3397, 3483. .3544, 


3620. .3746, 3823. .3990, 4140. .4366, 


^ ST 




4526. .4620, 4704. .4831, 


4937. .4957, 5128. .5284, 5370. .5438, 


? 1 5 
: b? 




5591. .5704, 5778. .5875, 


5939. .6051, 67 95. .6870, 6955. .7119, 






7188. .7315, 7412. .7493, 


7789. .7911, 7996. .8223, 8296. .8397, 


r~a 




8507. .8704, 8944. .9123, 


9231. .9383, 10053. .10160, 10564. .10718, 


% -SS? 




11149. .11275, 12188. .12277, 1234 9 .. 12536, 13000 .. 13135 , 


h as 




13324. .13560, 1364 1 .. 13723, 14017. .14106 


i_, J 


Seq. No. 


47705 


Seq. ID OJ000204JD8. 0317. Cll 




Gene No. 


101525 


Strand 




Start 


1 


End 14350 




Name 


OJ000204 08. 0317. Cll. ol 


. tm Method TBLASTX : Maize 




Start 


251 


End' 4 92 




GI 


none 


Score 170 




Exons ■ 


251. .418, 256. .429, 257 


..424, 276. .431, 415. .492, 427. .492 




Seq. No. 


47705 


Seq. ID OJ000204_08. 0317. Cll 




Gene No. 


101525 .. v 


Strand 




Start ■ 


1 • ' "'■ 


End 14350 




Name 


OJ000204 08.0317.Cll.'o3 


.np Method AAT/NAP 




Start 


5639 


End 14350 




GI 


4204276 


Score 605 




Exons 


5639. .5695, 5939. .6051, 


6795. .6870, 6955. .7100, 7169. .7315, 






7412. .7511, 7789. .7911, 


7987. .8223, 8296. .8406, 8531. .8704, 






8944. .9123, 9231. .9383, 


10053. .10160, 10564. .10706, 






11134 . .11275, 12188. .12277, 12683 .. 12914 , 13000 .. 13132 , 






13324 . .13560, 1364 1 .. 13783, 14150. .14350 




GI Descrip. 


(AC004146) Hypothetical 


protein [Arabidopsis thaliana] 



49417 





Seq. No. 


47706 


Seq. ID 


OJ000224 


_06.0317 


.CI 




Gene No. 


101526 


Strand 


+ , 








Start 


765 


End . 


1411 








Name 


OJ000224_06 . 0317 .CI . ol . np 


Method 


AAT/NAP 








Start 


765 


End 


1411 








GI 


4680203 


Score 


262 








Exons 


765. . 1411 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 








Seq. No. 


47706 


Seq. ID 


OJ000224 


J)6. 0317 


.CI 




Gene No. 


101526 


Strand 


+ 








Start 


765 


End 


1411 








Name 


OJ000224_06. 0317 .Cl.ol. ts 


Method 


TBLASTX: 


Soybean 






Start 


1208 


End 


1411 








GI 


none 


Score 


46 








Exons 


1208. .1246, 1209. .1238, 1223. 


.1393, 1244. .1411, 


1245. . 1409 




Seq. No. 


47707 


Seq. ID 


OJ000224 


J)6. 0317, 


.C2 




Gene No. 


101527 


Strand 


+ 








Start 


1 


End 


7401 








Name 


OJ000224 06.0317.C2.ol.np 


Method. 


AAT/NAP 








Start 


1 


End 


2135 






"f 




6742729 


Score 


1026 






\J 


'"^Exons 


1..460, 1204. .2135 












GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 










Seq. No. 


47707 


Seq. ID 


OJ000224 


_06.0317, 


.C2 




Gene No. 


101527 


Strand 


+ 








Start 


1 


End 


7401 






W 


Name 


OJ000224 06.0317.C2.ol.gs 


Method 


GENSCAN 






i y 


Start 


308 


End 


923 






= 


GI 


none 


Score 


.46 








Exons 


308. .455, 802. .923 












Seq. No. 


47707 


Seq. ID 


OJ000224 


_06.0317, 


,C2 


u 


Gene No. 


101527 


Strand 


+ 






'%J 


Start 


1 


End ' 


7401 






r ~s 


Name 


OJ000224 06.0317.C2.o2.gs 


Method 


GENSCAN 








Start 


1345 


End 


5971 








GI 


none 


Score 


.69 








Exons 


1345. .1816, 2093. .2394, 2434. 


.2520, 3328. .3803, 


4293. .4722, 






4809. .5072, 5295. .5432, 5840. 


.5971 










Seq. No. 


47707 


Seq. ID 


OJ000224 


_06.0317. 


.C2 




Gene No. 


101527 


Strand 


+ 








Start 


1 


End 


7401 








Name 


OJ000224 06.0317.C2.o3.np 


Method 


AAT/NAP 








Start 


2321 


End 


7401 










4680204 


Score 


109 








Exons 


2321. .2344, 3525.-3824, 6817. 


.6917, 7368. .7401 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


47707 


Seq. ID 


OJ000224_ 


_06.0317, 


C2 




Gene No. 


101527 


Strand 


+ 








Start 


1 


End 


7401 








Name 


OJ000224 06.0317.C2.o2.np 


Method 


AAT/NAP 







49418 




Start 3336 End 4895 

GI 100210 Score 203 

Exons * 3336. .3819, 4831. .4895- 

GI Descrip. extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycopersicon esculentum] 



Seq. No. 


47707 








Seq. ID 


OJ000224_06. 0317 .C2 


Gene No. 


101527 








Strand 


+ 


Start 


1 








End 


7 4 01 


Name 


OJ000224 06 


.0317 


.C2.o4 . 


np 


Method 


AAT/NAP 


Start 


5891 








End 


7401 


GI 


7363272 








Score 


347 


Exons * 


5891. .5958, 


6707 


. .7038, 


7257. 


.7401 




GI Descrip. 


(AP001552) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47707 








Seq. ID 


OJ000224 06 . 0317 . C2 


Gene No. 


101528 








Strand 




Start 


6686 








End 


7316 


Name 


OJO.0-0224 06 


.0317 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


212 








End . 


427 


GI 


none 








Score 


192 


Exons 


212. .412, 248. .427 








Seq. No. 


47707 








Seq. ID 


OJ000224_06. 0317 .C2 


Gene No. 


101528 








Strand 




Start 


6686 








End' ■ 


7316 


Name 


OJ000224 06 


. 0317 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start ' 


1264 








End 


1647 


GI 


none 








Score 


81 


Exons 


1264. .1392, 


1402 


.1647, 


1521 . 


.1646 




Seq. No. 


47707 








Seq. ID 


OJ000224_06.0317.C2 


Gene No. 


101528 








Strand 




Start 


6686 








End 


7316 


Name 


OJ000224 06 


.0317 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


: 1303 








End 


'2553 


GI 


- none 








Score 


523 


Exons 


1303. .1845, 


1347 


.1847, 


1852. 


.2052, 2049. .2189, 2058. .2189 




2062. .2190, 


2206 


.2256, 


2263. 


.2310, 2328. .2420, 2329. .2427 




2434. .2553 . 












Seq. No. 


47707 








Seq. ID 


OJ000224_06.0317.C2 


Gene No. 


101528 








Strand 




Start 


6686 








. End 


7316 


Name 


OJ000224 06 


.0317 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1344 








End 


1659 


GI 


none 








Score 


307 


Exons 


1344 . .1640, 


1345 


.1659 








Seq. No. 


47707 








Seq. ID 


OJ000224_06.0317.C2 


Gene No. 


101528 








Strand 




Start 


6686 








End 


7316 


Name 


OJ000224 06 


.0317 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1590 








End 


2016 


GI 


none 








Score 


231 


Exons 


1590. .1847, 


1594, 


.1845, 


1852. 


.2016 





49419 



Seq. No. 47707 

Gene No. 101528 

Start 6686 

Name OJ000224_06 . 0317 . C2 . ol . ts 

Start 2242 

GI none 

Exons 2242.. 2490, 2244.. 2426 



Seq. ID OJ000224_06.0317.C2 
Strand 

End 7316 

Method TBLASTX : Soybean 

End 24 90 

Score 223 



Seq. No. 47707 

Gene No. 101528 

Start 6686 

Name OJ000224JD6 . 0317 . C2 . o3 . gs 

Start 6686 

GI none 

Exons 6686.. 7179, 7224.. 7316 



Seq. ID OJ000224_06.0317.'C2 
Strand 

End 7316 

Method GENSCAN 

End 7316 

Score . 97 



Seq. No. 47708 

Gene No. 101529 

Start . 468 

Name OJ000224_06 . 0317 . C3 . ol . gs 

Start 4 68 

GI none 
Exons 



Seq. ID OJ000224_06.0317.C3 

Strand + 

End 1845 

Method GENSCAN 

End 1845 

Score . 66 



468. .1023, 1184. .1272, 1459. .1643, 1729. .1845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47708 

101530 

3740 

OJ000224_06.0317.C3.o2.gs 

3740 

none 



Seq. ID OJ000224_06.0317.C3 
Strand 

End 5399 

Method GENSCAN 

End 5399 

Score .55 



3740. .4232, 4747. .5028, 5121. .5231, 5284. .5399 



47709 
101531 
1 

OJ000224_06.0317.C4.ol.np 
1 

6730740 
1..22, 1299. .1489 

(AC018849) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000224_06.0317.C4 

Strand + 

End 1489 

Method AAT/NAP 

End . 1489 

Score 77 



47709 

101532 

1265 

OJ000224_0 6. 0317.C4 .ol.gs 

1265 

none 

1265.. 2020 



Seq. ID OJ000224_06.0317.C4 

Strand 

End 2020 

Method GENSCAN 

End 2020 

Score .53 



Seq. No. 47710 

Gene No. 101533 

Start 5005 

Name OJ000224_06 . 0317 . C5 . o2 . gs 

Start 5005 

GI none 
Exons 



Seq. ID OJ000224_06.0317.C5 

Strand + 

End 6307 

Method GENSCAN 

End 6307 

Score .88 



5005. .5071, 5108. .5143, 6168. .6307 



49420 




Seq. No. 


47710 


Seq. ID 


OJ000224_06 


. 0317 


.C5 


Gene No. 


101534 


Strand 








Start 


2045 


End 


2794 






Name 


OJ000224 06.0317.C5.ol.np 


Method 


AAT/NAP 






Start 


1078 


End 


2794 






GI 


6907086 


Score 


992 






Exons 


1078. .1550, 1780. .1959, 2020. 


.2794 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47710 


Seq. ID 


OJ000224 06, 


.0317 


.C5 


Gene No. 


101534 


Strand 


- 






Start 


2045 


End 


2794 






Name 


OJ000224 06.0317.C5.ol.gs 


Method 


GENSCAN 






Start 


2045 


End 


2566 






GI 


none 


Score 


. 98 






Exons 


2045. .2566 










Seq. No. 


47710 


Seq. ID 


OJ000224 06, 


. 0317 


. C5 


Gene No . 


101535 


Strand 








Start 


3693 


End 


6502 * 






Name 


OJ000224 06.0317.C5.o3.np 


Method 


AAT/NAP 






Start 


3693 


End 


6502 






GI 


7340860 


Score 


92 






Exons 


■3693. .-3786, 5116.. 5215, 6460. 


.6502 








GI Descrip.* 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


47710 


Seq. ID-" 


OJ000224_06. 


.0317 


.C5 


Gene No. 


101535 


Strand 








Start 


3693 


End . 


6502 






Name 


OJ000224 06.0317.C5.o2.np 


Method 


AAT/NAP 






Start 


3732 


End 


6377 






GI 


4680186 


Score 


194 






Exons 


3732.. 3906, 4378.. 4453, 6333. 


.6377 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


47711 


Seq. ID 


OJ000224_06. 


.0317 


.C6 


Gene No. 


101536 


Strand 








Start 


564 


End 


847 






Name 


OJ000224 06.0317.C6.ol.gs 


Method 


GENSCAN 






Start 


564 


End 


847 






GI 


none 


Score 


.55 






Exons 


564. .631, 727. .847 










Seq. No. 


47712 


Seq. ID 


OJ000224_06. 


,0317 


,C7 


Gene No. 


101537 


Strand 


+ 






Start 


9123 


End 


9214 






Name 


OJ000224 06.0317.C7.o2.gp 


Method 


AAT/GAP 






Start 


9123 


End 


9214 






GI 


LIB34 77-003-P1-K1-E9 


Score 


106 






Exons 


9123. . 9214 










GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




■ sativa] ? 










Seq. No. 


47712 


Seq. ID 


OJ000224_06. 


0317 


.C7 


Gene No. 


101538 


Strand 


+ 







49421 





Start 


11853 


End 


12 1 32 






Name •- 


OJ000224 06.0317.C7.o3.np 


Method 


AAT/NAP 






Start 


11853 


End 


12132 






GI 


7484961" 


Score 


67 






Exons 


11853. .12132 










GI Descrip. 


extensin homolog T9E8.80 - Arabidopsis 


thaliana 








gil 4 5845391 emb|CAB407 69. 1 | (AL04 9608) 


extensin- 


lxke protei: 






[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 


1| (AL16153 






extensin-like protein [Arabidopsis thaliana] 






Seq. No. 


47712 


Seq. ID 


OJ000224 


06 . 031 / . C7 




Gene No. 


101539 


Strand 








Start 


4138 


End 


9692 






Name 


OJ000224 06.0317.C7.o2.gs 


Method 


GENSCAN 






Start 


4138 


End 


7819 






GI 


none 


Score 


.74 






Exons 


4138. .4166, 5249. .5469, 5580. 


.5728, 5766.. 5987, 


CCA'} CI 1 A 






7269. .7430, 7437. .7519, 7618. 


.7819 








Seq. No. 


47712 


Seq. ID 


OJ000224 


06 . 0317 . C7 




Gene No. 


101539 


Strand 








Start 


4138 


End 


9692 






Name 


OJ000224 06.0317.C7.ol.np 


Method 


AAT/NAP 




f * 


Start 


5497 


End 


9692 






GI 


6539570 


Score 


■281 






Exons 


5497. .5659, 5784. .5858, 7354. 


.7494, 9251.. 9331, 


94 90. . 9692 


fi h 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




i. ji 


Seq. No. 


47712 


Seq. ID 


OJ000224 


_06.0317.C7 


i 1 i 


Gene No. 


101539 


Strand 






%j 


Start 


4138 


End 


9692 




i \S 


Name 


OJ000224 06.0317.C7.ol.gp 


Method 


AAT/GAP 






Start 


5633 


End 


5979 




s 

fl ' 


GI 


4879000 


Score 


642 






Exons 


5633. .5979 








f " 


Seq. No. 


47712 


Seq. ID 


,OJ000224 


06 . 0317 . C7 




Gene No . 


101540 


Strand 






*.s? 


Start 


9819 


End 


11163 






Name 


OJ000224 06.0317.C7.ol.tm 


Method 


TBLASTX :i 


Maize 




Start 


2294 


End 


2703 






GI 


none 


Score 


76 






Exons 


2294. .2353, 2394. .2549, 2411. 


.2551, 2413. .2568, 


2413. . 2532 , 






2417. .254,8, 2555. .2578, 2590. 


.2652, 2591. .2650, 


26bo . .2/02, 






2662. .2703 










Seq. No. 


47712 


Seq. ID 


OJ000224 


06 . 031 / . G / 






101540 


Strand 








Start 


9819 


End 


11163 






Name 


OJ000224 06.0317.C7.o2.np 


Method 


AAT/NAP 






Start 


9819 


End 


11163 






GI 


6630699 


Score 


69 






Exons 


9819. .9924, 11124. .11163 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





gi | 6721536 ! dbj | BAA89566 . 1 | 
[Oryza sativa] 



(AP001073) hypothetical protein 



49422 



Seq. No. 47713 Seq. ID OJ000224_06 . 0317 . C8 

Gene No. 101541 Strand + 

Start 937 End 1318 

Name OJ000224_06 . 0317 . C8 . ol . gp Method AAT/GAP 

Start 937 End 1318 

GI uC-osflcyp033a04bl Score 671 

Exons 937. . 1318 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


47713 




Seq. ID 


OJ000224 


_06, 


.0317, 


.C8 


Gene No . 


101542 




Strand 










Start 


870 




End 


3409 








Name 


OJ000224 06.0317, 


.C8.ol.np 


Method 


AAT/NAP 








Start 


870 




End 


3409 








GI 


4680186 




Score 


371 








Exons 


870.. 1070, 1909., 


.1963, 3225. 


.3409 










bi uescrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


47714 




Seq. ID 


OJ000224 


_06, 


.0317, 


.C10 


Gene No. 


101543 




Strand 


+ 








Start 


1100 




End 


1216 








Name 


OJ000224 06.0317, 


.C10.ol.gs - 


Method 


GENSCAN 








Start 


1100 




End 


1216 








GI 


none 




Score 


.68 








Exons 


1100. .1216 '\ 














Seq. No. 


47714 




Seq. ID 


OJ000224 


__06. 


,0317. 


.C10 


Gene No. 


101544 




Strand 


+ 








Start 


6393 




End 


6887 








Name 


OJ000224 06.0317, 


.C10.ol.gp 


Method 


AAT/GAP 








Start 


6393 




End 


6887 








GI 


none 




Score 


491 








Exons 


6393.. 6573, 6737. 


. .6887 













Seq. No. 47714 Seq. ID 

Gene No. 101545 Strand 

Start 1328 End 

Name OJ000224_06 0317 . C10 . o2 . gs Method 

Start 1328 End 

GI none Score 

Exons 1328.. 1549, 2336.. 2425 



OJ000224_06. 0317. C10 

2425 
GENSCAN 
2425 
.85 



Seq. No. 47714 

Gene No. 101546 

Start 4120 . 

Name OJ000224_06 . 0317 . C10 . ol . tw 

Start 2446 
GI .. none 
Exons 



Seq. ID OJ000224_06. 0317. C10 
Strand 
End 

Method 
End 
Score 



7294 

TBLASTX: Wheat 

6654 

57 



2446. .2583, 5541. .5765, 6184. .6654, 6254. .6571 



Seq. No. 47714 Seq. ID OJ000224_06 . 0317 . C10 

Gene No. 101546 Strand 

Start 4120 End 7294 

Name OJ000224_06 . 0317 . C10 . o3 . gs Method GENSCAN 

Start 4120 End 6906 

GI none Score .78 



49423 




Exons 


4 IzU . . 4 jU / , 


4 yoz 


CA1 O 

. . oUlz , . 


C C *7 c 

DD 1 b . 


.5753, 5830.. 5917, 5996.. 6362, 




b / Uz . . byub 






- 








C « XT 

beq. wo. 


4 / / 14 








Seq. ID 


OJ000224_06.0317 


.C10 


Gene No. 


101546 








Strand 






Start 


4120 








End 


7294 




Name 


UO .U U U Z Z 4 U O 


.0317 


.ClO.ol 


. np 


Method 


AAT/NAP 




Start 


Dl / 0 








End 


7294 




GI 


CQi i t /: *7 

d y i x i b / 








Score 


877 




Exons" 


cnc "7 n *3 c; 
bx / D . . / U Jo , 


7196 


. .7294 










GI Descrip. 


[ Ar 1 J bzz 1 J ] 


putative transposase protein [Zea mays] 




Seq. No. 


47714 








Seq. ID 


OJ000224_06.0317 


.C10 


Gene No. 


101546 








Strand 






otart 


/ion 
4 ±Z u 








End 


7294 




Name 


OJUUUzz4 Ub 


.0317 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


/"OCT 

bz b o 








End 


6741 




GI • 


none 








Score 


189 




Exons 


CO C~Z C7 1 O 

bz b o . . b / xz , 


6265 


. . 6741 










Seq. No. 


47714 








Seq. ID 


OJ000224_06.0317, 


.C10 


Gene No. 


101546 








Strand 






btart 


4 xzU 








End 


7294 




Name 


OJUUUzz4 Ub 


.0317 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


bolo 








End 


6717 




GI 


none 








Score 


152 




Exons 


bO lO . . GOOD, 


6314 


. . 6559, 


6565. 


.6717, 6586.. 6702 




Seq. No. 


47714 








Seq. ID 


OJ000224_06.0317, 


.C10 


Gene No. 


101546 








Strand 






btart 


/ion 
4 xzU 








End 


7294 




Name 


r\Tnnnoo/i nc 
OJUUUZZ4 Ub 


.0317 


.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


b / o / 








End 


7023 




GI 


none 








Score 


44 




Exons 


an on t no n 
b / o / . . / UzU , 


6796 


. .6840, 


6803. 


.7018, 6868.. 7023 




Seq. No. 


47715 








Seq. ID 


OJ000224_06.0317. 


.Cll 


Gene No. 


101547 








Strand 


+ 




btart 


/ y 








End 


192 




Name 


MTnnnoo/i nc 
UJUUUZZ4 Ub 


.0317 


.Cll.ol 


.gs 


Method 


GENSCAN 




bt art 


/ y 








End 


192 






none 








Score 


.48 




Exons 


n q 1 Q O 

/ y . . x yz 














Seq. No. 


47715 








Seq. ID 


OJ000224_06.0317, 


.Cll 


Gene No. 


101548 








Strand 






otart 


O *3 1 Q 

z o lo 








End 


3225 




Name 


OJUU0zz4 Ob, 


.0317, 


.Cll.o2. 


.gs 


Method 


GENSCAN 




Start 


Z Jib 








End 


3225 




GI 


none 








Score 


.88 




Exons 


Z Jib . . 2370, 


3099, 


. .3225 










Seq. No. 


47716 








Seq. ID 


OJ000224_06.0317. 


.C12 


Gene No. 


101549 








Strand 






Start 


123 








End 


626 




Name 


OJ000224 06, 


.0317, 


.C12.ol, 


.gs 


Method 


GENSCAN 




Start 


123 








End 


569 





49424 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrlp. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

123. .370, 449. .569 

47716 

101549 

123 

OJ000224_06.0317.C12.ol.gp 

259 
none 

259. .372, 449. .626 



Score 



,84 



Seq. ID OJ000224_06.0317.C12 
Strand 

End 62 6 

Method AAT/GAP 

End- 626 

Score 390 



47717 
101550 
42 

OJ000224_06.0317.C15.ol.np 
42 

5852182 
' 42. .174,. 1035. .1364 

(AL117265) zhb0012.-l [Oryza sativa] 



Seq. ID OJ000224_06.0317.C15 

Strand + 

End 1394 

Method AAT/NAP 

End. 1364 

Score 424 



47717 

101550 

42 

OJ000224_06.0317.C15.ol.gs 

1035 

none 

1035. .1394 



Seq. ID OJ000224_06.0317.C15 

Strand + 

End 1394 

Method GENSCAN 

End 1394 

Score .56 



Seq. No. 47718 

Gene No. 101551 

Start 1 

Name OJ000224_06 . 0317 . C16 . ol . gp 

Start 1 

GI ..' 342_1.R1084 

Exons 1..2445 

GI Descrip. ' 4574406/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
s'ativa] ' 



Seq. ID OJ000224_06.0317.C16 

Strand + 

End 24 4 6 

Method AAT/GAP 

End 2445 

Score 4339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



47718 

101551 

1 

OJ000224_06.0317.C16.ol.ts 

65 

none 

65. .361, 119. .343 

47718 

101551 

1 

OJ000224_06.0317.C16.o2.tc 
94 

none 

94. .246, 101. .403, 286. .381 

47718 

101551 

1 



Seq. ID OJ000224_06.0317.C16 

Strand + 

End 24 4 6 

Method TBLASTX : Soybean 

End 361 

Score 246 



Seq. ID OJ000224_06.0317.C16' 

Strand + 

End 2446 

Method TBLASTX : Cress 

End 403 

Score 281 



Seq. ID OJ000224_06.0317.C16 
Strand + 
End 2446 



49425 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000224_06.0317.C16.ol.np Method AAT/NAP 

122 End 2080 

6742729 Score 3134 

122. .2080 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000224_06:0317.C16 
Strand 
End 

Method 
End 
Score 

230. .283, 238. .282, 284. .388, 295. .384, 404. .487, 405. .488, 
407. .490, 454. .489, 468. .692, 488. .697, 489. .692, 491. .697 



47718 

101551 

1 

OJ000224_06.0317.C16.o2.tw 

230 

none 



+ 

2446 

TBLASTX: Wheat 

697 

72 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47718 

101551 

1 

OJ000224_06.0317.C16.o2.tm 

275 

none 



Seq. ID OJ000224_06.0317.C16 
Strand 
End 

Method. 
End 
Score 



+ 

2446 

TBLASTX VMaize 

731 

101 



275. .403, 287. .406, 405. .527, 408. .527, 537. .731 



47718 

101551 

1 

OJ000224_06.0317.C16.o2.ts 

561 

none 

561. .803, 566. .619, 671. .727 



Seq. ID OJ000224_06.0317.C16 

Strand + 

End 2446 

Method TBLASTX : Soybean 

End 803 

Score 201 



47718 Seq. ID OJ000224_06 . 0317 . C16 

101551 Strand 

1 End 

OJ000224_06.0317.C16.-o3.tw Method 

836- End 

none - ■ ' Score 

836. .886, 837.-. 899, 885. .1127, 905. . 1126, 1155.'. 1235, 
1160. .1240, 1161. .1244 



OJ000224_ 
+ 

2446 

TBLASTX: Wheat 

1244 

87 



Seq. No. 47718 
Gene No. 101551 
Start 1 

Name OJ000224_06 . 0317 . C16 . ol . tw 

Start 1244 
GI none 
Exons 1244. 

2015; 

2185. 

2381. 



.1876, 1248. 

.2095, 2083. 

.2310, 2189.. 2248, 2227. 
.2446 



Seq. ID OJ000224_06.0317.C16 
Strand + 
End 24 4 6 

Method TBLASTX : Wheat 
End 2446 
Score 554 
.1673, 1573. .1692, 1716. .2090, 1833. .2087, 
,2127, 2136. .2177, 2138. .2182, 2141. .2182, 



.2367, 2228. .2368, 2380. .2445, 



Seq. No. 47718 Seq. ID 

Gene No. 101551 - Strand 

Start 1 End 

Name O JO 0 0 2 2 4_0 6 . 0 3 1 7 . CI 6 . o 1 . tm Me t hod 

Start 1290 End 

GI none Score 



OJ000224_06.0317.C16 
+ 

2446 

TBLASTX: Maize 

1604 

314 



49426 



Exons 1290.. 1604, 1301.. 1576 

Seq. No. 47718 

Gene No. 101551 

Start 1 

Name OJ000224_06 . 0317 . C16 . ol . 

Start 1535 

GI none 

Exoris 1535.. 1876, 1539.'. 1673, 



Seq. ID 
Strand 
End 

tc Method 
End ■ 
Score 

1540. .1692, 1716. .1982 



OJ000224_06.0317.C16 
+ 

2446 

TBLASTX: Cress 
1982 
169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip*. 



47719 
101552 
■95 

OJ000224_06.0317.C17.ol, 
95 

none 

95. .170, 291. .327, 964.. 
2770. .2912, 2914. .3483, 
.4169. .4241, 4514. .4696 

47719 

101553 

6603 

OJ000224_06.0317.C17.ol, 

6603 

5803259 

6603. .7864, 7958.-9824 
(AP000399) hypothetical 



Seq. ID 

Strand 

End 

gs Method 
End 
Score 



OJ000224_06.0317.C17 
+ 

4696 
GEN SCAN 
4696 
.51 

2242, 2324. .2407, 2503. .2644, 

3526. .3599, 3706. .3879, 3974. .4084, 



np 



Seq. ID OJ000224_06.0317.C17 

Strand + 

End 9827 

Method AAT/NAP 

End 9824 

Score 4184 



protein [Oryza sativa] 



Seq. No. 


47719 




Seq. ID 


OJ000224_06 


.0317. C17 


Gene No. 


101553 




Strand 


+ 




Start 


6603 




End 


9827 




Name 


OJ000224 06.0317.C17.o3 


. gs 


Method 


GENSCAN 




Start 


6603 




End 


9827 




GI 


none 




Score 


.94 




Exons 


6603.. 9827 










Seq. No. 


47719 




Seq. ID 


OJ000224_06 


.0317.C17 


Gene No. 


101554 




Strand 


+ 




Start 


16692 




End 


16772 




Name 


OJ000224 06.0317.C17.o3 


.np 


Method 


AAT/NAP 




Start 


16692 




End 


16772 




GI 


5922623 




Score 


88 




Exons 


16692. .16772 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gil 6016856 Idbj IBAA85199 


.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] . 










Seq. No. 


47719 




Seq. ID 


OJ000224_06 


.0317. C17 


Gene No. 


101555 




Strand 






Start 


10460 




End 


16615 




Name 


OJ000224 06. 0317 .C17 .o2 


. np 


Method 


AAT/NAP 




Start 


10460 




End 


•16615 




GI 


7228457 




Score 


9246 




Exons 


104 60. .12010, 12077. .13228, 


13351. .141 


85, 14249. . 16184, 



16249. . 16615 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



49427 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


47719 




Seq. ID 


OJ000224_06.0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




End 


17014 




Name 


OJ000224 06.0317.C17 


. o7 . tw - ' 


Method 


■ TBLASTX: Wheat 




Start 


1614 




End 


2017 ... . 




GI 


none 




Score 


223 




Exons 


1614. .1724, 1616. .1852, 1616 


I..1810, 1717. .1857, 1847. .2017, 




1900. .2016 










Seq. No. 


47719 




Seq. ID 


OJ000224_06.0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




End 


17014 




Name 


OJ000224_06. 0317 .C17 


.olO.tw 


Method 


TBLASTX: Wheat 




Start- 


2018 




End 


3181 




GI 


none 




Score 


64 




Exons 


2018. .2098, 2339. .24 


13, 2482 


..2715', 24 


96. .2588, 3098. .3181 


Seq. No. 


47719 




Seq. ID 


OJ000224_06.0317 


.C17 


Gene No. 


101556 




Strand' 






Start 


16853 




End 


17014 




Name 


OJ000224_06. 0317 .CI 7 


.o4 .tm 


Method 


TBLASTX: Maize 




Start" 


10431 




End 


10600 




GI 


none 




Score 


126 




Exons 


10431. . 10595, 10433. 


.10600 








Seq. No. 


47719 




Seq. ID 


OJ000224_06:0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




End 


17014 




Name 


OJ000224_06. 0317 .CI 7 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


10469 




End 


11071 




GI 


none 




Score 


83 




Exons 


< 10469. . 10594, 10473. 


. 10595, 


10787. .11071, 10788. .11066 




Seq. No. 


47719 




Seq. ID 


OJ000224_06.0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




■ End 


17014 




Name 


OJ000224 06.0317.C17 


. o4 .tw 


Method 


TBLASTX: Wheat 




Start 


11072 




End 


11453 




GI 


none 




Score 


163 




Exons 


11072. .11452, 11103. 


.11351, ■ 


11397. .11453 




Seq. No. 


47719 




Seq. ID 


OJ000224JD6.0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




End 


17014 




Name 


OJ000224 06.0317.C17 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


11267 




End 


11590 




GI 


none 




Score 


191 




Exons 


11267. .11590, 11280. 


.11561 








Seq. No. 


47719 




Seq. ID 


OJ000224_06.0317 


.C17 


Gene No. 


101556 




Strand 






Start 


16853 




End 


17014 




Name 


OJ000224 06.0317.C17 


.o9. tw 


Method 


TBLASTX: Wheat 




Start 


11783 




End 


12095 





49428 




GI 


none 




Score 


71 






Exons 


11783.. 12043, 11784.. 


. 12095 










Seq. No. 


47719 




Seq. ID 


OJ000224 


06 . 0317 


. C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


11843 ; 




End 


12409 






GI 


5666795 




Score 


68 






Exons 


11843. .12043, 12098., 


.12235, 


12311. .12409 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






Seq. No. 


47719 




Seq. ID 


OJ000224 


06 . 0317 


. C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


,o5.tw 


Method 


TBLASTX: 


Wheat 




Start 


12098 




End 


12556 






GI 


none 




Score 


88 






Exons 


12098. .12238, 12099. , 


. 12236, 


12101. .12238, 12294 


. . 124 64 , 






12308. .12556, 12308., 


.12532 










Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224' ; 06.0317!.C17. 


.ol.ts 


Method 


TBLASTX: 


Soybean _ 




Start 


13157 




End 


13528 






GI 


none 




Score 


90 






Exons 


13157. .13528, 13368. , 


.13511 










Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


-C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


. o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


13182 




End 


13606 






GI 


none 




Score 


323 






Exons 


13182. .13601, 13187. , 


.13606 










Seq. No.. 


47719 




Seq. ID 


OJ000224 


J)6.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


.13280 




End 


13664 






GI 


none 




Score 


221 






Exons 


13280. .13663, 13299., 


.13664 










Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No.. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


13691 




End 


14047 






GI 


none 




Score 


104 






Exons 


13691. .13924, 13691., 


. 14047, 


13701. . 14012 






Seq._ No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17, 


. ol . tw 


Method 


TBLASTX: 


Wheat 





49429 




Start 


13715 




End 


14178 






GI 


none 




Score 


401 






Exons 


13715 . . 14176, 13716. 


. 14177, 


13735. .14178 






Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start' 


13772 




End 


14137 




GI 


none 




Score 


117 






Exons 


13772 . . 13906, 13913. 


. 14137 










Seq. No. 


47719 




Seq. ID 


OJ000224 


06. 0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224_06. 0317 .C17 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


14342 




End 


14828 






GI 


none 




Score 


172 






Exons • 


14342 . .14827, 14346. 


. 14633, 


14655. .148 


28 






Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


15566 




End 


15958 






GI 


none 




Score 


89 






Exons 


15566: .15823, 15600. 


. 15839, 


15806. .15904, 15807 


. . 15887, 






15911. .15958 












Seq. No. 


47719 




Seq. ID 


OJ000224 


06. 0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


15668 




End 


15953 






GI 


none 




Score 


103 






Exons 


15668. .15916, 15669. 


. 15953 










Seq. No. 


47719 




Seq. ID 


OJ000224 


_06.0317 


.C17 


Gene No. 


101556 




Strand 








Start 


16853 




End 


17014 






Name 


OJ000224 06.0317.C17 


. o 4 . np 


Method 


AAT/NAP 






Start 


16853 




End 


17014 






GI 


5042454 




Score 


■ 75 






Exons 


16853. .17014 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


47720 




Seq. ID 


OJ000224 


06.0317 


.C19 


Gene No. 


101557 




Strand 








Start 


689 




End 


1897 






Name 


OJ000224 06.0317.C19 


. ol . gs 


Method 


GENSCAN 






Start 


689 




End 


1897 






GI 


none 




Score 


.46 - 






Exons 


689. .826, 1787. . 1897 












Seq. No. 


47721 




Seq. ID 


OJ000224 


_06.0317 


.C20 


Gene No. 


101558 




Strand 


+ 






Start 


1 




End 


2722 







49430 



Name OJ000224_06 . 0317 . C20 . ol . np Method AAT/NAP 

Statfe • , 1 End 2722 

GI 3935172 Score 48 

Exons 1..52, 1051.. 1215, 2698 k . .2722 

GI Descrip. (AC004557) F17L21.15 [Arabidopsis thaliana] 

gi I 5931665 | emb| CAB56586. 1 1 (AJ011634) squamosa promoter binding 

protein-like 11 • [Arabidopsis thaliana] 

gi I 593/1667 | emb | CAB56587.il (AJ011635) 'squamosa promoter binding 
protein-like 11 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



47721 

101558 

1 

OJ000224 
14 

none 



06.0317.C20.ol.gp 



Seq. ID OJ000224_06.0317.C20 



Strand 
End 

Method 

End 

Score 



2722- 
AAT/GAP 
1591 
1312 



14. .212, 522. .606, 1051. .1184, 1268. .1591 



Seq. No. 4772,1 . Seq. ID 

Gene No. 101558 Strand 

Start 1 End 

Name OJ000224_06 . 0317 . C20 . ol . gs Method 

Start 522 End 

GI none Score 

Exons 522.. 575, 1268.. 1358, 177 8 . . 1902- 



OJ000224_06.0317.C20 
+ 

2722 
GEN SCAN 
1902 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47721 Seq. ID 

101558 Strand 

1 End 
OJ000224_06. 0317 .C20.ol.tm Method 

1587 End 

none Score 

1587. .1697, 1589. .1705, 1590. .1706, 
1702. .1743 



OJ000224_06.0317.C20 
+ 

2722 

TBLASTX: Maize 
1743 
175 

1698. .1736, 1699. .1737, 



OJ000224 06.0317.C22 



47722 Seq. ID 

101559 , ' Strand 

1 End 440 

OJ000224_06. 0317 .C22.ol.np Method AAT/NAP 
1 End 37 6 

5091503 Score 54 

1..59, 348. .376 

(AB023482) EST AU05577 6 ( S2004 8 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana AP2 domain 
containing protein RAP2.10 mRNA, partial cds . (AF003103) [Oryza 
sativa] 



Seq. No. 47722 Seq. ID 

Gene No. 101559 . Strand 

Start 1 ' End 

Name OJ000224_06 . 0317 . C22 . ol . gs Method 

Start 4 5 End 

GI none Score 

Exons 45.. 133, 236.. 440 . 



OJ000224_06.0317.C22 
440 

GENSCAN 

440 

.74 



Seq. No. 
Gene No. 



47723 
101560 



Seq. ID 
Strand 



OJ000214 05. 0303. CI 



49431 




Start 


30 


End 


3113 


Name 


OJ000214 05.0303.Cl.ol.gs 


Method 


GENS CAN 


Start 


30 


End 


3113 


GI 


none 


Score 


A O 

. 48 


Exons 


30. .1075, 1185. .1697, 2903. .3113 




Seq. No. 


. 47723 


Seq. ID 


OJ00U214 Uo.UJUj.C1 


Gene No. 


" 101560 ■: ' 


Strand 




Start 


30 


End 


3113 


Name 


OJ000214_05.0303.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 ~1 A 

17 4 


End 


1055 


GI 


3982618 


Score 


744 


Exons 


174. .1055 






GI Descrip. 


(AF056153) disease resistance 


gene analog PIC13 [Zea mays] 


Seq. No. 


47723 


Seq. ID 


OJ000214 05. 0303. CI 


Gene No. 


101560 


Strand 


_ 


Start 


30 


End 


3113 


Name 


OJ000214 05 . 0303 . CI . ol . ts 


Method 


TBLASTX : Soybean 


Start 


225 


End 


584 


GI 


none 


Score 


172 


Exons 


225. .584, 226. .582 






Seq. No. 


47723 


Seq. ID 


OJ000214 05. 0303. CI 


Gene No. 


101560 


Strand 


_. 


Start 


30 


End 


3113 


Name 


OJ000214_05.0303.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


303 


End 


701 


GI 


none 


Score 


93 


Exons 


303. .644, 361. .606, 639. .701 






Seq. No. 


47723 


Seq. ID 


OJ000214_05.0303.C1 


Gene No. 


101560 


Strand 




Start 


30 


End 


3113 


Name 


OJ000214_05..0303.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


351 


End 


1101 


GI 


none 


Score 


-60 


Exons 


351. .464, 480. .614, 511. .606, 


639. .701 


, 795. .854, 852. .1001, 




987. .1097, 1027. .1101 






Seq. No. 


47724 


Seq. ID 


OJ000214_05.0303.C2 


Gene No. 


101561 


Strand 


+ 


Start 


327 


End 


' 1725 


Name 


OJ000214 05.0303.C2.ol.gs 


Method 


GENSCAN 


Start 


327 


End 


1725 


GI 


none 


Score 


.87 


Exons 


327. .371, 1402. .1725 






Seq. No. 


.47725 


Seq. ID 


OJ000214_05.0303.C3 


Gene No. 


101562 


Strand 




D Ldl L 


97 


End 


4280 


Name 


OJ000214 05.0303.C3.ol.gp 


Method 


AAT/GAP 


Start 


97 


End 


889 


GI 


602 1.R1084 


Score 


1231 


Exons 


97. .889 






GI Descrip. 


'1172818/sp|P46294|RS16 ORYSA 2.0e-73 


4 OS RIBOSOMAL PROTEIN 




>gi_538428 (L36313) ribosomal 


protein 


S16 [Oryza sativa] 



49432 




>gi_1096552j?rf 2111468A ribosomal protein S16 [Oryza sativa] ' 



Seq. No. 


47725 






Seq. ID 


rti -y rt rt rt rt -1 A f\ f /"\ rt rt rt rt 

OJ000214_05 . 0303 ,C3 


Gene N,o. 


101562 






Strand 




.Start 


97 






End 


4280 


Name 


OJ000214_ 


05 . 0303 . C3 . 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


183 






End 


795 


GI 


none. 






Score 


38 


Exons 


183. .242, 


292. .333, 


338. .427 


, 366. .794 


, 367. .795, 526. .795 


Seq. No. 


47725 






Seq. ID 


OJ000214_05 . 0303 .C3 


Gene No. 


101562 






Strand 




Start 


97 






End 


4280 


Name 


OJ000214__ 


05. 0303. C3. 


ol . gs 


Method 


GENSCAN 


Start 


375 






End 


4039 


GI 


none 






Score 


. 58 


Exons 


375. .793, 


1105.. 1285, 3593.. 


4039 




Seq. No. 


47725 






Seq. ID 


T" /*\ f\ f\ O, -1 A f\ f~ /*\ rt rt rt f+m rt\ 

OJ000214_05 . 0303 . C3 


Gene No. 


101562 






Strand 


~ 


Start 


97 






End 


4280 


Name 


OJ000214_ 


05. 0303. C3. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


375 






End 


789 


GI 


none 






Score 


388 


Exons 


375. .788, 


37 6. .789/ 








Seq. No. 


47725 






Seq. ID 


-r rt rt rt r\ *i a rt r~ /-\ rt rt rt rt 

OJ000214_05 . 0303 .C3 


Gene No. 


101562 






Strand 




Start 


97 






End 


4280 


Name 


OJ000214_ 


05. 0303. C3. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


375 






End 


791 


GI 


none 






Score 


316 


Exons 


375 . .791, 


388. .789, 


564. .791 






Seq. No. 


47725 






Seq. ID 


OJ000214_05.0303.C3 


Gene No. 


101562 






Strand 




Start 


97 






End 


4280 


Name 


OJ000214 


05. 0303. C3. 


ol.np . 


Method 


AAT/NAP 


Start 


378 






End 


824 


GI 


1172818 






Score 


749 


Exons 


378. .824 











GI Descrip. 40S RIBOSOMAL PROTEIN S16 gi | 7440266 | pir | | T04083 probable 

ribosomal protein S16 - rice gi I 538428 | gb | AAA33916 . 1 1 (L36313) 
ribosomal protein S16 [Oryza sativa] gi | 1096552 | prf | | 21 114 68A 
ribosomal protein S16 [Oryza sativa] 



Seq. No. 


47725 




Seq. ID 


OJ000214_05.0303. 


.C3 


Gene No. 


101562 




Strand 






Start 


97. 




End 


4280 




Name 


OJ000214 


_05.0303.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


522 




End 


795 




GI 


none 




Score 


290 




Exons 


522. .794, 


523. .795 








Seq. No. 


47725 




Seq. ID 


OJ000214_05.0303. 


.C3 


Gene No. 


101562 




Strand 






Start 


97 




End 


4280 





49433 




Name 


OJ000214 05 


. 0303 


. C3 . o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


1098 








End 


1340 




GI 


none 








Score 


95 




Exons 


1 A A O 1 1 *7 O 

1098 . . 1172 , 


1098 , 


. . 1136, 


1188 . 


.1247, 1208. .1339, 


1233. .1340 


Seq. No. 


47725 








Seq. ID 


OJ000214 


_05.0303.C3 


Gene No. 


101562 








Strand 






Start 


97 








End 


4280 




Name 


OJ000214_05 , 


. 0303 . 


. C3 . o3 . 


tc 


Method 


TBLASTX : 


Cress 


Start 


1107 








End 


1368 




GI 


none 








Score 


108 




Exons 


1107 . . 1247, 


1107 , 


. . 1136, 


1208 . 


.1339, 1216. .1368, 


1233 . . 1340 


Seq. No. 


47725 








Seq. ID 


OJ000214 


_05.0303.C3 


Gene No. 


101562 








Strand 






Start 


a i 

97 








End 


4280 




Name 


s~\ t A A ri O 1 A At 

OJ000214_05 , 


, 0303 . 


. C3 . o2 . 


gp 


Method 


AAT/GAP 




Start 


3177 








End 


3581 




GI 


■'■"none • 








Score 


738 




Exons 


3177 . . 3581 














beq. No. 










Seq. ID 


OJ000214 


AC A O A O r~> ""5 

_05 . 0303 . C3 


Gene No. 


101562- 








Strand 






Start 


97 








End 


4280 




Name 


OJ000214 05, 


,0303. 


,C3.o2. 


np 


Method 


AAT/NAP 




Start 


3491 ■■" 








End 


4280 




GI 


6967106 








Score 


618 




Exons 


3491. .4039, 


4262, 


, .4280 











GI Descrip. (AL132953) putative protein [Arabidopsis thaliana] 



Seq. No. 47725 

Gene No. 101562 

Start 97 

Name OJ000214_05 . 0303 . C3 . ol . tm 

Start 3518 

GI none 

Exons 3518.. .4042, 3519.. 4040, 3754. 



Seq. ID OJ000214_05.0303.C3 
Strand 

End 4280 

Method TBLASTX : Mai ze 

End 4042 

Score 608 

4041 



Seq. No. 47725 

Gene No. 101562 

Start 97 

Name OJ000214_05 . 0303 . C3 . o2 . tc 

Start 3536 

GI none 

Exons 3536.. 4039, 3606.. 4040 



Seq. ID OJ000214_05.0303.C3 
Strand 

End 4280 

Method TBLASTX: Cress 

End 4 040 

Score 262 



Seq. No. 47725 

Gene No. 101562 

Start 97 

Name* OJ000214_05 . 0303 . C3 . o3 . ts 

Start 3545 

GI none 

Exons 3545.. 3793, 3555.. 3791, 3590, 



Seq. ID OJ000214_05.0303.C3 
Strand 

End 4280 

Method TBLASTX : Soybean 

End 3793 

Score 115 
.3793 



Seq. No. 
Gene No. 
Start 



47725 

101562 

97 



Seq. ID OJ000214_05.0303.C3 
Strand 

End 4280 



49434 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214 05.0303.C3.o3.gp 



Method AAT/GAP 



3594 End 4025 

LIB3431-003-P1-K1-G5 Score- 810 

3594 . .4025 

'6091757/gb|AAF03467.1|AC009327_6 2.0e-51 (AC009327) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 47725 " Seq. ID 

"Gene No. 101562 Strand 

Start 97 End 

Name OJ000214_05 . 0303 . C3 . ol . tw Method 

Start 3654 End 

GI none Score 

Exons 3654 . .3989, ■ 3656. .4024 



OJ000214_05.'0303.C3 
4280 

TBLASTX: Wheat 

4024 

237 



Seq. No. 


47725 






Seq. ID 


OJ000214_05.0303.C3 


Gene No. 


101562 






Strand 




Start 


97 






End 


4280 


Name 


OJ000214 05. 


0303 


.C3.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3794 






End 


4055 


GI 


none 






Score 


112 


Exons 


3794 . .3958, 


3794 


..4054, 3831. 


.4055 




Seq. No. 


47726 






Seq. ID 


OJ000214_05.0303.C5 


Gene No. 


101563 






Strand 


+ 


Start- 


2599 






End 


5183 


Name 


OJ000214 05. 


0303 


.C5.o2 .gp 


Method 


AAT/GAP 


Start 


2599 






End 


5183 


GI ' 


3061099 






Score 


462 


Exons 


2599. .2630, 


2738 


..2773, 2822. 


.2847, 4583. .4685, 4800. .4859, 




5157. .5183 










GI Descrip. 


4204260 6.0e 


-09 


(AC005223) 25568 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47726 

101564 

1 

OJ000214J35 . 0303 . C5 . ol . gp 
1 

2492 1.R1084 



Seq. ID OJ000214_05.0303.C5 
Strand 

End 4 8 62 

Method AAT/GAP 

End 1424 

Score ' 1397 



1..257, 399. .545, 676. .739, 862. .926, 1158. .1424 
'4204260 6.0e-09 (AC005223) 25568 [Arabidopsis thaliana] 



Seq. No. 47726 

Gene No. 101564 

Start 1 

Name OJ000214_05 . 0303 .C5.ol.gs 

Start 130 

GI none 
Exons 



Seq. ID OJ000214_05.0303/C5 
Strand 

End 4 8 62 

Method GENSCAN 

End 3529 

Score . 6 



130. .257, 417. .548, 676. .739, 1158. .1181, 1229. .1399, 
1609.. 1696, 2581.. 2826, 3513.. 3529 



Seq. No. 47726 Seq. ID OJ000214_05 . 0303 . C5 

Gene No. 101564 Strand 

Start 1 End 4 8 62 

Name OJ000214_05 . 0303 . C5 . ol . np Method AAT/NAP 

Start 215 End 1862 

GI 4567284 Score 210 



49435 



Exons 



215. .281, 383. .548, 649. .778, 862. .926, 1158. .1291, 1512. .1575, 
1784. .1862 



GI Descrip. 


(AC006841) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


47726 


Seq. ID 


OJ000214 


_05.0303.C5 


Gene No. 


101564 


Strand 






Start 


1 


End 


4862 




Name 


OJ000214 05.0303.C5.ol.tm 


Method 


TBLASTX: 


Maize ' 


Start 


2807 


End 


4862 




GI 


none 


Score 


65 




Exons 


2807. .2848, 4570. .4680, 4581. .4685, 4584. .4691, 


4794 .. 4862, 




4799. .4861 








Seq. No. 


47727 


Seq. ID 


OJ000214 


_05.0303.C7 


Gene No. 


101565 


Strand 


+ 




Start 


1813 


End 


2253 




Name 


OJ000214 05.0303.C7.ol.gs 


Method 


GENSCAN 




Start 


1813 


End 


2253 




GI 


none 


. Score 


. 83 




Exons 


1813. .2253 








Seq. No. 


47727 


Seq. ID 


OJ000214 


05. 0303. C7 


Gene No. 


101566 


Strand 


+ 




Start 


6423 


End 


10675 




Name 


OJ000214 05.0303.C7.o2.np 


Method 


AAT/NAP 




Start 


■6266 


End 


6501' 




GI 


5257279 


Score 


158 




Exons 


6266. .6501 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and 


pol gene 




homologues. (L35053) [Oryza 


sativa] 






Seq. No. 


47727 


Seq. ID 


OJ000214 


_05.0303.C7 


Gene No . 


101566 


Strand 


+ 




Start 


6423 


End 


10675 




Name 


OJ000214 05.0303.C7.o3.gs 


Method 


GENSCAN 




Start 


6423 


End ■ 


10675 




GI 


none 


Score 


.84 




Exons 


6423. .6500, 8719. .8745, 9086. .9161, 9664. .9892, 


9979. . 10025, 




10292. .10366, 10401. .10675- 








Seq. No. 


47727 


Seq. ID 


OJ000214 


_05.0303.C7 


Gene No. 


101566 


Strand 


+ 




Start 


6423 


End 


10675" 




Name 


OJ000214 05.0303.C7.ol.gp 


Method 


AAT/GAP 




Start 


7975 


End 


8496 . 




GI 


LIB3434-038-P1-K1-F1 


Score 


780 




Exons 


7975. .8496 








GI Descrip. 


'5257255/dbj IAP000364 .1IAP000364 0.0e+00 Oryza 


sativa genomii 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


47727 


Seq. ID * 


OJ000214 


_05.0303.C7 


Gene No. 


101567 


Strand 


+ 




Start 


16101 


End 


18388 





Name 

Start 

GI 

Exons 



OJ000214_05 . 0303 . C7 . o4 . gs Method GENSCAN 

16101 End 18388 

none Score .52 

16101. .16110, 16440. .16694, 167 95 .. 16835, 1 6950 17009, 



49436 




17372. .17389, 18070. .18226, 18336. .18388 



Seq. No. 


47727 


Seq. ID 


OJ000214_05.0303 


.C7 


Gene No. 


101568 


' Strand 


~ 




Start 


835 


End 


1289 




Name 


OJ000214 05.0303.C7.ol.np 


Method 


AAT/NAP 




Start 


835 


End 


1289 




GI 


7523502 


Score 


123 




Exons 


835. .906, 1196. .1289 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47727 


Seq. ID 


OJ000214 05.0303 


. C7 


Gene No. 


101569 


Strand 






Start 


4082 


End 


5828 




Name 


OJ000214 05.0303.C7.o2.gs 


Method 


GENSCAN 




Start 


4082 


End 


5828 




GI 


none 


Score 


.46 




Exons 


4082. .4134, 4293. .4462, 5719 


.5828 






Seq. No. 


47728 


Seq. ID 


OJ000214_05.0303 


.C10 


Gene No. 


101570 


Strand 






Start 


1 


End 


2436 




Name 


OJ000214 05.0303.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2436 




GI . . 


7021736 


Score 


496 




Exons 


1..43, 1491. .1555, 1821 .. 2128 ,' 2256 .. 2436 




GI Descrip. 


(AC024081) putative jasmonic 


acid regulatory protein 






[Arabidopsis thaliana] . 








Seq. No. 


47728 


Seq. ID 


OJ000214_05.0303 


.C10 


Gene No. 


101570 


Strand 






Start 


1 


End 


2436 




Name 


OJ000214 05.0303.C10.ol.gs 


Method 


GENSCAN 




Start 


854 


End 


2427 




GI 


none 


Score 


.88 




Exons 


854. .1555, 1821. .2128, 2256.. 


2427 . 






Seq. No. 


47728 


V 

Seq. ID 


OJ000214_05.0303 


.C10 


Gene No. 


101570 


Strand 






Start 


1 


End 


2436 




Name 


OJ000214 05.0303.C10.ol.gp 


Method 


AAT/GAP 




Start 


1000 


End 


1486 




GI 


uC-osflM202052a02bl 


Score 


788 




Exons 


1000. .1486 








GI Descrip. 


, 4868375/gb|AAD31285.1|AF139807 1 1 . Oe- 


-29 (AF139807) nod fac 




binding lectin-nucleotide phosphohydrolase [Dolichos biflori 


Seq. No. 


47728 


Seq. ID 


OJ000214_05.0303 


.C10 


Gene No . 


101571 


Strand 






Start 


4159 


End 


4858 




Name 


OJ000214 05.0303.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


1514 


End 


2404 




GI 


. none 


Score 


49 




Exons 


1514. .1558, 1887. .2141, 1888. 


.1917, 1957.. 2142; 2252.. 2404, 




2257. .2403 








Seq. No. 


47728 


Seq. ID 


OJ000214_05.0303 


.C10 



49437 



Gene No. 


101571 








Strand 






Start 


4159 








End 


4858 




Name 


/■*\ t A A A A i a A r~ 

OJ000214__05 


. 0303 . 


, C10 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1887 








End 


2443 




GI 


none 








Score 


66 




Exons 


1887 . . 1985 , 


1889 . 


1 A /" A 

. . 1960 , 


1998 . 


.2141, 2000.. 2143, 


A A A C o 1 /t O 

2005 . . 2142, 




2257 . .2421, 


2260 . 


. 2397 , 


OA/ — 7 

2267 . 


.2443 






Seq. No. 


47728 








Seq. ID 


OJ000214 


_05. 0303. C10 


.Gene No. 


101571 








Strand 






Start 


4159 








End 


4858 




Name 


OJ000214_05 


. 0303 . 


C10 . ol 


. tw 


Method ' 


TBLASTX: 


Wheat 


Start 


1887 








End 


2121 




GI 


none 








Score 


47 




Exons 


1887 . . 1973, 


1891 . 


. 1917, 


1895 . 


.1972, 1925. .1984, 


1960 . .2121, 




-i r\—7r\ a i i a 

1979 . .2119, 


1995 . 


.2120 










Seq. No. 


47728 








Seq. ID 


OJ000214 


AC A A A A A 

_05 . 0303 .C10 


Gene" No. 


101571" ' 








Strand 






Start 


4159 








End 


4858 




Name 


/■\ t a a a a 1 a a c 

OJ000214 05 


A "3 A *3 

. 0303 . 


C10 . ol . 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1887 








End 


2437 




GI 


none 








Score 


56 




Exons 


1887 . .1979, 


1888 . 


. 1980, 


1888 . 


.1980, 1989. .2141, 


1999. .2142, 




2252 . .2437, 


2257 . 


. 2397 - 










Seq. No. 


47728 








Seq. ID 


OJ000214 


_05.0303-.C10 


Gene No. 


101571 








Strand 






Start 


4159 








End 


4858 




Name 


OJ000214 05 


. 0303 . 


C10 . o2 . 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2257 








End 


4587 




GI 


none 








Score 


132 




Exons 


2257 . . 2397 , 


2258 . 


.2431, 


2264 . 


.2437, 2343. .2438, 


4513 . . 4587 


Seq. No. 


47728 








Seq. ID 


OJ000214 


_05. 0303. C10 


Gene No. 


101571 








Strand 






Start 


4159 








End 


'4858 




Name 


OJ000214 05 


. 0303 . 


C10 . o3 , 


,gs 


Method 


GENSCAN 




Start 


4159 








End 


4858 




GI 


none 








Score 


.7 




Exons 


VI 1 C A VI O A 1 

4159. . 4 321 , 


A C 1 A 

4 674. 


. 4858 










Seq. No. 


47729 








Seq. ID 


OJ000214 


_05. 0303. Cll 


Gene No. 


101572 








Strand 






Start 


117 9 








End 


3309 




Name 


OJ000214_05 


. 0303 . 


Cll . ol . 


,gs 


Method 


GENSCAN 




Start 


1179 








End 


2582 




GI 


none 








Score 


.56 




Exons 


1179 . . 1342, 


1807 . 


. 1898, 


2147 . 


.2326, 2526.-2582 




Seq. No. 


4 / /zy 








Seq. ID 


OJ000214 


AC Oil 

_U5 . 03U3 . Cll 


Gene No. 


101572 








Strand 






Start 


1179 








End 


3309 




Name 


OJ000214 05, 


.0303. 


Cll.ol. 


,np 


Method 


AAT/NAP 




Start 


1179 








End 


3309 




GI 


6683666 








Score 


477 




Exons 


1179. .1392, 


1807. 


.1898, 


2147. 


.2445, 2526. .2582, 


3289. .3309 



49438 



GI Descrip. (AB027616) apyrase [Pisum sativum] 



Seq. No. 


47729 








Seq. ID 


OJ000214 


_05. 0303. Cll 


Gene No. 


101572 








Strand 






Start 


1179 








End 


3309 




Name 


OJ000214_05 . 


0303 . 


Cll . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1185 








End 


2583 




GI 


none 








Score 


127 




Exons 


1185 . . 1352, 


1185 . 


. 1352, 


1246, 


..1353, 1352.. 1393, 


1353. . 1424, 




1787 . . 1846, 


1838 . 


. 1900, 


2127 , 


,.2432, 2129. .2431, 


2149. .2445, 




2162 . . 2446, 


2521 . 


. 2583, 


2521 . 


..2580, 2523. .2582 




Seq. No. 


47729 








Seq. ID 


OJ000214 


_05. 0303. Cll 


Gene No. 


101572 








Strand 






Start 


1179 








End 


3309 




Name 


OJ000214_05 . 


0303 . 


Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1188 








End 


2582 




GI 


none 








Score 


66 




Exons 


1188 . . 1343, 


1802 . 


. 1900, 


2144 . 


,.2386, 2149. .2301, 


2149. . 2445, 




2153. .2446, 


2523. 


.2582 










Seq. No. 


47730 








Seq. ID 


OJ000214 


_05. 0303. C12 


Gene No. 


101573 








Strand 


+ 




Start 


39 








End 


952 • 




Name 


OJ000214 05. 


0303 . 


C12 . ol 


.gs 


•Method 


GEN SCAN 




Start 


39 








End' 


■952 




GI 


none 








Score 


.97 




Exons 


39 . . 136, 231 


. . 341 


, 425 . 


. 4 97 , 


592. . 690, 


770. .952 




Seq. No. 


47730 








Seq. ID 


OJ000214 


_05.0303.C12 


Gene No. 


101574 








Strand 


+ 




Start 


1091 








End 


1913 




Name 


OJ000214 05. 


0303. 


C12.ol 


.np 


Method 


AAT/NAP 




Start 


1091 








End 


1913 




GI 


862343 








Score 


139 




Exons 


1091. .1136, 


1370. 


. 1482, 


1818. 


.1913 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(L10908) Gcapl gene product [Mus musculus] 
gi I 1092097 |prf | | 2022314A granule cell marker 



protein [Mus 



musculus] gi | 1092098 
[Mus musculus] 



prf | | 2022315A granule cell marker protein 



47730 Seq. ID 

101574 Strand 
1091 End 
OJ000214_05.0303.C12.ol.gp Method 
1143 End 
LIB3477-003-P1-K1-E9 Score 
1143. .1200, 1301. .1345 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000214_05.0303.C12 
+ 

1913 
AAT/GAP 
1345 
131 



47730 Seq. ID 

101575 Strand 

4116 End 

OJ000214_05. 0303.C12.o2.np Method 

4116 End 



OJ000214_05.0303.C12 
+ 

10268 

AAT/NAP 

10268 



49439 



GI 7228457 Score 9331 

Exons 4116. .4482,. 4544. .6479, 6543. .7377, 7500. .8651, 8718... 10268 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. No. 47730 Seq. ID "'OJ000214_05 . 0303 . C12 

Gene No. - 101576. ' Strand + 

Start 10428 * End 10897 

Name OJ000214_05 . 0303 . C12 . o3 . gp Method AAT/GAP 

Start 10428 End 10897 

GI 2428323 Score 830 

Exons 10428.. 10897 

GI Descrip. 5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 





Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303. 


C12 




Gene No. 


101577 






- 


Strand 








Start 


10905 








End 


14164 






Name 


OJ000214_05 . 


0303 


.C12.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


4812 








End 


5060 






GI 


none 








Score 


193 






Exons 


4812 . . 5060, 


4814 


. . 5059 










tn 


Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303. 


C12 


?: : 


Gene No. 


101577 








Strand 








Start 


10905 








End 


14164 






Name 


OJ000214_05 . 


0303 


.C12.o6 


. tw 


Method 


TBLASTX: Wheat 




i~ 


Start 


4824 








End 


5162 




W 


GI 


none 








Score 


116 




i y 


Exons 


4824 . . 4922, 


4829 


. . 4921, 


4889. 


.5128, 4905. .5162 




£ 


Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303. 


C12 




Gene No. 


101577 








Strand 








Start 


10905 








End 


14164 






Name 


OJ000214 05. 


0303 


.C12.o3 


tw 


Method 


TBLASTX: Wheat 






.'Start 


5900 








End , 


6386 






GI 


none 








Score 


412 






Exons 


5900. . 6073, 


5901 


. .6386, 


6095. 


.6355, 6165. .6359 






Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303. 


C12 




Gene No. 


101577 








Strand 








Start 


10905 








End 


14164 






Name 


OJ000214 05. 


0303 


.C12.ol 


tw 


Method 


TBLASTX: Wheat 






Start 


6551 








End 


7013 






GI 


none 








Score 


583 






Exons 


. 6551. .7006, 


6552 


. .7013, 


6552. 


.7 007 








Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303. 


C12 




Gene No. 


101577 








Strand 








Start 


10905 








End 


14164 






Name 


OJ000214 05. 


0303 


.C12.o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


6591 








End 


6956 






GI 


none 








Score 


113 






Exons 


6591. .6815, 


6822 


. .6956 











Seq. No. 47730 " Seq. ID OJ000214_05 . 0303 . C12 

49440 






Gene No. 


101577 








Strand 








b tart 


i n a n r 
±u y Uj 








hna 


1/11 CIA 

^44 1 b 4 _ 






Name 


^\ xn n n 0 1 yl n c; 
UJUUUZ14 Uj . 


n "5n "3 
, UjUo 


pi o ^1 

. LIZ . OX 


. tm 


Method 


TOT 7\ C TV • O -\ -! 

irJbAb 1a : Maize 






Start 


bbo 1 








bna 


*7n"57 

/U J / 






bl 


none 








Score 


jy z 






Exons 


DDO 1 . . / U J / , 


o / lb 


*7 n o n 
. . / UZ / , 


£C7 "50 

b / jz . 


n n *3*7 
. /Uj / 








Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303 


.C12 




Gene No. 


101577 








Strand 








otart 


inane; 
1 u y uo 








i^na 


1 4 1 b 4 






Name 


OJUUUZ14 Uo. 


n *3 n Tf 
U JU o 


. LIZ . O J 


. tm 


Method 


i bLASTX : Mai ze 






Start 


~7 n c a 
/Ub4 








hna 


/ 4 1 / 






LI 


none 








Score 


jZ U 






Exons 


*7 n £ / "7/11*7 

/ U b4 . . / 4 1 / , 


"7 n £ c, 
/UDj 


*7 /i n a 
. . / 4 u y 












Seq. No. 


47730 








Seq. ID 


OJ000214_05.0303 


.C12 




Gene No. 


101577 








Strand 








otar t 


inane: 








liina 


1 A 1 ^ A 
1 4 1 b 4 






Name - 


PTnnnoi / n^ 
UJUUUZ14 UO. 


UjUo 


pi o — o 

. LIZ . OZ . 


. tw 


Method 


i bLAb i a : wneat 






otart 


"7 1 O 1 
/ 1Z 1 








hna 


I 1 CCQ 

I I b d y 






p t 
LI 


none 








Score 


a o a 
4 z y 






Exons 


*7 1 O 1 TCI c 
/ 1Z1 . . / DXO f 


"7 1 O 0 

/ 1Z Z 


. . / 04 1 , 


1 1 cci 


1 1 CCQ 

. . 1 1 b j y 






=SB? 

h. s 


Seq. No. 


47730 








Seq. ID 


OJ00.0214_05.0303. 


.C12 


■tar 


Gene No. 


101577, 








Strand . 






pft 


btart 


i n an r 

iuyu o 








hna 


;"*1 /I 1 C A 

1 4 1 b 4 




ri n 


Name 


ATnnrioi >i nc; 
UJ UUUZ1 4 UO . 


n o n *3 
UoUo 


PI O 1 

. Liz . Ol . 


, ts 


Metnoa 


TBLASTX : Soybean 




yj 


Start 


t o n n 
/ZUU 








End 


/ J / 1 




IJ 


LI 


none 








Score 


ZOO 




i ^ 


Exons 


*7onn trti 
/ZUU . . / j / 1 , 


*7 O 1 "7 
/ Z 1 / 


*7 "2 a n 
. . / jbU 










r\l 


Seq. No. 


a n 1 Tin 
4 / / ou 








Seq. ID 


OJ000214_05.0303, 


.C12 


s- 


Gene No. 


101577 








Strand 






r ™t 


Start 


10905 








End 


14164 






Name 


n *rn n n o 1 /i n ^ 
U J U U UZ 1 4 uo. 


n *5 n tj 

UjUO 


pi o rs c; 
.LIZ. Oj , 


. tw 


Method 


TBLASTX: Wheat 






btart, 


Q 1 Q c r 








End 


8 630 




ssc 
. 


bl 


none 








Score 


236- 






Exons 


oiac Q/i / 1 
oiyb..o44/, 


o i y b 


q t a "3 


oZ bl . 


.8,437, 8481. .8630, 8490. .8627, 


LJ 




o 4 yz . . o bz y 














f""i 


beq. no. 


/I "7 "7 *3 n 
4 / / JU 








Seq. ID 


OJ000214__05.0303. 


.C12 




Gene No. 


101577 








Strand 








Start 


10905 








End 


14164' 






Name 


r\ Tn n n o i a n c; 
UJUUUZ14 Uj . 


n T>n "5 

UjUj 


.C12.o2. 


.ts 


Method 


TBLASTX : Soybean 






o tart 


o ji y 








End 


8885 






bl 


5 bbb / y 3 








Score 


68 






Exons 


o Ji y . . o 4 1 / , 


o4 y j 


. .8630, 


8670.. 


.8885 








GI Descrip. 


4 ZU b JU b z . Ue 


i n 
-1U 


(AF049110)' prpol [Zea 


mays ] 






beq . no . 


4 / / oU 








Seq. ID 


OJ000214_05.0303. 


,C12 




Gene No. 


101577 








Strand 








Start 


10905 








End 


14164 






Name 


OJ000214 05. 


0303, 


,C12.o8. 


tw 


Method 


TBLASTX: Wheat 






Start 


8633 








End 


8945 






GI 


none 








Score 


195 






Exons 


8633. .8809, 


8670. 


. .8945 











49441 



Seq. No. 


47730 




Seq. ID 


OJ000214 


Gene No. 


101577 




Strand 




Start 


10905 




End 


14164 


Name 


OJ000214_05. 0303. CI 2 .o2. 


trri 


Method 


TBLASTX: 


Start 


9138 




End 


9461 


GI 


none 




Score 


360 


Exons ' 


9138. .9461, 9167 . .9448 








Seq. No. 


- 47730 




Seq. ID 


OJ000214 


Gene No. 


101577 




Strand 




Start 


10905 




End 


14164 


Name 


OJ000214_05. 0303.C12 .o4 . 


tw 


Method 


TBLASTX: 


Start 


9275 




End 


9656 


GI 


none 




Score 


365 


Exons 


927 5. . 9331, 927 6. . 9656, 


9372 . . 


,9617, 9377. .9625 


Seq. No. 


47730 




Seq. ID 


OJ000214 


Gene No. 


101577 




Strand 




Start 


10905 




End 


14164 


Name 


OJ000214_05. 0303.C12.o7 . 


tw 


Method 


TBLASTX: 


Start 


9657 




End 


10259 


GI 


none . 




Score 


267 


Exons 


9657 . . 9953, 9657 . . 10073, 


10133. .10255, 


10134. .1 


Seq. No. 


47730 




Seq. ID 


OJ000214 


Gene No. 


101577 




Strand 




Start 


10905 




End 


14164 


Name 


OJ000214 05.0303.C12.o3. 


gs 


Method 


GEN SCAN 


Start 


10905 




End 


14164 


GI 


none 




Score 


. 99 


Exons 


10905. . 12807, 12903. .14164 






Seq. No. 


47730 




Seq. ID 


OJ000214 


Gene No. 


101577 




Strand 




Start 


10905 




End 


14164 


Name 


OJ000214 05.0303.C12.o3.. 




Method 


AAT/NAP 


Start 


10908--- 




End 


14164 


GI 


5803259 




Score 


5196 


Exons 


10908. .12807, 12903. .14164 






GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47731 




Seq. ID 


OJ000214 


Gene No. 


101578 




Strand 


+ 


Start 


1 




End 


3069 


Name 


OJ000214 05.0303.C13.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


3069 


GI 


7340868 




Score 


50 


Exons 


1..22, 1714.. 1871, 3047. 


.3069 






GI Descrip. 


(AP001551) hypothetical- 


protein [Oryza 


sativa] 


Seq. No. 


47731 




Seq. ID 


OJ000214 


Gene No. 


101578 




Strand 


+ 


Start 


1 




End 


3069 


Name 


OJ000214 05.0303.C13.ol. 


gs 


Method 


GENSCAN 


Start 


367 




End 


2882 


GI 


none 




Score 


.56 


Exons 


367. .495, 661. .874, 2332 


. .2561 


., 2784.., 


2882 



49442 



Seq. No. 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. * 


101579 






Strand 






Start 


1 






End 


864 




Name 


OJ000214 05 


.0303.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


864 




GI 


5922623 






Score 


238 




Exons - 


1..80, 248. 


.402, -780. .8 


64 








GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 






gi| 6016856 |dbj IBAA85199 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. 


101580 






Strand 






Start 


5644 






End 


7101 




Name 


OJ000214 05 


.0303.C13.o2 


• gp 


Method 


AAT/GAP 




Start 


5485 






End 


6125 




GI 


4715163 






Score 


896 




Exons 


5485. .5780, 


5937. .6125 










GI Descrip. 


6002631/gb|AAF00071.1|AF093604 1 1 . Oe- 


23 (AF093604) apyrase 




[Arabidopsis thaliana] 










Seq. No. 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. 


101580 






Strand 






Start 


5644 






End 


7101 




Name 


OJ000214 05 


.0303.C13.o3 


.np . 


Method 


AAT/NAP 




Start 


5641 ~~ 






End 


7101 




GI 


6683666 






Score 


384 




Exons 


5641. . 5780, 


5937. .6120, 


6332. 


.6546, 6691. .6782, 


7061. .7101 


GI Descrip. 


(AB027616) 


apyrase [Pisum sativum] 






Seq. No. 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. 


101580 






Strand 






Start 


5644 






End 


7101 




Name 


OJ000214 05 


. 0303.C13.o2 


.gs 


Method 


GENS CAN 




Start 


5644 






End 


6546 




GI ' 


none 






Score 


. 92 




Exons 


5644. .5780, 


5937. . 6120, 


6332. 


.6546 






Seq. No. 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. 


101580 






Strand 






Start- 


5644 






End 


7101 




Name 


OJ000214 05 


.0303.C13.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5653 






End 


6784 




GI 


none 






Score 


113 




Exons 


5653. .5781, 


5935. .5988, 


5989. 


.6126, 6341. .6547, 


6345. . 6548, 




6686. .6784 












Seq. No.' 


47731 






Seq. ID 


OJ000214 


_05.0303.C13 


Gene No. 


101580 






Strand 






Start 


5644 






End 


7101 




Name 


OJ000214 05 


.0303.C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5656 






End 


7101 




GI 


none 






Score 


123 




Exons 


5656. .5781, 


5660. .5782, 


5935. 


.5997, 5936.. 6013, 


5995. .6123, 




5996. . 6121, 


6329. . 6547, 


6330. 


.6548, 6689.' .6730, 


6690. .6731, 




6737. . 6784, 


6741. . 6785, 


7063. 


.7101 







49443 



Seq. No. 47731 Seq. ID 

Gene No. 101580 Strand 

Start 5644 End 7101 

Name OJ000214_05 . 0303 . C13 . o3 . gp Method AAT/GAP 

Start 6150 End 6782 

GI - 29619_1.R1084 Score 815 

Exons 6150.. 6546,. 6691.. 6782 

GI Descrip. 1 5257279/dbj I BAA81778 . 1 1 0.0e+00 (AP 

Transposon MAGGY gag and pol gene homologues . 

sativa] ' 



OJ000214 05.0303.C13 



Similar to 
(L35053) 



[Oryza 



OJ000214 05.0303.C14 



Seq. No. 47732 Seq. ID 

Gene No. 101581 Strand 

Start 164 End 

Name OJ000214_05 . 0303 . C14 . ol . np Method 

Start 164 t End 

GI 2506931 v! Score 

Exons 164.. 312, 579.. 827 

GI Descrip. APYRASE PRECURSOR (ATP-DI PHOSPHATASE) 

(ADPASE) ( ATP-DI PHOSPHOHYDROLASE) gi | 2129977 | pir | | JC4 61 6 apyrase 
(EC 3.6.1.5) - potato gi 11381633 (U58597) ATP-diphosphohydrolase 
[Solanum tuberosum] 



838 

- AAT/NAP 
827 
177 

(ADENOSINE DIPHOSPHATASE) 



Seq. No. 


47732 


Seq. ID 


OJ000214_05.0303.C14 


Gene No'.' 


101581 


Strand 




Start . 


164 


End 


838 


Name 


OJ000214 05.0303.C14.ol.tw 


Method 


TBLASTX: Wheat ' 


Start 


169 


End 


792 


GI 


none 


Score 


121 


Exons 


169. .312, 183. .314, 183. .314, 


185. .334 


, 577..792, 582. .743 


Seq. No. 


47732 


Seq. ID 


OJ000214_05.0303.C14 


Gene No. 


101581 


Strand 




Start 


164 


End 


838 . 


Name 


OJ000214 05.0303.C14.ol.gp 


Method 


AAT/GAP 


Start 


184 


End 


838 


GI 


4715162 


Score 


739 ' 


Exons 


184. .312, 579. .838 






GI Descrip. 


4868375/gb|AAD31285.1|AF139807 1 1 . Oe- 


29 (AF139807) nod fac 




binding lectin-nucleotide phosphohydrolase [Dolichos biflori 


Seq. No. 


47732 


Seq. ID 


OJ000214_05.0303.C14 


Gene No. 


101581 


Strand 




Start 


164 


End 


838 


Name 


OJ000214 05.0303.C14.ol.gs 


Method 


GENSCAN 


Start 


184'. 


End 


821 


GI 


none 


Score 


.96 


Exons 


184".. 312, 579. .821 






Seq. No. 


47733 


Seq. ID 


OJ000214_05.0303.C15 


Gene No. 


101582 


Strand 


+ 


Start 


1220 


End 


1873 


Name 


OJ000214 05.0303.C15.ol.gs 


Method 


GENSCAN 


Start 


1220 


End 


1873 


GI 


none 


Score 


.54 


Exons 


1220. .1402, 1472. .1873 







49444 




Seq. No. 


47734 




Seq. ID 


OJ000214_05.0303.C23 


Gene No. 


101583 




Strand 




Start 


525 




End 


728 


Name 


OJ000214_ 


_05.0303.C23.ol.gs 


Method 


GENSCAN 


Start 


525 




End 


728 


GI 


none ' 




Score 


1 


Exons 


525 . .728 








Seq. No. 


47735 




Seq. ID 


OJ000214_05.0303.C24 


Gene No. 


101584 




Strand 




Start 


182 




End 


1786 


Name 


OJ000214 


_05.0303.C24 .ol.np 


Method 


AAT/NAP 


Start 


74 • 




End 


1786 


GI 


2494119 




Score 


434 


Exons 


74. .391, 


574. .786, 874. .1016, 


1750. .17* 


36 


GI Descrip. 


(AC002376) EST gb|T04104 comes from this gene. .[Arabidopsis 




thaliana] 








Seq. No. 


47735 




Seq. ID 


OJ000214 05.0303.C24 


Gene No. 


101584 




Strand 




Start 


182 




End 


1786 


Name 


OJ000214 


_05.0303.C24.ol.gp 


Method 


AAT/GAP 


Start 


163 




End 


406 


GI 


2797196 




Score 


449 


Exons 


163. .406 








Seq. No. 


47735 




Seq. ID 


OJ000214_05.0303.C24 


Gene No. 


101584 




Strand 




Start 


182 




End 


1786 


Name 


OJ000214 


05.0303.C24.ol.gs 


Method 


GENSCAN 


Start 


182 




End 


1366 


GI 


none 




Score 


.78 


Exons 


182. .391, 


574. .786, 1256. .1366 




Seq. No. 


47735 




Seq. ID 


OJ000214_05.0303.C24 


Gene No. 


101584' 




Strand 




Start 


182 




End 


1786 


Name 


OJ000214 


05. 0303.C24 .ol. tm 


Method 


TBLASTX: Maize 


Start 


700 




End 


1372 


GI 


none 




Score 


102 


Exons 


700. .786, 


722. .787, 873. .917, 


873. .908, 


883. .909, 915. .1016, 




923.. 1009, 935.. 1030, 1139. .1174, 1253. 


.1372, 1257. .1367 


Seq. No. 


47735 




Seq. ID 


OJ000214_05.0303.C24 


Gene No. 


101584 




Strand 




Start 


182 




End 


1786 


Name 


OJ000214 


05.0303.C24 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


700 




End 


1037 


GI 


none 




Score 


63 


Exons 


700. .786, 


726. .794, 737. .787, 


886. .930, 


887. .910, 900. .1037, 




925. .987 








Seq. No. 


47736 




Seq. ID 


OJ000214_05.0303.C25 


Gene No. 


101585 




Strand 


+ 


Start 


904 




End 


1649 


Name 


OJ000214 


05.0303.C25.ol.tw 


Method 


TBLASTX: Wheat 



49445 



Start 


867 


End 


1206 


GI 


none 


Score 


120 


Exons 


867. .971, 894. .1124, 901.. 


1206, 973 . . 


1200 


Seq. No. 


a ^ n "3 a 
4 / / Jo 


Seq. ID 


OJ000214 


Gene No. 


101585 


Strand 


+ 


Start 


904 


End 


1649 


Name 


OJ000214 -05.0303.C25-.ol.np 


Method 


AAT/NAP 


Start 


904 


End 


1649 


GI 


416649 


Score 


450 


Exons 


904. .1221, 1293. .1649 







GI Descrip. PROBABLE GLUTATHIONE S-TRANSFERASE (AUXIN- INDUCED PROTEIN 
PGNT1/PCNT110) gi|100303|pir| IS16267 auxin-induced protein 
(clones pGNTl and pCNTHO) - common tobacco 
gil 19789|emb|CAA39709.1| (X56268) auxin-induced protein 
[Nicotiana tabacum] gi | 19795 | emb | CAA39705 . 1 | (X56264) 
auxin-induced protein [Nicotiana tabacum] 





Seq. No. 


47736 






Seq. ID 


OJ000214_05.0303. 


,C25 




Gene No. 


101585 






Strand 


+ 






Start 


904 






End 


1649 






Name 


OJ000214 05 


. 0303 


.C25.ol.tc 


Method 


TBLASTX: Cress 






Start 


904 






End. 


1580 






GI 


none • 






Score 


259 




=s. 

W 


Exons 


904 . . 1140, 


976. . 


1140, 1153. 


.1206, 1323 


..1580 




?!'! 


Seq. No. 


47736 






Seq. ID 


OJ000214_05.0303. 


C25 


i br 


Gene No. 


101585 






Strand 


+ 






Start 


904 






End 


164-9 




I ; 1 


Name 


OJ000214_05 


. 0303 


.C25.ol.tm 


Method 


TBLASTX: Maize 






Start 


907 






End 


1223 




I y 


GI 


none 






Score 


269 






Exons 


907 . . 1137, 


913. . 


1137, 915.. 


1139, 1040. 


.1144, 1147. .1218, 








1158. .1223 














Seq. No. 


47736 : 






Seq. ID 


OJ000214_05.0303. 


C25 




Gene No. 


101585 






Strand 


+ 




% k? 


Start 


904 






End 


1649 






Name 


OJ000214 05 


.0303 


.C25.ol.ts 


Method 


TBLASTX : Soybean 




J'.**; 


Start 


907 






End 


1580 




is? 


GI 


none 






Score 


244 






Exons 


907. .1140, 


1024. 


.1086, 1133 


..1204, 1148. .1204, 1152. .1217, 






1153: .1221, 


■ 1311 


..1580, 1400. .1579 








Seq. No. 


47736 






Seq. ID 


OJ000214_05.0303. 


C25 




Gene No. 


101585 






Strand 


+ 






Start 


904 






End 


1649 






Name 


OJ000214 05 


.0303 


.C25.ol.gs 


Method 


GENSCAN 






Start 


958 






End 


1600 






GI 


• none 






Score 


.75 






Exons 


958. .1218, 


1287. 


. 1600 










Seq. No. 


47737 






Seq. ID 


OJ000214_04 .0303. 


CI 




Gene No. 


101586 






Strand 


+ 






Start 


132 






End 


964 






Name 


OJ000214 04 


.0303 


.CI .ol .gs 


Method 


GENSCAN 






Start 


132 






End 


950 





49446 




GI 


none 


Score 


. 7 




Exons 


132. . 950 








Seq. No. 


47737 


Seq. ID 


OJ000214jO4 . 0303 


.CI 


Gene No. 


101586 


Strand 


+ 




Start 


132 


End 


964 




Name 


OJ000214 04.0303.Cl.ol.np 


Method 


AAT/NAP 




Start 


198 


End 


.964 . 




GI 


5042448 


Score 


' 1233' " 




Exons 


198. .964 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


47738 


Seq. ID 


OJ000214_04 . 0303 


.C2 


Gene No. 


101587 


Strand 


+ 




Start 


46 


End 


2021 




Name 


OJ000214 04.0303.C2.ol.np 


Method 


AAT/NAP 




Start 


46 


End 


2021 




GI 


5042447 " 


Score 


3128 




Exons 


46. .2021 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


47738 


Seq. ID 


OJ000214_04 . 0303 


.C2 


Gene No. 


101587 


Strand 


+ 




Start 


4 6 


End 


2021 




Name 


OJ000214_04 . 0303 . C2 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


312 


End 


665 




GI 


none 


Score 


207 




Exons 


312. .413, 313. .564, 576. .665, 


596. . 664 






Seq. No. 


47738 


Seq. ID 


OJ000214_04.0303 


.C2 


Gene No. 


101587 


Strand 


+ 




Start 


46 


End 


2021 




Name 


OJ000214 04.0303.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


57 9 


End 


842 




GI 


none 


Score 


195 




Exons 


579.. 830, 588.. 842 








Seq. No. 


47738 


Seq. ID 


OJ000214_04.0303 


.C2 


Gene No. 


101587 


Strand 


+ 




Start 


46 


End 


2021 




Name 


OJ000214 04".0303.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1185 


End 


1601 ■ 




GI 


none" 


Score 


154 




Exons 


1185. .1394, 1202. .1333, 1416.. 


1601, 1445.. 1600 




Seq. No. 


47739 


Seq. ID 


OJ000214_04.0303 


.C3. 


Gene No. 


101588 


Strand 4 


+ 




Start 


1 


End 


2603 




Name 


OJ000214 04.0303.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2600 




GI 


4680179 


Score 


4338 




Exons 


1..2600 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


47739 


Seq. ID 


OJ000214_04.0303 


,C3 


Gene No. 


101588 


Strand 


+ 





49447 





Start 


1 




End 


2603 






Name 


• OJ000214_04 .0303.C3.ol.gs 




Method 


GENSCAN 






Start 


56 




End 


2603 






GI 


none 




Score 


. 4 6 






Exons 


56. .634, 667.. 1480, 1810. 


.2603 








Seq. No. 


47739 




Seq. ID 


OJ000214_04 .0303 


.C3 




Gene No.. . 


101589 




Strand 


+ 






Start 


2633 




End 


4581 






Name 


OJ000.214 04.0303.C3.o3.np 




Method 


AAT/NAP 






Start 


2633 




End 


4581 






GI 


4680186 




Score 


240 






Exons 


2 633.-2653, 4349.. 4581 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp. 


indica] 






Seq. No. 


47739 




Seq. ID 


OJ000214_04 . 0303 , 


. C3 




Gene No. 


101589 




Strand 


+ 






Start 


2633 




End 


4581 






Name " 


OJ000214 04.0303.C3.o2.np 




Method 


AAT/NAP 






Start 


2969 




End 


4397 






GI 


2429362 




Score 


126 






Exons 


2969. .3445, 4296. .4397 












GI Descrip. 


(AF020261) proline rich protein [Santalum album] 




**'«, 


Seq. No. 


47739 




Seq. ID 


OJ000214_04 .0303. 


. C3 


f n 


Gene No. 


101590 




Strand 








Start 


4129 




End ■ 


4510 






Name 


OJ000214 04.0303.C3.ol.gp 




Method 


AAT/GAP 




i'al 


Start 


4129 




End 


4510 






GI 


uC-osf Icyp033a04bl 




Score 


655 




w 


Exons 


4129. .4510 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 






DNA, chromosome 1, clone:: 


P0711E10 1 








Seq. No. 


47739 




Seq. ID 


OJ000214_04 .0303, 


■ C3 




Gene No. 


101591 




Strand 








Start 


4974 




End 


6878, "'■ "T 




y 


Name 


OJ000214 '04.0303.C3.o4.tw 




Method 


TBLASTX: Wheat 






Start 


33 




End 


336 






GI 


none 




Score 


69 




i. -J 

- "* 


Exons 


33. .116, 33. .104, 37. .117 


, 38 


..121, 125 


>..322, 127. .336, 


131. .313 




Seq. No. 


47739 




Seq. ID 


OJ000214_04 .0303, 


,C3 




Gene No. 


101591 




Strand 








Start 


4974 




End 


6878 






Name 


OJ000214 04.0303.C3.o4.tm 




Method 


TBLASTX: Maize 






Start 


134 




End 


634 






GI 


none 




Score 


161 






Exons 


13,4. .313, 299. .634, 392. .< 


628 










Seq. No. 


47739 




Seq. ID 


OJ000214_04 .0303. 


.C3 




Gene No. 


101591 




Strand 








Start 


4974 




End 


6878 






Name 


OJ000214 04 .0303.C3.ol.ts 




Method 


TBLASTX: Soybean 






Start 


188 




End 


583 






GI 


none 




Score 


57 






Exons 


188. .220, 188. .232, 224..! 


583, 


224. .454, 


328. .582 





49448 




Seq. No. 


47739 








Seq. ID 


OJ000214_04.0303 


.C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


OJ000214 04 


.0303 


,C3.o6. 


tw 


Method 


TBLASTX : Wheat 




Start 


337 








End 


598 




GI 


none 








Score 






Exons 


337. .597, 338. .598 










Seq. No. 


47739 








Seq. ID 


OJ000214_04.0303 


,C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


OJ000214 0.4 


.0303 


,C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


599 








End 


1023 




GI 


none 








Score 


67 




Exons 


599. .661/ 670. .1023, 675. . 


941, 676. .1023 




Seq. No. 


47739 








Seq. ID 


OJ000214_04 . 0303 - 


.C3 


Gene No. ■ 


101591 








Strand 






Start 


4-974 








End 


6878 




Name 


OJ000214 04 


.0303 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


670 








End 


1032 




GI 


none 








Score 


485 




Exons 


670. .1023, 


672. . 


938, 724.. 


1032, 831..: 


1028 




Seq. No. 


4.7739 








Sed[. ID 


OJ000214 04.0303. 


.C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


OJ000214 04 


.0303 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1063 








End 


1590 




GI 


none 








Score 


607 




Exons 


1063. . 1590, 


1126 


. .1557, 


1335. . 1589 






Seq. No. 


47739 








Seq. ID 


OJ000214_04.0303. 


.C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


■ OJ000214 04 


.0303 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1297 








End 


1614 




GI 


none 








Score 


91 




Exons 


1297. .1470, 


1471 


. .1614, 


1516. .1611 






Seq. No. 


47739 








Seq. ID 


OJ000214_04 .0303, 


.C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


OJ000214 04 


.0303 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1378 








End 


1638 




GI 


none 








Score 


293 




Exons 


1378. .1638, 


1383 


. .1637 










Seq, No. 


47739 








Seq. ID 


OJ000214_04.0303. 


,C3 


Gene No. 


101591 








Strand 






Start 


4974 








End 


6878 




Name 


OJ000214 04 


.0303 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1437 








End 


1728 




GI 


none 








Score 


384 




Exons 


1437. .1724, 


1438 


. . 1728 











49449 



Seq. No. 47739 

Gene No. 101591 

Start 4974 

Name OJ000214_04 . 0303 . C3 . o3 . tw 

Start 1597 

GI none 

Exons 1597. .1827, 1599. .1826, 1761, 



Seq. ID OJ000214_04.0303.C3 
Strand 

End 6878 

Method " TBLASTX : Wheat 

End 2222 

Score 245 

.2222, 1827.. 2219, 2093.. 2221 



Seq. No. 47739 

Gene No. 101591 

Start 4974 

Name OJ000214_04 . 0303 . C3 . ol . tm 

Start ' 1777 

GI none 

Exons 1777.. 1827, 1782.. 1877, 1785. 

1935. .2363, 1937. .1996, 2102. 



Seq. ID OJ000214_04.0303.C3 
Strand 

End 6878 

Method TBLASTX: Maize 

End 2363 

Score 85 
.1838, 1826.. 1930, 1827.. 1937, 
.2359 



Seq. No. 47739 

Gene No. 101591 

Start 4974 

Name OJ000214_04 . 0303 . C3 . o5 . tw 

Start 2222 

GI none 

Exons 2222.. 2293, 2223.. 2555, 2315. 



Seq. ID OJ000214_04,0303.C3 
Strand 

End 6878 

Method TBLASTX : Wheat 

End 2555 

Score 356 
.2491 



m Seq. No. 

}\\ Gene No. 

l Jf Start 

« Name 

U Start 

r~i Exons 



47739 

101591 

4974 

OJ000214_04.0303.C3.o5. tm 

2364 

none 

2364. .2576 



Seq. ID OJ000214_04.0303..C3 
Strand 

End 6878 

Method TBLASTX : Mai ze 

End 2576 

Score 197 



Seq. No. 47739 
Gene No. 101591 
Start 4974 

Name ■ '■ OJ000214_04 . 0303 . C3 . o4 . np 

Start 4974 
GI 6907087 

Exons 4974.. 5075, 5617.. 6287, 6496. 

GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) 

region of the predicted gene. 

sativa] 



Seq. ID OJ000214_04.0303.C3 
Strand 

End 6878 
Method AAT/NAP 
End 6878 
Score 1120 
. 6878 

, AU082313 (E2215) correspond to a 
; hypothetical protein [Oryza 



Seq. No. 


47740 










Seq. ID 


OJ00021- 


Gene No. 


101592 










Strand 


+ 


Start 


24 - 










End 


943 


Name 


OJ000214 


__04. 


0303, 


.C5.ol. 


.gs 


Method 


GENS CAN 


Start 


24 










End 


943 


GI 


none 










Score 


.8 


Exons 


24. .121, 


218 


. .32* 


3, 580. 


. .709, 


758. .943 




Seq. No. 


47741 










Seq. ID 


OJ00021' 


Gene No. 


101593 










Strand 




Start 


1 










End 


335 


Name 


OJ000214 


_04. 


0303, 


,C6.ol. 


.np 


Method 


AAT/NAP 


Start 


1 










End 


254 



49450 




GI 


6016708 




Score 


157 




Exons 


1..254 










GI Descrip. 


(AC009325) putative protein kinase [Arabidopsis thaiiana] 


Seq. No. 


47741 




Seq. ID 


OJ000214 04.0303 


,C6 


Gene No. 


101593 




Strand 






Start 


l 




End 


335 




-.Name 


OJ000214 04.0303.C6.ol.gs 




Method 


GENSCAN 




Start 


10 




End 


335 




GI 


none 




Score 


. 67 




Exons 


10. .335 










Seq. No. 


47741 




Seq. ID 


OJ000214 04.0303 


.C6 


Gene No. 


101594 




Strand 






Start 


591 




End 


825 




Name 


OJ000214 04.0303.C6.ol.tc 




Method 


TBLASTX: Cress 




Start 


1 




End 


237 




GI 


none 




Score 


123 ... 




Exons 


1. .183, 3. .185, 204. .236, 


208 


..237 






Seq. No. 


47741 




Seq. ID 


OJ000214 04.0303 


.C6 


Gene No. 


101594 




Strand 






Start 


591 




End 


825 




Name 


OJ000214 04: 0303 .C6 .ol . tm 




Method 


TBLASTX: Maize 




Start. 


1 ~ 




End 


250 




GI 


none 




Score 


152 




Exons 


1..183, 3. .191, 204. .248, 


215 


. .250 






Seq. No. 


47741 




Seq. ID 


OJ000214JD4.0303 


.C6 


Gene No . 


101594 




Strand 






Start 


591 




End 


825 




Name 


OJ000214 04 .0303.C6.o2.np 




Method 


AAT/NAP 




Start 


591 




End 


825 




GI 


7444451 




Score 


283 




Exons 


591. .825 










GI Descrip. 


probable gag/pol polyprotein - 


- long-staminate rice 





retrotransposon retrofit .gi-;| 258 6082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistamihata] 



Seq. No. 


47741 












Seq. ID 


OJ000214_04.0303 


.C6 


Gene No. 


101594 












Strand 






Start 


591 












End 


825 




Name 


OJ000214 


_04 


.0303. 


C6 


.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


600 












End 


818 ■ 




GI 


none 












Score 


185. 




Exons 


600. .818 


















Seq. No. 


47741 












Seq. ID 


OJ000214_04. 0303 


.C6 


Gene No. 


101594 












Strand 






Start 


591 












End 


825 




Name 


OJ000214 


_04 


.0303. 


C6 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


606 












End 


818 




GI 


none 












Score 


191 




Exons 


606. .818 


















Seq. No. 


47742 












Seq. ID 


OJ000214J54.0303 


.C9 


Gene No. 


101595 












Strand 







49451 



Start 


c o c 
bob 


j End 


A CI C A 

4 954 


Name 


OJ000214_U4 .0JU-3.C9.ol.gs 


Method 


T~> XT <"< /""« 7V XT 

GENSCAN 


Start 


586 


End 


A CiC A 

4 954 


GI 


none 


Score 


A "7 

. 4 / 


Exons 


OOD-./Ub, 000..1U74, ZDDO. 


. j^ob, 4 888. 


A C\C A 

.4 954 


Seq. No. 


4 / /4z 


Seq. ID 


0 JO G 0 2 1 4_0 4 . 0 3 0 3 . C 9 


UCUC 1MU . 


101595 


Strand 




Start 


586 


End 


4954 


Name 


OJ000214 04.0303.C9.ol.gp 


Method 


AAT/GAP 


Start 


4063 


End 


4446 


GI 


uC-osflcyp033a04bl 


Score 


689 


Exons 


4063. .4446 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 


47742 


Seq. ID 


OJ000214 


f\ A 

04 


r\ *i a ~} 

. 0303 


. C9 


Gene No. 


101596 • 


Strand 










Start 


1976 


End 


4350 








Name * 


OJ000214 04.0303.C9.ol.np 


Method 


AAT/NAP 








Start 


1976 


End 


4350 








GI 


5852180 


Score 


725 








Exons 


1976. .2017, 2728. .3139, 3191. 


.3307, 4295.. 4350 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 










Seq. No. 


47743 


Seq. ID 


OJ000214 


_04 


.0303 


-C13 


Gene No. 


101597 


Strand 


+ 








Start 


1 


End 


4828 








Name 


OJ000214 04.0303.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


4828 








GI 


7242910 


Score 


70 








Exons 


1. .178, • 3137. .3265, 4731. .4828 










GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 








beq. no. 


47743 


Seq. ID 


OJ000214 


_04 


.0303 


-C13 


Gene No. 


101597 


Strand 


+ 








Start 


■• 1 


End 


4828 








Name 


' OJ000214 04.0303.C13.o2.gs 


Method 


GENSCAN 








Start 


1377 


End 


4494 








GI 


none 


Score 


.77 








Exons 


1377. .1445, 2453. .2596, 2821. 


.2870, 3082.. 3184, 


4072. .4494 


Seq. No. 


47743 


Seq. ID 


OJ000214 


_04 


.0303 


.C13 


Gene No. 


101598 


Strand 










Start 


58 


End 


897 








Name 


OJ000214 04.0303.C13.ol.gs 


Method 


GENSCAN 








Start 


58 


End 


897 








GI 


none 


Score 


.42 








Exons 


58. .531, 664. .897 .. 












Seq. No. 


47744 


Seq. ID 


OJ000214 


_04 


.0303 


.C15 


Gene No. 


101599 


Strand 


+ 








Start 


2489 


End 


4176 








Name 


OJ000214 04 .0303.C15.ol.np 


Method 


AAT/NAP 








Start 


2489 


• End 


4017 








GI 


7263560 


Score 


662 








Exons 


2489.. 3151, 3373.. 3737, 3771. 


.4017 











49452 




GI Descrip. 


(ALlbloo/) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


47744 


Seq. ID 


OJ000214_04.0303.C15 


Gene No. 


101599 


Strand 


+ . ■ 


Start 




End 


417 6 


Name 


OJUUL)zl4 04 . U3(J3 . Clo . o2 . gs 


Method 


GENSCAN 


Start 


o yi on 

24 y 9 


End 


4176 


GI 


none 


Score 


.96 • .< 


Exons 


2489. .3151, 3373. .4176 






Seq. No . 


A 1 "1 A A 

All 44 


Seq. ID 


OJ000214_04 . 0303 .CI 5 


fipnp No 


101599 


Strand 


+ 


Start 


2489 


End 


4176 


Name 


OJ000214 04.0303.C15.ol.gp 


Method 


AAT/GAP 


Start 


2900 


End 


3651 


GI 


48223 1.R1084 


Score 


1008 


Exons 


2900.. 3151, '3373.. 3651 






GI Descrip. 


M835767/gb|AAD30234.1|AC007202_16 4.0e-33 (AC007.202) T8K14 



[Arabidopsis thaliana] 1 



Seq. No. 47744 

Gene No. 101600 

Start 5672 

Name OJ0002 14_04 . 0303 . C15 . o3 . ts 

Start 2486 • 

GI none 
Exons 



Seq. ID OJ000214_04.0303.C15 
Strand 
End 

Method 
End 
Score 



6511 

TBLASTX: Soybean 
2892 . - 

114 



2486. .2560, 2612. .2734, 268*9. .2733, 2795. .2890, 2803. .2892 



Seq. No. 


47744 








Seq. ID 


OJ000214 


_04.0303.C15 


Gene No. 


101600 








Strand 






Start 


5672 








End 


6511 




Name 


OJ000214 04 


.0303. 


C15.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2992 








End 


3160 


GI 


none 








Score 


79 




Exons 


2992. .3039, 


2993. 


.3040, 


3001. 


.3141, 3029. .3160, 


3041. .3160 


Seq. No. 


47744 








Seq. ID 


. OJ000214 


_04.0303.C15 


Gene No. 


101600 








Strand 






Start 


5672 








End 


6511 




Name 


OJ000214 04, 


.0303. 


C15.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3444 








End 


3882 




GI 


none 








Score 


354 




Exons 


3444. .3560, 


3445. 


.3732, 


3487. 


.3600, 3615. .3716, 


3793. .3882, 




3799. .3879 














Seq. No. 


47744 








Seq. ID 


OJ000214 


_04.0303.C15 


Gene No. 


101600 








Strand 






Start 


5672 








End 


6511 




Name 


OJ000214 04. 


.0303. 


C15.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3472 








End 


3882 


GI 


none 








Score 


150 




Exons 


3472. .3600, 


3622. 


.3732, 


3766. 


.3882 






Seq. No. 


47744 








Seq. ID 


OJ000214 


_04 .0303.C15 


Gene No. 


101600 








Strand 






Start 


5672 








End 


6511 




Name 


OJ000214 04. 


,0303. 


C15.o3 


,gs 


Method 


GENSCAN 





49453 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5672 
none 

5672. .5754, 6505. .6511 



End 
Score 



6511 
.43 



47745 Seq. ID 

101601 Strand 

•1 End 
OJ000214_04 . 0303 . C18 . ol . np Method 

1 End 

6691191 Score 
1. .762 

(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ000214_04 .0303, 
+ 

797 

AAT/NAP 
762 
723 



C18 



47745 Seq. ID 

101601 Strand 
1 End 
OJ000214JD4. 0303.C18.ol.gs Method 
52 End 
none Score 
52. .341, 404. .797 

47745 Seq. ID 

101602 Strand 
984 End 
OJ000214_04. 0303.C18.o.2.gs Method 
984 End 
none Score 
984.. 1155, 2165.. 2202 



OJ000214_04 .0303, 
+ 

797 

GENSCAN 

797 

.71 



OJ000214_04.0303. 
+ 

2202 
GENSCAN 
2202 
.57 



C18 



C18 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47745 Seq. ID 

101603 Strand 

2571 End 

OJ000214_04 . 0303.C18.ol. tw Method 

219 End 

none Score 



OJ000214_04.0303.C18 
5542 

TBLASTX: Wheat 

620 

104 



219. .266, 220. .336, 377. .511, 378. .620, 384. .584 



47745^-- 
101603 • 
2571 

OJ000214_04.0303.C18.ol.ts 

220 

none 



Seq. ID OJ000214_04 .0303, 
Strand 

End 5542 

Method TBLASTX : Soybean 

End 641 

Score 102 



C18 



220. .330, 368. .517, 375. .641, 513. .641 



Seq. No. ' 47745 
Gene No. . 1 101603 

Start 2571 

Name OJ000214_04 . 0303 . C18 . o3 . gs 

Start 2571 

GI none 

Exons 2571.. 2865, 2893.. 2976, 5529. 

Seq. No. 47746 

Gene No. 101604 

Start 1395 

Name OJ000214 04 . 0303 . C19 . ol . tm 



Seq. ID OJ000214_04.0303. 
Strand 

End 55.42 

Method GENSCAN 

End 5542 

Score .75 
.5542 



C18 



Seq. ID 

Strand 

End 

Method 



OJ000214_04.0303.C19 
1781 

TBLASTX: Maize 



49454 



Q 4- >~ 4- 

b tare 


1395 




hnd 


1 *7 O 1 

1 / ol 






b± 


none 




Score 


o c c 
Zoo 






Exons 


1395.. 1517, 1396. .1704, 1698. 


1 ^ O 1 








beq. no. 


47747 




Seq. ID 


/-A Tf| rtA^I A 

UJUUU^ 14 


Ci a r\ *3 t~\ o 
U4 . [) JU J 


. CZl 




101605 




Strand 


+ 






Start 


1 




End 


1834 






Name 


OJ000214 04.0303.C21 


.ol.gp 


Method 


AAT/GAP 






b tar u 


1 




End 


1678 






b± 


342 1.R1084 




Score 


2539 






Exons 


1..988, 1024. .1043, 


1126. .1223, 1333. . 


1678 






GI Descrip. 


f 4574 406/gb|AAD2404 2 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




bdilvd J 












beg. no. 


47747 




Seq. ID 


OJ000214 


f\ a n o n o 
U4 . UoUo 


. CZ 1 


Gene No. 


101605 




Strand 


+ 






Start 


1 




End 


1834 






Naiue 


OJ000214 04.0303.C21 


. o 1 . np 


Method 


AAT/NAP 






btart 


1 




End 


895 






bi 


4680203 




Score 


868 






Exons 


1. .895 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 






Seq. No. 


47747 




Seq. ID 


OJ000214 


_04.0303 


. C21 


Gene No. 


101605 




Strand 


+ 






Start 


1 




End 


1834 






Name 


OJ000214 04.0303.C21 


. ol . tw 


Method 


TBLASTX: 


Wheat 




C 4 1 v- 4- 

otart 


1 




End 


841 






bi 


none 




Score 


330* 






Exons 


1..411, 2. .442, 110. 


.427, 437 


..481, 441. .476, 458. .481, 






484. .579, 488. .547, 


526. . 666, 


527. .667, 556. .675, 680..' 






749. .841, 775. .840 












O /-v rt KT rt 

beg. no. 


47747 




Seq. ID 


OJ000214 


_04.0303 


. CZ 1 


Ocllt? 1NU • 


101605 




Strand 


+ 






Start 


1 




End 


1834 






Name 


OJ000214: 04.0303.C21 


,o2.gp 


Method 


AAT/GAP 






otart 


1- 




End 


1670 






b± 


342 1.R1084 




Score 


2523 






Exons 


1..988, 1024. .1043, 


1126.. 1223, 1333.. 


1670 






GI Descrip . 


' 4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 












O rt rt- "NT rt 

beg. no. 


47747 




Seq. ID 


OJ000214 


_04.0303 


. Czl 


otrllc 1NO . 


101605 




Strand 


+ 






Start 


1 




End 


1834 






Name 


OJ000214 04.0303.C21 


.o3.gp 


Method . 


AAT/GAP 






0 4- -> -v^ 4- 

otart 


1 




End 


1834 








342 1.R1084 




Score 


2816 






Exons 


1..988, 1024. .1043, : 


1126. .1223, 1333. . 


1834 








*4574406/gb|AAD24042 


.11 0.0e+00 (AF121139) RIM2 


protein 






sativa] 1 












Seq. No. 


47747 




Seq. ID 


OJ000214_ 


_04.0303, 


.C21 


Gene No. 


101605 




Strand 


+ 






Start 


1 




End 


1834 






Name 


OJ000214 04.0303.C21 


. ol . gs 


Method 


GENSCAN 







49455 



Start 
GI 

Exons 



68 

none 
68. .916 



End 
Score 



916 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47748 

101606 

1 

OJ000214_04.0303.C22.ol.np 
1 

6063554 



Seq. ID OJ000214_04 .0303.C22 
Strand + 
End 5661 
Method AAT/NAP 
End 5661 
Score 307 

1..27, 2905. .3066, 3188. .3490, 4822. .4850, 5488. .5661 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47748 Seq. ID 

101606 Strand 

1 End 

OJ000214_04 . 0303 . C22 . ol . gp Method 

851 End 

LIB3477-003-P1-K1-E9 Score 
851. .926 

• , 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000214_04 .0303.C22 
+ 

5661 
AAT/GAP 
926 
119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47748 Seq. ID 

101606 Strand 
1 End 
OJ000214_04 . 0303 . C22 . o2 . gp Method 
4318 End 
101153JL.R1084 Score 
4318. .4347, 4799. .5052 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 • 



OJ000214_04 .0303.C22 
+ 

5661 
AAT/GAP 
5052 
390 



OJ000214_04.0303.C22 
+ 



47748 ' Seq. "ID 

101607 Strand 

7832 End 8214 

OJ000214_04.0303.C22.o7.gp Method AAT/GAP' 

7832 End 8214 

uC-osflcyp033a04bl Score 700 

7832. .8214 

' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID OJ000214 04.0303.C22 



47748 
101608 
8938 

OJ000214_04 .0303.C22.o3.np 
8938 
4680204 
8938.. 10026 

(AF114171) hypothetical protein [Sorghum bicolor] 



Strand 
End 

Method 

End 

Score 



+ 

10026 
AAT/NAP 
10026 
689 



47748 
101609 



Seq. ID 
Strand 



OJ000214 04.0303.C22 



49456 



Start 


5442 


End 


6328 


Name 


OJ000214 04.0303.C22.o3.gp 


Method 


AAT/GAP 


Start 


5442 


End 


6328 


GI 


4107138 


Score 


1168 


Exons 


5442. .6328 






GI Descrip. 


5852170/emb|AL1172 65. 1 IOST17804 l.Oe- 


149 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone:tl7804 ' 


Seq. No. 


47748 


Seq. ID 


OJ000214_04 . 0303 .C22 


Gene No. 


101609 


Strand 




Start 


5442 


End 


6328 


Name 


OJ000214 04.0303.C22.o4.gp 


Method 


AAT/GAP 


Start 


5442 


End 


6328 


GI 


4107138 


Score 


1170 


Exons 


5442.. 6328 






GI Descrip. 


5852170/emb|AL1172 65.1 IOST17804 l.Oe- 


14 9 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone:tl7804 


Seq. No- 


47748 


Seq. I'D 


OJ000214_04 .0303.C22 


Gene No. 


101609 


Strand 




Start 


5442 


End 


6328 


Name 


OJ000214 04.0303.C22.o5.gp 


Method 


AAT/GAP 


Start 


6050 


End 


6328 


GI 


61605 1.R1084 


Score 


461 


Exons 


6050. .6328 






GI Descrip. 


" ? 585217p/emb|AL117265.1|OST17804 l.Oe 


-137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone: t'17804 ' 


Seq. No. 


47748 


Seq. ID 


OJ000214_04 . 0303. C22 


Gene No . 


101610 


Strand 




Start 


6499 


End 


8144 


Name 


OJ000214 04.0303.C22.o2.np 


Method 


AAT/NAP 


Start 


6499 


End 


8144 


GI 


5852180 


Score 


598 


Exons 


6499.. 6906, 6958.. 7082, 8063, 


. .8144 




GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


47748 


Seq. ID 


OJ000214_04.0303.C22 


Gene No. 


101611 


Strand 




Start 


9416 


End 


9819 


Name 


OJ000214 04 .0303.C22.ol. tw 


Method 


TBLASTX: Wheat 


Start 


9416 


End 


9819 


GI 


none 


Score 


225 


Exons 


9416. .9526, 9418. .9654, 9418. 


,.9567, 9519. .9686, 9649. .9819, 




9724. .9819 







OJ000214 04.0303.C23 



Seq. No. 47749 ^ Seq. ID 

Gene No. . 101612 "* Strand 

Start 1 End 1735 

Name OJ000214_04 . 0303 . C23 . ol . np Method AAT/NAP 

Start 1 End 1735 

GI 7444451 Score 1754 

Exons 1..1735 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | 
retrofit [Oryza longistaminata] 



(U72725) 



49457 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . ol . tc 

Start 404 

GI none 

Exons 404.. 865, 582.. 869. 



Seq. ID OJ000214_04 .0303.C23 
Strand 

End 1735 . — 

Method TBLASTX : Cress 

End 8 69 

Score 88 



Seq. No. 47749 
Gene No. . 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . o2 . tw 

Start 410 

GI none 

Exons 410. .748 



Seq. ID OJ000214_04 .0303.C23 
Strand 

End 1735 

Method TBLASTX : Wheat 

End 748 

Score 288 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214 _04 . 0303 . C23 . ol . ts 

Start 419 

GI none 

Exons 419.. 838 



Seq. ID OJ000214_04 .0303.C23 
Strand 

End 1735 

Method TBLASTX : Soybean 

End 838 

Score 269 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . ol . tm 

Start 422 

GI none 

Exons 422.. 745, 525.. 746 



Seq. ID OJ000214_04.0303.C23 
Strand 

End ' 1735 

Method TBLASTX: Maize 

End 746 

Score 74 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . o2 . ts 

Start 860 

GI none 

Exons 860.. 1051, 1055.. 1162, 1178. 



Seq. ID OJ000214_04.0303.C23 
Strand 

End , 1735 

Method TBLASTX : Soybean 

End 1264 

Score 67 
1264 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . o2 . tc 

Start 974 
GI . none 

Exons 974.. 1048, 1052.. 1165, 1053. 



Seq. ID OJ000214_04 .0303.C23 
Strand 

End 1735 

Method TBLASTX : Cress 

End 1264 

Score 76 
,1166, 1169. .1264, 1239. .1262 



Seq. No. 47749 

Gene No. 101612 

Start 1 

Name OJ000214_04 . 0303 . C23 . o2 . tm 

Start . 1337 

GI none 

Exons 1337.. 1639, 1350.. 1589 



Seq. ID OJ000214_04 .0303.C23 
Strand 

End 1735 

Method TBLASTX: Maize 

End 1639 

Score 83 



Seq. No. 



47749 



Seq. ID OJ000214 04.0303.C23 



49458 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



101612 Strand 

1 End 

OJ000214_04 .0303.C23.ol.tw Method 

1349 End 

none Score . 
1349. .1696, 1350. .1697 



1735 

TBLASTX: Wheat 

1697 

194 



47750 
101613 
1 

OJ000214_04 .0303.C24 .ol.np 
1 

7444451 
1. .370 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000214_04.0303.C24 
Strand 

2922 
AAT/NAP 
370 
231 



End 

Method 

End 

Score 



Seq. Nc> ' 


47750 




Seq. ID 


OJ000214_04.0303, 


.C24 


Gene No . 


101613 




Strand 






Start 


1 




End 


o o o o 

1311 




Name 


OJ000214 04.0303.C24 


. o2 . np 


Method 


AAT/NAP 




Start 


1 




End 


1 32.1 




GI 


7340881 




Score 


A "7 1 

Q 1 1 




Exons 


1..59, 782. .811, 917 


. .1091 


, 2486.. 2722, 


2770 . . 2922 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47750 




Seq. ID 


OJ000214_04.0303. 


. C24 


Gene No. 


101613 




Strand 






Start 


1 




End 


2922 




Name 


OJ000214 04.0303.C24 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12 




End 


275 




GI 


none 




Score 


96 




Exons 


12. .149, 13. .150, 14 


. .163, 


14. .145, 15S 


J..275, 194. .274 




Seq. No. 


47750 




Seq. /ID 


OJ000214_04.0303. 


.C24 


Gene No. 


101613 




Strand 






Start 


1 




End 


2922 




Name 


OJ000214 04.0303.C24 


. ol . gs 


Method 


GEN SCAN 




Start 


104 




End 


2861 




GI 


none 




Score 


.51 




Exons 


104. .370, 917. .1058, 


2435. 


.2725, 2770.. 


2861 




Seq. No. 


47751 




Seq. ID 


OJ000214JD4.0303, 


■ C25 


Gene No. 


101614 




Strand 






Start 


224 




End 


2135 




Name 


OJ000214 04.0303.C25 


. ol . gs 


Method 


GENSCAN 




Start 


224 




End 


2135 




GI 


none 




Score 


.44 




Exons 


224 . .319, 681. .744, 


1541. . : 


1664, 1917.. 2135 




Seq. No. 


47751 




Seq. ID 


OJ000214_04 . 0303. 


>C25 


Gene No. 


101614 




Strand 






Start 


224 




End 


2135 




Name 


OJ000214 04.0303.C25 


. ol . tw 


Method 


TBLASTX : Wheat • 




Start 


1346 




End 


1738 




GI 


none 




Score 


242 





49459 



Exons 


1346. . 1738 












Seq. No. 


47752 ■ 








Seq. ID 


OJ000214 04.0303 


Gene No. 


101615 








Strand 




Start 


227 








End 


674 


Name 


OJ000214 04 


.0303. 


C27.ol 


.gs 


Method 


GENSCAN 


Start 


227 








■ End 


674 


GI 


none 








Score 


.84 


Exons 


227. .329, 579. .674 








Seq. No. 


47753 








Seq. ID 


OJ000214 04.0303 


Gene No. 


101616 








Strand 


+ ~~ 


Start 


35 








End 


467 


Name 


OJ000214 04 


.0303. 


C28.ol 


.gs 


Method 


GENSCAN • 


Start 


35 








End 


467 


GI 


none 








Score 


.74 


Exons 


35. .200, 448. .467 








Seq. No. 


47753 








Seq. ID 


OJ000214 04.0303 


Gene No. 


101617 








' Strand 




Start 


1289 








End 


3062 


Name 


OJ000214 04 


. 0303 . 


C28.o2 


.gs 


Method 


GENSCAN 


Start 


1289 ~~ 








End 


2428 


GI 


none 








Score. 


. 92 


Exons 


1289. .2428 












Seq. No. 


477-53 








Seq. ID 


OJ000214__04.0303 


Gene No. 


101617 








Strand 




Start 


i289 








End 


3062 


Name 


OJ000214 04 


. 0303. 


C28.ol 


np 


Method 


AAT/NAP 


Start 


1310 ~ 








End 


3062 


GI 


5733874 








Score 


652 


Exons 


1310. 2428, 


3013 . 


.3062 








GI Descrip. 


(AC007932) 


F11A17 


.8 [Arabidopsis thaliana] 


Seq. No. 


'47753 ' 








Seq. ID 


OJ000214_04.0303 


Gene No . 


.101617 








. Strand 




Start 


1289 








End 


3062 


Name 


OJ000214 04 


.0303. 


C28 .ol 


ts 


Method 


TBLASTX: Soybean 


Start 


1320 








End 


2290 


GI 


none 








Score 


125 


Exons 


1320. .1595, 


1337. 


.1597, 


1637. 


.1774, 1£ 


08. .2002, 1884. .21 




2015. .2290, 


2016. 


.2234 








Seq. No. 


47753 








Seq. ID 


OJ000214JD4.0303 


Gene No. 


101617 








Strand 




Start 


1289 








End 


3062 


Name 


OJ000214' 04 


.0303. 


C28.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1329 








End 


171-4 


GI 


none 








Score 


162 


Exons 


1329. .1595, 


1337. 


. 1714 








Seq. No. 


47753 








Seq. ID 


OJ000214_04 .0303 


Gene No. 


101617 








Strand 




Start 


1289 








End 


3062 


Name 


OJ000214 04 


.0303. 


C28.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1355 








End 


2167 . 



49460 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



none 



Score 



104 



1355. .1609, 1359. .1595,, 1676. .1789, 1766. .2167, 1785. .2126 



47753 

101617 

1289 

OJ000214_04 .0303.C28.ol. tm 

1355 

none 



Seq. ID OJ000214_04 .0303.C28 
Strand 

End 3062 

Method TBLASTX: Maize 

End 2434 

Score 125 

1355.. 1714, 1359.. 1595, 1766.. 2284, 1785.. 2033, 2067.. 2255, 
2327. .2434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47754 
101618 
1 

OJ000214JD4 .0303.C29.ol.np 

1 

6686396 

1...55, 292... 426, 522. .619, 848. .999 
(AC007234) F1E22.10 [Arabidopsis thaliana] 



Seq. ID OJ000214_04.0303.C29 
Strand 

End 999 

Method AAT/NAP 

End 999 

Score 173 



Seq. ID OJ000204_07.0306.C1 

Strand 

End 848 

Method AAT/GAP 

End 731" 

Score 303 



47755 
101619 
1 

OJ000204_07.0306.Cl.ol.gp 

1 

2310235 
1..33, 144. .283, 694. .731 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47755 
101619 
1 

OJ000204_07 . 0306.Cl.ol.np 
1 

.5852182 
1..283, 808. .848 ■'■>'.■ 
(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ000204_07.0306.C1 
Strand 

848 

AAT/NAP 
848 
390 



End 

Method 
End 
Score 



47756 

101620 

1 

OJ000204_07. 0306.C3.ol.gp 
1 

342 1.R1084 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method AAT/GAP 

End 3611 

Score 5917 



1..2921, 3066. .3087, 3165. .3262, 3372. .3611 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 . * 



47756 

101620 

1 

OJ000204_07.0306.C3.o3.gp 
1 

342 1.R1084 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method AAT/GAP 

End 3610 

Score 5915 



1..2921, 3066.. 3087, 3165.. 3262, 3372.. 3610 



49461 



GI Descrip. ' 4574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) 
sativa] ' 



RIM2 protein [Oryza 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204__07 . 0306 . C3 . 06 . gp 

Start 1 

GI 342_1.R1084 

Exons 1..2921, 3066.. 3087, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3165.. 3262, 3372. 
' 4 574 4 06/gb|AAD24 04 2 . 1 1 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ000204_07.0306.C3 
+ 

4776 
AAT/GAP 
3886 
6379 
.3886 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . o4 . gp 

Start 1 

GI 342_1.R1084 

Exons 1..2921, 3066.. 3087, 3165. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 
.3262, 3372. 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ000204_07.0306.C3 
+ 

4776 
AAT/GAP 
3604 
5903 
.3604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47756 Seq. ID 

101620 Strand 

1 ' End 

OJ000204 JD7 . 0306 . C3 . o2 . gp Method 

1 End 

342_1.R1084 Score 

1..2921, 3066. .3087, 3165. .3262, 3372. 



OJ000204_07.0306.C3 
+ . 
4776 
AAT/GAP 
3613 
5921 
.3613 



? 4 574 4 06/gb | AAD24 04 2 . 1 | 0. 
sativa] 1 



0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 47756 Seq. ID 

Gene No. 101620 Strand 

Start 1 End 

Name . OJ0,00204_07 . 0306 . C3 . o4 . tw Method 

Start 2 End 

GI none Score 

Exons 2. .211, 7. .210, 9. .221, 15. .215 



OJ000204_07.0306.C3 
+ 

4776 

TBLASTX: Wheat 

221 

249 



Seq. No. 47756 Seq. ID 

Gene No. 101620 Strand 

Start 1 End 

Name OJ000204_07 . 0306 . C3 . ol . ts Method 

Start 142 End 

GI none ... Score 

Exons 142.. 225, 143.. 217, 218.. 280, 275.. 505, 
505.. 552 



OJ000204_07.0306.C3 
+ 

4776 

TBLASTX: Soybean 

567 

102 

307. .504, 502. .567, 



Seq. No. 47756 Seq. ID 

Gene No. 101620 Strand 

Start 1 End 

Name OJ000204_07 . 0306 . C3 . o2 . tc Method 

Start 304 End 

GI none Score 

Exons 304. .456, 311. .496, 504. .632, 505. .651 



OJ000204_07.0306.C3 
+ 

4776 

TBLASTX: Cress 

651 

155 



49462 



Seq. No. 47756 

Gene No. . . 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . ol . np 

Start 332 

GI 6742729 

Exons 332.. 2291 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4 77*6" 

Method AAT/NAP 

End 2291 

Score 3150 



Seq. No. ' 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . o2 . tw 

Start 440 

GI none 
Exons 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method TBLASTX: Wheat 

End 908 

Score 72 



440. .493, 448. .492, 504. .593, 505. .597, 601. .699, 606. .698, 
679. .903, 699. .908, 700. .903, 702. .908 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . ol . tm 

Start 484 

GI none 

Exons .484.. 738, 505. .738, 748.. 942 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method TBLASTX : Mai ze 

End . 942 

Score 232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47756 

101620 

1 

OJ000204_07 .0306.C3.ol.gs 

562 

none 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method GENSCAN 

End 4752 

Score . 7 



562. .807, 853.. 2799, 4029. .4127, 4213. .4752 



Seq. No. 47756 

Gene No.- 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . o2 . ts 

Start 772 

GI none 

Exons 772.. 1014 



Seq. ID OJ000204JD7 . 0306. C3 

Strand + " :; * 

End 4776 

Method TBLASTX : Soybean 

End 1014 

Score 213 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"Si ' 
Exoris 



47756 

101620 

1 

OJ000204_07 .0306.C3.o3.tw 

1047 

none 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method TBLASTX: Wheat 

End 1457 ' 

Score 87 



1047. .1097, 1048. .1110, 1116. .1298, 1120. .1338, 1366. .1455, 
1371. .1457, 1372. .1455 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . ol . tw 

Start 1458 



Seq. ID OJ000204_07.0306.C3 

Strand + 

End 4776 

Method TBLASTX : Wheat 

End 2775 



49463 



GI 

Exons 



none Score 24 6 

1458. .1874, 1459. .2376, 1462. .1638, 1466. .1903, 1527. .2360, 

2371. .2415, 2375. .2410, 2418. .2513, 2422. .2481, 2460. .2600, 

2461. .2601, 2614. .2694, 2683. .2775 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . o2 . tm 

Start 1501 

GI none 

Exons 1501., 1815, 1515.. 1787, 1585, 



Seq. ID OJ000204_07.0306.C3 



Strand 
End 

Method 
End 
Score 
.1815 



+ 

4776 

TBLASTX: Maize 

1815 

318 



Seq. No. 47756 

Gene No. 101620 

Start 1 

Name OJ000204_07 . 0306 . C3 . ol . tc 

Start 1742 

GI none 
Exons 



Seq. ID OJ000204_07.0306.C3 



Strand 
End 

Method 

End 

Score 



+ 

4776 

TBLASTX: Cress 

2193 

93 



1742. .1897, 1746. .1874, 1746. .2189, 1750. .2193, 1756. .2193 



Seq. No. 47756 Seq. ID 

Gene No. 101620 Strand 

Start 1 End 

Name OJ000204_07 . 0306 . C3 . o3 . np Method 

Start 2079 End 

GI.'. 7494310 Score 

Exons 2079.. 2120, 4500.. 4776 

GI Descrip. hypothetical protein PFB0680w - malaria parasite (Plasmodium 
falciparum) gi | 384 5248 | gb | AAC71925 . 1 | (AE001410) hypothetical 
protein [Plasmodium falciparum] 



OJ000204_07.0306.C3 
+ 

4776 
AAT/NAP 
4776 
74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47757 Seq. ID 

101621 Strand 

1 End 

OJ000204_07.0306.C4 .ol.np Method 

1 - End 

4680204 Score 



OJ000204_07.0306.C4 
+ 

2275 
AAT/NAP 
2275 
858 



1..1124, 1199. .1633, 2162. .2275 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 47757 

Gene No. 101621 

Start 1 

Name OJ000204_07 . 0306 . C4 . ol. gs 

Start 50 

GI none 
Exons 



Seq. ID OJ000204_07.0306.C4 



Strand 
End 

Method 

End 

Score 



+■ 

2275 
GENSCAN 
1960 
.51 



50. . 664, 794. .959, 1005 .. 1124 , 1199 .'. 1340, 1466. .1608, 
1610.. 1960 



Seq. No. 47757 

Gene No. 101622 

Start 2192 

Name OJ000204_07 . 0306 . C4 . ol . tw 

Start 331 

GI none 
Exons 



Seq. ID OJ000204_07.0306.C4 
Strand 
End 

Method 
End 
Score 



2275 

TBLASTX: Wheat 

734 

221 



331. .441, 333. .569, 333. .482, 434. .601, 564. .734 
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Seq. No. 


47757 


Seq. ID 


OJ000204 07.0306 


.C4 


Gene No. 


101622 


Strand 


- 




Start 


2192 


End 


2275 




Name 


OJ000204 07.0306.C4.o2.np 


Method 


AAT/NAP 




Start 


2192 


End 


2275 




GI 


7523512 


Score 


103 




Exons 


2192. .2275 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47758 


Seq. ID 


OJ000204_07.0306 


-C5 


Gene No. 


101623 


Strand 


+ 




Start 


244 


End 


2924 




Name 


OJ000204 07.0306.C5.ol.gs 


Method 


GENSCAN 




Start 


244 


End 


2891 




GI 


none 


Score 


.44 ■ 




Exons 


244. .454, 510. .2891 








Seq. No. 


47758 


Seq. ID 


OJ000204 07.0306 


.C5 


bene wo. 


101623 


Strand 


+ 




Start 


244 


End 


2924 




Name 


OJ000204 07.0306.C5.ol.np 


Method 


AAT/NAP 




Start 


528 


End 


2924 




GI 


7228457 


Score 


3522 




Exons 


528. .894, 956. .2924 








GI Descrip. 


(AP001366) Similar to Sorghurir bicplor 


Gypsy-Ty3 type 






retrotransposbh RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


47758 


Seq. ID 


OJ000204JD7.0306 


C5 


Gene No. 


101623 


Strand 


+ 




Start 


244 


End 


2924 




Name 


OJ000204 07.0306.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1182 


End 


1574 




GI 


none 


Score 


58 




Exons 


1182.. 1229, 1236.. 1334, 1253 


..1333, 1301. .1462, 1317. .1574 


Seq. No. 


47758 


Seq. ID 


OJ000204_07.030'6 


C5 


Gene No. 


101623 


Strand 


+ 




Start 


244 


End 


2924 




Name 


OJ000204 07.0306.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1187 


End 


1472 




GI 


none 


Score 


193 




Exons 


1187. .1471, 1224. .1472 ■ 








Seq. No. 


47758 


Seq. ID 


OJ000204_07.0306. 


C5 


Gene No. 


101623,. 


Strand 


+ 




Start 


244 


End 


2924 ' 




Name .. 


OJ000204 07.0306.C5.ol.tw 


Method 


TBLASTX: Wheat 




oiart 


2312 


End 


2795 




GI 


none 


Score 


406 




Exons 


2312. .2485, 2313. .2795, 2507 


. .2767 






Seq. No. 


47759 


Seq. ID 


OJ000204_07.0306. 


C6 


Gene No. 


101624 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ000204 07. 0306.C6.ol.np 


Method 


AAT/NAP 
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Start 
GI 

Exons 

GI Descrip. 



End 
Score 



3315 
5076 



7228457 

1..424/- 547.. 1698, 1765.. 3315 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. * 47759 - Seq. ID 

Gene No. 101624 Strand 

Start 1 End 

Name OJ000204_07 . 0306 . C6 . ol . gs Method 

Start 62 End 

GI none Score 

Exons ■ 62.. 2282, 2391.. 3318 



OJ000204_07.0306.C6 
+ 

3318 
GENSCAN 
3318 
.55 



Seq. No. 47759 

Gene No. 101625 

Start 8926 

Name OJ000204_07 . 0306 . C6 . o3 . gs 

Start 8926 

GI none 

Exons 8926.. 9077, 9187.. 9360, 9457, 
9997. .10182 



Seq. ID OJ000204_07.0306.C6 

Strand + 

End 10182 

Method GENSCAN 

End 10182 

Score .85 

.9567, 9652. .9724, 9819. .9917, 



Seq. No. .,47759 Seq. ID 

Gene No. 101626 Strand 

Start 11355 End 

Name OJ000204JD7 . 0306 . C6 . o4 . gs . Method 

Start 11355 " End 

GI none Score 

Exons 11355. .11406, 12054.. 12064 



OJ000204_07.0306.C6 

+ 

12064 
GENSCAN 
12064 
.57 



Seq. No. 47759 Seq. ID 

Gene. No. 101627 Strand 

Start 3934 End 

Name OJ000204__07 . 0306 . C6 . o2 . gs Method 

Start 3934 ' End 

GI none Score 

Exons 3934.. 5881, 5981.. 7242 



OJ000204_07. 0306. C6 

8921 
GENSCAN 
7242 
.73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47759 Seq. ID 

101627 . Strand 

3934 End 

OJ000204_07 .0306.C6.o2 . np Method 

3937 End 

6907089 Score 
3937. .5881, 5981. .7242 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000204_07.0306.C6 

8921 
AAT/NAP 
7242 
4287 



47759 ■ 
101627 
3934 

OJ000204_07.0306.C6.o4 . np 

6487 

5922623 

6487. .6508, 8082. .8157, 8325, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_07.0306.C6 

8921 
AAT/NAP 
8921 
292 



,8483, 8841. .8921 



(AP000492) hypothetical protein [Oryza sativa] 
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gi I 6016856 I dbj | BAA85199 . 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



O c q . LN O • 


47759 


Seq. ID 


pi in nn oc\ a 


Gene No . 


101627 


Strand 




o tar l 


3934 


End 


ft 00 1 


Name 


OJ000204 07.0306.C6.o3.np 


Method 


7\ 7\ T / M ZX D 


otar z 


7904 


End 


O OZD 




7523512 


Score 




Exons 


7904. .8029, 8479. .8625 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47759 


Seq. ID 


OJ000204 


Gene No. 


101628 


Strand 




Start 


10488 


End 


10609 


Name 


OJ000204 07.0306.C6.o5.np 


Method 


AAT/NAP 


Start 


10488 


End 


10609 


GI - 


7106528 


Score 


100 


Exons 


10488. .10609 







GI Descrip. (AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

Seq. No. 47759 Seq. ID OJ000204_07 . 0306 . C6 

Gene No. 101629 Strand 

Start 10511 End 10657 

Name OJ000'204_07 . 0306 . C6 /o2 . gp Method AAT/GAP 

Start * 10511 End 10657 

GI 21474_1.R1084 Score 237 

Exons 10511. .10657 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 47759 Seq. ID 

Gene No. 101630 Strand 

Start 12082 End 

Name OJ000204JD7 . 0306 . C6 . o7 . tw Method 

Start. 1 End 

GI none Score 

Exons 1..165, 6.. 107 



OJ000204_07.0306.C6 
14591 

.TBLASTX: Wheat 

165 

176 



Seq. No. 47759 Seq. ID 

Gene No. 101630 Strand 

Start 12082 ' End 

Name OJ000204_07 . 0306 . C6 . ol . tm Method 

Start 111 ■ , End 

GI none Score 

Exons 111.. 476, 112.. 495 



OJ000204_07.0306.C6 
14591 

TBLASTX: Maize 

495 

360 



Seq. No. 47759 Seq. ID 

Gene No. 101630 Strand 

Start 12082 End 

Name OJ000204_07 . 0306 . C6 . ol . tw Method 

Start 168 End 

GI none Score 

Exons 168.. 593, 169.. 588 



OJ000204_07.0306.C6 
14591 

TBLASTX: Wheat 

593 

487 



Seq. No. 



47759 



Seq. ID OJ000204_07.0306.C6 
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Gene No. 101630 Strand 

Start ' 12082 End 

Name OJ000204_07 . 0306 . C6 . ol . ts " Method 

Start 247 End 

GI none Score 
Exons 247.. 618, 264.. 407 



14591 

TBLASTX : Soybean 

618 

279 



Seq. No. 47759 

Gene No. ' 101630 ' 

Start 12082 

Name •• OJ000204_07 . 0306 . C6 . o3 . tw 

Start 1216 

GI none 

Exons 1216.. 1467, 1243.. 1467, 1308. 
1539. . 1676 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 1481, 



OJ000204. 07. 0306. C6 



14591 

TBLASTX : Wheat 
1677 
226 

1528. .1677, 1537. .1674, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47759 Seq. ID 

101630 Strand 

12082 End 

OJ000204_07 .0306.C6.o2 .ts Method 

1366 End 

5666795 Score 



OJ000204_07.0306.C6 
14591 

TBLASTX: Soybean 

1932 

68 



1366. .1464, 1540. .1677, 1732. .1932 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 47759 Seq. ID 

Gene No. 101630 Strand 

Start 12082 "End 

Name OJ000204_07 . 0306 . C6 . o5 . tw Method 

Start 1680 End 

GI none Score 

Exons 1680.. 1856, 1732.. 1992 



OJ000204_07.0306..C6 
14591 

TBLASTX: Wheat 

1992 

192 



Seq. No. 47759 *Sfeq. ID 

Gene No. 101630 Strand 

Start 12082 End 

Name OJ000204_07 . 0306 . C6 . o2 . tm - Method 

Start 2185 ^ End 

GI none Score 

Exons 2185.. 2508, 2214.. 2495 



OJ000204_07.0306.C6 
14591 

TBLASTX: Maize 

2508 

346 



Seq. No. 47759 

Gene No. 101630 

Start 12082 

Name OJ000204_07 . 0306 . C6 . o2 . tw 

Start 2322 

GI none 

Exons 2322.. 2378, 2323.. 2703, 2424. 



Seq. ID OJ000204_07.0306.C6 
Strand 
End 

Method 
End 
Score 
,2672 



14591 

TBLASTX: Wheat 

2703 

375 



Seq. No. 47759 

Gene No. 101630 

Start 12082 

Name OJ000204_07. 0306 . C6 . o4 . tw 

Start 2704^ 

GI none 
Exons 



Seq. ID OJ000204_07.0306.C6 
Strand 
End 

Method 
End ■ 
Score 



14591 . 

TBLASTX: Wheat 

7371 

265 



2704. .2988, 2709. .2987, 3180. .3302, 3181. .3306, 7282. .7371 
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fi 



Seq. No. 


' 47759 


Se'q. ID 


OJ000204_07.0306.C6 


Gene No. 


101630 


Strand 




Start 


12082 


End 


14 591 


Name 


OJ000204_07 . 0306 . C6 . o3 . tm 


Method 


TBLASTX : Maize 


Start 


3175 


End 


3315 


GI 


none 


Score 


183 


Exons 


3175. .3315, 3180. .3314 






Seq. No. 


47759 


Seq. ID 


OJ000204_07.0306.C6 


Gene No. 


101630 


Strand 




Start 


12082 


End 


14591 


Name 


OJ000204 07.0306.C6.o6.tw 


Method 


TBLASTX: Wheat 


Start 


9004 


End 


9526 


GI 


none 


Score 


60 


Exons 


9004. .9084, 9173. .9355, 9223. .9348, 9455. .9526 


Seq. No. 


47759 


Seq. ID 


OJ000204_07.0306.C6 


Gene No. 


101630 


Strand 




Start 


' 12082 


" End 


14591 


Name 


OJ000204 07.0306.C6.o6.np 


Method 


AAT/NAP 


Start 


12082 


End 


14591 


GI 


119714 


Score 


64 


Exons 


12082. .12123, 14219. .14364 


, 14512. .14591 


GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 




gi | 82169 | pir | i S06733 hydroxyproline-rich glycoprotein precursor 




- common tobacco gi 1 198 67 | emb | CAA32090 | 


(X13885) extensin (AA 




1-6,20) [Nicotiana tabacum] 






Seq. No. 


47759 


Seq. ID 


OJ000204_07.0306.C6 


Gene No. 


101630 


Strand 




Start 


12082 


End 


14591 


Name 


OJ000204 07.0306.C6.o5.gs 


Method 


GENS CAN 


Start 


13249 


End 


14370 


GI 


none 


Score 


. 6 


Exons 


1324 9. .132 61, 14255. .14 370 






Seq. No. 


47760 


Seq. ID 


OJ000204_07.0306.C7 


Gene No. 


101631 


Strand 


+ 


Start 


8823 


End 


9391 


Name 


OJ000204 07.0306.C7.ol.np 


Method 


AAT/NAP 


Start 


8823 


End 


9391 


GI 


7438018 


Score 


154 


Exons 


8823.. 8946; 9360.. 9391 






GI Descrip. 


CTP synthase (EC 6.3.4.2) 


F19I3.12 - Arabidopsis thaliana 




gi | 3033384 | gb | AAC12828 . 1 | 


(AC004238) putative CTP synthase 




[Arabidopsis thaliana] 






Seq. No. 


47760 


Seq.. ID 


OJ000204_07.0306.C7 


Gene No. 


101632 


Strand 




Start 


7774 


End 


8957 


Name 


OJ000204 07.0306.C7.o2.gs 


Method 


GENSCAN 


Start 


7774 


End 


8926 


GI 


none 


Score 


.89 


Exons 


7774.. 8394, 8718.. 8926 






Seq. No. 


47760 


Seq. ID 


OJ000204_07.0306.C7 


Gene No. 


101632 


Strand 
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Start 


7774 








End 


8957 


Name 


OJ000204_07 . 


0306. 


C7 . ol . 


tm 


Method 


TBLASTX: Maize ' 


Start 


8822 








End 


8957 


GI 


none 








Score 


198 


Exons 


ft ft *~t ft n n i n 

8822 . .8947, 


8823. 


. 8957 








Seq. No. 


47761 








Seq. ID 


OJ000204_07 . 0306 . C8 


Gene No. 


101633 








Strand 


+ 


Start 


1 








End 


3166 


Name 


r\ Tnnno n a m 
UuUUUZU4 u / . 


n ft 


ffl a1 
LO . Ol . 


np 


Method 


AAT/NAP 


Start 


1 








End 


3166 


GI 


7438015 








Score 


883 


Exons 


1..167, 248. 


.334, 


409. . 


459, 


554. .671, 


745. .806, 1132. .1191, 




1338. .1421, 


1662. 


.1712, 


1793 


..1893, 2335. .2401, 2493. .2555, 




2840. .2929, 


3107. 


.3166 








GI Descrip. 


CTP synthase 


(EC 


6.3.4. 


2) T10M13.13 - 


Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi|2104535|gb|AAC78703.1| (AF001308) T10M13.13 [Arabidopsis 
thaliana] gi | 7268596 | emb | CAB80705 . 1 | (AL161493) CTP 
synthase-like protein [Arabidopsis thaliana] 



47761 

101633 

1 

OJ000204__07.0306.C8.ol.ts 
86 

none 



Seq. ID OJ000204_07.0306.C8 

Strand + 

End 3166 

Method TBLASTX : Soybean 

End 660 

Score 141 



86. .127, 87. .170, 246. .323, 248. .343, 403. .468, 408. .467, 
541.. 660, 548.. 658 



Seq. ID OJ000204_07.0306.C8 



47761 
101633 
1 

OJ000204_07.0306.C8.ol. tc 
87 

none 

87. .170, 248. .343, 289. .327, 403. .468, 411. .467, 541. .672, 
542.. 679, 5^8';. 679 



Strand 
End 

Method 

End 

Score 



3166 

TBLASTX: Cress 

679 

153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47761 

101633 

1 

OJ000204JD7.0306.C8 .ol.tm 
87 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

87. .170, 87. .170, 248. .343, 289. .330, 403. .468, 408. .467, 
541. .672, 548.-679, 548. .679, 743. .802, 744. .815, 1117. .1161, 
1156. .1209, 1337. .1420, 1338. .1430, 1655. .1711, 1793. .1855, 
1956.. 2009 



OJ000204_07.0306.C8 
+ 

3166 

TBLASTX : Maize 

2009 

153 



Seq. No. 47761 Seq. ID 

Gene No. 101633 Strand 

Start t 1 End 

Name OJ000204-07 . 0306 . C8 . ol . gs Method 

Start 88 End 

GI none Score 
Exons 



OJ000204_07.0306.C8 
+ 

3166 
GENSCAN 
2929 
.86 



88. .167, 248. .334, 409. .459, 554. .671, 745. .801, 1127. .1191, 
1338. .1421, 1793. .1855, 1968. .2014, 2332. .2401, 2493. .2555, 
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2840. .2929 



Seq. No. 


47761 




Seq. ID 


OJ000204_07 


.0306.C8 


Gene No. 


101633 




Strand 


+ 




Start 


1 




End 


3166 




Name 


OJ000204 07 . 0306 . Co . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


O O O A 

2324 




End 


2917 




GI 


none 




Score 


122 




Exons 


2324. .2440, 2330. .2410, 


2334 . 


.2432, 2492.;2554, 2493.. 2555, 




2493. .2555, 2504. .2557, 


2822. 


.2917, 2839. .2916 




Seq. No. 


a 1 n n o 

47762 




Seq. ID 


OJ000204JD7 


none pi a 
. U 306 .C10 


Gene No. 


101634 




Strand 


+ 




Start 


95 




End 


162 




Name 


OJ000204 07 . 0306 . C10 . ol 


. gs 


Method 


GENSCAN 




Start 


95 




End 


162 




GI 


none 




Score 


.76 




Exons 


95 . . 162 










Seq. No. 


47763 




Seq. ID 


OJ000204JD7 


. 0306 . Cll 


Gene No. 


101635 




Strand 


+ 




Start 


1 




End 


227 




Name 


OJ000204 07.0306.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


227 




GI 


6723729 




Score 


89 




Exons 


1. .221 










GI Descrip. 


(AJ271079) PSI P700 apoprotein A2 [Oenothera elata 


subsp . 




hookeri] 










Seq. No. 


47763 




Seq. ID 


OJ000204_07 


. 0306 . Cll 


Gene No. 


101636 




Strand 






Start 


2807 




End 


3468 




Name 


OJ000204 07.0306.Cll.o4 


. np 


Method 


AAT/NAP 




Start 


2807 




End 


3468 




GI 


6539570 




Score 


143 




Exons 


2807. .2847, 3280. .3468 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




beq. no. 


47763 




Seq. ID 


OJ000204_07 


. 0306 . Cll 


Gene No. 


101636 




Strand 


+ 




Start 


2807 




End 


3468 




Name 


OJ000204 07.0306.Cll.o3 


. np 


Method 


AAT/NAP 




Start 


3032 


End 


3109 




GI 


6630699 




Score 


71 




Exons 


3032. .3109 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi | 6721536 | db j IBAA89566 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


47763 




Seq. ID 


OJ000204_07 


.0306. Cll 


Gene No. 


101637 




Strand 


+ 




Start 


5693 




End 


6828 




Name 


OJ000204 07.0306.Cll.o3 


.gs 


Method 


GENSCAN 




Start 


5693 




End 


6828 




GI 


none 




Score 


.62 




Exons 


5693. .5717, 6701. .6828 











49471 



Seq. No. 47763 Seq. ID 

Gene No. 101638 " - Strand 

Start 14492 End . 

Name OJ000204_07 . 0306 . Cll . o7 . gs Method 

Start 14492 End 

GI none Score 

Exons 14492.. 14743 



OJ000204_07. 0306. Cll 
+ 

14743 
GENSCAN 
14743 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47763 



Seq. ID OJ000204 07.0306. Cll 



101639 Strand 

374 End 2971 

OJ000204_07 . 0306 . Cll . ol . gs Method GENSCAN 

374 End 2971 

none Score . 62 

374. .524, 578. .747, 1115. .1384, 1418. .1597, 1891. 

2490. .2743, 2796. .2971 



.2054, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47763 Seq. ID OJ000204_07 . 0306 . Cll 

101639 Strand 

374 End 2971 

OJ000204_07 . 0306 . Cll . o2 . np Method AAT/NAP 

889 End 1741 

5922620 Score 359 

889. .1019, 1299. .1384, 1421. .1597, 1645. .1741 

(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6016853 | dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 47763 Seq. ID 

Gene No. 101640 Strand 

Start 3246 End 

Name OJ000204_07 . 0306 . Cll . o2 . gs Method 

Start 3246 End 

GI none Score 

Exons 3246.. 3590, 5114.. 5158 



OJ000204_07. 0306. Cll 

5158 
GENSCAN 
5158 
.52 



Seq. No. 47763 Seq. ID 

Gene No. 101641 Strand 

Start 6890 End 

Name OJ000204_07 . 0306 . Cll . o4 . gs Method 

Start 6890 End 

GI none Score 

Exons 6890.. 6983, 7279.. 7385 



OJ000204_07. 0306. Cll 

7385 
GENSCAN 
7385 
. 66 



Seq. No. 47763 

Gene No. 101642 

Start 9248 

Name OJ000204_07 . 0306 . Cll . ol . gp 

Start 9019 

GI none 

Exons 9019.. 9463, 10824 11043, 11195.. 11455 



Seq. ID OJ000204_07. 0306, Cll 



Strand 
End 

Method 
End ■ 
Score 



11455 
AAT/GAP 
11455 
1701 



Seq. No. 
Gene No. 
Start 



47763 

101642 

9248 



Seq. ID 

Strand 

End 



OJ000204 07. 0306. Cll 



11455 



49472 




Name 


OJ000204 07.0306.C11 


.o5 .gs 


Method 


GENSCAN 




Start 


9248 




End 


11403 




GI 


none 




Score 


.94 




Exons 


9248.. 9463, 1082.4 .. 11043, 11195.. 11403 






Seq. No. 


47763 




Seq. ID 


OJ000204_07 .0306. 


Cll 


Gene No. 


101642 




Strand 






Start 


9248 




End 


11455 




Name 


OJ000204 07.0306.C11 


.o5.np 


Method 


AAT/NAP 




Start 


9296 




End 


11274 




GI 


7362738 




Score 


540 




Exons 


9296. .9463, 10824 .. 11043, 11195. .11274 






GI Descrip. 


(AL162651) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


47763 




Seq. ID 


OJ000204 07.0306. 


Cll 


Gene No. 


101643 




Strand 






Start 


12787 




End 


13248 




Name 


OJ000204 07 . 0306 .CI 1 


.06. gs 


Method 


GENSCAN 




Start 


12787 




End 


13248 




GI 


none 




Score 


. 68 




Exons 


12787. .13076, 13224. 


.13248 








Seq. No; 


47763 




Seq. ID 


OJ000204_07.0306. 


Cll 


Gene No. 


101644 




Strand 






Start 


19743 




End 


20381 




Name 


OJ000204 07.0306.C11 


. o9 . gs 


Method 


GENSCAN 




Start 


19743 




End 


20381 




GI 


none 




Score 


. 61 




Exons 


19743. .19858, 20072. 


.20381 








Seq. No. 


47763 




Seq. ID 


OJ000204__07.0306. 


Cll 


Gene No. 


101645 




Strand 






Start 


22863 




End 


25845 




Name 


OJ000204 07.0306.C11 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


9246 • 




End 


17780 




GI 


none 




. Score 


313 




Exons 


9246.-9464, 9246. .9434, 9248 


"..9466, 10819. .11049, 10821. 


. 11054, 




11192. .11278, 11194. 


.11277, 


11329. . 11409, 11336. .11404, 






14453. . 14632, 14639. 


.14686, 


16687. .16773, 16687 .. 1 6773, 






16795. . 16908, 16859. 


.16912, 


17727. .17780 




Seq. No. 


47763 




Seq. ID 


OJ000204_07.0306. 


Cll 


Gene No. 


101645 




Strand ' 






Start 


22863 




End 


25845 




Name 


OJ000204 07.0306.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9248 




End 


14686 




GI 


none 




Score 


74 




Exons 


9248. . 9412, 9248. . 94 


56, 9255 


..9464, 10819. .10938, 10821. 


. 11054, 




10987. . 11049, 11192. 


.11278, 


11194. .11277, 11329. .11403, 






14468. .14632, 14639. 


.14686 








Seq. No. 


47763 




Seq. ID 


OJ000204_07.0306. 


Cll 


Gene No. 


101645 




Strand 






Start 


22863 




End 


25845 




Name 


OJ000204 07.0306.C11 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


10819 




End ■ 


17780 




GI 


none 




Score 


84 





49473 



Exons 



10819. .10932, 10821. .11054, 10984 .. 11049, 111 92 ... 11275, 
11194 . .11277,. 16795. .16908, 17727. .17780 



Seq. No. ' • 47763 

Gene No. 101645 

Start 22863 

Name OJ000204_07 . 0306 .Cll .ol . tw 

Start 10870 

GI none 

Exons 10870. . 11055, 10896 .. 11054 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_07. 0306. Cll 
25845 

TBLASTX: Wheat 

177-80 - 

205 



11194. .11277, 11195, 



11329. .11406, 11336. .11404, 16858 .. 16908, 17727, 



,11278, 
,17780 



Seq. No. 47763 Seq. ID 

Gene No. 101645 Strand 

Start 22863 End 

Name OJ000204_07 . 0306 . Cll . olO . gs Method 

Start 22863 End 

GI none Score 

Exons 22863*. .24953 



OJ000204_07. 0306. Cll 

25845 
GEN SCAN 
24953 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No/ 
Gene No. 
Start 
Name 

Start;, 
GI 

Exons 



47763 

101645 

22863 

OJ000204_07 , 
22926 
none 
22926. 
23040, 
23124. 
23347. 
24006. 
24049. 



0306. Cll. o2.ts 



.23234, 
.23492, 
.23717, 
.23625, 
.24206, 
.24435, 
24070. .24282, 



23034. 
23103. 
23238. 
23419. 
24013. 
24049. 
24102. 



23768, 
23264, 
23855, 
23616, 
24315, 
24141, 
24284, 



47763 
101645 
22863 

OJ000204_07 .0306. Cll. o6.np 

22947 
6598837 

22947. .23801, 23907 .. 2458 4 , 25818. .25845 

(AC0107 95) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000204_07. 0306. Cll 
Strand 

25845 

TBLASTX : Soybean 
24482 
67 

23040. .23822, 23040 23576, 
23104. .23310, 23107 23394 , 
23253. .23441, 23322 . ;23963, 
23472. .23651, 24003 .. 24 434 , 
24048. .24404, 24048 .. 24179, 
24051. .24479, 24069. . 24479, 
24207. .24380, 24348. .24482 

Seq. ID OJ000204_07. 0306. Cll 
Strand- 
End 25845 
" Method AAT/NAP 
End 25845 
Score 580 



End 

Method 

End 

Score 



47763 

101645 

22863 

OJ000204_07 .030 6.Cll.ol. tc 

23022 
none 



Seq. ID OJ000204JD7 .0306. Cll 
Strand 

End 25845 

Method TBLASTX : Cress 

End 24479 

Score 132 



23022. .23390, 23037 .. 23288 , 23040 23495, 23118 .. 23684 , 
23223. .23801, 23251 .. 23685 , 24000 .. 24 335 , 24015 .. 24440, 
24054 . .24479, 24 066 .. 24 47 9, 24165. .24440 



Seq. No. 47763 Seq. ID 

Gene No. 101645 Strand 

Start 22863 End 

Name OJ000204 07 . 0306 . Cll . ol . tm Method 



OJ000204_07. 0306. Cll 
25845 

TBLASTX: Maize 



49474 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23073 End 24395 

none ... Score 78 

23073. . .23345, 23158 .. 23427 , 23160 . . 234 4 1 , 23368 .. 23661 , 

23370. .23660, 24 000 . .24281 , 24 120 .. 24395, 24124.. 24381 



47764 

101646 

433 

OJ000204_07.0306.C12.ol.np 
433 

6505722 



Seq. ID 
Strand 
End 

Method 
End 
Score 

433. .527, 842. .1668, 1740. .1940, 2055. 
(AB032123) ribosoirtal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 651384 9 | dbj | BAA8787 6 . 1 | (AB032124) -ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



OJ000204_07.0306.C12 
+ 

3175 
AAT/NAP 
2172 
170 
.2172 



Seq. No. 


47764 


Seq. ID 


OJ000204_ 


07.0306 


.C12 


Gene No. 


101646 


Strand 


+ 






Start 


433 


End • 


3175 






Name 


OJ000204 07.0306.C12.o2.np 


Method 


AAT/NAP 






Start 


769 


End 


3175 






GI 


7413545 


Score 


127 






Exons 


769. .999, 1032. .1435, 3141.. 


3175 








GI Descrip. 


(AL162973) putative protein 


[Arabidopsis thaliana] 




Seq. No. . 


. 47764 


Seq. ID 


OJ000204_ 


07.0306 


.C12 


Gene No. 


101647 


Strand 


+ 






Start 


11378 


End 


23739 






Name 


OJ000204 07.0306.C12.o3.np 


Method 


AAT/NAP 






Start 


11378 


End 


23739 






GI 


6505722 


Score 


85 






Exons 


11378. .11467, 20267. .20418, 


23691. .23739 






GI Descrip. 


(AB032123) ribosomal RNA apurinic site specific 


lyase [Triticum 




aestivum] gi | 65138491 dbj | BAA87876.il 


(AB032124) 


ribosomal RNA 




apurinic site specific lyase 


[Triticum aestivum] 






Seq. No. 


41 im 


Seq. ID 


OJ000204_ 


07.0306 


.C12 


Gene No. 


101647 


Strand 


+ 






Start 


11378 


End 


23739 






Name 


OJ000204 07.0306.C12.o2.gs 


Method 


GENSCAN 






Start 


16160 


End 


21583 






GI 


none 


Score 


.54 






Exons 


16160. .16224, 16453. .16551, 


19748. .19858, 20340. 


.20432, 






20617. .20848, 20943 .. 21074 , 


21206. .21583 






Seq. No. 


47764 


Seq. ID 


OJ000204_ 


07.0306 


.C12 


Gene No. 


101648 


Strand 








Start 


12411 


End 


12481V 






Name 


OJ000204 07.0306.C12.ol.gp 


Method 


AAT/GAP 






Start 


12411 


End 


12481 






GI 


uC-osflM202097dl0bl 


Score 


91 






Exons 


12411. .12481 










GI Descrip. 


'4062935/dbj 1 AB0034 95 . 1 | AB0034 95 3 . Oe- 


-14 Oryza sativa DNA for 




dihydrof lavonol 4-reductase, 


complete 


cds 1 






Seq. No. 


47764 


Seq. ID 


OJ000204_ 


07.0306, 


.C12 


Gene No. 


101649 


Strand 









49475 



Start 


22748 




.End 


;-23053 




Name 


OJ000204_07 . 0306 . C12 . o4 


.np 


Method 


AAT/NAP 




Start 


22748 




End 


23053 




GI 


6815099 




Score 


96 




Exons 


22748 ; . 23053 










GI Descrip. 


(AP001081 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


47765 




Seq. ID 


OJ000204_07 


.0306.C13 


Gene No. 


101650 




Strand 


+ 




Start 


446 




End 


1531 




Name 


OJ000204__07 . 0306.C13.ol 


. gs 


Method 


GENSCAN 




Start 


446 




End 


1531 




GI 


none 




Score 


. 62 




Exons 


446. . 511, 1469. . 1531 










Seq. No. 


47765 




Seq. ID 


OJ000204_07 


.0306.C13 


Gene No. 


101651 




Strand 


+ 




Start 


3651-' 




End 


12102 




Name 


OJ000204 07.0306.C13.ol 


.np 


Method 


AAT/NAP 




Start 


3651 




End 


8415 




GI 


7248394 




Score 


304 




Exons 


3651. .3745, 7321. .7654, 


8038. 


.8415 






GI Descrip. 


(AP00138 9) ESTs C97 394 (C60113) ,AU075824 (R0165) , D38 985 (R0165) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47765 Seq. ID 

101651 Strand 

3651 End 

OJ000204_07.0306.C13.o3.np Method 

8088 End 

4531442 Score 



OJ000204_07.0306.C13 
+ 

12102 
AAT/NAP 
12102 
131 



8088. .8125, 10446. .10748, 11118 11159, 12084 . .12102 
(AC00.6224) hypothetical protein [Arabidopsis thaliana] 



47765 

101651 

3651 

OJ000204_07.0306.C13.o4 . gs 

8737 

none 



Seq. ID OJ000204 07.0306.C13 



Strand 
End 

Method 

End 

Score 



+ 

12102 
GENSCAN 
10054 
.8 



8737. .8799, 9037. .9203, 9276. .9408, 9702. .9769, 9889. .10054 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_07.0306.C13 
+ 



Seq. No. 47765 
Gene No. 101652 
Start 18144 

Name OJ000204J37 . 0306 . C13 . o4 . np 

Start 17860 
GI 6505722 

Exons 17860. .17953, 18373 .. 19222, 

20807. .20969 

GI Descrip. (AB032123)* ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 651384 9 | dbj | BAA8787 6 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



20969 - 
AAT/NAP 
20969 
165 



19316. .194 4 0, 19562. .1974 4, 



49476 



Seq. No. 


47765 






Seq. ID 


OJ000204 


_07 .0306. 


C13 


Gene No. 


101652 






Strand 


+ 






Start 


18144 






End 


20969 


- 




Name 


OJ000204 07.0306.C13 


.06. gs 


Method 


GENSCAN 






Start 


18144 






End 


19954 






GI 


none 






Score 


.49 






Exons 


18144. . 


18458, 18526. 


.18648, 


18691. .19209, 19309 


. .19440, 






19577. . 


19954 












Seq. No. 


47765 






Seq. ID 


OJ000204 


JD7.0306. 


C13 


Gene No. 


101653 






Strand 








Start 


2716 






End 


4984 






Name 


OJ000204 07.0306.C13 


.o2 .gs 


Method 


GENSCAN 






Start 


2716 






End 


4984 






GI 


none 






Score 


.49 






Exons 


2716. .2805, 3863. .4084, 484 


4. .4984 








Seq. No. 


47765 






Seq. ID 


OJ000204 


_07.0306. 


C13 


Gene No. 


101654 






Strand 








Start 


11034 






End 


16847 






Name 


OJ000204 07.0306.C13 


. ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


10426 






. End 


10740 






GI 


none 






Score 


193 






Exons 


10426. ; 


10626, 10439. 


.10675, 


10633. .10740, 10659 


. . 10739 




Seq. No. 


47765 






•'Seq. ID 


OJ000204 


_07 . 0306. 


C13 


Gene No. 


101654 






Strand 








Start 


11034 






End 


16847 






Name 


OJ000204 07.0306.C13 


. o5 . gs 


Method 


GENSCAN 






Start 


11034 






End 


16847 






GI 


none 






Score 


.58 






Exons 


11034. . 


11128, 11853. 


.11939, 


12055. . 12154, 12197 


. . 12315, 






12427. . 


12513, 12750. 


.12893, 


13453. . 13647, 15239 


. . 15319, 






16682. . 


16847 












Seq. No. 


47766 






Seq. ID 


OJ000204 


07 . 0306 . 


C14 


Gene No . 


101655 






Strand 


+ 






Start 


1 






End 


2126 






Name 


OJ000204 07.0306.C14 


. ol . np 


Method 


AAT/NAP 






Start 


1 






End 


1234 






GI 


134102 






Score 


135 






Exons 


1. . 18, 


935. .1234 












GI Descrip. 


RUBISCO 


> SUBUNIT BINDING-PROTEIN ALPHA 


SUBUNIT PRECURSOR 


(60 



CHAPERONIN ALPHA SUBUNIT) (CPN-60 ALPHA) gi | 72959 | pir | | HHWTBA 
chaperonin groEL alpha chain precursor - wheat (fragment) 
gi|1345582|emb|CAA30699.1| (X07851) rubisco subunit 
binding-protein alpha subunit ( 54 3 AA ) [Triticum aestivum] 



Seq. No. 47766 Seq. ID 

Gene No. 101655 Strand 

Start 1 End 

Name OJ000204_07 . 0306 . C14 . ol . gs Method 

Start 980 End 

GI none Score 

Exons 980.. 1083, 2029.. 2126 



OJ000204JD7 .0306.C14 
+ 

2126 
GENSCAN 
2126 
.7 



Seq. No. 



47766 



Seq. ID OJ000204_07.0306.C14 



49477 




Gene No. 


101656 




Strand 




Start- ■ 


3507 




End 


4624 


Name 


OJ000204 07.0306.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


936 




End 


1183 


GI 


none 




Score 


61 


Exons 


936.. 974, 937.. 975, 987 


..1121, 1043. .1183 


Seq. No'. 


47766 * 




Seq. ID 


OJ000204_07.0306.C14 


Gene No. 


101656 




Strand 




Start 


3507 




End 


4624 


Name 


OJ000204 07 .0306.C14 .o2 


.gs 


Method 


GENSCAN 


-Start 


3507 




End 


4624 


GI 


none 




Score 


.72 


Exons 


3507 . . 3575, 4574 . .4624 








Seq. No. 


47767 




Seq. ID 


OJ000214_06.0309.C4 


Gene No. 


101657 




Strand 


+ 


Start 


803 




End 


5506 


Name 


OJ000214 06.0309.C4.ol. 


gs 


■Method 


GENSCAN 


Start 


803 




End 


5506 


GI 


none 




Score 


.94 


Exons 


803. . 1613, 2406. .2587, 


2879. 


.3092, 3178. .3415, 3667. .3820, 




4757. .4879, 5294. .5379, 


5488 


. .5506 




Seq. No. 


47767 




Seq. ID 


OJ000214_06.0309.C4 


Gene No. 


. 101657 




Strand 


+ 


Start 


803 




End 


5506 


Name 


OJ000214 06.0309.C4 .ol. 


np 


Method 


AAT/NAP 


Start 


2488 




End 


4271 


GI 


7434413 




Score 


732 


Exons 


2488. .2587, 2879. .3092, 


3178 


..3415, 3667. .3820, 3952.. 4271 


GI Descrip. 


receptor-like kinase (EC 2.7 


. 1.-) SFR2 


- wild cabbage 




gi| 1783312 | emb | CAA67145 


.11 C 


X98520) receptor-like kinase 




[Brassica oleracea] 








Seq. No. 


47767 




Seq. ID 


OJ000214_06.0309.C4 


Gene' No.-... 


101658 




Strand 




Start 


6261 




End 


6938 


Name 


OJ000214 06.0309.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2498 




End 


4158 


GI 


none 




Score 


108 


Exons 


2498. .2587, 2500. .2586, 


2873 


..3046, 2878. .3030, 3035. .3091, 




3152.. 3412, 3186.. 3413, 


3670 


..3777, 3671.. 3793, 3952.. 4020, 




4017. .4139, 4024. .4158 








Seq. No. 


47767 




Seq. ID 


OJ000214_06.0309.C4 


Gene No. 


101658 




Strand 




Start 


6261 




End 


6938 


Name 


OJ000214 06.0309.C4 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2501 




End 


4158 


GI 


none 




Score 


99 


Exons 


2501. .2587, 2873. .3046, 


2878 


..3027, 3031. .3090, 3035.. 3091, 




3177. .3413, 3290. .3412, 


3667 


..3762, 3668. .3784, 3948. .4010, 




4024. .4158,' 4029. .4157 








Seq. No. 


47767 




Seq. ID 


OJ000214_06.0309.C4 


Gene No. 


101658 




Strand 





'49478 




Start 


6261 






End 


6938 






. Name 


OJ000214 06 


. 0309 


. C4 .ol . tm 


Method 


TBLASTX : 


Maize 




Start 


2873 






End 


3413 






GI 


none 






Score 


192 






Exons 


2873 . . 304 6, 


O O 1 o 

2878 . 


. . 3018 , 3017 . 


.3091, 3155. .3412, 


3177. .3413 


Seq. No. 


47767 






Seq. ID 


OJ000214 


J36.0309 


.C4 


Gene No. 


101658 






Strand 








Start 


6261 






End 


6938 






Name 


OJ000214_06, 


. 0309, 


,C4 .ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


3017 






End 


3418 






GI 


none 






Score 


82 






Exons 


oui7 . . 3U91, 


3028 . 


. . 3087 , 304 8. 


.3095, 3152. .3418, 


3186. .3407 


Seq. No. 


47767 






Seq. ID 


OJ000214 


06.0309 


.C4 


Gene No. 


101658 






Strand 








Start 


62 61 






End 


6938 






Name 


OJ000214 06. 


. 0309 . 


C4.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


6240 




- 


• End 


6512 






GI 


none * 






Score 


84 






Exons 


6240 . . 64 19, 


624 0 . 


. 6416, 6274 . 


.6417, 6450. .6512 






Seq. No. 


47767 






Seq. ID 


OJ000214 


_06.0309. 


.C4 


Gene No. 


101658 






Strand 








Start 


6261- 






End 


6938 






Name 


OJ000214 06. 


0309. 


C4 ,o2 .gs 


Method 


GENSCAN 






Start 


6261 






End 


6914 






GI 


none 






Score 


. 91 






Exons 


6261 . . 6914 














Seq. No. 


47767 






Seq. ID 


OJ000214 


_06.0309. 


,C4 


Gene No. 


101658 






Strand 








Start 


DZDl 






End 


6938 






Name 


OJ000214 06, 


0309 . 


C4 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


664 5 






End 


6938 






GI 


none 






Score,- 


99 






Exons 


6645 . . 6752, 


6759 . 


.6938, 6760. 


.6930 








Seq. No. 


47768 






Seq. ID 


OJ000214 


_06.0309. 


,C7 


Gene No. 


101659 






Strand 


+ 






Start 


O Ci o 

398 






End 


674 






Name 


OJ000214 06. 


0309 . 


C7 .ol .gs 


Method 


GENSCAN 






Start 


398 






End 


674 






bl 


none 






Score 


.81 






Exons 


398 . . 674 














Seq. No. 


477 69 






Seq. ID 


OJ000214 


_06.0309. 


C8 


Gene No. 


101660 






Strand 


+ 






Start 


7417 






End 


18231 






Name 


OJ000214 06. 


0309. 


C8.o2.np 


Method 


AAT/NAP 






Start 


7417 






End 


18231 






GI 


4680184 






Score 


344 






Exons 


7417. .7480, 


10491 


. .10577, 10780. .10982, 


11039. . 


11601, 






14952. . 15152 


, 18159. .18231 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


47769 






Seq. ID 


OJ000214 


_06.0309. 


C8 



49479 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



101660 Strand + 

7417 . End 18231 

OJ000214_06.0309.C8.o4 .gs Method" GENSCAN 

11122 End' 13248 

none Score .49 

11122. .11264, 11400. .11601, 12025 .. 12214 , 12353 12930 , 

13087. .13248 



Seq. No. 47769 Seq. ID OJ000214_06. 0309 . C8 

Gene No. 101660 Strand + 

Start 7417 End 18231 

Name OJ000214_06 . 0309 . C8 . o2 . gp Method AAT/GAP 

Start 13488 End 13568 

GI LIB3434-017-P1-K1-F5 Score 88 

Exons 13488. .13568 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' ' 



f n 



Seq. No. 47769 Seq. ID 

Gene No. 101660 Strand 

Start 7417 End 

Name OJ000214_06 . 0309 . C8 . o3 . gp Method 

Start 14680 End 

GI uC-osflcyp088bl2bl Score 

Exons 14680. .14790 " 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ000214_06.'0309.C8 
+ 

18231 
AAT/GAP 
14790 
154 



Vsr 



Seq. No. 


47769 


Seq. ID 


OJ000214 


_06.0309 


C8 


Gene No. 


101661 


Strand 








Start 


465 


End 


2978 






Name 


OJ000214 06. 0309. C8 


.ol.gs Method 


GENSCAN 






Start 


465 


End 


2978 






GI 


none 


Score 


.92 






Exons 


465.-675, 727. .758, 


879. .1076, 1200.. 


1310, 2147 


. .2978 




Seq. No. 


47769 


Seq. ID 


OJ000214 


_06. 03.09 


C8 


Gene No. 


101662 


Strand 








Start 


5062 


End 


52 63 






Name 


OJ000214 06. 0309. C8 


. ol.gp Method 


AAT/GAP 






Start 


5062 


End 


5263 






GI 


2796366 


Score 


391 






Exons 


5062. .5263 











Seq. No. 


47769 






Seq. ID 


OJ000214_06.0309 


,C8 


Gene No. 


101663 






Strand 






Start 


14230 






End 


18615 




Name 


OJ000214 


06.0309. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


464 






End 


681 




GI 


none 






Score 


211 




Exons 


464. .655, 


465. .677, 


466. .678, 


466. . 681 






Seq. No. 


47769 






Seq. ID 


OJ000214_06.0309 


C8 


Gene No. 


101663 






Strand 






Start 


14230 






End 


18615 




Name 


OJ000214 


06. 0309. C8 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


466 






End 


996 





49480 




GI 


none 




Score 


43 




Exons 


466. .516, 470. .502, 


520. . 681, 


557 . . 676 


, 883. .996 




Seq. No. 


47769 




Seq. ID 


OJ000214 06*. 0309 


.C8" 


Gene No. 


101663 




Strand 






Start 


14230 




End 


18615 




Name 


OJ000214 06. 0309. C8 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


466 




End 


981 




GI 


none 




Score 


123 




Exons 


466. . 681, 467 .. 676, 


883. . 981 








Seq. No. 


47769 




Seq. ID 


OJ000214 06.0309 


.C8 


Gene No. 


101663 




Strand 






Start 


14230 




End 


18615 




Name 


OJ000214 06. 0309. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


466 




End 


681 




GI 


none 




Score 


39 




Exons 


466. . 681, 473. . 502, 


557 . . 676 








Seq. No. 


47769 




Seq. ID 


OJ000214__06.0309 


.C8 


Gene No. 


101663 




Strand 






Start 


14230 




End 


18615 




Name 


OJ000214 06. 0309. C8 


. o3 . np 


Method 


AAT/NAP 




Start 


13927 




End 


18362 




GI 


5107823 




. Score 


169* 




Exons 


13927. .13979, 16256 


. .16624, 18337. .18362 




GI Descrip. 


(AF149413) contains 


similarity to leucine rich repeats 


(Pfam 



PF00560, Score=225.3, E=9.2e-64, N=12); may be a pseudogene 
[Arabidopsis thaliana] 



Seq. No. 


47769 




Seq. ID 


OJ000214 


_06.0309 


.C8 


Gene No. 


101663 




Strand 








Start 


14230 




End 


18615 






Name 


OJ000214- 06. 0309. C8. 


o5 . gs 


Method 


GENSCAN- 






Start 


14230 




End 


18615 






GI 


none 




Score 


.79 






Exons 


14230. .14318, 16201. 


M6641, 


17141. . 17220, 17750 


. .18615 




Seq. No. 


47769 




Seq. ID 


OJ000214 


_06.0309 


.C8 


Gene No. 


101663 




Strand 








Start 


14230 




End 


18615 






Name 


OJ000214 06.0309.C8. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


16265 




End 


16642 






GI 


none 




Score 


49 






Exons 


16265. .16522, 16304. 


.16486, 


16304 . . 16501, 16307 


. .16501, 






16310. .16525, 16310. 


.16513, 


16310. .16486, 16340 


. .16516, 






16364. .16510, 16379. 


.16513, 


16541. .16642, 16541 


. .16615, 






16541. .16624, 16541. 


.16636 











Seq. No. 47769 Seq. ID 

Gene No. 101663 Strand 

Start 14230 ' End 

Name OJ000214_06 . 0309 . C8 . o2 . tm Method 

Start 16266 End 

GI none Score 
Exons 



OJ000214_06.0309.C8 
18615 

TBLASTX: Maize 

16625 

158 



16266. .16499, 16295 .. 16534 , 16307 164 8 9, 16308 .. 16340, 
16310. .16513, 16319. .16501, 1638 9 . . 1 64 87 , 1654 1 .. 1 6624 , 



49481 



16541. .16570, 16548. .16625 



Seq. No. 47769 

Gene No. 101663 

Start 14230 

Name OJ000214_06 . 0309 . C8 . o2 . ts 

Start 16266 

GI none 

Exons 16266. . 16520, 1 6289 16513, 
16310. .16447, 16311. .16475 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214JD6.0309.C8 
18615 

TBLASTX: Soybean 

16525 

114 



16298. . 16525, 16310. .16495-, 



Seq. No. 47770 Seq. ID 

Gene No. 101664 Strand 

Start 230 End 

Name OJ000214_06 . 0309 . C9 . ol . gs . Method 

Start 230 End 

GI none Score 

Exons 230.. 364, 517.. 645 



OJ000214_06.0309.C9 
+ 

645 

GENS CAN 

645 

.68 



Seq. No. 47770 Seq. ID 

Gene No. 101665 . Strand 

Start 1326 End 

Name OJ000214_06 . 0309 . C9 . o2 . gs Method 

Start 1326 End 

GI none Score 
Exons v 1326. .2471 



OJ000214_06:'0309.C9- 
+ 

2471 
GEN SCAN 
2471 
.99 



Seq. No. 47770 Seq. ID 

Gene No. 101666 Strand 

Start 1119 End 

Name OJ000214_06 . 0309 . C9 . ol . gp Method 

Start 1119 End 

GI 2800454 Score 

Exons 1119.. 1294 



OJ000214_06.0309.C9 

1294 
AAT/GAP 
1294 
238 



Seq. No. 47771 

Gene No.. 101667 

Start ■ 1205 

Name OJ000214_06 . 0309 . C10 . ol . np 

Start 1205 

GI 6907087 

Exons 1205.. 1573, 

GI Descrip. (AP001129) 



Seq. ID OJ000214_ 

Strand . + 

End 2920 

Method AAT/NAP 

End 2920 

Score 1069 
1622. .2278, 2819. .2920 
ESTs C72771 (E2215 ) , AU082313 ( E2215 ) 



06. 0309. C10 



region of the predicted gene, 
sativa] 



correspond to a 
hypothetical protein [Oryza 



Seq. No. 47771 Seq. ID 

Gene No. 101667 . ' Strand 

Start 1205 End 

Name OJ000214_06 . 0309 ; C10 . ol . gs Method 

Start 1516 End 

GI none Score 

Exons 1516.. 2403 



OJ000214_06. 0309. C10 

+ * 

2920 

GEN SCAN 

2403 

.56 



Seq. No. 
Gene No. 
Start 



47771 

101668 

3377 



Seq. ID OJ000214_06. 0309. C10 
Strand + 
End 37 56 



49482 



Name OJ000214JD6 . 0309 . CIO . o2 . gp Method AAT/GAP 

Start 3377 End 3756 

GI uC-osflcyp033a04bl Score 625 

Exons 3377. .3756 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000214_06. 0309. CIO 

Strand 

End 438 

Method AAT/GAP 

End 438 

Score 374 



47771 
101669 
1 

OJ000214_06. 0309. C10. ol.gp 
1 

2315_5.R1084 
1..45, 175. .438 

1 6016845/dbj IAP000570. 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



47771 
10167 0 
2813 

OJ000214_06. 0309. C10. o2 . gs 

2813 

none 

2813. .2919, 3357. .3510 



Seq. ID OJ000214JD6. 0309. C10 

Strand" 

End 3'510 

Method GENSCAN 

End 3510 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene -No . 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47771 
101670 
2813 

OJ000214_06.0309.C10.o2.np 
3310 
4680186 
3310. .3510 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000214_06. 0309. C10 
Strand 

End 3510 
Method * AAT/NAP 
End 3510 
Score 328 



47772 

101671 

169 

OJ000214_06.0309.Cll.ol.tc 

168 

none 



Seq. ID OJ000214_06. 0309.C11 

Strand + 

End- . 2632 

Method TBLASTX : Cress 

End 1399 

Score 142 



168. .293, 169. .336, 322. .381, 478. .705, 489. .704, 904. .996, 
905.. 1021, 1222.. 1353, 1232.. 1399, 1233. .1370 



47772 

101671 

169 

OJ000214JD6. 0309. Cll. ol.ts 

168 

none 



Seq. ID OJ000214_06.0309.C11 

Strand + 

End 2632 

Method TBLASTX : Soybean 

End" .1370 

Score 162 



168. .293, 169. .336, 322. .381, 327. .374, 475. .705, 579. .656, 
889. .1026, 901. .1086, 902. .1027, 1232. .1369, 1233. .1370 



Seq. No. 47772 

Gene No. 101671 

Start 169 

Name OJ000214_06'. 0309 . Cll . ol . gs 

Start 169 



Seq. ID OJ000214_06. 0309. Cll 

Strand + 

End 2632 

Method GENSCAN 

End 2326 



49483 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



.84 



169. .382, 470. .707, 901. .968, 1219. .1415, 2144. .2326 



47772 

101671 

169 

OJ000214_06.0309.Cll.ol .tm 

169 

none 



Seq. ID OJ000214_06.0309.C11 

Strand + 

End 2632 

Method TBLASTX: Maize 

End 708 

Score 164 



169. .336, 183. .290, 307. .387, 327. .380, 478. .705, 480. .704, 
493.. 708 



Seq. No. 
Gene No . 
Start 
Name 
Start • 
GI 

Exons- 

GI Descrip. 



Pi Seq. No. 
I]] Gene No. 

Start 
C3 Name 
Start 



. GI 



47772 

101671 

169 

OJ000214_06.0309.Cll.ol.np 
169 

7488202 



Seq. ID OJ000214_06.0309.C11 
Strand + 
End 2632 
Method AAT/NAP 
End 2632 
Score 596 

169.. 382, 461.. 707, 901.. 1054, 1164.. 1394, 2609.. 2632 
probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F25E4.80 - Arabidopsis thaliana gi | 726784 6 | emb | CAB78189 . 1 | 
(AL161532) serine/threonine kinase-like protein [Arabidopsis 
thaliana] gi | 7321043 | emb | CAB82151 . 1 | (AL050399) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



47772 

101671. 

169 

OJ000214_06.0309.Cll.ol. tw 

307 

none 



Seq. ID OJ000214 06.0309.C11 



Strand 
End 

Method 

End 

Score 



+ 

2632 

TBLASTX: Wheat 

710 

94 



Exons 



307. .387, 322. .387, 478. .699, 493. .669, 513. .710 



Seq. No. 47773 Seq. ID OJ000214JD6 . 0309 . C12 

Gene No. 101672 Strand 

Start 329 ■ End 1271 

Name OJ000214_06 . 0309 . C12 . ol . np Method .. AAT/NAP 

Start 329 End 1271 

GI 2407802 Score 28 

Exons 329.. 570, 1233.. 1271 

GI Descrip. (Y12576) histone H2B [Arabidopsis thaliana] 

gi | 73394 99 | emb | CAB82822 . 1 | (AL162459) histone H2B [Arabidopsis 
thaliana] 



Seq. No. 47774 . Seq. ID 

Gene No. 101673 Strand 

Start 1 End 

Name OJ000214_06 . 0309 . C13 . ol . np Method 

Start 1 End 

GI 6630685 Score 

Exons 1 . . 714 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein 
[Oryza sativa] 



OJ000214_06.0309.C13 
+ 

714 

AAT/NAP 
714 
194 



(AF105716) 



Seq. No. 
Gene No. 
Start 



47774 

101673 

1 



Seq. ID OJ000214_06.0309.C13 
Strand + 
End 714 



49484 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000214_06.0309.C13.ol.tm Method 

1 End 

none Score 
1. .147,- 11. .148, 60. .161, 177. .293 

47774 Seq. ID 

101673 Strand 

1 End 

OJ000214_06.0309.C13.ol.gs Method 

78 End 

none Score 
78. .575 



TBLASTX: Maize 

293 

135 



OJ000214_06.0309.C13 
+ 

714 

GENSCAN 

575 

.85 



Seq. No. 47775 Seq. ID OJ000214_06 . 0309 . C14 

Gene No. 101674 Strand + 

Start 1 End 514 

Name OJ0002 14_06 . 0309 . C14 . ol . np Method AAT/NAP 

Start - s . 1 End 514 . 

GI 7489803 Score 535^ 

Exons 1 . .514 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47775 > Seq. ID OJ000214 

101675*' . Strand' + ' 

6725 End 8150 

OJ000214_06.0309.C14 .o4 Jnp Method AAT/NAP 

6725 End 8150 

5852084 Score 72 
6725. .6753, 8067. .8150 

(AL117264) zwh0007.1 [Oryza sativa] 



06.0309.C14 



47775 

101676 

2764 

OJ000214_06.0309.C14.o2.np 

2764 

6907086 



Seq. ID OJ000214 06.0309.C14 



Strand 
End 

Method 

End 

Score 



4633 
AAT/NAP 
4633' 
1489 



2764. .2924, 3002. .3180, 3294. .3350, 3566. .3800, 3861. .4633 
(AP001129) hypothetical protein [Oryza sativa] 



47775 Seq. ID 

101676 Strand 

2764 End 
OJ000214_06 . 0309 . C14 . o2 . gs Method 

4006 End 

none Score 
4006. .4314 



OJ000214_06.0309.C14 

4633 
GENSCAN 
4314 
.91 



Seq. No. 47775 Seq. ID 

Gene No. 101677 Strand 

Start 4885 - End 

Name OJ000214JD6 . 0309 . C14 . ol . tm Method 

Start 5 End 

GI none Score 

Exons 5.. 496, 7.. 495 



OJ000214_06.0309.C14 
7507 

TBLASTX: Maize 

496 

501 



49485 



Seq. No. 


47775 






Seq. ID 


OJ000214_06.0309. 


C14 


Gene No . 


i n i cnn 






.Strand 






Start 


4885 






End 


7507 




Name 


OJUUU^14 Ub. 


n *3 A Q 


.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


Q 

o 






End 


too 

538 






none 






Score' 


1 Jo 




Exons 




loz , 


275. .538, 280. .441 






Seq. No. 


47775 






Seq. ID 


OJ000214_06.0309. 


C14 


Gene No . 


iUlb / / 






Strand 






Start 


A O O C 






End 


7507 




Name 


OJUUUZ14 Ub. 


A O O O 

u joy 


.C14 .o3.gs 


Method 


GENSCAN 




Start 


ylQOC 

4ood 






End 


7507 




GI 


none 






Score 


.62 




Exons 


A O O C CHOC 


r 1 /-n 

0100 


..5272, 6171 


..6203, 7394. .7507 




Seq. No. 


47775 






Seq. ID 


OJ000214_06.0309. 


C14 


Gene No. - 


101677 






Strand 






Start 


4885 






End 


7-507 




Name 


OJ000214 06. 


0309, 


.C14.o3.np 


Method 


AAT/NAP 




Start 


5341 






End 


7273 




GI 


4680186 






Score 


180 




Exons 


5341. .5760, 


6263, 


..6366, 7244 


. .7273 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


' ' . 


Seq. No. 


47776 






Seq. ID 


OJ000214_06.0309. 


C16 


Gene No . 


101678 






Strand 


+ 




Start 


2516 . 






End 


4095 




Name 


OJ000214 06. 


0309, 


■C16.ol.gp 


Method 


AAT/GAP 




Start 


2516 






End 


2965 






none 






Score 


830 




Exons 


2516. .2965 












Seq. No. 


47776 






Seqf- ID 


OJ000214_06.0309. 


C16 


Gene . No . 


101678 






'Strand . 


+ 




Start 


2516 






End- ■ 


4095 




Name 


OJ000214 06. 


0309. 


,C16.ol.gs 


Method 


GENSCAN 




b tart 


2734 






End 


4095 




GI 


none 






Score 


.89 




Exons 


2734. .4095 














47776 






Seq. ID 


OJ000214_06.0309. 


pi £ 


Gene No. 


101679 






• Strand 


■ + 




Start 


7622 






End 


8947 




Name 


OJ000214 06. 


0309. 


C16.ol..np 


Method 


AAT/NAP 




Start 


7557 






End 


8 94 4 




GI 


7487145 ' : . 






Score 


7 96 




Exons 


7557. .8944 












GI Descrip. 


hypothetical 


protein T18E12. 


13 - Arabidopsis thaliana 





gi | 3548810 | gb | AAC34482 . 1 | (AC005313) putative chloroplast 
nucleoid DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 47776 Seq. ID OJ000214 

Gene No. 101679 Strand + 

Start 7622 End 8947 

Name OJ000214_06 . 0309 . C16 . o3 . gs Method GENSCAN 



06.0309.C16 



49486 



Start 
GI 

Exons 



7622 
none 

7622. .8947 



-End 
Score 



8947 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47776 

101680 

2990 

OJ000214JD6. 0309.C16.o2.gp 
2990 

54863_1.R1084 
2990. .3481 

'3548810 9.0e-29 (AC005313) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_06.0309.C16 

3481 
AAT/GAP 
3481 
945 



putative, chloroplast nucleoid DNA 



binding protein [Arabidopsis thaliana] 1 



47776 Seq. ID 

101681 Strand 

4 903 End 
OJ000214_06.0309.C16.o2.gs Method 

4903 End 

none Score 
4903. .5577 



OJ000214_06.0309.C16 

5577 
GENSCAN 
5577 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47776 
101682 
9504 

OJ000214_06.0309.C16.ol.tc 
3000 



OJ000214 06.0309.C16 



none 
3000, 
3628. 
8129. 



Seq. ID 
Strand 
End 

_ --Method 

End 
Score 

3110, 3001. .3108, 3112. .3183, 3354. .3476, 3454. .3507, 
3840, 3883. .3942, 3982..4089, 7895. .7984, 7988. .8095, 
8395, 8146. .8358, 8495. .8599, 8834. .8935, 10030. .10179 



10182 

TBLASTX: Cress 

10179 

102 



Seq. No. 47776 
Gene No. 101682 
Start 9504 

Name OJ000214_06 . 0309 . C16 . ol . ts 

Start 3000 
GI none 

Exons 3000. .3098, 3001.. 3102, 3109. 

3463. .3516, 3580. .3816, 3805. 
7895. .7981, 7987. .8064, 7988. 
8263.-8394, 8264. .8416, 8470. 
• 8723.. 8950, 9681 .. 9905, ' 9937 . 

Seq. No. 47776 

Gene No. 101682 

Start 9504 

Name OJ000214_06 . 0309 . CI 6 . o3 . tm 

Start 3025 

GI none 
Exons 



Seq. ID OJ000214_06.0309.C16 
Strand 

End 10182 

Method TBLASTX : Soybean 

End 10182 

Score 158 
.3189, 3280.. 3324, 3402, 
.3840, 3904. .4095, 7894, 
.8095, 8125.. 8202, 8126. 
.8598, 8492. .8599, 8722, 
.10002, 10072. .10182 



3503, 
7980, 
8203, 
8934, 



Seq. ID OJ000214_06.0309.C16 



Strand 
End 

Method 

End 

Score 



10182 

TBLASTX: Maize 

10179 

81 



3025. .3108, 3112..3183, 3244. .3276, 3354. .3476, 7913. .7981, 
7988. .8095, 8108. .8401, 8146. .8400, 10072. .10179 



Seq. No. 
Gene No. 
Start 
Name 



47776 

101682 

9504 

OJ000214 



06.0309.C16.ol.tm 



Seq. ID OJ000214_06.0309.C16 
Strand 

End 10182 

Method TBLASTX: Maize 



49487 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3500 End 10038 

none Score 7 4 

3500. .3520, 3546. .3653, 3555. .3689, 3556. .3840, 3735. .3839, 

8408. .8449, 8476. .8598, 84 95 .. 8 599, . 9928 10038 ' 



47776 

101682 

9504 

OJ000214_06.0309.C16.o2.tm 

3882 

none 

3882.. 3908, 3903.. 4127, 3904 
8744. .8791, 8854. .8934, 9483 

47776 

101682 

9504 

OJ000214_06.0309.C16-.o4 .gs 

9504 

none 

9504. .10043 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4113, 4124 
.9602, 9681 



OJ000214 06.0309.C16 



10182 ' 
TBLAST-X: Maize 
9734 
41 

.4177, 
.9734 



8738. .8947, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_06.0309.C16 

10182 
GENSCAN 
10043 • 
.56 



Seq. No. 

Gene No . . 

Start-' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47777 Seq. ID OJ000214_06 . 0309 . C17 

101683 Strand + 

1226 End 1679 

OJ000214_06.0309.C17 .olTgp Method AAT/GAP ■ 

1226 End 1679 

7406_1.R1084 Score 217 

1226. .1255, 1518. .1679 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



47777 

101684 

1 

OJ000214J36.0309.C17.ol. np 
1 

7228442 
1..1075 
(AP0013 
predict 
isolog . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_06.0309.C17 

1075 
AAT/NAP 
1075 
1873 



66) EST C28952 (C62945) corresponds to a region of the 
ed gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. No. 


47777 












Seq. ID 


OJ000214 


Gene No. 


101684 












Strand 




Start 


1 












End 


1075 


Name 


OJ000214 


_06 


.0309 


C17 


.ol. 


gs 


Method 


GENSCAN 


Start 


18 " 












. End 


1075 


GI 


none 












Score 


.93 


Exons 


18. .1075 
















Seq. No. 


47778 












Seq. ID 


OJ000214 


Gene No. 


101685 












Strand 




Start 


458 












End 


527 


Name 


OJ000214 


_06 


0309 


C18 


ol. 


gs 


Method 


GENSCAN 


Start 


458 












End 


527 


GI 


none 












Score 


. 93 



49488 



Exons - 



458. .527 



Seq. No. 47779 
Gene No. ' 101686 

Start 855 

Name OJ000214JD6 . 0309 . C21 . ol . 

Start . 855 

GI none 

Exons 855.. 906, 1694.. 1752 



gs 



Seq. ID OJ000214_06.0309.C21 

Strand + 

End 1752 

Method GENSCAN 

End 1752 

Score . 6 



'Seq. No. 47779 

Gene No. 101687 

Start 3265 

Name OJ000214_06 . 0309 . C21 . ol , 

Start 3265 

GI 49836_1.R1084 

Exons 3265.. 3677 

GI Descrip. '836954 3.0e-10 (U20948) 
trifida] 



gp 



Seq. ID OJ000214_06.0309.C21 

Strand + 

End 3677 

Method AAT/GAP 

End 3677 

Score 730 



receptor protein kinase [Ipomoea 



Seq. No. 47779 

Gene No. 101688 

Start 1 

Name OJ000214JD6 . 0309 . C21 . ol , 

Start 1 

GI . 6006367 

Exons 1..37, 1061.. 1197, 2693. 
GI Descrip. " (AP000559) hypothetical 



Seq. ID OJ000214_06.0309.C21 
Strand 

End 2720 

np Method AAT/NAP 

End 2720 

Score 54 

.2720 

protein [Oryza sativa] 



Seq. No. 47779 

Gene No. 101689 

Start 3446 

Name OJ000214_06 . 0309 . C21 . o2 . np 

Start 3425 

GI 7267280 

Exons 3425.-3754, 3869.. 4019, 4155. 

5104-. .5261, 8260.. 898-9, 11674 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4392, 4521 
,.11695 



OJ000214 06. 0-309. C21 



11695 
AAT/NAP 
11695 
921 

4731, 



(AL161503) receptor protein kinase-like protein 
thaliana] 



4869. .4974, 
[Arabidopsis 



Seq. No. 47779 

Gene No. 101689 

Start 3446 

Name OJ000214_06 . 0309 . C21 . o2 

Start 3432 

GI none 

Exons 3432.. 3521, 3513.. 3680, 

Seq. No. 47779 

Gene No. 101689 

Start 3446 

Name OJ000214_06 . 0309 . C2 1 . o2 

Start 3446 

GI none 

Exons 3446..3754, 3869.. 4019, 
5150. .5260, 5398. .5517, 



Seq. ID OJ000214_06.0309.C21 
Strand 

End 11695" 

.tm Method TBLASTX: Maize 

End 4019 

Score 39 
3530. .3754, 3869. .4018, 3870. .4019 

Seq. ID OJ000214_06.0309.C21 
Strand 

End 11695 
.gs Method GENSCAN 

End 9116 

Score .53 
4155. .4392, 4521. .4731, 4869. .5068, 
5584. .5883, 6417. .6506, 8288. .9116 



49489 




Seq. No. 


A *7 T. *7 A 

4 7779 








Seq. ID 


OJ000214 


_06. 0309. C21 


Gene No. 


T A 1 /T Q A 

101689 








Strand 






Start 


3446 








End 


11695 




Name 


OJ000214_06 


.0309 


.C21.ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


34 DO 








End 


8510 




GI 


none 








Score 


93 




Exons . 


o >i zr c o zr o o 

34 65. . -3683, 


O C VI o 

3542 


. . 3754 , 


O O A A 

3899 


..4015, 3900.. 4016, 


4115. . 4339, 




415/. .4 3.93, 


A 1 C O 

4 158 


. 4 394 , 


4 164 


..4412, 4522. .4749, 


4523. .4717, 




A Q C A A CkHO 

4 8 64. . 4 9 bo , 


/I O ZT A 

4869 


A A "7 zT 

.4 97 6, 


A A O f 

4 98 6 


. .5030, * 5073. .5147, 


A O A 1 ACTA 

8301 . .8510 


Seq. No. 


47779 








Seq.. ID 


OJ000214 


_06 . 0309. C21 


Gene No. 


101689 








Strand 






Start 


3446 








End 


11695 




Name 


z~\taaaai /i a^t 
OJ000214 UD . 


A *D A A 

0309 


C21 . Ol 


. t S 


Method 


TBLASTX-: 


Soybean 


Start 


O C A O 

3542 








End 


4740 


GI 


none 








Score 


89 




Exons 


O C d O O "7 C /I 

3542 . . 3754 , 


O C A O 

3543 


O zT O /T 

.3686, 


O O /" A 

38 69 


..4018, 3873. .4019, 


4157 . . 4393, 




4158. .43b/, 


/I 1 O A 

4184 


/ OTO 

.43/2, 


A C A A 

4504 


.4740, 4553. .4732 




Seq. No. 


47779 








Seq. ID 


OJ000214 


_06.0309.C21 


Gene No. 


101689 








Strand 






Start 


O A A d 

34 4 6 








End 


11695 




Name 


/-s T A A A A 1 >1 A/" 

OJ000214 06. 


0309 . 


C21 . ol 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4152 








End 


4600 




GI 


none 








Score 


191 




Exons 


4 1 CO /IOTA 

4 152 . .4 379, 


4 163 . 


/I O A O 

. 4393, 


A C O O 

4 522 


.4599, 4523. .4600. 




Seq. No. 


4 777 9 








Seq. ID 


OJ000214 


_06.0309.C21 


Gene No. 


101689 








Strand 






Start 


3446 








End 


11695 




Name 


r\ T A A A O ~\ A A ZT 

OJ000214 06. 


A O A A 

0309 . 


C21 . ol . 


tm 


Method 


TBLASTX : 


Maize 


Start 


4154 








End 


4749 




GI 


none 








Score 


170 




Exons 


* 1 r « /I O O 1 

4 154 . .4 381, 


4156 . 


. 4392, 


4157 . 


.4393, 4158. .4412, 


4167 . . 4412, 




4 COO A 1 A (\ 

4 522 . .4 /4 9, 


* coo 

4523 . 


A T O O 

.4732 










Seq. No. 


47779 








Seq. ID 


OJ000214 


_06.0309.C21 


Gene No. * 


101689 " 








Strand 






Start 


"2 A A C 

34 4 6 








End 


11695 




Name 


Ai T A A A A 1 A A /" 

OJ000214 06. 


A O A A 

0309 . 


C21 . o2 . 


gp 


Method 


AAT/GAP 




Start 


OTA/" 

8706 








End 


9211 




GI 


none 








Score 


938 




Exons 


OTA/"- A O "1 1 

8706 . .9211 














o e q . in o . 


a n "7 p n 








Seq. ID 


OJ000214' 


A C A O A A r^OO 

U 6 . 030 9 . C22 


Gene No. 


101690 








Strand 


+ 




Start 


1 








End 


3445 




Name 


OJ000214 06. 


0309. 


C22.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1855 




GI 


7228438 








Score 


2127 




Exons 


1..133, 218. 


.628, 


719. .1017, 


1094. .1352 


, 1445.. 


1627, 1785. .1 



GI Descrip. (AP001366) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza satiya] 

Seq. No. 47780 Seq. ID OJ000214_06 . 0309 . C22 

Gene No. 101690 Strand + 

. - - 4 94 90 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



3445 
AAT/NAP 
2725 
277 



OJ000214_06.0309.C22.o2.np 
1 

7228442 
1..121, 2541. .2725 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] .... 



47780 
101690 ' 
1 

OJ000214_06.0309.C22.ol.gs 
47 

none 

47. .133, 218. .628, 719. .1017, 
1597. .1694, 1941. .2072, 2136. 
3283. .3445 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1094 



OJ000214_ 
+ 

3445 
GENSCAN 
3445 
.65 

1352, 1445., 



06.0309.C22 



.2183, 2188.. 2390, 



1570, 

2541. .2724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47780 Seq. ID OJ000214J36 . 0309 . C22 

101690 Strand + 

1 End 34 4 5 

OJ000214_06 . 0309 . C22 . ol . gp Method AAT/GAP 

845 End 1344 

LIB3475-007-P1-K1-G8 Score 801 

845.. 1017, 1094. .1344 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367). EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ? 





Seq. No. 


47780 




Seq. ID 


OJ000214J)6, 


.0309. C22 




Gene No. 


101691 




Strand 








Start 


2130 




End 


3375 






Name 


OJ000214 06.0309.C22.o3. 


np 


Method 


AAT/NAP 




L _s 


Start 


2130 




End 


3375 






GI 


6721543 




Score 


128 






Exons 


2130. .2189, 3245.-3375 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47780 




Seq. ID 


OJ000214_06. 


.0309. C22 


r **! 


Gene No. 


101691 




Strand 








Start 


2130 




End 


3375 






Name 


OJ000214 06.0309.C22.o2. 


gp 


Method 


AAT/GAP 






Start 


2922 




End 


3361 






GI 


7406 1.R1084 




Score 


57 6 






Exons 


2922. .2996, 3031.. 3361 












GI Descrip. 


' 1122315/emb|CAA63901 | 7 


.0e- 


10 (X94191) 


heat shock 


protein 17 






[Pennisetum glaucum] 1 












Seq. No. 


47781 




Seq. ID 


OJ000214_06. 


.0309. C23 




Gene No. 


101692 




Strand 


+ 






Start 


186 




End 


1319 






Name 


OJ000214 06.0309.C23.ol. 


gs 


Method 


GENSCAN 






Start 


186 




End 


1319 






■GI 


none 




Score 


.65 






Exons 


186. .1319 











49491 




Seq. No. 


47782 








Seq. ID 


OJ000214 


06. 


0309 


.C24 


Gene No. 


101693 








Strand 


+ 








Start ' 


3378 








End 


4737 








Name 


OJ000214_06. 


0309_. 


C24 . o2 


.gs 


Method 


GENSCAN 








Start 


3378 








End 


4737 








GI 


none 








Score 


.49 








Exons 


3378 . . 3456, 


3525. 


.4257, 


4332. 


. 4737 










Seq. No. 


• 47782 








Seq. ID 


OJ000214 


06. 


0309 


.C24 


Gene No. 


101694 








Strand 










Start 


1238 








End 


2203 








Name 


OJ000214 06. 


0309. 


C24 .ol 


gs 


Method 


GENSCAN 








Start 


1238 








End 


2203 








GI 


none 








Score 


. 94 








Exons 


1238. . 1735, 


2198 . 


.2203 














Seq. No. 


47783 








Seq. ID 


OJ000214 


06. 


0309 


.C25 


Gene No. 


101695 








Strand 


+ 








Start 


1 








End 


893 








Name 


OJ000214 06. 


0309. 


C25 . ol 


gp 


Method 


AAT/GAP 








Start 


1 . 








End 


893 








GI 


702903 








Score 


669 








Exons 


1. .200, 643. 


. 893 
















Seq. No. 


47783 








Seq; ID 


OJ000214 


_06. 


0309 


.C25 


Gene No. 


101695 








'Strand 


+ 








Start 


1 








End 


.893 








Name 


OJ000214 06. 


0309. 


C25.ol. 


gs 


Method 


GENSCAN 








Start 


63 








End 


735 








GI 


none 








Score 


.48 








Exons 


63.. 200, 643 


. .735 















Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47783 

101696 

2348 

OJ000214 
2330 
7488195 
2330. .30 
4995. .51 
probable 
F21P8.70 
(AL02234 
thaliana 
kinase-1 



_06.0309.C25.ol.np 



69, 
45, 



3396. 
5363. 



.3584, 
.5681 



4200. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4287, 



OJ000214_ 
+ 

5681 
AAT/NAP 
5681 
776 
4363. .4573, 



06.0309.C25 



4668. .4905, 



serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
- Arabidopsis thaliana gi | 3021270 | emb | CAA18465 . 1 | 
7) serine/threonine kinase-like protein [Arabidopsis 
] gi | 7269165 | emb | CAB79273.il (AL161558) serine/threonine 
ike protein [Arabidopsis thaliana] 



Seq. No. 47783 

Gene No. 101696 

Start 2348 

Name OJ000214_06 . 0309 . C25 . o2 . gs 

Start 2348 

GI none 

Exons 2348. .3060, 4077. .4287, 4363. 
5363.. 5659 



Seq. ID OJ000214_06.0309.C25 

Strand + 

End 5681 

Method GENSCAN 

End 5659 

Score . 67 

.4618, 4668. .4905, 4995. .5145, 



Seq. No. 47783 Seq. ID OJ0002 14_06 . 0309 . C25 

Gene No. 101697 ^ Strand 

49492 




Start 


3637 










End 


4227 


Name ■ 


OJ000214_06 


. 0309 . 


C25.o2 


.tc 




Method 


TBLASTX: Cress 


Start 


89 










End 


729 


GI 


none 










Score 


187 * 


Exons 


89 . . 199, 90 


. . 200, 


92. .217, 


93 


. . 200, 94 


. .207, 637 . . 729 


Seq. No. 


47783 










Seq. ID,. 


OJ000214__06.0309.C25 


Gene No. A 


~ ' 10 16 9' 7 










Strand 




Start 


3637 










End 


4 227 


Name 


OJ000214 06 


. 0309 . 


C25.o3 


. tm 




Method 


TBLASTX: Maize 


Start 


89 










End 


702 


GI 


none 










Score 


189 


Exons 


89 . . 199, 90 


. . 200, 


91. .204, 


94 


. . 201, 95 


. . 202 , 637 . . 702 


Seq. No. 


47783 










Seq. ID 


OJ000214 06.0309.C25 


Gene No. 


101697 










Strand 


- 


Start 


3637 










End 


4227 


Name 


OJ000214 06 


. 0309 . 


C25.o2, 


. tm 




Method 


TBLASTX: Maize 


Start 


2447 










End * 


2743 


GI 


none 










Score 


146 


Exons 


2447 . .2593, 


2633 . 


.2743 










Seq. No. 


47783 










Seq. ID 


OJ000214 06.0309.C25 


Gene No. 


101697 










Strand 




Start 


3637 










End , 


4227 


Name 


OJ000214_06 , 


. 0309; 


C25.o2< 


■ gp 




Method 


AAT/GAP 


Start 


3637 










End 


4227 


GI 


none 










Score 


772 


Exons 


3637 . . 3981, 


4144. 


.4227 










Seq. No. 


47783 










Seq. ID 


OJ000214_06.0309.C25 


Gene No. 


101698 










Strand 




Start 


4161 










End 


5572 


Name 


OJ000214_06, 


.0309. 


C25.ol. 


.tc 




Method 


TBLASTX: Cress 


Start 


4161 










End 


5572 


GI 


none 










Score 


96 


Exons 


4161 . . 4301, 


4198 . 


.4287, 


4360. , 


.4572, 4362. .4571, 4661. .4903, 




4 666. . 4 902, 


4720 . 


.4905, 


4998. , 


.5105, 4999. .5124, 5372. .5572, 




5437 . . 5532 














Seq. No. 


47783 










Seq. ID 


OJ000214_06.0309.C25 


Gene No. 


101698 










Strand 




Start 


4161 










End ■ 


5572 


Name 


OJ000214_06. 


.0309. 


C25.ol. 


. ts 




Method 


TBLASTX: Soybean ■ 


Start 


4173 










End 


5569 


GI 


none 










Score 


77 


Exons 


4173. . 4301, 


4201 . 


.4287, 


4360. . 


.4572, 4362.. 4565, 4420.. 4572, 




4661 . . 4903, 


4666 . 


.4902, 


4995. . 


.5099, '4.995. . 5093, 4996. .5145, 




4999. . 5136, 


5312 . 


.5569 










Seq. No. 


4 / loo 










Seq. ID 


OJ000214_06.0309.C25 


Gene No. 


101698 










Strand 




Start 


4161 










End 


5572 


Name 


OJ000214 06. 


0309. 


C25.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


4189 










End 


5539 


GI 


none 










Score 


113 


Exons 


4189. .4287, 


4218. 


.4280, 


4250. . 


,4288, 4360. .4572, 4362. .4556, 



49493 



4375. .4572, 4687. .4902, 4688. .4903, 4995. .5105, 4996. .5139, 
5159. .5197, 5312. .5539, 5437. .5538 



Seq. No. 47783 

Gene No. 101698 

Start 4161 

Name OJ000214_06 . 0309 . C25 . o2 . tw 

Start 4335 

GI none 

Exons 4335. .4580, 4360. .4599, 4661. .4729 



Seq. ID OJ000214_06.0309.C25 



Strand 
End 

Method 
End 
Score 



5572 

TBLASTX: Wheat 

4729 

241 



Seq. No. 


A H H Q *3 


Seq. ID 


OJ000214 


_06. 


0309 




Gene No. 


1 a *t coo 

lui byy 


Strand 










Start 


A 1 £L 1 

4 1 ol 


End 


5572 








Name 




Method 


TBLASTX: 


Wheat 




Start 


4 / JU 


End 


5145 








GI 


none 


Score 


223 








Exons 


4730. .4906, 4732. .4905, 4995. 


.50-90, 4996.. 5145 








Seq. No. 


A 1 1 O A 

4 / /o4 


Seq. ID 


OJ000214 


A *T 


A O A A 


. C2 6 


Gene No. 


*i a i /"on 

iui by y 


Strand 


- 








Start 


3U1 


End 


827 








Name 


OJ0UUzl4 06 . 0309 . C26 . ol . gs 


Method 


GENSCAN 








Start 


301 


End 


827 








GI 


none 


Score 


.58 








Exons 


; 301. .421, 454. .827 












Seq. No. 


47785 


Seq. ID 


OJ000214 


A 1 
U 1 . 


A O A O 


. Co 


Gene No. 


101700 


Strand 


+ 








Start 


438 


End 


539 








Name 


OJ000214 01.0308.C6.ol.gs 


Method 


GENSCAN 








Start 


438 


End 


539 








bl 


none 


Score 


.77 








HiXons 


438. .539 












Seq. No. 


4 77 8 6- 


Seq. ID 


OJ000214 


_01. 


0308, 


,C7 


Gene No. 


101701 


Strand 


+ 








Start 


11557 


End 


11661 








Name 


OJ000214 01.0308.C7.o3.np 


Method 


AAT/NAP 








Start 


11557 


End 


11661 








GI 


7523502 


Score 


126 








Exons 


11557. .11661 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47786 


Seq. ID 


OJ000214 


_01. 


0308. 


,C7 


Gene No. 


101702 


Strand 










Start 


1 


End 


3291 








Name 


- OJ000214 01.0308.C7.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


3291 








GI 


144 1.R1084 


Score 


2298 








Exons 


1..391, 516. .656, 2543. .3291 













GI Descrip. 1 313554 3/gb | AAC1654 5 . 1 | 1.0e-153 (AF062393) aquaporin [Oryza 
sativa] ' 



Seq. No. 47786 Seq. ID OJ000214_01 . 0308 . C7 

Gene No. 101702 Strand 

Start 1 End 3291 



49494 



Name 

Start 

GI 

Exons 



# 



OJ000214_01 . 0308 . C7 . ol . gs Method GENSCAN 

278 End 3160 

none Score .76 

278. .391, 516. .656, 1059. .1113, 1512. .1603, 25.43. .2788, 

2915. .3160 



Seq. No. 47786 Seq. ID OJ000214_01 . 0308 . C7 

Gene No. 101702 Strand 

Start 1 " End 3291 

Name OJ000214_01 . 0308 . C7 . ol . np Method AAT/NAP 

Start 281 * End 3160 

GI 7441249 Score 1381 

Exons 281. .391, 516 .. 656, 2543 .. 3160 

GI Descrip. probable plasma membrane intrinsic protein - rice 

gi|3135543|gb|AAC16545.1| (AF062393) aquaporin [Oryza sativa] 



Seq. No. 47786 Seq. ID 

Gene No. 101703 Strand 

Start 10751 End 

Name OJ000214_01 . 0308 . C7 . ol . tm Method 

Start 110 End 

GI none Score 
Exons 



OJ000214_01.0308.C7 
11920 

TBLASTX: Maize 

3160 

36 



110. .157, 245. .283, 269. .394, 278. .391, 495. .656, 511., 
516. .656, 517. .660, 2540. .3160, 2541. .2663, 2706. .2864, 
2940.. 3056 ^ ■/ 



657, 



Seq. No. 4'7786 

Gene No. 101703 

Start 10751 

Name OJ000214_01 . 0308 . C7 . ol . tw 

Start 277 

GI none 
Exons 



Seq. ID OJ000214_01.0308.C7 



Strand 
End 

Method 

End 

Score 



11920 

TBLASTX: Wheat 

6951 

56 



277. .315, 278. .373, 281. .382, 371. .394, 372. .392, 374. .394, 
525. .656, 529. .657, 2540. .3142, 2541. .2660, 2706. .2864, 
2952.. 3050, 6702.. 6752, 68 62**6951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47786 

101703 

10751 

OJ000214_01.0308 .C7.ol. tc 

281 

none 



Seq. ID ( OJ000214_01 . 0308 . C7 
Strand 

End 11920 
Method TBLASTX : Cress 
End 3115 
Score 101 



281. .391, 297. .389, 511. .657, 516 .. 656, 2540 .. 2899,' 254 1 2666, 
2706. .2864, 2954. .3115, 2970. .3050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47786 

101703 

10751 

OJ000214_01.0308.C7.ol.ts 

284 

none 



Seq. ID OJ000214_01.0308.C7 
Strand 

End 11920 

Method * TBLASTX :-Soybean 

End 3121 

Score 123 

284. .391, 297. .389, 511. .657, 516. .656, 2540. .2899, 2541. .2666, 
2706. .2864, 2943. .3050, 2954. .3121 



Seq. No. 
Gene No. 
Start 



47786 

101703 

10751 



Seq. ID OJ000214_01.0308.C7 
Strand 

End 11920 



49495 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000214_01 . 0308 . C7 . o2 . np Method AAT/NAP 

10751 End 11920 

7228450 Score 118 

10751. .10866, 10953. .11033, 11881. .11920 
(AP001366) hypothetical protein [Oryza sativa] 



47787 Seq. ID 

101704 Strand 

624 End 

OJ000214_01 . 0308 . C8 . ol . gp Method 

624 End 

LIB34 31-027-P1-K1-D5 Score 
624 . .767 

'2190552 1.0e-21 (AC001229) Similar to Holcus major pollen 
allergen (gb__Z27084 ) . [Arabidopsis thaliana] 1 



OJ000214_01.0308.C8 
+ 

767 

AAT/GAP 

767 

239 



Seq. No. 47788 Seq. ID 

Gene No. 101705 Strand 

Start 4 951 End 

Name OJ000214_01 . 0308 . C13 . o2 . gs Method 

Start 4951 End 

GI none Score 

Exons 4951. .5175,- 5477. .5617 



OJ000214_01.0308.C13 
+ 

'5617 
GENSCAN 
5617 
.87 



Seq. No. 47788 Seq. ID 

Gene No. 101706 Strand 

Start 2819 " 1 End 

Name OJ000214_01 . 0308 . C13 . ol . gp Method 

Start 2625 ■ End 

GI 2442189 Score 

Exons 2625. .2940 



OJ000214_01.0308.C13 

3976 
AAT/GAP 
2940 
577 



^ Seq. No. 47788 Seq. ID 

Gene No. 101706 Strand 

3 Start 2819 End 

1 Name OJ000214_01 . 0308 . Cl-3 . ol . gs Method 

2 Start 2819 ' T End 

![ GI none Score 
Exons 



OJ000214_01.0308.C13 
3976 

GENSCAN ■ 
3897 -.- 
.8 



2819. .2929, 3044. .3244, 3289. .3433, 3635. .3897 



Seq. No. 


47788 


Seq. ID 


OJ000214_01.0308.C13 


Gene Np. 


101706 


Strand 




Start 


2819 


End 


3976 


Name 


OJ000214 01.0308.C13.ol. 


np Method 


AAT/NAP 


Start 


2819 


End 


3891 


GI 


4741931 


Score 


1143 


Exons 


2819. .2929, 3044 . .3184, 


3289. .3891 




GI Descrip. 


{AF130975) plasma membrane intrinsic protein [Zea mays] 


Seq. No. 


47788 


Seq. ID 


OJ000214_01.0308.C13 


Gene No. 


101706 


Strand 




Start 


2819 


End 


3976 • 


Name 


OJ000214 01.0308.C13.o2. 


gp Method 


AAT/GAP 


Start 


3479 


End 


3976 


GI 


19520 1.R1084 


Score 


832 


Exons 


3479. .3976 






GI Descrip. 


, 5852172/emb ICAB55410.il 


4.0e-ll (AL117265) zhb0002.1 [Oryza 



49496 






sativa] 1 














'.Seq. No. 


47788 








Seq. ID 


OJ000214 


_01.0308.C13 


Gene No. 


101707 








Strand 


- 




Start 


C O A A 

5804 








End • 


677 6 




Name 


/"\ T A A A A "I A A "1 

OJ000214_01 . 


A "5 A O 

.0308 


. C13 . o3 


.gs 


Method 


GENSCAN 




Start 


5804 








End 


6776 . 




GI 


none 








Score 


.75 ' 




Exons 


COAX C A A A 

5804 . . 5992, 


c n o o 

D / 2 3 


. . 677 6 










Seq. No. 


47788 








Seq. ID 


OJ000214 


_01.0308.C13 


Gene No. 


101708 








Strand 






Start 


8992 








End 


9222 




Name 


OJ000214_01. 


,0308 


.C13.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2785 








End 


3852 




GI 


none 








Score 


41 




Exons 


2785 . .2844, 


2789 


. .2881, 


2826 . 


.2912, 2852. .2911, 


2858. .2956, 




2909 . .2932, 


3044 


. . 3184 , 


3108 . 


.3185, 32.80.. 3852, 


3281. .3370, 




"5 A' A (\ —> ~7 a a 

3449. .3799 














Seq. No, 


47788 








Seq. ID 


OJ000214 


_01 . 0308 . C13 


Gene No. 


101708 








Strand 






Start 


8992 








End 


9222 




Name 


T A A A A "1 a A *1 

OJ000214 01. 


0308 


. C13 . ol , 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2805 








End 


3855 




GI 


none 








Score 


96 . 




Exons 


2805 . . 2879, 


2826 


. .2942, 


2852 . 


.2929, 3047. .3184, 


3108. .3185, 




3280 . . 3855, 


3281 


. . 3370, 


3430 . 


.3558, 3449. .3793, 


3637. .3807 


Seq. No. 


47788 








Seq. ID 


OJ000214 


01 . 0308 .C13 


Gene No. 


101708 








Strand 






Start 


8992 








End 


9222 




Name 


/~\ T A A A A "1 a at 

OJ000214 01. 


0308 


. C13 . ol . 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2850 








End 


3852 




GI 


none 








Score 


91 




Exons 


A A C A A A A A 

2850 . . 2930, 


2852 


. . 2932, 


2978 . 


.3184, 3044. .3184, 


3108. .3185, 




3280 .,. 3669, 


3281 , 


. . 3370, 


34 64 . 


.3664, 3700. .3852, 


J ( 1U . » J / Ol 


Seq. No. 


47788 








Seq. ID 


OJ000214 


_01.0308.C13 


Gene No. 


101708 








Strand 






Start 


8992 








End 


9222 




Name 


OJ000214_01. 


0308, 


,C13.ol. 


, ts 


Method 


TBLASTX : 


Soybean 


Start 


2850 








End 


3855 




GI 


none 








Score 


88 




Exons 


2850 . . 2945, 


2852 , 


. .2932, 


3044 . 


.3184, 3108. .3185, 


3280. .3669, 




3281 . . 3370, 


3430 , 


. . 3570, 


3452 . 


.3664, 3658. .3855, 


3662. .3796, 




3676. .3807 






_ 








Seq. No. 


47788 








Seq. ID 


OJ000214 


_01.0308.C13 


Gene No. 


101708 








Strand 






O L a I L 


O Zf Z> 








End 


9222 




Name 


OJ000214 01. 


0308. 


,C13.o4. 


gs 


Method 


GENSCAN 




Start 


8992 








End 


9222 




GI 


none 








Score 


.87 




Exons 


8992. .9222 














Seq. No. 


47789 








Seq. ID 


OJ000214 


__01.0308.C14 



49497 



m 



Gene No. 


101709 








Strand 


+ 


otart 


33 








End 


4 31 


Name 


OJ000214 01 


.0308, 


.C14/ol 


.gs 


Method 


GENSCAN 


Start 


33 






End 


/I -31 

4 31 


GI 


none 








Score 


. 55 


Exons 


33. .155, 276. .431 








Seq. No. 


47789. 








Seq. ID 


OJ000214 


Gene No. 


101710 . 








Strand 


+ 


Start 


1817 








hna 


2Uoo 


Name 


r\ Toon o i a m 


.0308. 


.C14.ol 


.gp 


Method 


7\ TV m //^t\ n 

AAT/GAP 


Start 


1817 








T-l „ -J 

End 


A A /~ O 

2068 


GI 


none 








Score 


A O O 

4 88 


Exons 


1817. .2068 












Seq. No. 


47789 








Seq. ID 


T A A A O T / 

OJ0002 14 


Gene No. 


101711 








Strand 




Start 


1 








End 


169 


Name 


r\ t A A A o i a at 

OJ000214 01 


.0308. 


,C14.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


169 


GI 


6069657 








Score 


T T O 


Exons 


1. .169 












GI Descrip. 


(AP000616) : 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47-789 








Seq. ID 


OJ000214 


Gene No. 


101712 








Strand 




Start 


1880 








End 


o A n A 

Z 4 / 9 


Name 


T A A A O T a at 

OJ000214 01 


.0308. 


,C14.o2 


.gs 


Method 


GENSCAN 


Start 


1880 








End 


24 78 


GI 


none 








Score 


T A 

. 72 


Exons 


1880. .1927, 


2269. 


.2319, 


2401. 


.2478 




Seq. No. 


47789 








Seq. ID 


/"\ T A A A A T vl 

OJ000214 


Gene No. 


101712 








Strand 




Start 


1880 








End 


2479 


Name 


/"\ T A A A O T a at 

OJU0(J214 Ul 


.0308. 


C14-.ol 


. tm 


Method 


TBLASTX: 


Start 


2206 








End- 


2479 


GI 


none 








Score 


114 


Exons 


2206. .2310, 


2211. 


.2321, 


2212. 


.2331, 22 


13. .2320, 




2400. .2477, 


2401. 


.2478, 


2401. 


.2478, 2402. .2479 


Seq. No. 


47789 








Seq. ID 


OJ000214 


Gene No. 


101712 








Strand 




btart 


1880 








End 


2479 


Name 


OJ000214 01 


.0308. 


C14.ol 


■ ts 


Method 


TBLASTX: 


Start 


2221 








End 


2479 


GI 


none 








Score 


84 


Exons 


2221. .2331, 


2225. 


.2320, 


2401. 


.2478,* 2402. .2479 


beq. no. 


47789 








Seq. ID 


OJ000214 


Gene No. 


101712 








Strand 




Start 


1880 








End 


2479 


Name 


OJ000214 01 


.0308. 


C14.ol 


. tc 


Method 


TBLASTX:' 


Start 


2228 








End 


2478 


GI 


none 








Score 


58 


Exons 


2228. .2320, 


2230. 


.2331, 


2401. 


.2478, 2402. .2473 



49498 



m 



Seq. No. 47790 ' Seq. ID 

Gene No. 10.1713 Strand 

Start 665 End 

Name OJ000214_01 . 0308 . C17 . ol . gs Method 

Start 665 End 

GI none Score 

Exons 665. .1090 



OJ000214_01.0308.C17 

1090 
GENSCAN 
1090 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47791 Seq. ID 

101714 Strand 
1 End 
OJ000214_01 . 0308 . C22 . ol . np Method 
1 End . 

6063554 Score 
1..120, 400. .769 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond, to a region of the predicted gene.; hypothetical 
protein i.Oryza sa,tiva] 



OJ000214_01.0308.C22 
769 

AAT/NAP 

769 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47791 • Seq. ID 

101714 Strand 
1 End 
OJ000214_01 . 0308 . C22 . ol . gs Method 
178 End 
none Score 
178. .258, 440. .641 

47792 Seq. ID 

101715 Strand 
1 End 
OJ000214_01.0308.C24 .ol.np Method 
1 End 
5852180 Score 
1..193, 1193. .1330 

(AL117265) zhbOOOlO. 1 [Oryza sativa] 

47792 Seq. ID 

101715 Strand 

1 End 
OJ000214_01.0308.C24.ol.gs Method 

32 6 End 

none Score 
326. .384, 917. .995 



OJ000214_01. 0308.C22 
769 

GENSCAN 

641 

.44 



OJ000214_01.0308.C24 

1330 
AAT/NAP 
1330 
119 



OJ000214_01.0308.C24 

1330 
GENSCAN 
995 
.52 



Seq. No. 47793 Seq. ID 

Gene No. 101716 . . Strand 

Start . 1022 • * ' End 

Name OJ000214_01 . 0308 . C25 . ol . gs Method 

Start 1022 End 

GI none Score 

Exons 1022. .1336 



OJ000214_01.0308.C25 
+ 

1336 
GENSCAN 
1336 
. 68 



Seq. No. 47793 Seq. ID 

Gene No. 101717 Strand 

Start 802 End 

Name OJ000214_01 . 0308 . C25 . ol . np Method 

Start 802 End 



OJ000214JH . 0308. C25 

1189 

AAT/NAP 

1189 



49499 



m 



C T 


"7 C 9 -3 C f| 1 




Score 


O *3 7 
ZJ/ 








JjaOIIo 


ftfi9 QZIO Q£fi 1 1 ft Q 


















protein [Oryza 


■ -I 

sat 1 va J 








Seq. No. 


47794 •' 




Seq. ID 


OJ000214 


_01, 


.0308. 


C29 


Gene No. 


101718 




Strand 


+ 










19^4 

it J 1 ! 




End 


4 "361 








Name 




.gs 


Method 










o Ldl U 






End 


A "3 £1 








o J. 


none 




Score 


7 R 








Exons 


1 0*34 197^ 9flQ^ 99£*} 


3874 


. .4 361 










o e CJ . LN o . 


Zl 7 7 QA 




Seq. ID 


pi th n n 9 1 yi 

vJU U U UZ ± 4 


n 1 
u 1 . 


. UjUo . 


L-Z y 


Gene No. 


101718 




Strand 


+ 








Start 


1234 




End 


4361 








IN cULLC 


0,100091 & m o^oft r9Q ni 


np 


Method 


/Map 








OLdlt. 


1 ft 00 ~~ 

10UU 




End 


1 OQyl 

1 0 y 4 














Score 


Zl 








Exons 


1 ft nn 1 ft Q4 














fZ T Pica cpk'I ri 


/Z\P001079\ hunnfhof i pal 


protein [Oryza 


sac 1 v a j 








Seq. No. 


47794 




Seq. ID 


OJ000214 


_01. 


.0308. 


C29 


Gene No. 


101719 




Strand 










C -j- -j — 

O Ld.IT t. 


R7 £ft 
D 1 DO 




End 


£9 ft 0 
ozou 








Name 


n to no 9*1/1 m n^nci P9Q ^9 

vJUUUUZl*! U1.UjU0.LZj.OZ. 


gs 


Method 










O -j- y~4- 


j / OO 




End 


DZoU 










none 




Score 


Q Q 
.OO 








JjAUllO 


^768 SQ77 6011 69R0 
J / DO • . D y 1 ( , OUll • < ozou 














o c q . LN o . 


47795 




Seq. ID 


OJ000214_ 


_01. 


. UjUo . 


LjU 


Gene No. 


101720 




Strand 


+ 








Start 


895 




End 


6613 








Name 


OJ000214 01.0308.C30.ol. 


gs 


Method 


GENSCAN 








OLdlL. 


895 




End 


6613 








PT 


none 




Score 


.44 








TI 1 v n c 


895..978, 1570. .1745, 3657.. 


3693, 4186. 


,.4290, 4492. 


A c; q 1 
. ft 0 0 1 


r 




4704.. 4816, 6482.. .6613 














Seq. 'No. 


47795 




" Seq. ID 


OJ000214^ 


_01. 


0308: 


C30 


Gene No. 


101721 




Strand 










Start 


2171 




End 


2269 








Name 


OJ000214 01.0308.C30.ol. 


gp. 


Method 


AAT/GAP 








Start 


2171 




End 


2269 








GI 


5867 1.R1084 




Score 


135 









Exons 

GI Descrip. 



2171. .2269 

1 464986/sp| P35132 |UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 
CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir__S32 674 
ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 
Gene No. 
Start 
Name 



47796 

101722 

2879 

OJ000214_01. 0308 .C31.ol.np 



Seq. ID OJ000214_01.0308.C31 
Strand 

End 3957 

Method AAT/NAP 



49500 





Start 


2879 








End 


3957 




GI 


4741931 








Score 


1187 




Exoris 


2879. .2989, 


3122. 


, .3262, 


3358. 


...3957 






GI Descrip. 


(AF130975) 


plasma membrane intrinsic protein [Zea mays] 




Seq. No. 


47796 








Seq. ID 


OJ000214_01.0308.C31 




Gene No. 


101722 








Strand 






Start 


2879 








End 


3957 




Ttfame 


OJ000214 01 


.0308'. 


C31.o2 


. gs 


Method 


GEN SCAN 




Start 


2879 








End 


3957 




GI 


none 








Score 


.99 




Exons 


2879 . .2989, 


3122. 


.3262, 


3358. 


.3957 






Seq. No. 


47796 








Seq. ID 


OJ000214_01.0308.C31 




Gene No . 


101722 








Strand 






Start 


2879 








End 


3957 




Name 


OJ000214_01 


.0308. 


C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


29,10 








End 


3921 




GI 


none 








Score 


90 




Exons 


2910 . . 3002, 


2912. 


.2989, 


3122. 


.3268, 312*5.-3268, 3355.. 3921, 






3356 . .3451, 


3502. 


.3702, 


3518. 


.3871 






Seq. No. 


4 / 7 9 0 








Seq. ID 


OJ000214_01.0308.C31 




Gene No. 


101722 








Strand 






Start 


2879 








End 


3957 


Vet 


Name - 


OJ000214 01 


.0308. 


C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2910 








End 


3921 


rl ! 


GI 


none 








Score ' 


' 61 




Exons 


2910. .2972, 


2912. 


.2971, 


2969. 


.2992, 2970. .2990, 3122. .3268, 



3122. .3268, 3355. .3921, 3356. .3448, 3502. .3702, 3515. .3868 



Seq. No. 47796 
Gene No. 101722 
Start 2879 

Name OJ000214_01 . 0308 . C31 . ol . ts 

Start 2912 
GI ' none 

Exons 2912. .2992, 2937.. 3002, 3098. 

3186. .3263, 3355.. 3720, 3356. 
3769. .3921, 3785. .3865 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 01.0308.C31 



3957 

TBLASTX : Soybean 
3921 
65 

3136, 3122. .3244, 3122. .3268, 
3451, 3502. .3702, 3512. .3721, 



Seq. No. 47796 

Gene No. 101722 

Start 2879 

Name OJ000214_01 . 0308 . C31 . ol . tc 

Start 2915 

GI none. 

Exons 2915.. 2989, 2919.. 2987., 3.125, 
3356. .3448, 3505.. 3702, 3542, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 01.0308.C31 



3957 

TBLASTX: Cress 
3921 
78 

3268, . 3186. .3263,* 3355. 
3721, 3769.. 3921, 3785. 



.3720, 
.3868 



Seq. No. 47797 Seq. ID 

Gene No. 101723 Strand 

Start 3997 End 

Name OJ000214_01 . 0308 . C32 . ol . np Method 

Start 3997 End 

GI 4741931 Score 

Exons 3997. .4107, 4207. .4347, 4431. .5029 



OJ000214_01.0308.C32 

7350 
AAT/NAP 
5029 
1142 



49501 




GI Descrip. (AF130975) plasma membrane intrinsic protein [Zea mays] 



Seq. No. 


47797 








Seq. ID 


OJ000214_01.0308.C32 


Gene No. 


101723 








Strand 




Start 


3997 








End 


7350 


Name 


OJ000214_01 , 


.0308 , 


-C32.o2 


.gs 


Method 


GENSCAN 


Start 


3997 








End 


7350 ' 


GI 


none 








Score 


-.89 


Exons . 


3997 . . 4107, 


4 207 , 


. .4 425, 


4431 . 


.4996, 7227.. 7350 


Seq. No. 


A T H n T 








Seq. ID 


OJ000214_01.0308.C32 


Gene No. 


101723 








Strand 




Start 


3997 








End 


7350 


Name 


OJ000214 01. 


.0308, 


.C32.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


3997 








End 


4984 


GI 


none 








Score 


67 


Exons 


3997. .4077, 


4004 . 


. .4090, 


4030. 


.4089, 4087. .4110, 4088. .4108, 




4196. .4348, 


4202. 


. .4348, 


4207. 


.4353, 4207. .4353, 4428. .4805, 




4429. .4-512, 


4572. 


. .4712, 


4591. 


.4788, 4829.-4984, '4830. .4931, 



4835. .4939 



Seq. No. 47797 
Gene No. 101723 
Start 3997 

Name OJ000214_01 . 0308 . C32 . ol . tm 

Start 4004 
GI- none 

Exons 4004.. 4105, 4030.. 4107, 4210. 

4429. .4512, 4491. .4700, 4591. 
4830. .4925, 4835.-4939 



Seq. ID 
Strand 
End 

Method 
' End 
Score 



OJ000214 01.0308.C32 



7350 

TBLASTX: Maize 
4984 
94 

4353, 4211. .4348, 4428. .4805, 
4788, 4800. .4874, 4829. .4984, 



Seq. No. 47797 

Gene No. 101723 

Start 3997 

Name OJ000214_01 . 0308 . C32 . ol . ts 

Start 4030 

GI none 

Exons 4030.. 4107, 4031.. 4105, 4210. 

4429. .4512, 4594. .4788, 4829. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 01.0308.C32 



7350 

TBLASTX : Soybean 
4984 ' 
87 

4353, 4211.. 4348, 4428.". 4805, 
4984, 4830.. 4928 



Seq. No. 47797 

Gene No. 101723 

Start 3997 

Name OJ000214_01 . 0308 . C32 . ol . tc 

Start 4033 

GI none 
Exons 



Seq. ID OJ000214_01.0308.C32 
Strand 
End 

Method 
End 
Score 



7350 

TBLASTX: Cress 

5038 

90 



4033. .4107, .4037. ,4105, 4210. .4353, 4211. .4348, 4428. .4805, 
4429. .4512, 4591. .4788, 4829. .5038, 4848.-4928 



Seq. No. 47798 Seq. ID 

Gene No. 101724 Strand 

Start 1 End 

Name OJ000214__01 . 0308 . C33 . ol . np Method 

Start 1 End 

GI 4680186 Score 

Exons 1..26, 175. .226, 289. .489 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ000214JH, 
+ - 
489 

AAT/NAP 
489 
238 



0308. C33 



49502 




Seq. No. 


47798 


Seq. ID 


OJ000214 


_01.0308.C33 


Gene No . 


1 A 1 "7 O C y " 


Strand 






Start 


by / 


End 


1041 




Name 


OJUUUz 1 4 U 1 . 0 JUo . C33 . ol . gs 


Method 


GEN SCAN 




Start 


by / 


End 


1041 




GI 


none ' • - 


Score 


. 47 




Exons 


a tin ~i a a oc/: inn 
by/. . / 4 3 , ODD. . 1U4 ± 






'<', 


beq . ino . 


47798 


Seq. ID 


UJUUUz 14 


U i . U JUo . Loo 


Gene No. 


101726 


Strand 






Start 


332 


End 


422 




Name 


OJ000214 01.0308.C33.ol.gp 


Method 


AAT/ GAP 




Start 


332 


End 


4 22 




GI 


uC-osflcyp033a04bl 


Score 


14 2 




Exons 


332. .422 








GI Descrip. 


1 601684 5/dbj I AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza 


sativa genomic 




DNA, chromosome 1,_ clone : P07 11E10 1 






beq. ino. 


47799 


Seq. ID 


' OJ000214 


Ul . UjUo . Co4 


Gene No. 


101727 


Strand 


+ 




Start 


6890 


End 


11533 




Name 


OJ000214 01.0308.C34 .o2.gs 


Method 


GENSCAN 




Start 


6890 


End 


11533 




GI 


none 


Score 


.41 




Exons 


6890. .6981, 7132. .7391, 7429. 


.7635, 7718.. 8003, 


8493. .9258, 




9326. .9519, 10805 .. Ill 97 , 11422. .11533 







Seq. No. 47799 Seq. ID OJ000214 

Gene No. 101728 Strand + 

Start 11938 End 23206 

Name OJ000214_01 . 0308 . C34 . o3 . np Method AAT /NAP 

Start 11938 End 23206 

GI 5852093 Score 75 

Exons 11938. .11987, 184 4 1 18556, 23092.. 23206 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



01.0308.C34 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47799 * Seq. ID 

101729 Strand 

3947 End 

OJ000214_01 . 0308 . C34 . ol . gp Method 

3947 End 

57678 1.R1084 Score 



OJ000214_01.0308.C34 

6365 
AAT /GAP 
6365 
1093 ■ 



3947. .4213, 4319. .4393, 4507. .4686, 6297. .6365 

, 2500380/sp|Q96499|RL44_GOSHI 2.0e-51 60S RIBOSOMALr PROTEIN L44 

>gi_2119128_pir JC4923 ribosomal protein RL44 - upland cotton 

>gi_1553129 (U64677) ribosomal protein L44 isoform a [Gossypium 
hirsutum] >gi_1553131 (U64678) ribosomal protein L44 isoform b 
[Gossypium hirsutum] ' 



Seq. No. 47799 Seq. ID 

Gene No. 101729 Strand 

Start 3947 End 

Name OJ000214_01 . 0308 . C34 . ol . np Method 

Start 4157 End 

GI 2500380 Score 

Exons 4157. .4213, 4319. .4393, 4507. .4689 



OJ000214_01.0308.C34 

6365 
AAT /NAP 
4689 ' 
483 



49503 



GI Descrip. 60S RIBOSOMAL-- -PROTEIN .1,4 4 .gi | 2119128 I'pir | | JC4923 ribosomal 
protein : : ^^^i]ii0in(UdQ^\ot\ gi'-f-l 5^3^9.^.(064. 677 j ribb.somai.. 
protein L4^ ! isof arm"Ca tGossypium. hlrsutum] gi"| 155 3.13 i vr '(U64678) 
ribosomal prbte/i'rv L4 4"'-isof orm. b [Gossypi'um hirsutum]" 



Seq, No,. • 4 7799 

Gene Nor " * . 101730" 

' Start . ' ; : 1*307.8" " "*'- *.: 
Name * GJ000214_0i 0308 . C34.., o3 . gs 

Start ' 13078 
GI none 

Exons 13078. .13165, 13281 .. 13351, 

14021. . 14369 



Seq. ID 
Strand. ■ 
Erid 

Method ■ 

End 

Score 



OJ000214_01.0308.C34. 

.15217/ - ' - 
GEN SCAN ' 
14369 
.83 



13654. .13731, 13972 .. 1397 9, 



Seq. No. 47799 
Gene No. 101730 
Start 13078 

Name < OJ000214_01 . 0308 . C34 . o2 : np 

Start 13084 
GI 5689236 
Exons 13084. .13165, 13281 

14021. .14171, 15182 
GI Descrip. (AB024291) ZmRR2 [Zeamays] gi | 6009897 | dbj | BAA85113 . 1 | 

(AB031012) response regulator 2 [Zea mays] 



Seq. ID OJ000214__01.0308.C34 
Strand 

15217 
AAT/NAP 
15217 
326 



End 

Method 

End 

Score 



13351, 13654, 
15217 



13731, 13814. .13865, 



Seq. No. 47799 

Gene No. 101731 

Start 23917 

Name OJ000214_01 . 0308 . C34 . ol . tw 

Start 4120 

GI none 
Exons 



Seq. ID OJ000214_01.0308.C34 
Strand 
End 

Method 
End 
Score 



24751 k ' 

TBLASTX: Wheat 
4687 
102 



4120. .4215, 4143. .4214, 4144. .4215, 4145. .4219, 4319. .4396, 
4335. .4394, 4506. .4685, 4507. .4686, 4508. .4687 



Seq. No. 47799 

Gene No. 101731 

Start 23917 : 

Name OJ000214_01 . 0308 . C34 . ol . tc 

Start 4144 

GI none 

Exons 4144. .4215, 4152. .4214, 4153. 

4323. .4394, 4506. .4685, 4507, 



Seq. ID 
Strand 
.End' 
Method 
End 
Score 



OJ000214 01.0308.C34 



24751 

TBLASTX: Cress 
4687 
92 

.4215, 4154. .4219, 4319. .4396, 
,4686, 4508. .4687 



Seq. No. 47799 

Gene No. 101731 

Start 23917 

Name OJ000214_01 . 0308 . C34 . ol . ts 

Start 414 4 -'r : 

GI none 

Exons 4144. .4215, 4149. .4214, 4154. 

4323. .4394, 4507. .4686, 4508. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 01.0308.C34 



24751 

TBLASTX: Soybean 
4687 
102 

4219, 4156. .4215, 4319. .4396, 
4687 



Seq. No. 47799 Seq. ID 

Gene No. 101731 Strand 

Start 23917 End 

Name OJ0002 14__01 . 0308 . C34 . ol . tm Method 

Start 4152 End 



OJ000214_01.0308.C34 
24751 

TBLASTX: Maize 
4687 



49504 



GI 

. Exons. 



Seq. No. 
Gene No. 
Start;. :• 
Name 
Start' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 94 

4 152; . 4214, _4 154. .4219,^ 4 319. . 4396, ; 4 323 . .4 394, 4 506. .4 685, 
'4507. .4686, 4508v; 4 687 ' . / / • 



47799 
101731 

23917 -., . 

O JO 0 02 1 4_0 1 .."03 0 8 . C3 4 /o2 . tm 
13087 



.End 

' Method 
End 

none" Score 
13087. .13167, 13088. .13165, 13278 .. 1337 6, 13280 
13654. .13725, 13654 .. 13728 , 13667 .. 13732, 13825 
14022. .14096, 14026. .14094 



Seq. ID OJ000214_01.0308.C34 
Strand 

2475.1 ' ... 
TBLASTX: Maize 
14096 
99 

13354, 
13866, 



47799 Seq. ID 

101731 Strand 

23917 End 
OJ0002i4_01.0308.C34 .o5.gs Method 

23917 End 

none Score 

23917. .24079, 24693. .24751 



OJ000214_01.0308.C34 

24751 
GENS CAN 
24751 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



47800 

101732 

5342 

OJ000214_01.0308.C35.ol.gp 
5342 

1881 1.R1084 



Seq. ID OJ000214_01.0308.C35 
Strand + 
End 7125 
Method AAT/GAP 
End 7125 

_ Score 1139 

5342.. 5417, 5792.. 5890, 6012.. ,6064, 6538.. 6611, 6694.. 7125 
f 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb__AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



47800 

101732 

5342 

OJ000214_01. 0308.C35.ol.np 

5363 

7486826 

5363. .5417, 5792.. 5890, 



Seq. ID OJ000214_01.0308.C35 

Strand "■ : '+* 

End 7125 

Method AAT/NAP 

End 6736 

Score 365 

.6064, 6538. .6611, 6694. .6736 



6012. 

hypothetical protein T10I14.140 - Arabidopsis thaliana 
gi|2832681|emb|CAA16781.1| (AL021712) putative protein 
[Arabidopsis thaliana] gi | 7269077 | emb | CAB79186 . 1 | (AL161557] 
putative protein [Arabidopsis thaliana] 



47800 

101733".- 

7901 

OJ000214_01.0308.C35.o2.gs 

7901 

none 

7901. .8141, 8249. .8322 

47800 
101734 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000214_01.0308.C35 
+ 

8322 
GENSCAN 
8322 
.63 



OJ000214 01.0308.C35 



49505 



Start 
Name. 
Start 
GI 

Exons 



420 

OJ000214_01 . 0308., C35 . ol . gs 

420 '*■ ■ 

none 

420. .589, 2309. .2378, 2479. 
3596. .3708, 3915. .3921 



End 

Method 

End 

Score 



3921 
GENSCAN 
3921- ~. 
;-4 6 



,2534, 2794. .2951, 3016... 3170, 



OJ000214 '01.0308.C35' 



Seq. No. * "47800 • • Seq.' ID 

Gene No. ■ 101735 Strand 
Start 5350 End 

Name OJ000214_01 . 0308 . C35 . ol . tm Method 

Start 5350 End 

GI none Score 

Exons 5350.. 5421, 5369.. 5416, 5791.. 5895, 5793., 5888, 6004 

6011. .6064, 6526.'. 6612, 6540. .6611, 6660. .6740, 6692 

6693. .6743 



6745 

TBLASTX: Maize 

6745 

88 



,6063, 
,6745, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq". No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47800 

101735 

5350 

OJ000214_01.0308.C35.ol.tw 

5358 
none 

5358. .5414, 5363. .5416, 5365. 
6004. .6063, 6011. .6064, 6014. 
6533.. 6613, '6537.. 6611, 6538. 
6718. .6744 

47800 

101735 

5350 

OJ000214_01.0308.C35.ol.tc 

5372 

none 

5372. .5416, 5777. .5890, 5791. 
6011. .6064, 6526. .6612, 6537. 

47801 

101736 

629 

OJ000214_01. 0308.C37 .ol.gs 

629 

none 

629. . 686 



Seq. ID 
Strand 
End 

Method 
End 
Score ' 



OJ000214 01.0308.C35 



6745 

TBLASTX: Wheat 
6744 
82 

5421, 5791. .5895, 5791. .5889, 
6067, 6019.. 6069, 6526.. 6612, 
6612, 6714.. 6743, 6717.. 6743, 



Seq. ID OJ000214_01.0308.C35 
Strand 

End 6745 

Method TBLASTX : Cress 

End 6612 

Score 81 

.5895, 5793.. 5885, 6004.. 6063, 
.6608, 6538.. 6609 

Seq. ID OJ000214_01.0308.C37 

Strand + 

End 68 6 

Method GENSCAN 

End 68 6 

Score .98 



Seq. No. 47802 Seq. ID 

Gene No. 101737 Strand 

Start 133 End 

Name OJ000214_03 . 0307 . C7 . ol . gs Method 

Start ' 133 End 

GI none Score 

Exons 133.. 227, 271.. 349, 688.. 940 

Seq. No. 47802 Seq. ID 

Gene No. 101737 Strand 

Start 133 End 

Name OJ000214_03 . 0307 . C7 . ol . np Method 



OJ000214_03.0307 ,C7 
940 

GENSCAN 

940 

.59 



OJ000214_03.0307.C7 
940 

AAT/NAP 



49506 







232 


End 


qa n 






CI 

\J X 


6815052 •• 


Score 


*37 6 






DAUl 1 O 


232.. 349, 631.. 713, 795.. 940 












r- (AP001080) hypothetical protein [Oryza 


oa l i v d J 






Seq. No. 


47803 


Seq. ID 


OJ000214 


_03.0307.C9 




Gene No. 


, • 101738 


Strand 








Start 


^ " 1 ' 


End . 










OJ000214 03,0307.C9.ol.gp 


Method 


AZXT /PAP 






O Ldl L 


1 


End 


97 ^ 






\J X 


none 


Score 


*a .J J 








1. .273 










C £2> Vlfv 


47804 


Seq. ID 




Uj. UjU / .v^xU 




npnp Mo 

V_J 1 1 ^ 111 w • 


101739 


Strand 








Start 


654 


End 


1029 






Name 


OJ000214 03.0307.C10.o2.gp 


Method 


AAT/GAP 






Start . V 


654 


End 


X \J J 






\J X 


uC-osflM202048cl2bl 


Score- 


R9 Q 
u <l y 






von c 


654. .1029 










OX LVCol — 1 — L£J < 


. '5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


x u ui y z, ct 


eat 1 n Tra rfonnini r~* 
odLiva yciivJiiixu. 






DNA, chromosome 8, clone : P0026F07 f 








Caff Ma 


47804 


Seq. ID 


"OJ000214 


n^m pi n 




* Gene No .. 


• 101740 ' - • " ■ . 


. Strand . 


+ - - . 




', ^ 


Start 


1250" 


End 


6538 




? ri 
ft- - 


Name 


OJ000214 03.0307.C10.ol.np 


Method 


AAT/NAP 




\ y 


Of avj- . 


1250 


End 


6538 






rir 

\J X 


5852180 


Score 


409 








1250.. 1322, 3334.. 3453, 3505. 


/.3906, 5579.. 5670, 


OD x *i . . DjjO 




PT Q H T* 1 "Pi 
OX o O J L ky ■ 


(AL117265) zhb00010.1 [Oryza 


sativa] 






- y 


Seq. No. 


47804 


Seq. ID 


OJ000214 


_03. 0307. C10 


s 


Gene No. 


101741 


Strand 


+ 






Start 


7637 


End 


9091 






Name 


OJ000214 03.0307.C10.o2.gs 


Method 


GENSCAN 






u Ldl L 


7 637 


End 


9091 






\J X 


none 


Score 


.7 




■ ^ 


Li AUllO 


7637. .7797, 7833. .7905, 9023. 


, .9091 






i. Js 


Can Ma 


47804 


Seq. ID 


OJ000214 


m n^n7 pi n 

UJ . UjU / . ^ x U 






101742 


Strand 


+ 






Start 


9774 


End- 


12498 






Name 


OJ000214 03.0307.C10.o4.gp 


Method 


AAT/GAP 






Start 


9706 


End 


10049 ' 






PT 

O X 


18145 1.R1084 


Score 


462 






Exons 


9706. .10049 










P T Ho c p r"i r> 
VjX UcbOXip. 


' 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic 


Sequence For 






Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 1 










Seq. No. 


47804 


Seq. ID 


OJ000214 


_03. 0307. C10 




Gene No. 


101742 


Strand 


+ 






Start 


9774 


End 


12498 






Name 


OJ000214 03.0307.C10.o3.gs 


Method 


GENSCAN 






Start 


9774 


End 


10508 






GI 


none 


Score 


.99 





49507 



Exons 



9774. .10508 



Seq. No. 
Gene No. 
Start 
Name 

Start ■ :• 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47804 . - Seq. ID 

101742 Strand 

9774 End 

OJ000214_03. 0307. CIO. o3.np Method 

10074 End 

6498436 Score 



OJ000214 r ^03. 0307. CIO 
+ 

12498 

AAT/NAP 

12498 

236 ' 



10074 . .10109, 11859. .12177, 12418. .12498 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214 03. 0307. C10 



47804 
101743 
1 

OJ000214_03. 0307. C10. ol.gp 
1 

61605_3.R1084 
1..198 

f 1402920/emb|CAA66965r 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' ■ ■ 



198 

AAT/GAP 

198 

339 



Seq. No. 


47804 


Seq. ID 


OJ000214_03. 


0307 


.C10 


Gene No. 


101744 


Strand 








Start 


1311 


End 


12498 






Name 


-OJ000214 .0310307 .'G10.ol.gs . 


Method- 


GENSCAN 






Start 


1311 


End 


6693 






GI 


none 


Score 


.8 






Exons 


1311. .2120, 3427. .3568, 3661. 


.3897, 6572.. 6693 






Seq. No. 


47804 


Seq. ID 


OJ000214_03. 


0307 


.C10 


Gene No. 


101744 


Strand 








Start 


1311 


End 


12498 






Name 


OJ000214 03.0307.C10.o2.np 


Method 


AAT/NAP 






Start 


1674 


End 


12498 






GI 


477072 


Score 


134 






Exons 


1674. .1871, 3666. .3947, 10010 


. .10181, 


12449. .12498 






GI Descrip. 


mucin 7 precursor, salivary - 


human 








Seq. No. 


47804 


Seq. ID 


OJ000214_03. 


0307 


.C10 


Gene No. 


101744 


Strand 








Start 


1311 


End 


12498 






Name 


OJ000214 03.0307.C10.o3.gp 


Method 


AAT/GAP 






Start 


2524 


End 


2614 






GI 


uC-osflcyp033a04bl 


Score 


142 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2524.. 2614 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



47804 

101744 

1311 

OJ000214_03. 0307. C10. ol.tw 

9944 

none 



Seq. ID OJ000214_03. 0307. C10 
Strand 

End 12498 

Method TBLASTX : Wheat 

End 10417 

Score 457 



9944. .10291, 9951. .10292, 10023 .. 1031 6, 10167 .. 10352 , 
10172. .10315, 10199. '.10339, 10203 .. 10340, 10211 .. 104 17 , 
10212. .10391, 10223. .10354, 10248. .10385 



49508 





Seq, No. 


47804 




Seq. ID 


OJ000214 


_03.0307 


.C10 




Gene No. 


.101744 




Strand 










btart 


1311 




End 


12498 








Name 


OJ000214 03. 0307. CIO 


. ol. tm 


Method 


TBLASTX: 


Maize 






Start 


9993 




End 


10409 








GI 


none 




Score 


84 








Exons' 


9993...1014B,. 9999.. 10121, 10092 .. 10154 


, 10152.. 


T A A A 1 - 

10241, 








lUlob. . 1 U J J / , 1U1/9. 


i a a a a 


10190. .10384, 10238 


. . 10393 






Seq. No. 


47804 




Seq. ID 


OJ000214 


_03.0307 


.C10 




Gene No . 


101744 




Strand 


- 








Start 


loll 




End 


12498 








Name 


Atn^flOl A A *3 A *3 A "7 /"M a 

OJUU(Jzl4 Uo.UJU/.ClU 


o5.gp • 


Method 


AAT/GAP 








Start 


t a o c o 




End 


10647 








GI 






Score 


743 








Exons 


lUzoo . . 10o4 / 














Seq.' No.. 


47805 




Seq. ID 


OJ000214 


_03.0307 


.Cll 




Gene No . 


101745 




Strand 


- 








Start 


515 




End 


663 








Name 


OJ000214 03.0307.C11. 


ol . gs 


Method 


GENSCAN 








Start 


515 




End 


663 






-.— 

1=1 


GI 


none 




Score 


.94 








Exons 


515.. 663**' 












in 


Seq. No. 


47806 




Seq. ID 


OJ000214 


_03.0307 


.C14 




Gene No . 


101746 




Strand 


+ 








Start 


4351 




End 


5381 








Name 


OJ000214 03.0307.C14. 


o2 . gs 


Method 


GENSCAN 








Start 


4351 




End 


5381 








GI 


none 




Score 


.86 








Exons 


4351. .4461, 5219. .5381 












Seq. No. 


47806 




Seq. ID 


OJ000214 


_03.0307 


.CI 4 




Gene No. 


101747 




Strand 








u 


Start 


1 




End 


3773 








Name 


OJ000214 03.0307.C14. 


ol .np 


Method 


AAT/NAP 








Start' 


1 




End 


960 






£3 


bl 


2443320 




Score 


1078 








Exons 


1. . 960 














GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 








Seq. No. 


47806 ■ 




Seq. ID 


OJ000214 


_03.0307 


.C14 




Gene No . 


101747 




Strand 










Start 


1 




End 


3773 








Name 


OJ000214, 03-.0307.C14. 


ol . gs 


Method 


GENSCAN 








Start 


169 




End 


3773 








GI 


none 




Score 


.61 








Exons 


169. .960, 1959. .2134, 


3626. . 


3773 










Seq. No. 


47807 




Seq. ID 


OJ000214_ 


_03.0307 


C16 




Gene No. 


101748 




Strand 


+ 








Start 


101 




End • 


390 








Name 


OJ000214 03.0307.C16. 


ol . gs 


Method 


GENSCAN 








Start 


101 




End 


390 








GI 


none 




Score 


.56 







49509 



Exons 



101. .165, 219. .390 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GT. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47807 
101749 
1 

OJ000214_03.0307.C16.ol.np 

.1 

7340881 
1..386, 479. .688 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000214_0*3. : 0307.C16 
Strand 

End 688 

Method AAT/NAP 

End ; ^ 688- 

Score 259 



47808 
101750 
1 

OJ000214_03.0307.C18.ol.np 
1 

4680186 

1. .262, 889. .951, 1787. .1988 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000214_03.0307.C18 

Strand + 

End 1988 

Method AAT/NAP 

End 1988 

Score 315 



47808 
101751 
2874 

OJ000214_03. 03-07. C18.o2.np 

2874 • 

4680185 <. 
2874.. 3306 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000214_03.0307.C18 

Strand + 

End 3306 

Method AAT/NAP 

End 3306 

Score 439 



47808 

101752 

1063 

OJ000214_03.0307.C18.ol.gs 

1063 

none 



Seq. ID OJ000214_03.0307.C18 
Strand 

End 10286 

Method GENSCAN 

End 10286 

Score .54 



1063. .1105, 2773. .2910, 3002. '.3185, 5057. .5205, 5243. .5308, 
5400. .5594, 5857. .5992, 7821. .8018, 8729. .9461, 9528.-9736, 
9776.. 9856, 10112.. 10286 



Seq. No. 47808 

Gene No. 101752 

Start 1063 

Name OJ000214_03 . 0307 . C18 . ol . gp 

Start 3299 

GI 61605_3.R1084 

Exons 3299.. 3606 

GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ000214_03.0307.C18 
Strand 

End 10286 

Method AAT/GAP 

End 3606 

Score 422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47808 

101752 

1063 

OJ000214_03. 0307 .C18 .o3.np 

3926 

6063554 



Seq. ID OJ000214_03.0307.C18 
Strand 

End 10286 

Method AAT/NAP 

End 5979 

Score 611 



3926. .4101, 5032. .5289, 5693. .5979 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



49510 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214 03.0307.C18 



.Seq. No. 47808 
Gene No. 101752 
Start 1063. 

Name OJ000214_03 . 0307 ,C18 . o4 . np 

Start 8922 
GI 7488857 
Exons 8922.. 9638 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 |dbj IBAA22788. 1 1 (AB0074 67) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



10286 
AAT/NAP 
9638 
299 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000214_03.0307.C19 
+ 

1424 
AAT/GAP 
1424 
828 



47809 Seq. ID 

101753 Strand 
858 End 
OJ000214_03.0307.C19.ol.gp Method 
858 End 
4879016 Score 
858. .1424 

604 1757 /gb | AC011806-. 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 

47809' Seq. ID OJ000214_03 . 0307 . C19 

101754 Strand 

1 End 474 

OJ000214_03 . 0307 . C19 . ol . np Method AAT/NAP 

1 End 474 

4417306 Score 115 
1..474 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



47809 Seq. ID 

101755 . Strand 

2295 "' ; -End 
OJ000214_03 . 0307 . C19 . o2 . gs Method 

2295 End 

none Score 

2295.. 2353, 2507.. 2611 ' 



OJ000214_03.0307.C19 

2611 
GENSCAN 
2611 
.98 



Seq. No. 47810 Seq. ID 

Gene No. 101756 Strand 

Start 2448 End 

Name OJ000214_03 . 0307 . C20 . ol . gs " Method 

Start 2448 End 

GI none Score 

Exons 2448.. 3152 



OJ000214_03.0307.C20 

3152 

GENSCAN 

3152 

1 



Seq. No. 47810 Seq. ID 

Gene No. 101757 Strand 

Start 4623 End 

Name OJ000214_03 . 0307 . C20 . ol '. tm Method 

Start 2499 End 

GI none Score 



OJ000214_03.0307.C20 
6284 

TBLASTX: Maize 

2930 

201 



49511 



Exons 



2499.. 2720, 2527.. 2733, 2553.. 2687, 2554.. 2688, 2631.. 2735, 
2641.. 2835, 2778.. 2930 



Seq. No. 47810 Seq. ID 

Gene No. 101757 Strand 

Start 4623 End 
Name . . . OJ000214_JD3 . 0307 . C20 . o2 . gs Method 

Start ■" 4623 ' End 

GI none Score ' 

Exons '■ 4623.. 4647, 5751.. 5828, 6220.. 6284 



OJ000214_03 . 0307 . C20 

6284 
. GENSCAN 
6284 
.52 



Seq. No. 47811 Seq. ID OJ000214_03 . 0307 . C25 

Gene No. 101758 Strand + 

Start 1 End- 8592 

Name OJ000214_03 . 0307 . C25 . ol . np Method AAT/NAP 

Start 1 End 8592 

GI 7106512 Score 311 

Exons 1..37, 7470.. 7965, 8553.. 8592 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa]' 



o c q . in tj . 


47811 


Seq. ID 


OJ000214_03.0307. 






101759 


Strand 








2200 


End 


3078 




Name 


OJ000214 03.0307.C25.ol.gs 


Method 


.GENSCAN 






2200 


End 


3078 - 






none 


Score 


1 




Exons 


2200. .3078 








Seq. No. 


47812 


Seq. ID 


OJ000214_03.0307. 


C2 6 


Gene No. 


101760 


Strand 


+ 




Start 


1 


End 


1760 




Name 


OJ000214 03.0307.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


379 




GI 


7106512 


Score 


305 




Exons 


1..379 








GI Descrip. 


(AP001278) EST C9842 9 (E0138 ) 


corresponds to a region of 


the 




predicted gene. hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


47812 


Seq. ID 


OJ000214_03.0307. 


C26 


Gene No. 


101760 


Strand 


+ 




Start 


1 


End 


1760 




Name 


OJ000214 03.0307.C26.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1760 




GI 


7248395 


Score 


162 




Exons 


1..36, 171. .310, 1688. .1760 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47812 


Seq. ID 


OJ000214JD3.0307. 


C26 


Gene No. 


101760 


Strand 


+ 




Start 


1 


End 


1760 




Name 


OJ000214 03.0307.C26.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


1464 




GI 


none 


Score 


.61 




Exons 


51.. 331, 700. .839, 1256.. 1464 








Seq. No. 


47813 


Seq. ID 


OJ000214_03.0307. 


C27 



49512 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



101761 Strand 

572 End 

OJ000214JD3 . 0307 . C27 ; ol . gs Method 

572 " .. End 

none Score 



+ 

1583 
GENSCAN 
1583 
.42 



572. .763, 885. .1149, 1155. .1182, 1558. .1583 

47814 Seiq. ID OJ000214J33 . 0307 . C28 

101762 Strand 

585 - End 720 

OJ000214_03 . 0307 . C28 . ol . gs Method GENSCAN 

585 End 720 

none Score .88 

585. .720 



Seq. No. 47815 Seq. ID 

Gene No. 101763 Strand 

Start 87 End 

Name OJ000214_03 . 0307 . C32 . ol . gs Method- 

Start 87 End 

GI none Score 

Exons 87. .254, 502. .626, 785. .904 



OJ000214JD3. 0307 .C32 

1332 
GENSCAN 
904 
.53 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47815 Seq. ID OJ000214_03 . 0307 . C32 

101763 Strand 

87' End " 1332 

OJ000214_03.0307.C32.ol.np Method AAT/NAP 

■349 End 1332 

5922620 Score 90 

349. .603, 647. .684, 1130. .1332 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47816 

1017*64 

545 

OJ000214 

545 

none 

545. . 623 



03.0307.C33.ol.gs 



Seq. ID OJ000214_03.0307.Q33 

Strand +* 

End 623 

Method GENSCAN 

End 623 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



47816 Seq. ID OJ000214__03 . 0307 . C33 

101765 Strand 

356 End 1055 

OJ000214_03. 0307.C33.ol.np Method AAT/NAP 

356 End . 1055 

6063554 Score 107 

356. .570, 983. .1055 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47817 
101766 



Seq. ID OJ000214_03. 0307 ,C34 
Strand + 



49513 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



88 End 1875 

OJ000214_03 . 0307 . C34 . ol . gs Method GENSCAN . 
88 End . 1875 

none Score .76 

88. .133, 896. .1073, 1109. .1392, 1760. .1875 



OJ000214_03.0307.C34 
+ 

8030 
AAT/GAP 
8030 
127 



47817 Seq. ID 

101767 Strand 
7950 End 
OJ000214_03. 0307.C34 .o2.gp Method 
7950 End 
LIB3432-013-P1-K1-E3 Score 
7950. .8030 

* 13344 6/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNR2C2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 1 1 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] 1 V 



OJ000214_03.0307.C34 
+ 

9189 
AAT/GAP 
9189 
142- 



Seq. No. 47817 Seq. ID 

Gene No. 101768 Strand 

Start 8762 End 

•Name OJ00.0214_03 . 0307 . C34 . o3 . gp Method 

Start 8762 ' End 

GI 2896JL.R1084 Score 

Exons'" 8762. .8858, 9163. .9189 *■ *■ 

GI Descrip. • 131271/sp | P12157 \ PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA3397 3_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] ? 



Seq. No. 47817 

Gene No. 101769 

Start 823 

Name OJ000214_03 . 0307 . C34 . ol . np ■ 

Start 823 

GI 6063554 

Exons 823.. 1076, 1173 .. 1325,' 1442 . 
GI Descrip. 



OJ000214 03.0307.C34 



Seq. ID 
Strand 

End 1719 
Method AAT/NAP ' 
End 1719 
Score 199 
1719 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47817 

Gene No. 101770 

Start 4139 

Name OJ000214_03 . 0307 . C34 . o3 . np 

Start 4139 

GI 133446 

Exons 4139.. 4175, 7105.. 8160, 9155 
GI Descrip. 



OJ000214 03.0307.C34 



Seq. ID 
Strand 

End 9189 
Method AAT/NAP 
End 9189 
Score 1669 
9189 

DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta' -2 chain - rice 
chloroplast "gi | 11973 | emb | CAA33988 | (X15901) RNA polymerase beta' 
subunit-2 [Oryza sativa] 



Seq. No. 



47817 



Seq. ID OJ000214_03.0307.C34 



49514 



Gene No. 
Start 
Name - ' 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



101770 Strand 

4139 End 

OJ000214_03 . 0307 . C34 . o3 . gs' Method 

4832 End 

none Score 



9189 
GENSCAN 
9074 
.59 



4832. .4965, 5001. .5207, 5339. .5484, 5623. .5940; 5959. .6255, 
6465. .6496, 6594. .6779, 6848. .-6972, 7054. .7578, 9007. .9074 



47817 

101770 

4139 

OJ000214_03.0307.C34.o2.np 

5622 

6721561 



OJ000214 03.0307.C34 



Seq. ID 
Strand 

End 9189 
Method AAT/NAP 
End 7415 
Score 953 
5622. .6384, 6465. .6523, 6594. .6777, 7343. .7415 

(AP001073) EST AU082058 (C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il. (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





beq . no . 


47817 






Seq. ID 


OJ000214_03.0307.C34 




Gene No. 


101770 






Strand 






Start 


4139 






End 


9189 




Name . 


OJ000214 03 


.0307.C34.o4. 


np 


. Method 


AAT/NAP . . 


f : f\ 


o tart 


6555*" ; 






End 


8640 




C T 


128620 






Score 


715 




Exons 


6555. . 6634, 


8175. .8640 








fH 


GI Descrip. 


NADH- PLASTOQU I NONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 






gi I 66139 Ipir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC 






1.6.5.3) chain 1 - rice 


chloroplast gi | 669087 | emb | CAA33910 | 


% z£ 
: 




(X15901) NADH dehydrogenase ND1 [Oryza 


sativa] 






gi|226676|prf | I1603356DD NADH 


dehydrogenase ND1 [Oryza sativa 




Seq. No. 


47817 






Seq. ID 


OJ000214_03.0307.C34 




Gene No. 


101770 






Strand- 






Start 


4139 






End 


9189 


57. 


Name 


OJ000214 03 


.0307.C34.ol. 


tin 


Method 


TBLASTX: Maize 




Start 


7112 






End 


7404 




GI 


none 






Score 


378 


£3 


Exons 


7112. .7390, 


7112. .7387, 


7327. 


.7404 






Seq. No. 


47817" 






Seq. ID 


OJ000214_03.0307.C34 




Gene No. 


101770 






Strand 






Start 


4139 






End 


9189 




Name 


- OJ000214 03 


.0307.C34.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


7113 






End 


8159 




GI 


none 






Score 


180 




Exons 


7113. .7337, 


7118. .7336, 


7747. 


.7875, 7748. .7888, 7758. .7892, 






7781. .7891, 


7825. .8028, 


7859. 


.8035, 78 


86. .8029, 7887. .8036, 






7888. .8043, 


8041. .8154, 


8043. 


.8159, 8044. .8154 




Seq. No. 


47817 






Seq. ID 


OJ000214_03.0307.C34 




Gene No. 


101770 






Strand 






Start 


4139 






End 


9189 




Name 


OJ000214 03 


.0307.C34.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


7116 






End 


7386 



49515 




GI 


none 






Score 


156 


uAullO 


7116 7367 


7118 7369 


7119 


.7337, ,7282. .7386 


Seq. No. . 


47817 






Seq. ID 


OJ000214 


Gene No. 


101770 






Strand 




Start 


4139 






End 


9189 


Name 


OJ000214 03 


0307.C34.o5 


np 


Method 


AAT/NAP 


Start 


7287 






End 


9189 


GI 


131271 






Score-. 


271 


Exoris 


7287. .7347, 


8644. .8859, 


9166. 


.9189 





GI Descrip. PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi | 72705 | pir | | QJRZ6A photosystem II chlorophyll a-binding 
protein psbB - rice chloroplast gi | 12013 | emb | CAA33973 I (X15901) 
PSII 47kDa protein [Oryza sativa] gi | 226634 | prf | | 1603356BH 
■photosystem II 47kD protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47817 
101770 
4139 
OJ0002 
7405 
none 
7405. . 
7412. . 
7429.'. 
7441. . 
7531. . 
7613. . 
7631. . 
7656. . 
7704. . 



14 03.0307.C34 . o2 . tm 



7482, 
7519, 
7515, 
7575, 
7641, 
7660, 
7699, 
7700, 
7757, 



7405. 
7413. 
7438. 
7468. 
7588. 
7622. 
7631. 
7699. 
7705. 



.7482, 
.7454, 
.7587, 
.7650, 
.7653, 
.7660, 
.7681, 
.7770, 
.7758 



7406. 
7413. 
7438, 
7468. 
7594 . 
7622. 
7631. 
7699. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.7441, 
.7454, 
.7587, 
.7533, 
.7641, 
.7696, 
.7699, 
.7725, 



OJ000214_03.0307.C34 
9189 

TBLASTX: Maize 
7770 
70 

410. .7433, 7410. .7469, 
414. .7581, 7414. .7578, 
439., 7516, 7441. .7596, 
486.'. 7668, 7523.. 7567, 
594. .7650, 7603. .7689, 
625.. 7669, 7625.. 7666, 
654. .7758, 7656. .7700, 
701. .7727, 7702. .7740, 



Seq. No. 47817 

Gene No. 101770 

Start 4139 

Name OJ000214_03 . 0307 . C34 . o2 . tc 

Start 7757 

GI none 

Exons 7757.. 7972, 7759.. 8013, 7766. 

8054. .8152, 8075. .8152 



OJ000214_03.0307.C34 
9189 

TBLASTX: Cress 

8152 

173 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7948, 7800. .8039, 8035. .8151, 



Seq. No. 47817 

Gene No. 101770 

Start 4139 

Name OJ000214_03 . 0307 . C34 . ol 

Start 8168 

GI none 

Exons 8168.. 8551, 8176.. 8499, 
8557. .8664, 8566.. 8664 

Seq. No.v 47817 

Gene No. 101770 

Start 4139 

Name OJ000214_03 . 0307 . C34 . ol 

Start 8168 

GI none 

Exons 8168.. 8551, 8176.. 8499, 



Seq. ID OJ000214_03.0307.C34 
Strand 

End 9189 

.tc Method TBLASTX : Cress 

End 8664 

Score 430 
8183. .8530, 8555. .8662, 8555. .8662, 



Seq. ID OJ000214_03.0307.C34 
Strand 

End 9189 

.ts Method TBLASTX : Soybean . 

End 87 02 

Score 381 
8204. .8548, 8547. .8702, 8557. .8664 



49516 



Seq. No. 


47817 






Seq. ID 


OJ000214_03.0307.C34 


Gene No. 


101770 


- 




Strand 




btart 








End 


9189 


Name 


UUUUUZlfl U J 


mm cza ^"5 


. tc 


Method 


TBLASTX: Cress 


b tar t 


Q £ £ £ 
0 ODD 






End 


8862 


pT 


none 






Score 


90 


Exons 


Q £ ££ Qn an 


P ££"7 QT)Q 


Q £"7 1 


.8730, 8714. .8854, '8720. .8809, 






0 I ZH . . OOJO , 


Q 7 OR 
O / ZO . 


.8862, 8725.. 8862 


Seq. No. 


478i7 






Seq. ID 


OJ000214_03.0307.C34 


Gene No. 


101770 






Strand 












End 


9189 


Naiue 


UJUUUZ14 Uo 


UoU / . Lj4 . Oj 


. tm 


Method 


TBLASTX: Maize 


btart 


o / 1U 






End 


8862 




none 






Score 


38 


Exons 


o / ±U . . o / OU , 


o / ± 4 . . o o 0 4 , 


0 / ^! U . 


.8806, 8724. .8855, 8724. .8858, 




Q70C QQC') 










Seq. No. 


47817 




• > 


Seq. ID 


OJ000214_03.0307.C34 


Gene No . 


1U1 / / u 






Strand 




Start 


A 1 *3 Q 






End 


9189 


Name 


(JJUUUz±4 Uj 


UJU / . Lo4 . Oz 


. t S 


Method 


TBLASTX: Soybean 


CH >vf 

otart 


Oil Q 






End 


8862 


hi 


none 






Score 


172 


Exons ■ 


8718. .8855, 


•8718. .8858, 


o / 1 y . 


.8862, 8719. .8862 


b e q . in o . 


47818 






Seq. ID 


OJ000214_03.0307.C37 


Gene No. 


101771 






Strand 




Start 


2798 






End 


3179 


Name 


OJ000214 03 


0307.C37.ol 


.gp 


Method 


AAT/GAP 


C" -1 ! V~-|- 

btart 


2798 






End 


3179 




uC-osflcyp033a04bl 




Score 


663 


Exons 


2798. .3179 










GI Descrip. 


■ 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


47818 






Seq. ID 


OJ000214_03.0307.C37 


Gene No. 


101772 






Strand 




oi art 


5220 






End 


11421 


Name 


OJ000214 03. 


0307.C37.ol 


.np 


Method 


AAT/NAP 


bt art 


5220 






End 


9734 




4680179 






Score 


5331 


U 1 v /*n <r> 


5220. .8621, 


8655. . 9734 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


47818 






Seq. ID 


OJ000214_03.0307.C37 


Gene No. 


101772 






Strand 




btart - 


5220 






End 


11421 


Name 


OJ000214 03. 


0307.C37.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


5286 






End 


5598 


GI 


none 






Score 


108 


Exons 


5286. .5594, 


5316. .5597, 


5329. 


.5598 




•Seq. No. 


47818 






Seq. ID 


OJ000214_03.0307.C37 


Gene No. 


101772 






Strand 




Start 


5220 






End 


11421 



49517 



Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 
Gene No. 
Start 



OJ000214_03. 

5445 

none 

5445. .5885, 
5890. .6036, 

47818 

101772 

5220 

OJ000214_03. 

5598 

none 

5598. .6224, 

47818 

101772 

5220 

OJ000214_03. 

6093 

none 

6093. .6383, 

47818 

101772 

5220 • 

OJ000214_03. 

6183 

none 

6183. .6443, 

47818 

101772 

5220 

OJ000214_03. 

6207 

none 

6207. .6350, 

47818 

101772 

5220 

OJ000214_03. 

6231 

none 

6231. .6767, 

47818 

101772 

5220 

OJ000214JD3. 

6789 

none 

6789. .7151, 

47818 

101772 

5220 



0307.C37.ol.tm 



5460.. 5723, 5461, 
5999. .6040 



0307.C37.ol.tw 
5601.. 5852, 5710. 

0307.C37.o4.tm 
6097.. 6384 

0307.C37.o2.ts 
6184. .6438 

0307.C37.ol.tc 
6208.. 6348, 6351. 

0307.C37.o2.tw 



Method TBLASTX : Mai ze 
End 604 4 

Score 119 

.5883, 5802. .5885, 5883. .6044, 



Seq. ID OJ000214__03.0307.C37 
Strand 

11421 

TBLASTX: Wheat 
6224 
99 



End 

Method 
End 
Score 
.6168 



Seq. ID OJ000214_03.0307.C37 
Strand 

End 11421 

Method TBLASTX : Maize 

End 6384. ' 

Score 211 



Seq. ID OJ000214_03.0307.C37 
Strand 

End 11421 

Method TBLASTX: Soybean 

End 6443 

Score 150 



Seq. ID OJ000214_03.0307.C37 
Strand 

11421 

TBLASTX: Cress 
6524 
81 



End 

Method 
End, 
Score 
.6524 



Seq. ID OJ000214__03.0307.C37 
Strand 

End 11421 

Method TBLASTX : Wheat 

End 6798 

Score 234 



6235.. 6489, 6237.. 6695, 6544. .6798 



0307.C37.o2.tm 



6798.. 7151, 6802. 



Seq. ID OJ000214_03.0307.C37 
Strand 

11421 

TBLASTX: Maize 
7152 
170 



End 

Method 
End 
Score 
.7152 



Seq. ID OJ000214__03.0307.C37 
Strand 

End 11421 



49518 



Name 


Uu UUUZ ± 4 Uj 


n "3 n 7 
. UjU / . 


Lj / . O j . 


tw 


Method 


mnT AC TV . 


wneat 




otart 


00U1 








bau 


7 9 9 ^ 
/ Z Z j 








none 








Score 


^ c; 9 
j j z 








Cfini 799^ 


fift 09 


71 Q1 
• f xy x 












Seq. No. 


47818 








Seq. ID 


OJ000214 


_03.0307. 


C37 


Gene No. 


101772 








Strand 








O Ldl L 












11/491 
JL X f* Z X 






Name 


U J U UUZ ± 4 Uj 


. UjU / . 


P^7 ^ ^ 
to / . O J . 


LS 




TT3T 2\ CTY • 


Soybean 




otart 












7 917 
/ Z 1 / 




P T 


none 








Score 


7 A 






Exons 


£Q7 9 7 911 
O y / Z . . / Z ± / , 


7H79 
/ u / z . 


79nn 
. / z u u 












Seq. No. 


47818 








Seq. • ID 


OJ000214 


_03.0307. 


C37 


Gene No. 


101772 








Strand 








OLaH 


R 9 9 n 








IjUU 


X X H Z X 






Name 


UJ UU UZ ± 4 Uj 


. UjU / . 


P^7 "3 
U j / . O j . 


nm 




rpDT 7\ CTY • 


Mai ze 




bLart 


7 1 ft ft _ 
/loo 








17 rt H 


7 £Q Q 
/ Do 0 






P T 


none 








Score 


7 9' 
/ Z 






Exons 


TipQ 7RD9 
/ lOO . . / J U Z , 


7 ROQ 


7 6ft ft 
. / DO 0 , 


7^61 
/ Jul ■ 


76ft.n 








Seq. No. 


47818 








Seq. ID 


OJ000214 


_03.0307. 


C37 


Gene No. 


101772 








Strand 










DZZU 








End 


11421 






Name 


Pi th n n 9 1 a n ^ 

UJ UUUZ ± 4 U j 


m n 7 

. UjU / . 


P "3 7 r^R 

Lj / . O j . 


tw 


Method 


TBLASTX: 


wneat 






"7 O O /) 
1 ZZ 4 








End 


7526 






p t 


none 








Score 


171 






Exons 


7 9 9 yl TCOC 

f ZZ 4 . . / 3Z O , 


/ Z jU . 


7 c; 9 1 
. / j Z j / 


7 9 / ri 

/ Z H u . 


.7524, 7454. .7525 






beq . iNO . 


/I 7 Q 1 Q 








Seq. ID 


OJ000214 


_03.0307. 


C37 


Gene No. 


101772 








Strand 








Start 


5220 








End 


11421 






Name 


Pi th nn9 i/i n ^ 

UJUUUZXfl Uj 


.UjU / . 


P^7 /^1 
bJ / . Ol . 


lS 


Method 


TBLASTX: 


Soybean 




C-t- a v+- 

olart 


/ z j y 








End . 


7634 






P T 


none 








Score 


149 








7 9 ^ Q 7^11 


7 9 ^ Q 

/ z j y . 


7 QQ 

. / j y 0 , 


7 9 /i n 
/ Z u . 


.7530, 7561. .7596, 


7565. .7597, 




7£09 7£"3Zl 
/ OUZ . . / O Jfi / 


/ 0 U j • 


7 £ "39 
. / 0 j Z 












Seq. No. 


47818 








Seq. ID 


OJ000214 


J)3.0307. 


C37 


Gene No. 


101772 








Strand 








Cf a v-+- 
otalt 


R99n 
ozz u 








End 


11421 






Name 


Pi Tnnno i/i o ^ 

UJU.UUZ14 Uj 


n ^ n7 
UjU / . 


P ^7 /! 
bj / . 04 . 


4- T T 

tw 


Method 


TBLASTX: 


Wheat 




o car l. 


/ J / J 








End 


8061 






PT 


none 








Score 


283 






Exons 


/ j / j . . / y oz , 


7 a i q 
/bio . 


. BUbl, 


7 CI 0 
/ D / Z . 


.7983, 8007. .8057 






beq. no. 


4 / o 1 o 








Seq. ID 


OJ000214 


_03.0307. 


C37 


P,c» n o KTr^i 


101772 








Strand 








Start 


5220 








End 


11421 






Name 


OJ000214 03. 


0307. 


C37.o2. 


np 


Method 


AAT/NAP 






Start 


7683 








End 


11421 






GI 


4539658 








Score 


133 






Exons 


7683. .7729, 


10091 


. .10334 


,. 11340.. 11421 








GI Descrip. 


(AF061282) serine 


carboxypeptidase-like 


protein 


[Sorghum 




bicolor] 
















Seq. No. 


47818 








Seq. ID 


OJ000214 


_03.0307. 


C37 



49519 



Gene No. 


101772 








Ofa r f 


^990 








Name 


o tooo9i 4 n ^ 


0^07 
UjU / 


P^7 r> R 
. t/ J / . O 0 


f m 
. LIU 


Qf a r*f 

o t a r t 


7 1 n i 








PT 


none 








T* 1 von q 


7701 80ft7 


77 


7917 


7 QR4 

/ _7 O *i 


Seq. No. 


47818 








Gene No. 


101772 








Cfa r f 

o Lai i. 


J £. \J 








Name 


n tooo9 i a 0*3 


0^07 


t/ J / . oo 


f w 

. tw 


Cf 3 v-f 

o tart 


ft 997 








P T 


none 








Exons 




ft 9^9 

Ot Jt. 


R 

• O J J _? / 


ft R 

O J O J 


Seq. No. 


47818 








Gene No. 


101772 








J Lai L 


J \J 








Name 


pi tooo9 1 4 o^ 


0^07 


t* J / . O / 


f m 
. LIU 


otai L 


ft 9 7 7 
0 Z / / 








P T 


none 








Exons 


P977 RfiOO 








Seq. No. 


47818 








Gene No. 


101772 








Q+- -a r~f 


S990 
j *c U 








Name 


pi tooo9 i a o^ 

UJUUUZ14 Uj . 


0^07 
UJU/. 


P"3 7 nl 
Ij /.Of 


f t.T 

. LW 


o tax t 


oQi n — 
oyiu 








PT 


none 








Exons 


pqi n Q9 f;n 

o y J. U . . y^l O U / 




Q9 61 




Seq. No. 


47818 








Gene No. 


101772 








Cf 3 v--h 


c »9 90 








Name 


Pi TOOO 9 1/1 0 "3 
UdUUU^14 UJ. 


0 "307 
UjU / . 


p*3 7 £ 
L- j / . OD 


f TYl 

. LIU 


Cf a v-f 
OtaTt 


OQCC _ 
oi?JJ 








PT 


none 








Exons 




Q1 ^0 


Q0A & 
. y Z f± D 




Seq. No. 


47818 








Gene No. 


101772 








Cf a r-f 


S9 90 








Name 


Pi Tnnpi9i ^ n 

UUUUUZ14 Uj. 


UjU / . 


P*3 7 /-xQ 

L^O / . o,y 


f t-J 

. tw 


Of 3 -y-f 

o Lai t 










P T 


none 








Exons 


QOQC Q/l 7 1 

y z y o . . y 4 / x , 


Q9Q7 


. y 4 y 4 




beq. no. 


/I 1 Q 1 Q 

4 / o 1 o 








Gene No. 


101772 








Start 


5220 








Name 


OJ000214 03. 


0307. 


C37.o3 


.np 


Start 


10983 








GI 


4680185 








Exons 


10983. .11416 









Strand 
End 

Method 
End 
Score 
.8082 

Seq. ID 

Strand 

End 

Method 

End 

Score 



11421 

TBLASTX: Maize 

8087 

77 



OJ000214_03.0307.C37 
11421 

TBLASTX: Wheat 

8594 

68 



Seq. ID OJ000214_03.0307. 
Strand 

End 11421 

Method TBLASTX : Mai ze 

End 8600 

Score 187 



C37 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ000214_03.0307.C37 

*i"1421 ""' 
TBLASTX: Wheat 
9261 
109 



Seq. ID OJ000214_03.0307. 
Strand 

End 11421 

Method TBLASTX : Mai ze 

End 9260 

Score 87 



C37 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_03.0307.C37 
11421 

TBLASTX: Wheat 

9494 

113 



OJ000214_03.0307.C37 

11421 
AAT/NAP 
11416 
469 



GI Descrip. {AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 47819 Seq. ID OJ000214 03.0307.C38 



49520 



Gene No. 


101773 


Strand 






Start 


467 


End 


3986 




Name 


OJ000214 03.0307.C38.ol 


. np -Method 


AAT/NAP 




OtaiL 


467 


End 


3986 




PT 

ul 


5042463 


Score 


214 




XT' v r"i c 


467. .490, 2237. .2310, 2356. .2516, 3168 


..3345, 3963 


. • J300 


ui uescrip. 


(AC007789) unknown protein [Oryza sativa] 




OcC] . 1NO . 


47819 


Seq. ID 


OJ000214_03 


. UjU / .tJO 


Gene No. 


101773 


Strand 






Start 


467 


End ' 


3986 




Name 


OJ000214 03.0307.C38.o2 


. np Method 


AAT/NAP 






1877 


End 


3986 




P T 


7340881 


Score 


114 




TJ 1 Tjr /"\ t"\ C? 


1877. .1894, 3566. .3600, 


3706. .3874, 3966. .3986 




GI Descrip . 


(AP001551) hypothetical 


protein [Oryza 


sativa] 




o e C[ . IN O . 


47820 . 


Seq. ID 


OJ0O0214_03 


mm pqq 
. uju / • toy 




101774 " 


Strand* 


+ 




Start 


3729 


End 


6452 




Name 


OJ000214 03.0307.C39.o3 


. np Method 


AAT/NAP 




Start 


3729 


End 


6452 




GI 


140298 


Score 


780 




Exons 


3729.. 3761, 5031.. 5560, 


6318.. 6452 






GI Descrip. 


CYTOCHROME C BIOGENESIS 


PROTEIN CCSA gi | 82524 |.pir 1 


IJQ0288 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical 36. 7K protein (trnL-trnN intergenic region) - 
chloroplast gi | 1204 9 | emb | CAA33952 | (X15901) ORF321 [Oryza 
sativa] gi | 22 6669 | prf || 1603356CW ORF 321 [Oryza sativa] 



rice 



47820 

101775 

210 

OJ000214_03.0307.C39.ol.gs 

210 

none 

210. .1112, 3400. .3499, 3577. 
4452.. 4505, 5611v:5712 



Seq. ID OJ000214_03.0307.C39 
Strand 

End 5712 

Method GENSCAN 

End 5712 

Score .87 
.3693, 3736. .3826, 3919. .4042, 



Seq. No. 47820 Seq. ID OJ0002 14_03 . 0307 . C39 

Gene No. 101775 Strand 

Start 210 End 5712 

Name OJ000214_03 . 0307 . C39 . ol . np Method AAT/NAP 

Start 213 End 1046 

GI 5042448 Score 1193 

Exons 213.. 1046 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 47820 Seq. ID 

Gene No. 101775 Strand 

Start 210 End 

Name OJ000214_03 . 0307 . C39 . o2 . np Method 

Start 1607 End 

GI 7340881 Score 

Exons 1607.. 1640, 1746 
3919. .4042, 4187 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



OJ000214 03.0307.C39 



.1921, 2414. .2465, 3319 
.4272 



5712 
AAT/NAP 
4272 
536 

3499, 3736. 



,3826, 



49521 



Seq. No. 47820 
Gene No. . 101776 

Start 8045 *'. 

Name. OJ000214_03 . 0307 . C39 . ol . tc 

Start 5067 

GI none 
Exons 



Seq. ID OJ000214_03.0307.C39 
Strand 

End 8182 

Method TBLASTX: Cress 

End 5532 

Score 113 



5067. .5228, 5067 .. 5228 , 5068 .. 5256, 5327. .5416, 5341. .5418, 
5457.. 5531, 5458.-5532 



Seq. No. 47820 

Gene No. 101776 

Start 8045 

Name OJ000214_03 . 0307 . C39 . ol . ts 

Start 5067 

GI none 
Exons 



Seq. ID OJ000214_03.0307.C39 
Strand 

End 8182 

Method TBLASTX : Soybean 

End 5532 

Score 130 



5067. .5201, 5067. .5225, 5068. .5286, 5302. .5529, 5310. .5531, 
5314.. 5532 



f.B; 



Seq. No. 47820 

Gene No. 101776 

Start 8045 

Name OJ000214JD3 . 0307 . C39 . o2 . gs 

Start 8045 

GI none 

Exons 8045.. 8182 " 

Seq. No. 47821 

Gene No. 101777 

Start 365 

Name OJ000214_03 . 0307 . C40 . ol . gs 

Start 365 

GI none 
Exons 



Seq. ID OJ000214_03.0307 .C39 
Strand 

End 8182 

Method GENSCAN 

End 8182 

Score .87 



Seq. ID OJ000214_03.0307.C40 
Strand 

End ' 4149 

Method GENSCAN 
End 4026 
Score . 62 



365. .1826, 1835. .2444, 2538. .3473, 3711. .4026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
.Start . 
Name 
Start 
GI 

Exons 



47821 
101777 
365 

OJ00G214_03.0307.C40.ol.np 
368 

4680179 
368. .4149 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000214_03.0307.C40 
. Strand 

End 4149 

Method AAT/NAP 

End 414 9 

Score 6348 



47821 

101777 

365 

OJ000214_03.0307.C40.o6.tm 

4 04 ' , 
none 

404. .589 



Seq. ID OJ000214_03.0307.C40 
Strand 

End 414 9 

Method TBLASTX: Maize 

End 58 9 

Score 191 



Seq. No. 47821 

Gene No. 101777 

Start 365 

Name OJ000214_03 . 0307 . C40 . 06 . tw 

Start 413 



Seq. ID OJ000214_03.0307.C40 
Strand 

End 4149 

Method TBLASTX : Wheat 

End 74 6 



49522 



GI 

Exons 



none Score. 
413. .745, 434. .574, 537. .746 



Seq. No. 47821 Seq. ID 

Gene No. 101777 Strand 

Start 365 End 

Name OJ000214_03 . 0307 . C40 . ol . tm Method 

Start 593 End 

GI none Score 

Exons 593.. 1033, 606.. 1031, 1031.. 1192, 1038, 



55 



OJ000214_03.0307.C40 
4149 

TBLASTX: Maize 

1192 

256 

.1184 



Seq. No. 47821 Seq. ID 

Gene No. 101777 Strand 

■ Start 365 End 

Name OJ000214_03 . 0307 . C40 . ol . tw Method 

Start 746 End 

GI none Score 

Exons 746.. 1372, 747.. 1370 

Seq. No. 47821 Seq. ID 

Gene No. 101777 Strand 

Start 365 ' End 

O Name OJ000214_03 . 0307 . C40 . o3 . tm Method 

q Start 1241 End 

?fH GI none Score 

i\\ Exons 1241. .1531,^:1245. .1532 

£3 Seq. No. 47821 Seq. ID 

IJ Gene No. 101777 1 Strand 

q Start 365 End 

Name OJ000214_03 . 0307 . C40 . o2 . ts Method 

! * Start 1331 End 

GI none Score 

£3 Exons 1331.. 1591, 1332.. 1586 



OJ000214_03.0307.C40 
4149 

TBLASTX: Wheat 

1372 

356 



OJ000214_03.0307.C40 
4149 

TBLASTX: Maize 

1532 

225 



OJ000214_03.0307.C40 
4149 

TBLASTX : Soybean 

1591 

159 



Seq. No. 47821 Seq. ID 

Gene No. 101777 . Strand ' 

Start ' 365 End 

Name OJ000214_03 . 0307 . C40 . ol . tc Method 

Start 1355 End 

GI none Score 

Exons 1355.. 1498, 1356.. 1496, 1499.. 1672 

Seq. No. 47821 Seq. ID 

Gene No. 101777 Strand 

Start 365' . End 

Name OJ000214_03 . 0307 . C40 . o3 . tw Method 

Start 1379- End 

GI none Score 

Exons 1379. .1804, 1380. .1634, 1412. .1804 



OJ000214_03.0307.C40 
4149 

TBLASTX: Cress 

1672 

83 



OJ000214_03.0307 .C40 
4149 

TBLASTX: Wheat 
1804 

239 -. 



Seq. No. 47821 Seq. ID 

Gene No. 101777 Strand 

Start . 365 End 

Name OJ000214_03 . 0307 . C40 . o2 . tw Method 

Start 1838 End 

GI none Score 



OJ000214_03.0307.C40 
4149 

TBLASTX: Wheat 

2350 

53 



49523 




Exons 1838.. 1963, 1840.. 2349, 



Seq. No. 


47821 






f"Zpn*= No 


101777 






Start 


365 






Nam© 


OJ000214 03 


.0307. 


. C40 . o2 


Start 


1912 ~~ 






GI 


none 






Exons 


1912. .2223, 


1919 


. .2116, 


Seq. No. 


47821 






Hpnp No 


101777 






Start 


365 






Name 


OJ000214 03 


. 0307 


. C40 . o3 


Start 


2098 ~~ 






GI 


none 






Exons 


2098. .2343 






Seq. No. 


47821 






OCl ICS LMU ■ 


101777 

-L \J JL I f f 






Qfarf 
O U a. i- I— 








Nam© 


OJ000? 1 4 0^ 




P40 o4 


Start 


2314 ~~ 








none 






Exons 


2314 . .2634, 


2353. 


. .2622, 


Sen No 


47821 






fJon o No 


10177 7- 
j. \j j. t i 1 








J U -J 






Naine 


v/U u U u 6 X " \J 


• \j o \j f . 


P4 0 nS 


Start 


2351 ~~ 






GI 


none 






Exons 


2351. .2650, 


2356, 


. .2652, 


Sea No 


47821 






uCllC LN • 


101777 






Start 


365 






Name 


OJ000214 03 


. 0307 . 


, C4 0 . ol 


Start 


2365 ~~ 






GI 


none 






Exons 


2365. .2724, 


2366. 


, .2416, 


Sea No 


4 7821 






flpnp No 


101777 






91-^ rt- 

O Lai L 








Name 






P4 0 o4 




?701 ~~ 






PT 


ri on o 

IKJilC 






Exons 


2701 3183. 


2710 . 


. 3072, 


Seq. No. 


47821 






Gene No. 


101777 






Start 


365 






Name 


OJ000214 03. 


,0307. 


C40.O5 


Start 


2882 






GI 


none 






Exons 


2882. .3073, 


2884 . 


.3171, 




1924 . 


.2307, 1925. .2350, 2006. .2317 




Seq. ID 


OJ000214__03.0307 


.C40 




Strand 








End 


4149 




. tm 


Method 


TBLASTX: Maize 






.End 


2277 






Score 


150 




1924 . 


.2277, 2009.. 2275 






Seq. ID 


OJ000214_03.0307 


.C40 




Strand 


- 






End 


4149 




ts 


Method 


TBLASTX : Soybean 






End 


2343 






Score 


201 






Seq. ID 


OJ000214_03.0307 


.C40 




Strand 


- 






End 


4149 




fm 
U1U 


Method 


TBLASTX: Maize 






End 


2814 






Score 


95 




2635 . 


.2814 








Seq. ID 


OJ000214_03.0307 


.C40 




Strand 








End 


4149 




tw 


Method 


TBLASTX: Wheat 






End 


2652 






Score 


225 




2359 . 


.2652 








Seq. ID 


OJ000214_03.0307 


.C40 




Strand 








End 


4149 




ts 


Method 


TBLASTX: Soybean 






End 


2760 






Score 


40 




2459 . 


.2728, 2716. .2760, 2728. .2760 




Seq. ID 


OJ000214_03.0307, 


.C40 




Strand 








End 


4149 






Method 


TBLASTX: Wheat 






End 


3183 






Score 


181 




2744 . 


.307 9 








Seq. ID 


OJ000214_03.0307, 


.C40 




Strand 








End 


4149 




tm 


Method 


TBLASTX: Maize 






End 


3173 






Score 


165 




2913. 


.3173 







49524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47821 

101777 

365 

OJ000214_03.0307.C4 0.o7.tw 

3340 

none 



Seq. ID OJ000214_03.0307.C40 
Strand 

End 4149 

Method TBLASTX : Wheat 

End 37 62 

Score 105 



3340. .3531, 3347. .3502, 3413. .3553, 3553. .3762, 3614. .3712 



47822 
101778 
1 

OJ000114_03.0320.Cl.ol.np 

1 

5852175 
1. .131, 1284. .1305 

(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ000114_03.0320.C1 
Strand 

End 1305 

Method AAT/NAP 

End 1305 

Score 64 



47823 

101779 

423 

OJ000114_03.0320.C2.ol.gs 
.423 
none 

423. .2477 



Seq. ID OJ000114_03.0320.C2 
Strand 

End 2626 

Method GENSCAN 

End 2477 

Score 1 



fy Seq. No. 

?2 Gene No. 

r.1 Start 

h Z Name 

M Start 

fU GI 

B Exons 

GI Descrip. 

^ Seq. No. 

Gene No. 
Q Start 
[1 Name 
?Si Start 
%B? GI 

Exons 



'47823 
101779 
423 

OJ000114_03.0320.C2.ol.np 
426 

4680179 
426. .2626 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000114_03.0320.C2 
Strand 

End - 2626 

Method AAT/NAP 

End 2626 

Score 3276 



47823 

101779 

423 

OJ000114_03.0320.C2.o4 . tw 

471 

none 

471. .803, 522..6S3, 523. .804 



Seq. ID OJ000114_03.0320.C2 
Strand 

End 2626 

Method ' ' TBLASTX: Wheat 

End 804 

Score 77 



Seq. No. 47823 

Gene No. 101779 

Start 423 

Name OJ000114__03 . 0320 . C2 . ol . tm 

Start 666 

GI none 

Exons 666. .1091, 667 . . 8 64 , ' 687 . . 932, 919. .1092, 1087. .1236, 
1089. .1250, 1096. .1251 



Seq. ID OJ000114_03.0320.C2 
Strand 

End 2626 

Method TBLASTX : Mai ze 

End 1251 

Score 109 



Seq. No. 47823 

Gene No. 101779 

Start 423 

Name OJ000114_03 . 0320 . C2 . ol . tw 

Start 804 



Seq. ID OJ000114_03.0320.C2 
Strand 

End 262 6 

Method TBLASTX : Wheat 

End 1430 



49525 



Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score 
804. .1430, 805. .864, 922. .1374 

47823 Seq. ID 

101779 Strand 

4 23 End 
OJ000114_03.0320.C2.o3.tm " Method 

1299 End 

none Score 
1299. .1589, 1302. .1457, 1303. .1590 

47823 Seq. ID 

101779 Strand 

423 End 

OJ000114_03 . 0320 . C2 . ol . ts Method 

1389 End 

none - Score 

1389. -.1637, 1389. .1649, 1390. .1638 

47823 Seq. ID 

101779 Strand 

423 End 

OJ000114_03.0320.C2.ol.tc Method 

1413 End 

none Score 
1413. .1556, 1414.. 1554, 1557. .1739 

47823 Seq. ID 

101779 Strand 

423 End 

OJ000114_03 . 0320 . C2 . o2 . tw Method 

1437 End 

none Score 
1437. .1973, 1441. .1794 

47823 Seq. ID 
101779 . Strand 

423 End 

OJ000114_03 . 0320 . C2 . o2 . tm Method 

2004 End 

none Score 
2004. .2357, 2011. .2352 

47823 ■ Seq. ID 

101779 Strand 

4 23 End 

OJ000114_03.0320.C2.o3.tw Method 

2004 ' End 

none Score • 
2004. .2354, 2004. .2429, 2011. .2427 

47823 Seq. ID 

101779 Strand 

423 - End 

OJ000114_03.0320.C2.o3.ts Method 

2175 End 

none Score 



44 



OJ000114_03.0320.C2 
2626 

TBLASTX: Maize 

1590 

91 



OJ000114_03.0320.C2 
2626 

TBLASTX : Soybean 

1649 

114 



OJ000114_03.0320.C2 
2626 

TBLASTX : Cress 

1739 

87 



OJ0'00114_03.0320.C2 
2626 

TBLASTX: Wheat 

1973 

301 



OJ000114_03.0320.C2 
2626 

TBLASTX: Maize 

2357 

191 



OJ000114_03.0320.C2 
2626 

TBLASTX: Wheat 

2429 

211 



OJ000114_03.0320.C2 
2626 

TBLASTX : Soybean 

2423 

207 



49526 



Exons 



2175. .2423 



Spo No 


47823 








Spct TD 


OJ000114 03 0320 


. C2 


f^pnp No 


101779 














Start 


423 








End 


2626 




Name 


OJ000114 03 


0320 


. C2 . o4 . 


tm 


Mph hod 


TBLASTX • Maize 




Start 


2363 ~~ 








End 


2619 




GI 


none 








Score 


152 




Exons 


2363.. 2593, 


2364 


. .2618, 


2365. 


.2619' 






Seq. No. 


47823 








Seq. ID 


OJ000114 03.0320 


.C2 


Hprip No 


101779 








St rand 






Start 


423 








End 


2626 




Name 


OJ000114 03. 


0320 


. C2.o5. 


t w 


Mpt hod 


TBLASTX : Wheat 




Start 


2430 ~~ 








End 


2619 




GI 


none 








Score 


109 




Exons 


2430. .2597, 


2430 


. .2618, 


2431. 


.2619 






Seq. No. 


47823 








Seq. ID 


OJ000114 03 0320 


. C2 


UC11C in W • 


101779 








Q+- rand 






Start 


423 








End 


2626 




Nam© 


OJ000114 03 


0320 


. C2 . o2 . 


ts 




TRT.ASTX • Sovbpan 




Start 


2445 ~~ 








• End 


2625 




rii 


1 It. 














Exons 


, 2445. .2624, 


2455 


. .2625 










Seq. No. 


47824 








Seq. ID 


OJ000114_03.0320 


.C3 


Gene No. 


101780 








Strand 






Start 


1 








End 


315 




Name 


OJ000114 03. 


0320 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


315 




GI 


6983860 








Score 


510 





Exons 1 . . 315 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47824 

101781 

580 

OJ000114_03.0320.C3.ol.gs 

580 

none 



Seq. ID OJ000114_03.0320\C3 
Strand 

End 7949 

Method GENSCAN 

End 7902 

Score .58 



580. .1380, 2633..2733, 3099. .3249, 3255.-3567, 3866. .3909, 
4248.-4628, 4733.-4897, 4985.-6369, 6417. .6570, 6580. .7902 



Seq. No. 47824 

Gene No. 101781 

Start 580 

Name OJ000114_03 . 0320 . C3 . o2 . np 

Start 583 

GI 4512231 

Exons 583.. 1380 

GI Descrip. (AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ000114_03.0320.C3 
■Strand 

End 7 94 9 

Method AAT/NAP 

End 1380 

Score 1342 



Seq. No. 
Gene No. 
Start 



47824 

101781 

580 



Seq. ID OJ000114JD3.0320.C3 
Strand 

End 7 94 9 



49527 



Name OJ000114_03 . 0320 . C3 . o3 . np Method AAT/NAP 

Start 4232 End 794 9 

GI 7228457 Score 1604 

Exons 4232. .5047, 5105.. 6661, 7911.. 7949 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
satiya] 



Seq. No. 


47824 








Gene No. 


101781 








Start 


580 








Name 


OJ000114 03 


. 0320 


. C3.ol. 


tw 


Start 


4233 ~~ 








GI 


none 








Exons 


4233. . 4577, 


4233 


. .4589 




Seq. No. 


47824 








Gene No. 


101781. 








Start 


580 








Name 


OJ000114 03 


. 0320 , 


C3 o2 


tm 


Start 


4233 _ 








GI 


none 








Exons 


4233. . 4454 








Seq. No. 


47824 j f 








Gene No. 


101781 - '■ 








Start 


580 








Name 


OJ000114 03 


. 0320 . 


. C3 . ol . 


tm 


Start 


4458 ~~ 








GI 


none 








Exons 


4458 . . 4658, 


4459 , 


. .4650, 


4619. 


Sea No 


47824 








Gene No. 


101781 








Start 


580 








Name 


OJ000114 03, 


. 0320 , 


. C3 . o4 . 


tw 


Start 


4590 ~~ 








GI 


none 








Rxon ^ 

1_J -tv \S 1 X o 


4590 4658 


4591 , 


. .4 647, 


4 628 . 


Sea No 


47824 








Gene No. 


101781 








Start 


580 








Name 


OJ000114 03. 


,0320. 


.C3.o2. 


tw 


Start 


4823 








GI 


none 








Exons 


4823. .5077, 


4827. 


, .4988, 


5135. 




54 09. .55,82 








Seq. No. 


47824 








Gene No. 


101781 








Start 


580 








Name 


OJ000114 03. 


0320. 


,C3.o3. 


tw 


Start 


6173 








GI 


none 








Exons 


6173. .6397, 


6394. 


, .6570 





Seq. ID OJ000114_03.0320.C3 
Strand 

End 7949 

Method TBLASTX : Wheat 

End 4 58 9 

Score 131 



Seq. ID OJ000114_03.0320.C3 
Strand 

End 7 94 9 

Method TBLASTX : Mai ze 

End 4454 

Score 198 



Seq. ID OJ000114_03.0320.C3 
Strand 

End - 7 94 9 

Method TBLASTX : Mai ze 

End 4813 

Score 110 



Seq. ID OJ000114_03.0320.C3 
Strand 

End - 7949 

Method TBLASTX : Wheat 

End 4822 

Score 64 



Seq. ID OJ000114JD3.0320.C3 
Strand 

End 7949 

Method TBLASTX : Wheat 

End 5590 

Score 134 



Seq. ID OJ000114_03.0320.C3 
Strand 

End ' 7 94 9 

Method TBLASTX : Wheat 

End 6570 

Score 124 



49528 




O C • Vi\J * 


47825 


Seq. ID 


0,100011 4 0^ 0^9 0 


P4 


Gene No. 


101782 


Strand 






Start 


1 


End 


4308 






OJ000114 03.0320.C4.ol.np 


Method 


AAT/NAP 




u Lai. L 


1 


End . 


2632 




\J I 


1091678 


Score 


404 






1..451, 1888. .2086, 2203. .2385, 2470.. 


2632 




-P T Dp^ryi n - . 


dLLi vaiui xi j^c LLaiiDpuoauic 


element [Pennisetum glaucum] 




Seq. No. 


4 7ft? S 

1 / O c- «J 


Seq. ID 


OJ000114_03.0320. 


C4 


Gene No. 


1 01 7ft 9 


OLl d i 1H 






O Lai L 


1 


End 


4308 




L\ alllc 


OJ000114 03.0320.C4.o2.tm 


Method 


TBLASTX: Maize 






7 


End 


277 








Score 


170 




Hi AUl 1 O 


7 1 Qft ft 977 "3ft 977 








Q <=»rr Mn 
OCLJ . LNLJ • 


47ft9S 


Seq. ID 


OJ000114_03.0320. 




Gene No. 


1 01 7 ft 9 


O LI alia 






Start 


1 


End 


4308 




Name 


OJ000114 03.0320.C4 .ol.gs 


Method 


GENSCAN 




O LaL L 


134 


End 


4308 




TT 
OX 


none 


Score' 


.62 




LAUIlo 


1 "34 41S 170^ 1R61 1 QS7 

1 J4 . » 4 J — r f i lUJ. . IOD1/ 17J / • • 


2086,' 2203 


. .2385, 2524 . .3024 


r 




"341R ^7Qft "^ftftft ^QOft ^Q14 


. .4308 






Seq.. Np. 


4 7ft 9 S 


q Drr t n 


DT0001 1 4 0^ 0*390 


C4 


Gene No. 


101782 


.Strand 






qf a r +- 


1 


End 


4308 




Name 


0,70001 1 4 0^ 0^90 P4 n1 tw 

UUvJUUlXI L/*J. VJ -J U .V_/*i . LJ I . LW 


Method 


TBLASTX: Wheat 




Of- *-+- 
O Lai L 


1 4 ^ _ 


End 


463 




VJJ J. 


none 


Score 


200 




ti 1 von q 


14^ 4 6^ 1 fiS 4 S R 








Seq. No. 


4 7ft 9 S 


Seq. ID 


OJ000114_03.0320. 


C4 


Gene No. 


i ni 7ft 9 

X U X / Ol 


Strand 






OLal L 


1 


End . 


4308 ■ 




Name 


OJ000114 03.0320.C4 .o3.tm 


Method 


TBLASTX: Maize 




O Lai L 


425 


End 


2094 




\J I 


none 


Score 


182 




IT von Q 
Hi AU11 O 


49^ 4R7 1 ftftft 90Q4 IftftQ 


2089 






O tr Lj . IN U . 


4 7ft 9 ^ 


Seq. ID 


OJ000114_03.0320. 


C4 


Gene No. 


1 01 7 ft 9 


Strand 






Start 


1 


End ' 


.4308 




ln ante 


OJ000114 03.0320.C4 .ol.tm 


Method 


TBLASTX: Maize 




OLal L 


2212 


End 


2882 






none 


Score 


84 




Exons 


2212. .2274, 2213. .2275, 2214 


..2276, 2217. .2279, 2271. .2387, 




2272.. 2346, 2460.. 2696, 2467 


..2877, 2469. .2882 




Seq. No. 


47826 


Seq. ID 


OJ000114JD3.0320. 


C5 


Gene No. 


101783 


Strand 


+ 




Start 


16846 


End 


17150 




Name 


OJ000114 03.0320.C5.ol.gp 


Method 


AAT/GAP 




Start 


16846 


End 


17150 




GI 


3761745 


Score 


518 





49529 




Exons 16846. .17150 

GI Descrip. 4099436/gb | U87250 | MVU87250 3.0e-67 Mustela vison GT dinucleotide 
repeat, chromosome 2,3,5 and 7 centromeric 



o c ^ • nu • 


47826 " 


Seq. ID 


OJ000114_03 


.0320 


.C5 




101784 


Strand 








91-^ rt 


1354 


End 


5958 






Name 


OJ000114 03 0320 C5 ol as 


Method 


GEN SCAN 






Start 


1354 


End 


5958 






GI 


none 


Score 


.72 






IjAUIIO 


1354 1578 1812 2195 3561 


.3779, 4079. .4253, 5858. .5958 


Cpn Ma 


47R96 


Seq. ID 


OJ000114_03, 


.0320 


.C5 


UCJIC IV KJ . 




Strand 


- 






O Lai L 


/ ^> *i X 


End 


7669 








0.70001 14 03 0390 PS n2 rr<? 


Method 


GENSCAN 






Start 


7241 


End 


7669 






GI 


none 


OLUi c 


Q4 








7 241 7403 7539 7669 












4 7ft 9 6 


Seq. ID 


OJ000114_03. 


.0320, 


.C5 




1 01 7ft6 


Strand 


- 






O Lai L. 


1 70Q0 


End 


17600 






Name 


P.TOO'01 1 4 03 0390 PR rrQ 

UUUUU114 UJ t UjlU i^/J • UJ • LjO 


Method 


GENSCAN 






Start 


17090 


End 


17600 






GI 


none 


Score 


.99 






DAUllO 


170Q0 17316 17439 17600 










O C ^ . LN V_J . 


4 7 ft 9 6 


Seq. ID 


OJ000114_03. 


.0320, 


.C5 


uCllC LN • 


1 0 1 7 ft7 

X U X / o / 


Strand 








uLCll L 


1 ft 6Q7 

X O U _7 / 


End 


20278 






Name 


D.T0001 14 03 0390 PS nfi a<? 


Method 


GENSCAN 






Start 


1 ft 6Q7 _ 


End 


20278 






GI 


none 


Score 


. 67 






Exons 


18697. .18752, 20194. .20278 












-.47827 * 


Seq. ID 


■OJ000114__03, 


,0320. 


.C8 




101788 


Strand 








OLai L 


1826 


End 


3286 






Name 


OJ000114 03.0320.C8.ol.np 


Method 


AAT/NAP 






ij luL L 


1049 


End 


3140 






GI 


2760832 


Score 


354 






Exons 


1049. .1086, 2598. .2742, 2844. 


.3140 










(AC003105) unknown protein [Arabidopsis thaliana] 






Oclj. LNU • 


47827 


Seq. ID 


OJ000114_03, 


,0320, 


,C8 


ucilc 1NO • 


101788 


Strand . 








Start 


, 1826 


End 


3286 






Name 


OJ000114 03.0320.C8.ol.gs 


Method 


GENSCAN 






Start 


1826 


End 


3140 






GI 


none 


Score 


.82 






Exons 


1826. .1920, 2610. .2784, 2844. 


.3140 








Seq. No. 


47827 


Seq. ID 


OJ000114_03. 


0320. 


,C8 


Gene No. 


101788 


Strand 








Start 


1826 


End 


3286 






Name 


OJ000114 03.0320.C8.ol.tc 


Method 


TBLASTX: Cress 





49530 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2606 End 3141 

none Score 75 

2606.. 2662, 2608.. 2697, 2862.. 2927, 2863.. 2928, 3036.. 3140, 

3057.. 3140, 3070.. 3141 



47827 

101788 

1826 

OJ000114_03.0320.C8.ol.tm 

2606 

none 

2606. .2743, 2608. .2745, 2808, 
2997. .3140, 3057. .3140, 3070, 

47827 
101788 
1826 . 

OJ000114_03..0320.C8.ol. ts 

2716 

none 

2716. .2745, 2717. .2743, 2842. 
2997. .3140, 3057. .3140, 3070. 



Seq. ID OJ000114_03.0320.C8 
Strand 

End 3286 

Method TBLASTX : Mai ze 

End 3144 

Score 114 
.2927, 2842. .2919, 2842. .2928, 
.3144 

Seq. ID OJ000114_03.0320.C8 
Strand 

End 3286 

Method TBLASTX : Soybean 

End ' 3141 

Score 39 

.2901, 2844..2927, 2854. .2913, 
.3141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47827 ' Seq. ID OJ000114_03 . 0320 . C8 

101788 Strand 

.1826 End 3286 

OJ000114_03.0320.C8.ol.gp Method AAT/GAP 

2832 End 3286 

43448JL.R1084 Score 810 

2832. .3286 

, 2760832/gb|AAB95300.1| 3.0e-12 (AC003105) similar to barley 
ids-4 gene product [Arabidopsis thaliana] 1 

47828 Seq. ID OJ000114_03 . 0320 . C9 

101789 , Strand + 
2283 -End 2937 
OJ000114_03.0320.C9.ol.np Method AAT/NAP 
2283 End 2937 
7441828 ' Score 136 
2283. .2937 

extensin-like cell wall protein - sea-island cotton 
gi|451544|gb|AAA79364.1| (U04267) proline-rich cell wall protein 
[Gossypium barbadense] 



47828 Seq. ID 

101790 Strand 

2416 End 

OJ000114_03.0320.C9,ol.gs Method 

2416 End 

none Score 
2416. .2841 



OJ000114_03.0320.C9 

2841 
GENSCAN 
2841 
1 



Seq. No. 47829 ■ Seq. ID 

Gene No. 101791 Strand 

Start 191 End 

Name OJ000114_03 . 0320 . C12 . ol . gs Method 

Start 191 End 



OJ000114_03.0320.C12 
+ 

4097 

GENSCAN 

4097 



49531 



GI 

Exons 



none _ Score .5 

191. .223, 1177. .1260, 2717. .2796, 2843. .2892, 2926. .3095, 
3957.. 4097 



Seq.. No. 47829 

Gene No. 101792 

Start 5216 . 

Name OJ000114_03 . 0320 . C12 . o2 . gs 

Start 5216 

GI none 

Exons 5216.. 5325 



Seq. ID OJ000114_03.0320.C12 
Strand 

End 5325 

Method GENSCAN 

End 5325 

Score .95 



Seq. No. 47830 
Gene No. ■ 101793 

Start 289 

Name OJ000114_03 . 0320 . C13 . ol . gs 

Start ■ 289 

GI none 

Exons 289.. 591 



Seq. ID OJ000114_03.0320.C13 

Strand + 

End 591 

Method GENSCAN 

End 591 

Score .94 



Seq. No. 47830 

Gene No. 101794 

Start 784 

Name OJ000114_03 . 0320 . C13 . o2 . gs 

Start 784 

GI none 
Exons 



Seq. ID OJ000114_03.0320.C13 

Strand + 

End 7084 

Method GENSCAN 

End 7075 

Score .64 



784. .948, 2089. .2200, 2301. .2437, 3068 .. 3135, ' 3292 . .'3775, 
5240. .5257, -6508. .7075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47830 

101794 

784 

OJ000114_03.0320.C13.ol.np 

3344 

4877649 



Seq. ID OJ000114_03.0320.C13 

Strand + 

End 7084 

Method AAT/NAP 

End 7084 

Score 405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3344. .3458, 3516. .3775, 6508. .6702, 6949. .7084 
(AF114162) gibberellin MYB transcription factor [Lolium 
temulentum] 



Seq. No. 47830 

Gene No. 101794 

Start 784 

Name OJ000114_03 . 0320 . C13 . ol . tw 

Start 3518 . 

GI none 
Exons 



Seq. ID OJ000114__03.0320.C13 

Strand + 

End 7084 

Method TBLASTX: Wheat 

End ■ ■ 6561 

Score 291 



3518. .3769, 3523. .3768, 6510. .6551, 6511. .6561 



47830 

101794 

784 

OJ000114_03.0320.C13.ol.tc 

3523 

none 



Seq. -ID OJ000114_03.0320.C13 

Strand + ' .. 

End 7084 

Method TBLASTX : Cress 

End 6573 

Score 335 



3523. .3768, 3524. .3772, 6511. .6573 



47830 
101794 



Seq. ID 
Strand 



OJ000114_03.0320.C13 
+ 



49532 




Start 


784 




End 


7084 

/ \J O *i 




Mama 


o.toooi 14 


03?0 n 3 oi 




TRT.A9TX • cjnuhp^n 




uLal L 


jji j 




End 


376Q 

■J / V> -7 




flj 


ilUlIC 






31 ft 




DAUllO 


3S23 3S46 


3S?4 "376Q 3S83 


3693 






Seq. No.- 


47830 




Seq. ID 


OJ000114_03.0320 


-C13 


Gene No. 


101794 




Strand 


+ 




o Lai t- 


784 




End 


7084 






n.Tonoi 14 


03?o P1 1 nl 


Method 


TBLASTX: Maize 




OLal L 


3S?4 ~ 

J 4 




End 


6564 






none 




Score 


300 








**S?Q ^7fift 6^04 


.6551, 6511. .6564 






47830 




Seq. ID 


OJ000114_03.0320 


n 3 


Gene No. 


101794 




Strand 


+ 




Start 


784 




End 


7084 




Name 


OJ000114 03. 


.0320.C13.o2.np 


Method 


AAT/NAP 




Start 


4971 




End 


7084 




GI 


7438355 




Score 


91 




Exons 


4971. .5008, 


6508. .6702, 6949. 


.7084 






GI Descrip. 


myb-related protein - barley gi 11200239 


► |enib|CAA61021.1| 


(X87690) 



GAMyb protein [Hordeum vulgare] 



%3 


o e q . ln o . 


47831 


Seq. ID 


UJ UUU 1 1 H 






tjene no . 


101795 


Strand 


+ 




v = 


OLQI L 


80 


End 


399 






Name 


OJ000114 03.0320.C14.ol.gs 


Method 


GENSCAN 






Start 


80 


End 


399 






GI 


none 


Score 


.47 






Exons 


80. .399 










Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320.C14 


s 


Gene No. 


101796 


Strand 


+ 






Start 


373 


End 


542 






Name 


OJ000114 03.0320-.C14.ol.gp 


Method 


AAT/GAP 






Start 


• 373 


End 


542 . 






GI 


2796906 


Score 


309 






Exons 


373. .542 








as? 


Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320.C14 




Gene No. 


101797 


Strand 


+ 






Start 


9192 


End 


9575 






Name 


OJ000114 03.0320.C14.o2.gp 


Method 


AAT/GAP 






Start 


9192 


End 


9575 






GI 


uC-osflcyp033a04bl 


Score 


655 






Exons 


9192. .9575 










GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320.C14 




Gene No. 


101798 


Strand 


+ 






Start 


11974 


End 


15053 






Name 


OJ000114 03.0320.C14 .o5.gs 


Method 


GENSCAN 






Start 


11974 


End 


15053 






GI 


none 


Score 


.82 






Exons 


11974. .12043, 12153. . 12293, 


12486. . 12824, 12990 


. .13114, 



49533 



13182. .13373, 134 44 .. 13502 , 13558 1374 3, 13788 .. 14283, 
14580. .15053 



Seq. No. " 47831 Seq. ID 

Gene No. 101798 Strand 

Start 11974 End 

Name OJ000114_03 . 0320 . Cl-4 . o4 . np Method 

Start 12194 End 

GI 6721558 Score 

Exons 12194 12293, 12990 .. 13124 , 13750.. 13973 

GI Descrip. (AP001073.) hypothetical protein [Oryza sativa] 

gi I 6815083 |dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ000114_03.0320.C14 
+ 

15053 
AAT/NAP 
13973 

269 ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47831 Seq. ID OJ000114_03 . 0320 . C14 

101798 Strand + 

11974 End 15053 

OJ000114_03 . 0320 . C14 . o5 . np Method AAT/NAP 

13118 End 14325 

6721561 Score 1176 

13118. .13373, 13444. .13502, 13568. .14325 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj |BAA90372.1| (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



X3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

S.eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



47831 

101799 

2671 

OJ000114_03.0320.C14.o2.gs 

2671 

none 

2671. .3369, 4356. .4520 
47831 

101800 " -V-'- • 

6819 

OJ000114_03.0'320.C14.o3.gs 

6819 

none 

6819. .6928, 7815. .8208 

47831 ■ 

101800 

6819 

OJ000114_03.0320.C14.ol.np 

7 85'9 

5852180 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_03.0320.C14 

4520 
GENSCAN 
4520 
.85 



OJ000114_03.0320.C14 

13047 
GENSCAN 
8208 
.6 



Seq. ID OJ000114_03.0320.C14 
Strand 

End 13047 

Method AAT/NAP 

End " 13047 " 

Score 541 



7859. .8274, 8327. .8443, 9424. .9494, 12988. .13047 
(AL117265) zhbOOOlO.l [Oryza sativa] 



47831 . Seq. ID 
101800 Strand 
6819 End 
OJ000114_03.0320.C14.o4 .gs Method 
9122 End 



OJ000114_03.0320.C14 

13047 

GENSCAN 

11239 



49534 



GI 


none 


Score 


. 5 




Pynn e 

L-i *\ Vw/ 1 1 O 


9122. .9327, 9424. .9477, 10990. .11239 






Sea No 


47831 


Seq. ID 


\j \j \j \j j. j. *± 


03 0^20 

\J -J . \J J \J 


Gene No. - 


101800 


Strand 






Start 


6819 


End 


13047 




Name 


OJ000114 03.0320.C14.o3.np 


Method 


AAT /NAP 




Start 


11250 ' " 


End 


117 83 




GI 


7523517 


Score 


252 




*\ y^/ 1 iu 


11250. .11344, 11489. .11783 








GI Descr ip . 


(AP001633) hypothetical protein [Oryza 


<3 A t" 1 1 




Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320 


Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 




Name 


OJ000114 03.0320.C14.o2.tw 


Method 


TBLASTX ' 


Wheat 


Start 


9288 


End 


1667 9 




GI 


none 


Score . 


18-6 




Exons 


9288.. 9341, 16325 16678 , 16335.. 16679 






Can Kin 


47831 


Seq. ID 


OJ000114 




Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 




Naine 


OJ000114 03.0320.C14.o3.tm 


Method 


TBLASTX: 


Mai ze 


O Lul L 


10500 


End 


10852 




GI 


none ' 


Score 


100 




Ex on *=; 


10500. .10538, 10654. .10830, 


10658. .10813, 10658 






10659 10850 








Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320 


Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 




Naine 


OJ000114 03.0320.C14.ol.ts 


Method 


TBLASTX: 


ovjy JJCdl 1 


Start 


10673 


End 


10886 




GI 


none 


Score 


150 




Ex on s 


10673. .10876, 10674. .10886 








Sea No 


47831 


Seq. ID 


OJ000114 


UJ • VJ _J £. u 


Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 




Name 


OJ000114 03.0320.C14.o2.tm 


Method 


TBLASTX: 


Mai ze 


Start 


10856 


End 


11290 




GI 


none 


Score 


88 




F.xnnq 


10856. .10981, 10856. .10930, 


10906. .10980, 10991 






11148. .11276 








Seq. No. 


47831 


Seq. ID 


OJ000114 


JD3.0320, 


Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 




Name 


OJ000114 03.0320.C14.o6.qs 


Method 


GENSCAN 




Start 


15684 


End 


16518 




GI 


none 


Score 


.83 




Exons 


15684. .1624 9, 16354. .16518 








Seq. No. 


47831 


Seq. ID 


OJ000114 


_03.0320. 


Gene No. 


101801 


Strand 






Start 


15684 


End 


16771 





49535 



Name OJ000114J)3 . 0320 . C14 . 06 . np Method AAT/NAP 

Start 15687 End 16771 

GI " 7228457 Score 1122 

Exons 15687. .16771 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47831 

101801 

15684 

OJ000114_03.0320.C14.ol.tw 

15696 

none 



Seq. ID OJ000114_03.0320.C14 
Strand 

End 16771 

Method TBLASTX : Wheat 

End 16303 

Score 67 



15696. .15827, 15697 .. 15822 , 15852 .. 16262 , 1604 8 .. 16155, 
16226. .16303 



Seq. No. 47831 
Gene No. ' 101801 

Start 15684 

Name OJ000114_03 . 0320 . C14 . o4 . tm 

Start 15732 

GI none 
Exons 



Seq. ID OJ000114_03.0320.C14 
Strand 

End 16771 

Method TBLASTX: Maize 

End 15998 

Score 51 



15732. .15815, 157 66. .15825, 15810. .1592 9, 15816. .15998 



Seq. No. -47831 

Gene No. 101801 

Start 15684 

Name OJ000114_03 . 0320 . C14 . ol . tm 

Start 16505 

GI none 

Exons 16505. . 16771, 16506.. 16769 



Seq. ID OJ000114_03.-0320.C14 
Strand 

End 167*71 

Method TBLASTX : Mai ze 

End 16771 

Score 144 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47832 
101802 
1 

OJ000114_03.0320.C15.ol .np 
1 

5902445 
1. .1098, 1307. .1398 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000114_03.0320.C15 
Strand 

End 1398 

Method AAT/NAP 

End - 1398 

Score 955 



47832 

101802 

1 

OJ000114_03.0320.C15.ol.gs 

30 

none 

30.. 118, 214.. 1068 



Seq. ID OJ000114_03.0320.C15 
Strand 

End- . 1398 

Method GENSCAN 

End 1068 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47832 

101802 

1 

OJ000114_03.0320.C15.ol.tw 

258 

none 



Seq. ID OJ000114_03.0320.C15 
Strand 

End 1398 

Method TBLASTX : Wheat 

End 665 

Score 41 



258.-323, 258. .431, 259. .333, 439. .612, 441. .626, 441. .665 



49536 






Seq. No. 


47832 


Seq. ID 


OJ000114_03.0320. 


.C15 




Gene No. 


101802 


Strand 








Start 


1 


End ' 


1398 






Name 


OJ000114 Q3.0320.C15.ol.tm 


Method 


TBLASTX: Maize 






Start 


698 


End 


1089 






GI 


none 


Score 


128 






Exons" * 


698. .736, 741. .815, 834. .1088, 856. .1089 






Seq. No. 


47832 


Seq. ID 


OJ000114_03.0320. 


,C15 




Gene No. 


101802 


Strand 








Start 


1 


End 


1398 






Name 


OJ000114_03. 0320.C15.o2. tw 


Method 


TBLASTX: Wheat 






Start 


735 


End 


^1095 






GI 


none 


Score 


163 






Exons 


735. . 1094, .745. .1095 










Seq. ,No. 


47832 


Seq. ID 


OJ000114_03.0320. 


,C15 




Gene No. 


101802 


Strand 








Start 


1 


End 


1398 






Name 


OJ000114 03.0320.C15.ol.ts 


Method 


TBLASTX: Soybean 






Start 


756 


End 


1106 






GI 


none 


Score 


211 






Exons 


756. . 1106 










Seq. .No. " 


47833 


Seq. ID 


OJ000114JD3.0320. 


C16 




Gene No. 


101803 


Strand 


+ 






Start 


3269 


End 


4756 






Name 


OJ000114 03.0320.C16.o2.np 


Method 


AAT/NAP 




l : 5 


Start 


3269 


End 


4756 






GI 


5852093 


Score 


62 




f ! 5 


Exons 


3269. .3294, 4649. .4756 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






tl 


Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320. 


C16 




Gene No. 


101804 


Strand 


+ 




h 


Start 


7516 . 


End 


7737 






Name 


OJ000114 03.0320.C16.o2.gp 


Method 


AAT/GAP 






Start 


7516 


End 


7737 




is? 


GI 


uC-osflM202031cllal 


Score 


281 




f ^ 


Exons 


7516. .7737 










GI Descrip. 


'1902900/dbj | AB001919 | AB001919 4.0e-43 


Oryza sativa DNA 


for 






phospholipase D, complete cds ' 








Seq. No. 


47833 ' 


Seq. ID 


OJ000114_03.0320. 


C16 




Gene No. 


101805 


Strand 








Start 


1 


End 


3473 






Name 


OJ000114 03.0320.C16.ol.gp 


Method 


AAT/GAP 






Start 


. 1 


End 


115 






GI 


'LIB3477-010-P1-K1-E11 


Score 


198 






Exons 


1..115 










GI Descrip. 


'2352427 2.0e-31 (AF004161) 


peroxisomal 


. Ca-dependent solute 






carrier [Oryctolagus cuniculus] ' 








Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320. 


C16 




Gene No. 


101805 


Strand 








Start 


1 


End 


3473 





49537 




M j3 m P» 
ln dine. 


OJ000114 03-0320. C16.ol-np 


Method 


AAT /NAP 

ATI 1 / LN t\ L 




Cf a r f 
OLdl L 


1 


End 


/ JO 




ri t 

V?X 


6841066 


Score 


T J J 






1..758 










(AF123303) calcium-binding transporter 


[_ l lL'lLLL' O CI IC11D J 




Seq. No. 


47833 


Seq. ID 


OJ000114J)3.0320 


.C16 


Gene No. 


101805 


Strand 






u Lai L 


1 


End 


3473 




Name 


OJ000114 03.0320.C16.ol.gs 


Method 


VJ XL LN O Ly rtLN 




jLai L 


136 


End 






o X 


none 


Score 


71 

. / X 




F 1 von ^ 


136. .507, 544. .744, 2996. .3473 






Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


.C16 


Gene No. 


101806 


Strand 






JlQi L 


5037 


End 


10864 




Name 




Method 


TRT.A^TX • Mai zp 




o Lai l 


1 


End 


1 SI 

I JI 




\J I 


none 


Score 


1 

X O jl. 




CjAUll o 


1..150, 2. .151, 2. .97, 3. .149 








Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


.C16 


Gene No. 


101806 


Strand 






C-j- a r f 
O Lai L 


5037 


End 


1 Oft 64 

X U O U *4 




N 9. me 


n.Tnnm i a n? n^?n rifi ofi +-q 


Method 


lDlinO 1A , DUyiJfcJall 




O Lai L 


2 


End ' 






riT 


none 


Score 


X *J !? 






2. .262, 2. .262 








Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


.C16 


Gene No. 


101806 


Strand 






Of- a v-f- 
O Lai L 


5037 


End 


10864 




Name 


nTfinni 1 4 n^ 0^90 n£ n9 -f-m 

UUUUU114 Uj. Uj^U.lIO .OZ . lUl 


Method . 


TBLASTX: Maize 




O L a I L 


152 


End 


3087 




ox 


none 


Score 


649 




Lj -X.LH lo 


152. .745, 152. .760, 534. .749, 


2992.. 3066, 2992.. 3087 




Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


-C16 


Gene No. 


101806 


Strand 






OLO.IL 


5037 


End 


10864 




Name 


OJ000114 03.0320.C16.o3.ts 


Method 


TBLASTX: Soybean 




Of- a v-f- 
OLClIL 


272 


End 


7 60 




fir 

\J X 


none 


Score 


124 






272.. 466, 281.. 760, 530.. 736, 


534. .749 






'Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


.C16 


Gene No . 


101806 


Strand 






Qf- a -r t- 
OLdl L 


5037 


End 


10864 




Name 


OJ000114 03.0320.C16.o5.ts 


Method 


TBLASTX: Soybean 




OLa.IL 


2985 


End 


3230 




GI 


none 


Score 


112 




Exons 


2985.. 3230, 2989.. 3063 








Seq. No. 


47833 


Seq. ID 


OJ000114_03.0320 


.C16 


Gene No. 


101806 


Strand 






Start . 


5037 


End 


10864 





49538 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000114_03.0320.C16.o2.gs 

5037 

none 

5037. .5119, 5437. .5500, 7860. 

47833 

101806 

5037 

..OJ000114_03-0320.C16.ol.tw 
7721 
none 



Method GENSCAN 
End 10710 
Score .72 

.8176, 8560.. 10471, 10552.. 10710 

Seq. ID OJ000114_03.0320.C16 
Strand 
End 

Method 
End 
Score 



10864 

TBLASTX: Wheat 

8643 

118 



7721. .8131, 7746. .8177, 7777 .. 7869, ■ 7781 8 188 , 8528. .8638, 
8537. .8620, 8539:. 8643, 8562. .8642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47833 

101806 

5037 

OJ000114_03.0320,C16.ol.tm 
7734 
none 
7734. . 
8061. . 
9263. . 
9728. . 
10230. 
10778. 



7769, 7746. 
8177, 8062. 
9568, 9264. 



,8051, 7780. 
,8178, 8528. 
,9506, 9533. 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 
Method TBLASTX: Maize 
End 10864 
Score 4 6 

.7869, 7800.. 8045, 7933 
.9220, 8561. .9211, 8589 



9712, 9534.. 9716, 9720 
10111, 9839.. 10111, 10160. .10474, 10199 10273, 
.10418, 10433., 10486, 10600 .. 10710, 10601 .. 10711, 
.108 64 



8052, 
9218, 
10091, 



Seq. No. 47833 Seq. ID 

Gene No. 101806 Strand 

Start 5037 End 

Name OJ000 114^03 . 0320 . C16 . ol . tc Method 

Start 7746 End 

GI none Score 
Exons 



OJ000114_03.0320.C16 
10864 

TBLASTX: Cress 

10456 

90 



7746. .7892, 7746. .8051, 7853. .8038, 7972. .8052, 8067. .8177, 

8070. .8177, 8092. .8178, 8528. .9220, 8541. .8723, 8778. .9218, 

9263.. 9457, 9264.. 9458, 9458.. 9712, 9492.. 9761, 9719.. 10096, 
9720... 10091, 10100. . 10456, 10230.. 10352 



Seq. No. 47833 Seq. ID 

Gene No. 101806 Strand 

Start 5037 End 

Name OJ000114_03 . 0320 . CI 6 . o3 . np Method 

Start 774 6 End ' 

GI 3914365 Score 

Exons 7746.. 8176, 8560.. 10471, 10603.. 10710 
GI Descrip. 



OJ000114_03.0320.C16 

10864 
AAT/NAP 
10710' 
4211 



PHOSPHOLIPASE D 2 PRECURSOR (PLD 2) (CHOLINE PHOSPHATASE 2) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 
gi I 1902901 1 dbj |BAA19466| (AB001919) phospholipase D-[Oryza 
sativa] 



Seq. No. 47833 Seq. ID 

Gene No. 101806 . Strand 

Start 5037 End 

Name OJ000114 J)3 . 0320 . C16 . o2 . ts Method 

Start 7746 End 

GI none Score 
Exons 



OJ000114_03.0320.C16 
10864 

TBLASTX: Soybean 

9220 

163 



7746. .8051, 7755. .8051, 7933. .8052, 8061. .8177, 8064. .8177, 



49539 



8089. .8178, 8528. .9220, 8538. .9215, 8648. .9220 



Seq. No. 47833 

Gene No. 101806 

Start 5037 

Name OJ000114_03 . 0320 . C16 . o4 . tw 

Start 8648 

GI none 

Exons 8648.. 8818, 8649.. 8822 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 

Method TBLASTX : Wheat 

End 8822 

Score 101 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 

Method AAT/GAP 

End 9104 

Score 630 



Seq. No. 47833 
Gene No. 101806 
Start 5037 

Name OJ000114_03 . 0320 . C16 . o3 . gp 

Start 8778 
GI uC-osflM202071gl2bl 
Exons 8778. .9104 

GI Descrip. * 3914 365/sp | P9384 4 | PLD2_ORYSA 2.0e-54 PHOSPHOLIPASE D 2 
PRECURSOR (PLD 2) (CHOLINE PHOSPHATASE 2) 
( PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 
>gi_1902901_dbj_BAA194 66_ (AB001919) phospholipase D [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47833 

101806 

5437. 

OJ000114_03.0320.C16.o3.tw 

8823 

none 



47833 
101806 
5037 ' 

OJ000114_03.0320.C16.o4 .ts 

9263 

none 

9263. .9472, 9264. .9473 



47833 
101806 
5037 

OJ000114_03.0320.C16.ol.ts 
9473 
none 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 

Method TBLASTX : Wheat 

End 9055 

Score 267 



8823.. 9050, 8823.. 9047, 8828.. 9055 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 

Method TBLASTX : Soybean 

End 9473 

Score 221 



Seq. ID OJ000114_03.0320.C16 
Strand 

10864 

TBLASTX: Soybean 
10710 
127 



End 

Method 
End 
Score 

9473.. .9568, 9533.. 9712, 9534.. 9761, 9728.. 10096, 9729.. 10067, 
10100. .1048 6, 10230. .1034 9, 1064 8. .10710 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47833 

101806 

5037 

OJ000114_03.0320.C16.o2.tw 

9740 

none 



Seq. ID OJ000114_03.0320.C16 
Strand 

End 10864 

Method TBLASTX : Wheat 

End 10159 

Score 559 



974 0. .10156, 9741. .10157, 984 8. .10159 

47833 Seq. ID OJ000114_03 . 0320 . CI 6 



49540 



Gene No. 


101806 


Strand 




Start 


5037 


End 


10864 


Name 


OJ000114_03.0320.C16.o5.tw 


Method 


TBLASTX: Wheat 


Start 


10403 


End 


10717 


GI 


none 


Score 


46 


Exons 


10403. . 10435, 10412. .10444, 


10430. .10480, 104 42. .10471, 




10603. .10716, 10604.. .10717 






Seq. No. 


47834 


Seq. ID 


OJ000114_03.0320.C17 


Gene No. 


101807 


Strand 


+ 


Start 


294 


End 


736 


Name 


OJ000114 03.0320.C17.ol.gp 


Method 


AAT/GAP 


Start 


294 


End 


736 


GI 


uC-osroM202010d01al 


Score 


865 


Exons 


294. .736 






GI Descrip. 


, 4867803/emb|CAB43062.1| 4.0e-19 (AJ133000) phospholipase D; 




[Craterostigma plantagineum] 1 




Seq. No. 


4 7834' 


Seq. ID 


OJ000114_03.0320.C17 


Gene No. 


101808 


Strand 




Start 


498 


End 


3223 


Name 


OJ000114 03.0320.C17.ol.gs 


Method 


GENSCAN 


Start 


498 


End 


3223 


GI 


none 


Score 


1 


Exons 


498.. 94.3, 1033.. 3007, 3116.. 


3223 




Seq. No. 


47834 


Seq. ID 


OJ000114__03.0320.C17 


Gene No . . 


101808 


Strand 




Start 


498 


End 


3223 


Name 


OJ000114 -03.0320.C17.ol.np 


Method 


AAT/NAP 


Start 


501 


End 


3223 


GI 


3914365 


Score 


2975 


Exons 


501. .943, 1033. .2989, 3110.. 


3223 




GI Descrip. 


PHOSPHOLIPASE D 2 PRECURSOR 


(PLD 2) (CHOLINE PHOSPHATASE 2) 




{ PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 




gi| 1902901 idbj IBAA19466I (AB001919) phospholipase D [Oryza 




sativa] 






Seq. No. 


47834 


Seq. ID 


OJ0001L4_03.0320.C17 


Gene No. 


101809 


Strand 




Start 


3753 


End 


5641 


Name 


OJ000114 03.0320.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


540 


End 


2983 ' 


GI 


none 


Score 


62 


Exons 


540.. 605, 541.. 606, 606.. 824 


, 607. .825, 


834. .953, 837; .944, 




844. .945, 1019. .1420, 1019.. 


1429, 1236. 


.1430, 1430. .1657, 




1452.. 1658, 1689.. 1760, 1706 


..1951, 1746. .1952, 1952. .2020, 




1986.. 2021, 2024.. 2119, 2129 


..2203, 2222.. 2587., 2226.. 2585, 




2691. .2942, 2720. .2983 






Seq. No. 


47834 


Seq. ID 


OJ000114_03.0320.C17 


Gene No. 


101809 


Strand 




Start 


3753 


End 


5641 


Name 


OJ000114 03. 0-320. C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


541 


End 


1115 


GI 


none 


Score 


71 


Exons 


541. .606,- 543. .605, 606. .740, 606. .953, 


607. . 945, 800. . 946, 



49541 



1019. .1087, 1019. .1111, 1047. .1115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47834 
101809 
3753 

OJ000114_03 . 0320 . C17 . ol . tm 
543 



none 
543. . 



605, 544 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

606, 603. .734, 606. .824 



837. .953, 1019. .1420, 1019. .1429, 1227 



OJ000114_03.0320.C17 
5641 

TBLASTX: Maize 

3244 

61 

, 607.. 825, 829.. '945, 
. .1430, 1430. .1657, 



1431. .1658, 1677. .1760, 1685. .1768, 1746. .1844, 1757. .2017, 
1829.. 1855, 1890.. 1940, 2036.. 2113, 2037.. 2078, 2129.. 2203, 
2222. .2587, 2250. .2588, 2700. .2942, 2720. .2995, 3113. .3244 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 

Gene .No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47834 
101809 
3753 

OJ000114_03.0320.C17 .ol.ts 
543 
none 

543. .605, 556. .606, 606. .824 

856. .945, 1019. .1420, 1019. .1426, 1227. .1424, 1442 
1452. .1658, 1685. .1768 



Seq. ID 

Strand 
End 

Method 
"End 
Score 
607. .825, 837. 



OJ000114_03.0320.C17 
5641 

TBLASTX : Soybean 
1768 
64 



944, 837. .953, 
1657, 



47834 

101809 

3.753 

OJ000114_03.0320.C17 ,o4.tw 

1121 

none 

1121. .1285, 1122. .1292 

47834 
101809 
. 3753 

OJ000114_03.0320.C17.o3.tw 
.12 96 
none 

1296. .1430, 1301. .1429, 1430. 

47834 

101809 

3753 

OJ000114_03. 0320.C17 .o3.ts 

1769 

none 

1769. .1966, 1773. .1841, 1887. 

47834 

101809 

3753 

OJ000114_03.0320.C17.o2.ts 

1967 

none 

1967. .2023, 2036. .2119, 2129. 
2648. .2995, 3164. .3223 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_03.0320.C17 
5641 

TBLASTX: Wheat 

1292 

95 



OJ000114_03.0320.C17 
5641 

TBLASTX: Wheat 

1531 

157 



,1531, 1431. .1526 



OJ000114_03.0320.C17 
5641 

TBLASTX: Soybean 

1967 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1967 

Seq. ID 
Strand 
End 

Method 
End 
Score 

,2203, 2222.. 2587, 2259.. 2585, 



OJ000114_03.0320.C17. 
5641 

TBLASTX: Soybean 
3223 
288 



49542 



Seq. No. 


47834 








Seq. ID 


OJ000114_03.0320. 


C17 


Gene No. 


101809 








Strand 






Start 


3753 








End 


5641 




Name 


OJ000114 03, 


.0320. 


C17 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2258 ~~ 








End 


2683 




GI 


none 








Score 


416 




Exons 


2258. .2587, 


2259. 


.2585, 


2648 


. . 2683 






Seq. No. 


47834 








Seq. ID 


OJ000114_03.0320. 


C17 


Gene No. 


101809 








Strand 






Start 


3753 








End 


5641 




Naine 


OJ000114 03, 


, 0320. 


C17 .o2 


. gs 


Method 


GENSCAN 




Start 


3753 ~~ 








End 


5641 




GI 


none 








Score 


.62 




Exons 


3753. . 3862, 


3999. 


.4128, 


4159 


..4324, 5586.. 5641 




Seq. No. 


47835 








. Seq. ID 


OJ000114_03.0320. 


C18 


Gene No. 


101810 








Strand 


+ * 




Start 


1360 








End 


1584 




Name 


OJ000114 03. 


, 0320 . 


C18 . ol 


. gs 


Method 


GENSCAN 




Start 


1360 ~~ 








End 


1584 




GI 


none 








Score 


.87 




Exons 


1360 . . 1584 














Seq. No. 


47835 








Seq. ID 


OJ000114_03.0320. 


C18 


Gene No. 


101811 








' Strand .. 


+ 




Start 


4864 








End 


9420 




Name 


OJ000114 03. 


0320. 


C18.ol 


.gp 


Method 


AAT/GAP 




Start 


4787 








End 


5382 




GI 


LIB3477-003- 


-Pl-Kl 


-CI' 




Score 


904 




Exons 


4787. .4974, 


5073. 


.5382 










GI Descrip. 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate- 


-CoA ligase < 


gene, 


intron 1, 


partial sequence 1 




Seq. No. 


47835 








Seq. ID 


OJ000114_03.0320. 


C18 


Gene No. 


101811 








Strand 


+ 




Start 


4864 








End 


9420 




Name 


OJ000114 03. 


0320. 


C18.o2 


.gs 


Method 


GENSCAN 




Start- 


4864 








End 


9420 




GI 


none 








Score 


.96 




Exons 


4864 . .4974, 


5073. 


.6644, 


6788 


. .6911, 8975. .9420 




Seq. No. 


47835 








Seq. ID 


OJ000114_03.0320. 


C18 


Gene No. 


101811 








Strand 


+ * 




Start 


4864 








End 


9420 




Name 


OJ000114 03. 


0320. 


C18.ol 


.np 


Method 


AAT/NAP 




Start 


4867. 








End 


9405 




GI 


3914365 








Score 


2963 




Exons 


4867. .4974, 


5073. 


.7013, 


8975 


. .9405 






GI Descrip. 


PHOSPHOLIPASE D 2 


PRECURSOR 


(PLD 2) (CHOLINE PHOSPHATASE 


2) 



(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 2) 

gi| 1902901 | dbj |BAA19466| (AB001919) phospholipase D [Oryza 

sativa] 



Seq. . No. 
Gene No. 
Start 



47835 

101812 

13265 



Seq. ID 

Strand 

End 



OJ000114 03.0320.C18 



13335 



49543 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000114_03-0320.C18.ol.tw 

1391 

none 

1391. .1477, 1400. .1441, 1442. 
6935. .7012, 6942. .7064, 6953. 
8973.. 9173, 8981.. 9175, 9153. 

47835 

101812 

13265 

OJ000114_03.0320.C18.ol.tm 

4873 

none 

4873. .4977, 4887. .4982, 5078. 
5492. .5821, 5798. .6025, 5847. 
6209.. 6346, 6365.. 6595, 6366. 
6650. .6757, 6743. .7012, 6767. 
8973.. 9080, 8977.. 9081, 9094. 
9154.. 9384 



Method TBLASTX : Wheat 
End 9384 
Score 55 

.1462, 1470. .1544, 1501. .1536, 
.7012, 8947. .9153, 8963. .9166, 
.9374, 9154. .9384 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 03.0320.C18 



13335 

TBLASTX: Maize 
9384 
113 

5332, 5079. .5384, 5439. .5846, 

6026, 5991.. 6359, 6113.. 6163, 

6614, 6615.. 6770, 6627.. 6743, 

7012, 6768.. 7013, 8947... 9081, 

9153, 9099.. 9176, 9153. .9377, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47835 
101812 
13265 . 

OJ000114_03.0320.C18.ol.ts 

5079 

none 

5079. .5438, 5492.. 5848, 5493. 
5991. .6086, 6029.. 6067 

47835 

101812 

13265 

OJ000114_03.0320.C18.ol.tc 
5084 
none 
5084. 
5847. 
6366. 
6769. 
9099. 



.5314, 5085. 

.6101, 5996. 

.6614/ 6615. 

.7020, 8947. 

.9158, 9153. 



,5438, 5492, 

,6067, 6101. 

,6656, 6656. 

,9084, 8973. 

,9374, 9166. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_03.0320.C18 
13335 

TBLASTX : Soybean 

6086 

375 



,5846, 5798. .5956, 5847. .6026, 



Seq. ID OJ000114_03.0320.C18 
Strand 

End 13335 
Method TBLASTX: Cress 
End 9384 
Score 344 

.5848, 5493. .5846, 5798. .5956, 
.6307, 6102, .6359, 6365.. 6595, 
.6700, 6707.. 6757, 6743.. 7012, 
.9074, 8974. .9081, 9094. .9153, 
.9384 



Seq. No. 47835 

Gene No. 101812 

Start 13265 

Name OJ000114_03 . 0320 . C18 . o2 . tw 

Start 5384 

GI none 

Exons 5384.. 5431, 5385.. 5438, 5490. 
5493.. 5810 



Seq. ID OJ000114_03.0320.C18 
Strand 

End 13335 

Method TBLASTX : Wheat 

End 5810 

Score ..-.74 

.5537, 5492.. 5560, 5492.. 5809, 



Seq. No. 47835 Seq. ID 

Gene No. 101812 Strand 

Start 13265 End 

Name OJ000114_03 . 0320 . C18 . o3 . ts Method 

Start 6086 End 

GI none Score 

Exons 6086.. 6166, 6087.. 6296, 6212.. 6298 



OJ000114_03.0320.C18 
13335 

TBLASTX: Soybean 

6298 

335 



49544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47835 
101812 
13265 

OJ000114_03.0320.C18.o2.ts 
6365 



OJ000114 03.0320.C18 



none 

6365. 

6743. 

8974. 

9154. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6595, 6366. .6617, 6615. .6770, 6641. .6757, 6667. .7020, 
7012, 6965. .7024, 8947. .9081, 8963. .9058, 8973. .9062, 
9081, 9094. .9153, 9094. .9147, 9099. .9158, 9153. .9374, 
9384 



13335 

TBLASTX: Soybean 

9384 

322 



Seq. No. 


47835 






Seq. ID 


OJ000114_03.0320 


.C18 


Gene No. 


101812 






Strand 






Start 


13265 






End 


13335 




Name 


OJ000114 03. 


0320.C18.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6516 






End 


6751 




GI 


none 






Score 


14 7 ; 




Exons 


6516. .6614, 


6521. .6595, 


6615. 


.6746, 66'53. .6751 ' 




Seq. No. 


47835 






Seq. ID 


OJ000114_03.0320 


.C18 


Gene No. 


101812 






Strand 






Start 


13265 






End 


13335 




Name 


OJ000114 03. 


0320.C18.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


6767 






End 


6934 




GI 


none 






Score 


193 




Exons. 


6767. .6925, 


6769. .6924, 


6776. 


.6934/ 6783. . 6926 




Seq. No. 


47835 






Seq. ID 


OJ000114_03.0320 


.C18 


Gene No. 


101812 






Strand 






Start 


13265 






End 


13335 




Name 


OJ000114 03. 


0320.C18.o2 


.gp 


Method 


AAT/GAP 




Start 


13265 






End 


13335 




GI; 


2312838 






Score 


76 




Exons 


13265. .13335 












GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon . 






4-coumarat'e- 


CoA ligase ■ 


gene, 


intron 1, 


partial sequence 




Seq. No. 


47836 






Seq. ID 


OJ000114_03.0320 


.C19 


Gene No. 


101813 






Strand 


+ 




Start 


4203 






End 


5103 




Name 


OJ000114 03. 


0320.C19.ol 


•np . 


Method 


AAT/NAP 




Start 


4203 






End 


5103 




GI 


5103834 






Score 


547 




Exons 


4203. .4282, 


4515. .4665, 


4696. 


.4909, 4952. .5103 





GI Descrip. (AC007591) Similar to gb|AB008104 ethylene responsive element 
binding factor 2 from Arabidopsis thaliana and contains an 
PF | 00847 AP2 domain. EST gb|AA728476 comes from this gene. 



Seq. No. 47836 Seq. ID OJ000114 

Gene No. 101814 Strand + 

Start * 5116 End 5524 

Name OJ000114_03 . 0320 . CI 9 . ol . gp Method AAT/GAP 

Start 5116 End . 5524 

GI 3769248 Score 756 

Exons 5116.. 5524 



03.0320.C19 



49545 




Seq. No. 47836 

Gene No. 101815 

Start 679 

Name OJ000114_03 . 0320 . C19 . ol 

Start 679 

GI none 

Exons 679.. 794, 907.. 1026, 11 
3006. .3074, 4083. .4183, 

Seq. No. 47836 

Gene No. 101815 

Start 679 

Name OJ0001 14_03 . 0320 . CI 9 . ol 

Start 4214 

GI none 

Exons 4214.. 4306, 4215.. 4283, 
4761. .4895 

Seq. No. 47836 

Gene No. 101815 

Start 679 

Name OJ000114_03 . 0320 . CI 9 . ol 

Start 4214 

GI none 

Exons 4214.. 4255, 4215. .4250, 
4737. .4901, 4744. .4908 




Seq. ID OJ000114_03.0320.C19 
Strand 

End 5627 
.gs Method GENSCAN 

End 5627 

Score .42 
70. .1205, 2578. .2698, 2790. .2944, 
4573. .4712, 4806. .5070, 5533. .5627 

Seq. ID. OJ000114_03.0320.C19 
Strand 

End 5627 

.tc Method TBLASTX: Cress 

End 4896 

Score 123 
4516. .4635, 4518. .4631, 4744. .4896, 



Seq. ID OJ000114_03.0320.C19 
Strand 

End 5627 

.ts Method TBLASTX : Soybean 

End 4908 

Score 50 
4248. .4283, 4516. .4635, 4518. .4649, 



Seq. No. 


47837 


Seq. ID 


OJ000114 


Gene No. 


101816 


Strand 


+ 


Start 


1 


End 


158 


Name 


OJ000114 02.0323.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


158 


GI 


4680186 


Score 


235 


Exons 


1. .158 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 


Seq.' No. 


47837. 


Seq. ID 


OJ000114 


Gene No. 


101817 


Strand 




Start 


1 


End 


91 


Name 


OJ000114 02.0323.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


91 


GI 


uC-osflcyp033a04bl 


Score 


170 


Exons 


1..91 






GI Descrip. 


f 601684 5/dbj | AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza 



DNA, chromosome 1, clone : P0711E10 ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47837 Seq. ID 

101818 Strand 

522 End 

OJ000114_02.0323.Cl.ol.gs Method 

522 End 

none Score 

522. .607, 904. .1075, 1168. .1266 



OJ000114_02.0323.C1 

1266 
GENSCAN 
1266 
.91 



Seq. No. 
Gene No. 
Start 



47838 

101819 

533 



Seq. ID OJ000114_02.0323.C2 
Strand + 
End 651 



49546 




Net ins 


OJ000114 02 0323 C2 ol as 






Start 


533 — 


Hi 1 1 Li 


\j *j j. 


GI 


none 


Score 


. 4 5 


Pynnc 
j_j *\ \t/ iiu 


533 651 " 






Spa No 


4-7838 


Seq. ID 


OJ000114 


Gene No. 


101820 


Strand 


+ 


Start 


1573 


End 


2666 


Name 


OJ000114 '02.0323.C2.ol.np 


Method 


AAT/NAP 


Start 


1573 


End 


2666 


GI 


4680186 


Score 


376 


Exons 


1573. .1627, 2466. .2666 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 



Seq. No. 


47838 






Seq. ID 


OJ000114 


Gene No. 


101821 






Strand 


+ 


Start 


4103 






End 


7287 


Name 


OJ000114 02 


.0323.C2.o3. 


gs 


Method 


GENSCAN 


Start 


4103 






End 


7287 


GI 


none 






Score 


.88 


Exons 


4103. .4170, 


4802. .5063, 


5275. 


.5533, 6599. .6774, 


Seq. No. 


47838 






Seq. ID 


OJ000114 


Gene No. 


101821 






Strand 


+ 


Start 


4103 






End 


7287 


Name 


OJ000114 02 


.0323.C2.o2. 


np 


Method 


AAT/NAP 


Start 


4139 






End 


5669 


GI 


7248393 






Score 


323 


Exons 


4139. .4220, 


5157.\5669 








GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 



Seq. No. 47838 Seq. ID 

Gene No. 101822 Strand 

Start 7443 End 

Name OJ000114_02-. 0323 . C2 . o3 . np Method 

Start 7443 End 

GI 7228450 Score 

Exons 7443.. 7560, 7646.-7759 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



OJ000114_02.0323.C2 
+ 

7759 
AAT/NAP 
7759 
178 



Seq. No. 


47838 


Seq. ID 


OJ000114_02 


0323. C2 


Gene No. 


101823 


Strand 






Start 


1739 


End 


3968 




Name 


OJ000114 02.0323.C2.o2.gs 


Method 


GENSCAN 




Start 


1739 


End 


3968 




GI 


none 


Score 


.84 




Exons 


1739. .1776, 3059. .3115, 3408. 


.3579, 3672.. 3968 




Seq. No. 


47838 


Seq. ID 


OJ000114_02, 


0323. C2 


Gene No. 


101823 


Strand 






Start 


1739 


End 


3968 




Name 


OJ000114 02.0323.C2.ol.gp 


Method 


AAT/GAP 




Start 


2218 


End 


2599 




GI 


uC-osf Icyp033a04bl 


Score 


651 




Exons 


2218. .2599 








GI Descrip. 


• 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 







49547 




Seq. No. 


47839 


Seq. ID 


OJ000114_02.0323, 


,C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 * 


End 


2347 




Name 


OJ000114 02.0323.C3.ol.np 


Method 


AAT/NAP 




Start 


517 


End • 


2347 




GI 


4680179 


Score 


2233 




Exons 


517. .2347 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


47839 


Seq. ID 


OJ000114_02. 0323. 


,C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


519 


End 


765 




GI 


none 


Score 


324 




Exons 


519. .761, 544. .765, 556. .765 








Seq. No. 


47839 


Seq.- ID 


OJ000114_02.0323. 


C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.ol.gs 


Method 


GENSCAN 




Start 


.521 


End 


2227 




GI 


none 


Score 


.8 




Exons 


521 . . 1137, 1190. .2227 








Seq. No. 


■47839 


Seq. ID 


OJ000114_02.0323. 


C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


537 


End 


774 




GI 


none 


Score 


279 




Exons 


537. .761, 544. .765, 556. .774 








Seq. No. 


47839 


Seq. ID 


OJ000114_02.0323. 


C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


774 


End 


1330 




GI 


none 


Score 


384 




Exons 


774. .1184, 796. .1176, 877. .11* 


S5, 1171. 


. . 1329, 1172 . . 1330 




Seq. No. 


47839 


Seq. ID 


OJ000114JD2. 0323. 


C3 


Gene No.- 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1175 


End 


1378 




GI 


none 


Score 


250 




Exons 


1175 . . 1378, 1175 . . 1378 








Seq. No. 


47839 


Seq. ID 


OJ000114_02.0323. 


C3 


Gene No. 


101824 


Strand 


+ 




Start 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


1176 


End 


1468 




GI 


none 


Score 


86 





Exons 1176.. 1328, 1177.. 1464, 1178. .1468 



49548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47839 Seq. ID 

101824 Strand 

517 End 

OJ000114_02 . 0323 . C3 . ol . tw Method 

1337 End 

none Score 

1337. .1963, 1393.. 1851, 1709.. 1960 



OJ000114_02.0323.C3 
+ 

2347 

TBLASTX: Wheat 

1963 

682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47839 Seq. ID 

101824 Strand 

517 End 

OJ000114JD2. 0323.C3.ol.tm Method 

1517 End 

none Score 



OJ000114_02.0323.C3 
+ 

2347 

TBLASTX: Maize 

2116 

227 



1517. .1678, 1525. .1671, 1676. .2116, 1678. .2100 



oeq. in o . 


■47839 


Seq. ID 


OJ000114_02.0323 


.C3 


ocllc iNU . 


101824 


. Strand 


+ 




jLqiL 


517 


End 


2347 




Name 


OJ000114 02.0323.C3.o4 .tw 


Method 


TBLASTX: Wheat 




O Lai L 


1963 


End 


2188 




GI 


none 


Score 


244 




Exons 


1963.. 2178, 1964.. 2188 








Seq. No. 


47840 


Seq. ID 


OJ000114_02.0323, 


.C6 


Gene No. 


101825 


■ Strand 






Start 


173 


End 


1015 




Name 


OJ000114 02.0323.C6.ol.np 


Method 


AAT/NAP 




Start 


173 


End 


1015 




GI 


5922620 


Score 


137 




Exons 


173. .343, 750. .1015 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi | 6016853 | db j IBAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a 'region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


47841 


Seq. ID 


OJ000114_02.0323. 


,C7 


Gene No. 


101826 


Strand 


+ 




Start 


1 


End 


1172 




Name 


OJ000114 02.0323.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1172 ' 




GI 


6630699 


Score 


87 




Exons 


1..64, 1086. .1172 









GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] <■ 



Seq. No. 47841 Seq. ID 

Gene No. 101827 Strand 

Start 457 End 

Name OJ000114_02 . 0323 . C7 . ol . gs Method 

Start 457 End 

GI none Score 

Exons 457. .481, 816. .990, 1083. .1166 



OJ000114_02.0323.C7 

1166 
GENSCAN 
1166 
.77 



49549 



Seq. No. 47842 
Gene No. 101828 
Start " 1552 

Name OJ000 1 1 4_02 . 0323 . C9 . ol . np 

Start 1552 
GI 4126693 
Exons 1552.. 2007 

GI Descrip. (AB016504) prolamin [Oryza sativa] 

gi|6180118|gb|AAF05813.1|AF194115_l (AF194115) prolamin 7 [Oryza 
sativa] 



Seq. ID OJ.000114_02.0323.C9 
Strand + 

2007 

AAT/NAP - 
2007 
673 



End 

Method 

End 

Score 





Seq. No. 


47842 


Seq. ID 


OJ000114_02. 03-23. C9 




Gene No. 


101829 


Strand 






Start 


1541 


End 


2079 




Name 


OJ000114 02.0323.C9.ol.gp 


Method 


AAT/GAP 




Start 


1541 


End 


2079 




GI 


2799029 


Score 


710 




Exons 


1541.. 2079 








GI Descrip. 


2827318 1.0e-20«(AF042201) 


seed prolamine [Oryza sativa] 




Seq. No. 


47843 


Seq. ID 


OJ000114_02. 0323. C10 




Gene No. 


101830 


Strand 






Start 


369 


End 


544 


i "*s 


Name 


OJ000114 02.0323.C10.ol.gp 


Method 


AAT/GAP 


■a sr 


Start 


369 


End 


544 


i.; = 


GI 


LIB3599-001-Pi-K6-G10. 


Score 


307 


r y 


Exons 


369. .544 








GI Descrip. 


'4126693/dbj |BAA36698| 8 . Oe 


-14 (AB016504) prolamin [Oryza 


; : S 




sativa] 1 








Seq. No. 


47844 


Seq. ID 


OJ000114_02.0323.C11 


?: ; 


Gene No. 


101831 


Strand 


+ 




Start 


325 


End 


1834 




Name 


OJ000114 02.0323.Cl-l.ol.gs 


Method 


GENSCAN 




Start 


325 


End 


1834 


i, 


GI 


none 


Score 


.49 




Exons 


325. .379, . 1545. .1834 






vJ 


Seq. No. 


47844 . 


Seq. ID 


OJ000114_02.0323.C11 




Gene No. 


101832 


Strand 






Start 


1734 


End 


1870 




Name 


OJ0001I4 02.0323.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1734 


End 


1870 




GI 


2442705 


Score 


257 




Exons 


1734. .1870 







Seq. No. 


47845 


Seq. ID . 


.OJ000114 


_02. 


.0323, 


.C12 


Gene No .' 


101833 


Strand 


+ 








Start 


1522 


End 


2628 








Name 


OJ000114 02.0323.C12.ol.gs 


Method 


GENSCAN * 








Start 


1522 


End 


2628 








GI 


none 


Score 


.96 








Exons 


1522.. 2628 












Seq. No. ■ 


47845 


Seq. ID 


OJ000114 




.0323. 


.C12 


Gene No. 


101834 


Strand 


+ 








Start 


3913 


End 


5576 









49550 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000114_02 . 0323 . C12 . o2 . np Method AAT/NAP 
3913 End 5576 

5042448 Score 209 

3913.. 3950, 5317.. 5576 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



47845 
101834 



Seq. ID OJ000114_02.0323.C12 
Strand + 



Start 


3913 


End 


5576 


Name 


OJ000114 02.0323.C12.ol.np 


Method 


AAT/NAP 


Start 


3985 


End 


'4734 


GI 


4680183 


Score 


189 


Exons 


3985. .4055, 4645.-. 4734 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


4 7 ft 4 R 

1 / O 4 J 


Seq. ID 


OJ000114_02.0323.C12 


Gene No. 


J- W J. O «J 


Strand 




Start ' 




End 


5328 


Name 


OJ000114 02.0323. C12'.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2166 


End 


2553 


GI 


none 


Score 


131 


Exons 


2166. .2249, 2167. .2310, 2212. 


.2262, 2275. .2334, 2326. .2412, 




2342. .2410, 2482. .2553, 2517. 


.2552 




Seq. No. 


47845 


Seq. ID 


OJ000114_02.0323.C12. 


Gene No . 


101835 


Strand 




Start 


5273 


End 


5328 


Name 


OJ000114 02.0323.C12.ol.gp 


Method 


AAT/GAP 


Start 


5273 


End 


5328 


GI 


3106943 


Score 


87 


Exons 


5273. .5328 






GI Descrip. 


1019378/dbj | D17785 | RICNH4 621 


1.0e-104 


Rice DNA for U3 small 




nuclear RNA, partial sequence 






Seq. No. 


47846 


Seq. ID 


OJ000114_02.0323.C13 


Gene No. 


101836 


Strand 


+ 


Start 


31 


End 


8346 


Name 


OJ000114 02.0323.C13.ol.gs 


Method 


GENSCAN 


Start 


31 


End 


2325 


GI 


none • 


Score 


.89 


Exons 


31. .1084, 1322. .1425, 1474. .2325 




Seq. No. 


47846 


Seq. ID 


• OJ000114_02.0323.C13 


Gene No. 


101836 


Strand 


+ 


Start 


31 


End 


8346 


Name 


OJ000114 02.0323.C13.ol.np 


Method 


AAT/NAP 


Start 


31 


End 


5313 


GI 


4680179 


Score 


3554 


Exons 


31. .2358, 4037. .4091, 5255. .5313 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


47846 


Seq. ID 


OJ000114_02.0323.C13 


Gene No. 


101836 


Strand 


+ 


Start 


31 


End 


8346 


Name 


OJ000114 02.0323.C13.o3.tw 


Method 


TBLASTX: Wheat 


Start 


475 


End 


756 



49551 



GI 

Exons 



none 

475. .690, 486. .602, 661. .756 



Score 



180 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47846 ■ 

101836 

31 

OJ000114_02.0323.C13.o2.tw 

1033 

none 



Seq. ID OJ000114_02.0323.C13 

Strand + 

End 8346 

Method TBLASTX : Wheat 

End 1455 

Score 146 



1033. .1242, 1083. .1181, 1242. .1382, 1264. .1455, 1293. .1448 



47846 

101836 

31 

OJ000114_02.0323.C13.ol.tw 

1612 

none 

1612.. 2094, 1716.. 2051, 1741, 



Seq. ID OJ000114_02.0323.C13 

Strand + 

End 8346 

Method TBLASTX : Wheat 

End 2094 

Score 545 
.2085 



Seq. No. 47846 

Gene No. 101836 

Start 31 

Name OJ000114_02 . 0323 . C13 . o2 . ts 

Start 1648 

GI none 

Exons 1648.. 1962, 1764.. 1961 



Seq. ID OJ000114_02.0323,C13 

Strand + 

End 8346 

Method TBLASTX : Soybean 

End 1962 

Score 189 



[3 Seq. No. 
LJ Gene No. 
^ Start 

Name 
s - Start 

L"3 Exons 



47846 

101836 

31 

OJ000114_02.0323.C13.ol.tm 

1681 

none 

1681. .2148, 1752. .2051 



Seq. ID OJ000114_02.0323.C13 

Strand + 

End 8346 

Method TBLASTX : Maize 

End 214 8 

Score 387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



47846 

101836 

31 

OJ000114_02.0323.C13.ol. ts 

2035 

none 



Seq. ID OJ000114_02.0323.-C13 

Strand ■ + . 
.End 8 34 6 

'Method TBLASTX : S'. n 

End 2238 j 

Score 57 



2035. .2067, 2035 .. 2079, . 207 1 .. 2238 , 2071. .2214 



Seq. ID OJ000114_02.0323.C1J 

C -f- v ;-} p -3 J. 



47846 
101836 
31 

OJ000114_02.0323.C13.ol y 
2302 

61605_3.R1084 
2302.. 2559 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



End 
Score 



2559 
438 



47846 

101836 

31 

OJ000114_02.0323.C13.o2.np 



Seq. ID OJ000114_02.0323.C13 

Strand + 

End 8346 

Method AAT/NAP 



49552 



Start 


3176 




End' 


6940 








GI 


5852179 




Score 


476 








Exons 


3176. .3196, 4185. .4387, 


4 4 62 


. .4693, 6833. .6940 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










Seq. No. 


47846 




Seq. ID 


OJ000114 


02 


. 0323 


.C13 


Gene No. 


101836 




Strand 


+ 








Start 


31 




End 


8346 








Name 


OJ000114 02 . 032 3. CI 3. o2 


as 


Method 


GENS.CAN 








Start 


4275 




End 


8304 








GI 


none 




Score 


.53 








Exons 


4275. .4387, 4439. .4875, 


7506 


..7754, 8016.. 8304 








Seq. No. 


47846 




Seq. ID 


OJ0001 14 


_02 


.0323, 


.C13 


Gene No. 


101836 




Strand 


+ 








Start 


31 




End 


834 6 








Name 


OJ000114 02 . 0323 .CI 3. o3, 


.np 


Method 


AAT/NAP 








Start 


8027 ~ 




End 


834 6 








GI 


6063545 , 




Score 


324 








Exons 


8027 . . 8346 














GI Descrip. 


(AP000615) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47847 




Seq. ID 


OJ000114_ 


_02 


.0323, 


.C14 


Gene No. 


101837 




Strand 


+ 








Start 


1 




End 


1014 








Name 


OJ000114 02 . 0323 .CI 4 . ol , 


.np 


Method - 


AAT/NAP 








Start 


-1 ~~ 




End 


986 








GI 


6907089 




Score 


545 








Exons" 


1..112, 218. .986 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47847 




Seq. ID 


OJ000li4_ 


_02 


.0323. 


C14 


Gene No. 


101837 




Strand 


+ 








Start 


1 




End 


1014 








Name 


OJJD00114 02.0323.C14.ol. 


gs 


Method 


GENSCAN 








Start 


56 


End 


1014 








.GI * ■ 


. none . 




Score 


.44 








Exons 


56. .752, 914. .1014 















Seq. No. 47847 Seq. ID 

Gene No. 101838 Strand 

Start 1817 End 

Name OJ000114_02 . 0323 . C14 . o2 . np Method 

Start 1700 End 

GI 7228457 Score 

Exons 1700.. 3573, 3696.. 4515, 4579.. 5527 
GI Descrip. 



OJ000114_02.0323.C14 
5527 

AAT/NAP ■ 

5527 

3371 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806). [Oryza 
sativa] 



Seq. No. 47847 

Gene No. 101838 

Start 1817 

Name OJ000114_02 . 0323 . C14 . o4 .tw 

Start 1709 

GI none 
Exons 



Seq. ID OJ000114_02.0323.C14 
Strand 
End 

Method 
End 
Score 



5527 

TBLASTX: Wheat 

2318 

96 



1709. .1834, 1865. .2308, 2070. .2168, 2208. .2285, 2208. .2318, 



49553 



2269. .2307 



Seq. No. 


47847 








Seq. ID 


OJ000114_02.0323 


.C14 


OcJIlti LNO . 


i m ft ^fi 

lulu JO 








Strand 






Of -a 


1 ft 1 7 








. End 


5527 




NclITlS 


r\ toooi i a 09 

UUUUull'i UZ 


0^9 7 


PI 4 /--n 9 
. v^l 4 . OZ 


. gs 


Method 


GENSCAN 




Q4- -j y-f 


1 ft 1 7 _ 
lOL / 








End 


5494 




PT 


none 








Score 


.56 




Exons 


lol / ■ . LJJl/ 


9790 
z / ^u 


90 91 
. . J U z 1 , 


"5 1 ft 7 
J 1 O / . 


.3536, 3824. .3960, 4152. .4 


4 £ i 

40 ± , 




4536. .4810, 


4930, 


. .5232, 


5259. 


.5494 






OfcitJ ■ IN (J . 


470/17 








Seq. ID 


OJ000114_02.0323 


PI A 
. vI4 


bene lno . 


1 n 1 q "5 ft 

1 U 1 0 JO 








Strand 






Of 2 v+- 


1 ft 1 7 
101 / 








End 


5527 




Name 


n toooi ~\ a 0 9 

UJUUUl 14 UZ 


0?9 ^ 


PI 4 o£ 
.^14 .OO 


f UT 


Method 


TBLASTX: Wheat 




Qf 3 yf 


ZjZD 








End 


2569 




PT 


none 








Score 


112 




Exons 


2325. .2507, 


2339, 


. .2515, 


2506. 


.2565, 2507. .2569 




oeq. lno . 


4 7 ft A 1 

4/04/ 








Seq. ID 


OJ000114_02.0323 


PI A 


Gene No . 


1 n 1 ft ft 

lUio jo 








Strand 






Of 2 f 

O Lai L 


1 ft 1 7 








End 


5527 




Name 


p to 0 0 1 i /] 09 


0 9 "3 


pi /i /--.i 

. LI 4 .Ol 




Method 


TBLASTX: Soybean 




Of 3 V-f 


z 3 / 0 








End 


2994 






none 








Score 


78 




Exons 


2578. .2820, 


2905, 


. .2994 










ocCJi IN O . 


A 7 ft 4 7 
4/04/ 








Seq. ID 


OJ000114_02.0323 


P 1 4 
. Ll4 


Gene No . 


1 n 1 q 9 q 








Strand 






Of ^ y-f 


1 ft 1 7 

101/ 








End 


5527 . 




Name 


n too 0 1 1 4 09 


099^ 


P1 4 o R 
, L14 . O J 


f UT 


Method 


TBLASTX: Wheat 




Of a r-f 


9 ££ft ~~ 

zooo 








End 


3117 




pt 


none 








Score 


97 




Exons 


2668. .2820, 


2672, 


. .2809, 


2873. 


.3049, 2E 


}93. .3117 




Pari Ma 
o e q • LN o • 


A 1 ft A 7 

4 / O 4 / 








Seq. ID 


OJ000114_02.0323 


PI 4 
. LJ.4 


Gene No . 


1 Ol ft 9 ft 

lUlo jo 








Strand 






Of a r-f 


1 ft 1 7 

101/ 








End 


5527 




Name 


Pi TO 00 114 0 9 
UJUUU114 UZ . 


0 9 9 9 
, UjZj « 


PI A r\0 
, LI 4 . OZ 


f 0 


Method 


TBLASTX: Soybean 




Cf a y-f 


0/170 ~ 
J4 / 0 








End 


3869 




p t 
(jl 


none 








Score 


88 




Exons 


0 4 / 0 . . 0 j 4 y , 


JJ 4 0 ■ 


97 9 ft 
, . J / ZO , 


4 J / ZD. 


.3796, 3795.-3869 




Seq. No. 


47847 








Seq. ID 


OJ000114_02.0323 


.C14 




1 01 ft "3ft 

1 U 1 O J 0 








Strand 






Of -i v- f 

o nar L 


1 Q 1 7 
10 1/ 








End 


5527 




Name 


Pi TO 0 O 1 1 A 0 9 
UJ UUU114J Uz . 


O 9 9 9 
, Ujzj . 


PI /I /-> O 
, L14 , Oz 


f T.I 


Method 


TBLASTX: Wheat 




C -1 , f 


O c / £ 
JJ 4 D 








End 


3944 




bl 


none 








Score 


86. 




Exons 


3546. .3734, 


3547 . 


, .3708, 


3716. 


.3796, 3726. .3797, 3793. .3942, 




3795. .3944 














Seq. No. 


47847 








Seq. ID 


OJ000114_02.0323 


.C14 


Gene No. 


101838 








Strand 






Start 


1817 








End 


5527 




Name 


OJ000114 02. 


0323. 


C14.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


3621 








End 


3959 





49554 



C T 


none 








Score 


68 






Exons 


JOZl . . J / jl; 


J / Z J , 




O / ZD . 


.3809, 3793.. 3954, 


3798. .3959 


Seq. No. 


47847 








Seq. ID 


OJ000114 


_02.0323. 


.C14 


Gene No. 


101838 








Strand 


- 






jtan 


ion 

101 / 








End 


5527 






Name 


c\ th nm 1 yi no 




PI / — . T 

LI 4 . 0 1 


. tm 


Method 


TBLASTX: 


Maize 






ft U 1 








End 


4316 






C T 


none 








Score 


184- 






lijXons 


4U j1 . . 4 Jl J, 


/i n /i i 
huh i , 


. 3 J 1 O 












Seq. No. 


47847 








Seq. ID 


OJ000114 


_02.0323. 


,C14 


Gene No. 


101838 








Strand 








OLalL 


±0 L f 








End 


5527 






Name 


ri Tn nm 1 yi no 


n "50 "5 


Lift . 0 1 


. tw 


Method 


TBLASTX : 


Wheat 




orarr. 










End 


4507 








none 








Score 


226 






Exons 


4U jj . . ft jjU/ 


a n ^ £ 




^ jzi . 


.4506, 4328.. 4507 






oeq . no . 


/ 7 Q A "7 
4 / 0 H 1 








Seq. ID 


OJ000114 


_02.0323. 


C14 


Gene No. 


101838 








Strand 








Start 


1817 








End 


5527 






Name 


c\ inn n i i a no 


n o 'i. 


pi /i « "3 
. Oj , 


4- T T 


Method 


TBLASTX: 


Wheat 




otart 










End 


5145 








none 








Score 


81 






Exons 




/tic 


. H o 1 0 / 


4dj1 . 


.4819, '4795. .4950, 


4812. .5144,. 




OUUo . . C) 1 4 0 
















oeq . no . 


A ~I Q A Q 
H f OHO 








Seq. ID 


OJ000114 


_02.0323. 


C15 


Gene No. 


101839 








Strand 


+ 






Start 


1347 








End 


1890 






Name 


OJ000114 02 


.0323. 


C15.o2. 


.np 


Method 


AAT/NAP 






Of vf 


1347 








End 


1890 








6539585 








Score 


273 






Exons 


1347. .1515, 


1812. 


. 1890 












GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] . 






Seq. No. 


47848 








Seq. ID 


OJ000114 


_02.0323. 


C15 


Gene No. 


101840 








Strand 








Start 


1 








End 


4461 






Name 


OJ000114 02 


.0323. 


CIS.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


1130 






GI 


6721562 








Score 


885 







Exons 1..1130 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47848 

101840 

1 

OJ000114_02. 0323. CIS.ol. gs 



Seq. ID OJ000114_02.0323.C15 
Strand 

End 4461 

Method GENSCAN 

8 End 4461 

none Score .65 

8. .94, 149. .333, 449. .798, 1216. .1324, 1788. .1952, 1997. .2043, 



49555 



4127. .4206, 4417. .4461 



Seq. No. 


A H O A O 

4 / 84 o 




Seq. ID 


r\ T A AA11/I AO AOOO /-> 1 C 

OJ000114 02.0J2J.C15 


Gene No. 


1 A 1 O A A 

10184 0 




Strand 




Start 


1 




End 


A A C 1 

44 61 


Name 


OJ0UU114 U2 . 0 52 5 . C15 . Ol . 


tw 


Method 


TBLASTX : Wheat 


Start 


1 Jl 




End . 


A *3 A 

4 39 


GI 


none 




Score 


1 A O 

103 


Exons 


1 1 /"c O £ O 1 O O 


. Jo z 


1 -J -7 O O O 


o m /lie /iai /ion 
, J9/..4J5, 401. -4Jy 


Seq. No. 


47848 




Seq. ID 


OJ000114_02.0323.C15 


bene no . 


i n i o a n 




Strand 




Start 


1 




End 


A A cy 

4 4 ol 


Name 


/"\taaaii/i no A O O O 1 C ^ o 
OJ000114 02 . 0J2J . C15 . Oj . 


np 


Method 


AAT/NAP 


Start 


O A c: a 
z4 5U 




End 




GI 


/JDJZ / 1 




Score 


1 O A 

120 


Exons 


O /I C A O iCI O 

24 50 . . 2 o!2 








GI Descrip. 


(AP001552) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47849 




Seq. ID 


OJ000114_02.0323.C16 


Gene No. 


101841 




Strand 


+ 


Start 


1 1 "7 C 

11/5 




End 


1872 


Name 


t A A A 1 1 / AO A O A O p 1 f 1 

OJ000114 02 . 0 J2 J . Clo . ol . 


gp 


Method 


AAT/GAP 


Start 


1117 




End 


1872 


GI 


DD 1 . R1084 




Score 


1055 


Exons 


1 1 1 "*7 1 *7 1 O "IOTA 1 O O O 

1117. .1/12, lol0..1o/2 








GI Descrip. 


4 12 boy J/aJo j | BAAJ.ooyo | / 


.Oe- 


33 (AB016504) prolamin [Oryza 




sativa] 1 








Seq. No. 


4 /o4 y 




Seq. ID 


OJ000114_02.0323.C16 


Gene No. 


101841 




Strand 


+ 


Start 


1175 




End 


1872 


Name 


/~\ t A A A n 1 >1 AO AOOO 1 C ~ ~i 

OJ000114 02 . 0 525 . Clo . Ol . 


gs 


Method 


GENSCAN 


Start 


1 1 O C 

1175 




End 


1636 


GI 


none 




Score 


.53 


Exons 


1175 . . 1636 








Seq. No. 


47 849 




Seq. ID 


OJ000114_02.0323.C16 


Gene No. 


101841 




Strand 


+ 


Start 


1175 




End 


1872 


Name 


OJ000114 02.0323.C16.ol. 


np 


Method 


AAT/NAP 


Start 


1175 




End 


1630 


GI 


4126693 




Score 


695 


Exons 


1175. .1630 









GI Descrip. (AB016504) prolamin [Oryza sativa] 
gi I 6180118 | gb | AAF05813.il AF194115_1 
sativa] 



(AF194115) prolamin 7 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47850 

101842 

361 

OJ000114_02.0323.C17.ol.gp 



Seq. ID OJ000114_02.0323.C17 

Strand + 

End 928 

Method AAT/GAP 

End 928 

Score 845 



339 

66_8.R1084 
339. . 928 

1 82501/pir | | JH0220 1.0e-41 prolamin precursor (clone pS23) - 
rice >gi_20302_emb_CAA37 849_ (X53856) prolamin [Oryza sativa] 1 



4 9556 



Seq. No. 47850 Seq. ID OJ000114 

Gene No. 101842 Strand + . 

Start 361 End 928 

Name OJ000114_02 . 0323 .C17.. ol . gs Method GENSCAN 

Start 361 End 770 

GI none Score .81 

Exons 361.. 510, 646.. 770 



02.0323.C17 



Seq. No. 47850 Seq. ID OJ000114_02 . 0323 . C17 

Gene No. 101842 Strand + 

Start 361 End 928 

Name OJ000114_02 . 0323 . C17 . ol . np Method AAT/NAP 

Start 361 End 816 

GI 4126693 Score 664 

Exons 361. . 816 

GI Descrip. (AB016504) prolamin [Oryza sativa] 

gi| 6180118|gb|AAF05813.1|AF194115_l (AF194115.), prolamin 7 [Oryza 
sativa] ■ 



Seq. No. 47851 

Gene No. 101843 

Start 140 

Name OJ000114_02 . 0323 . C18 . ol . g£ : 

Start 140 

GI uC-osflcyp033a04bl 

Exons .140. . 521 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000114_02.0323.C18 

Strand + 

End 521 

Method AAT/GAP 

End 521 

Score" 647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47851 
101844 
70 

OJ000114_02.0323.C18.ol..gs 

70 

none 

70. .273, 880. .1050, 1373. .1444 



Seq. ID OJ000114_02.0323.C18 
Strand 

End 1679 

Method GENSCAN 

End 1444 

Score .7 



47851 
101844 
70 

OJ000114_02.0323.C18.ol.np 
73 

4680186 
73. .273, 1650. .1679 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000114_02.0323.C18 
Strand 

End 1679 

Method AAT/NAP 

End 167 9 

Score 325- 



47852 

101845 

1163 

OJ000114_02 . 0323 . C21 . ol . gs 

1163 

none 

1163. .1288 



^Seq. ID OJ000114_02.0323.C21 

Strand + 

End 1288 

Method GENSCAN 

End 1288 

Score .98 



Seq. No. 
Gene No. 



47853 
101846 



Seq. ID 
Strand 



OJ000114 02.0323.C22 



49557 



Start 1039 End 2033 

Name OJ000114JD2 . 0323 . C22 . ol . np Method AAT/NAP 

Start 1039 End 2033 

GI 7546685 Score ' 965 

Exons 1039.. 2033 

GI Descrip. (AL163652) serine/threonine protein kinase-like protein 
[Arabidopsis thaliana] 



Oct} . • 


47fi 








Seq. ID 


OJ000114 


09 0^91 C99 


Gene No. 


101846 








Strand 






Start 


1039 








End 


2033 




Mamo 


o.toooi 14 09 

\JO\J\J\JXXH U c. 


0^9 ^ 


P99 nl 




Method 


TBLASTX: 


ouyjJcaii 


otdl U 










End 


2033 




KjX 


none 








Score 


124 




Exons 


107 0 19 64 


1 070 


1 SD4 

, , X D U H f 


i oqp 

X U _? O . 


.1280, 1335.. 1505, 


1 RQfi 909Q 




i J J" . • X J ( \J f 


X D X U . 


90 9 Q 




.2033, 1708.. 2031 






A 1 ft tr o 
ft / OJJ 








Seq. ID 


OJ000114 


09 0^9^ P99 


Gene No. 


101846 








Strand 






Start 


1039 








End 


2033 




Name 


n.Tnom 1 4 dp 


0^9 ^ 


P99 r»1 


LIU 


Method 


TBLASTX: 


Man "~? o 
L w JcL J. Z, c 


Of a r-4- 


1 07 £ ~~ 








End 


2032 






none 








Score 


286 




Exons 


J. U / O . . IJUl, 




> . J- 1 Z? D , 




.2032, 1602.. 1970, 


1 C7fi 90^1 


o e q . IN O . 


47ft R-^ • 








Seq. ID 


OJ000114 


0 9 0^9^ P99 




101846 








Strand 






Start 


1039 








End 


2033 




Name 


OJ000114 02 


.0323. 


.C22.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1104 








End 


2029 




GI 


none 








Score 


90 




Exons 


1104. .1241, 


1106. 


. .1243, 


1298. 


.1498, 1338. .1478, 


1601. .2029, 




1617. .1976, 


1712. 


. .2023 










Seq. No. 


47853 








Seq. ID 


OJ000114 


_02.0323.C22 


Gene No. 


101846 








Strand 






Start 


. 1039 








End 


2033 




Name 


OJ000114 02, 


.0323. 


.C22.o2. 


tw 


Method 


.TBLASTX: 


Wheat, 


Start 


1136 








End 


1486 




GI 


none 








Score 


78 




Exons 


1136. .1264, 


1161. 


, .1277, 


1161. 


.1262, 1163. .1306, 


1409. . 1486 



Seq. No. 47853 Seq. ID 

Gene No. 101846 Strand 

Start 1039 End 

Name OJ000114_02 . 0323 . C22 . ol . tw Method 

Start 1545. End 

GI none ^ Score 

Exons 1545. .1619, 1616. .1822, 1683. .1814 



OJ000114_02.0323.C22 
2033 

TBLASTX: Wheat 

1822 

38 



Seq. No. 47854 Seq. ID 

Gene No. 101847 Strand 

Start 1 End 

Name OJ000114_02 . 0323 . C23 . ol . np Method 

Start 1 End 

GI 7106512 Score 

Exons 1..613, 691.. 755 



OJ000114_02.0323.C23 
+ 

755 

AAT/NAP 

755 

895- 



49558 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47854 

101847 

1 

OJ000114_02.0323.C23.ol.gs 
99 

none 
99. .445 



Seq. ID OJ000114_02.0323.C23 

Strand + 

End 755 

Method GENS CAN 

End 445 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47855 
101848 
1403 

OJ000114__02.0323.C26.ol.np 

859 

6587849 



Seq. ID OJ000114_02.0323.C26 
Strand 

4006 
AAT/NAP 
4006 
579 



End 

Method 
End 
Score 

859. .880, 2531. .2779, 2938. .4006 

(AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



beq. No. 


a 1 Q R c; 
4 /ODD 








Seq. ID 


OJ000114_02.0323 


. CZ b 


Gene No . 


i m o a o 
lUlo 4 o 








Strand 






b tart 


i a n q 
14UJ 








End 


4006 




Name 


OJ000114 02 


.0323. 


C26.ol 


. gs 


Method 


GENSCAN 




Start 


1403 








End - 


3545 






none 








Score 


.51 




Exons 




i q r a 






.2650, 3133.. 3545 




Qp/-r 'M n 
O C • LNU • 


4 7855 








Seq. ID 


OJ000114_02.0323 


. C2 6 


Gene No. 


101848 








Strand 






Start 


1403 








End 


4006 




Name 


OJ000114 02, 


.0323. 


C26.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2311 








End 


2730 




GI 


none 








Score 


60 




Exons 


2311. .2400, 


2311. 


.2730, 


2453. 


.2722 






Seq. No. 


47855 








Seq. ID 


OJ000114_02.0323 


.C26 


Gene No. 


101848 








Strand 






Start 


1403 








End 


4006 




Name 


OJ000114 02. 


.0323. 


C26.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3276 








End 


3674 




GI 


none 








Score 


142 




Exons 


3276. .3350, 


3328. 


.3666, 


3351. 


.3674 






Seq. No. 


47855 








Seq. ID 


OJ000114_02.0323 


-C26 


Gene No. 


101848 








Strand 






Start 


1403 








End . 


4006 




Name 


OJ&00114 02, 


.0323. 


C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3322 








End 


3683 




GI 


none 








Score 


99 




Exons 


3322. .3663, 


3330. 


.3683. 










Seq. No. 


47855 








Seq. ID 


OJ000114_02.0323 


;C26 


Gene No. 


101848 








Strand 






Start 


1403 








End 


■4006 




Name 


OJ000114 02. 


0323. 


C26.ol 


. ts 


Method 


TBLASTX: Soybean 





■49559 




O Lai L. 


333Q 
j j j ? 








FnH 








GI 


none 










1 21 

X ^ X 






i_J AVI 1 O 


3339 3S39 


3570 . 


. 3758 












Seq. No." 


47855 








Seq. ID 


OJ000114 


_02.0323 


.C26 


Gene No. 


101848 








Strand 








Start 


14 03 








FnH 


4 006 






Name 


OJ000114 02 


0323 


C26 o3 




LiC LllUU 


TRT.A9TX ■ 

1 DiinO iA • 








3678 : "~ 










387 9 






o x 


n on o 
nunc 








OLU1 C 


1 1 7 

XX/ 






F von q 


3678 3878 


367 9 


3879 

• JO ' J 












kJ w v-j • w ■ 


47856 








Seq. ID 


OJ000114 


_02.0323 


.C30 




101849 ■ 








Strand 


+ 






Start 


1560 








End 


8451 






Name 


OJ000114 02 


.0323. 


C30.ol. 


np 


Method 


AAT/NAP 






Start 


1560 








End 


8451 






O X 


7106512 








Score 


1554 






F von q 


1560. .1584, 


2076. 


.3252, 


3421. 


.4146, 4224 . .4331, 


8321. .8451 


f^T Dp^rri o 

OX UCO^J — L £J ■ 


(AP001278) 


EST C98429(E0138) 


corresponds to a region of 


the 




predicted gene.; 


hypothetical 


LJX U LC1I1 


[Oryza sativa] 




Seq. No. 


47856 








Con t p, 


OJ000114 


_02.0323 




Gene No. 


101849 








C f- r*a nH 
OLI clilLi 


" + 






Start 


1560 ' 








CjIIO 


8451 






Name 






LOU . Oj • 


gs 










J Lai L 


7455 








End 


8026 






\J X 


none 








Score 


.78 






F von q 


7455. .7632, 


7755. 


.8026 












Seq. No. 


47856 








oeq. iu 


OJ000114 


_02.0323 




Gene No. 


101850 








Strand 








Start 


4981 








End 


5256 








OJ000114 02 


.0323. 


C30.o2. 


gs 


Method 


GENSCAN 






o Lai L 


4981 








End 


5256 






GI 


•none 








Score , 


. 63 






Pvonc; 

l_i A. no 


4981.. 5109, 


5194. 


.5256 












Seq. No. 


47856 








Seq. ID 


OJ000114 


_02.0323 


C30 


Gene No. 


101851 








Strand 








Start 


8750 








End 


9443 






Name 


OJ000114 02 


.0323. 


C30.O4. 




Method 


GENSCAN 






Start 


8750 








End 


9429 






GI 


none 








Score 


. 92 






F von q 


8750. .8757, 


■9310. 


. 9429 












Seq. No. 


47856 








Seq. ID 


OJ00011 : 4 


_02.0323. 


C30 


Gene No. 


101851 








Strand 








O Lai L 


8750 








End 


9443 








OJ000114 02 


.0323. 


C30.ol. 


gp 


Method 


AAT/GAP 






Of- o r f 
OLdl L 


8841 








End 


9108 






GI 


2798358 








Score 


464 






Exons 


8841. .9108 
















Seq. No. 


47856 ■ 








Seq. ID 


OJ000114 


_02.0323. 


C30 


Gene No. 


101851 








Strand 








Start 


8750 








End 


9443 







49560 



Name 

Start 

GI 

Exons 



OJ000114_02 . 0323 . C30 . ol . tc Method TBLASTX : Cress 
9085 End 9443 - 

none Score 82 

9085. .9216, 9108. .9218, 9109. .9219, 9113. .9229, 9297. .9428, 
9310.. 9429, 9310.'. 9435,- 9312. .9443 



Seq. No. 47856 Seq. ID OJ000114JD2 . 0323 . C30 

Gene No. 101851 Strand 

Start 8750 End 9443 

Name OJ000114_02 . 0323 . C30 . ol . ts Method TBLASTX : Soybean 

Start 9097 End 9443 

GI none Score 96 

Exons 9097.. 9216, 9099.. 9218, 9110.. 9226, 9310.. 9429, 9310.. 9411, 
9312. .9443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47856 Seq. ID 

101851 Strand 
8750 End 
OJ000114_02 . 0323 . C30 . o2 . np Method 
9106 1 End 
5732076 Score 
9106. .9190, 9310. .9434 

(AF162444) contains similarity to Pfam family • PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase' class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis thaliana] 



OJ000114_02.0323.C30 

9443 
AAT/NAP 
9434 
284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47857 
101852 
1 

OJ000114_02.0323.C31.ol.np 

1 

5732076 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 02.0323.C31 



2242 
AAT/NAP 
2242 
1009 

1..265, 880. .984, 1070. .1286, 1513. .1763, 2064. .2242 
(AF162444) contains similarity to Pfam family PF00070 - Pyridine 
nucleotide-disulphide oxidoreductase class-I; score=26.1, 
E=0.0008, N=l [Arabidopsis. thaliana] 



Seq. No. 47857 ' 

Gene No. 101852 

Start 1 

Name OJ000114_02 . 0323 . C31 . ol . tm 

Start 2 

GI none 

Exons 2. .271, 3. .251, 878. .964, 880, 
1064. .1285, 1070. .1285, 1074., 



Seq. ID OJ000114_02.0323.C31 
Strand 
End 

Method 
End 
Score 
.987, 880. 



2242 

TBLASTX: Maize 

1766 

211 

,984, 1060. .1143, 



1289,. 1497. .1766, 1506. .1766 



Seq. No. 47857 Seq. ID 

Gene No. 101852 Strand 

Start 1 End 

Name OJ000114_02 . 0323 . C31 . o2 . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 271, 3.. 257 



OJ000114_02.0323.C31 
2242 

TBLASTX: Soybean 

271 

123 



Seq. No. 
Gene No, 
Start 



47857 

101852 

1 



Seq. ID 

Strand 
End 



OJ000114 02.0323.C31 



2242 



49561 



Name 

Start 

GI 

Exons 



OJ000114_02 . 0323 . C31 . ol . gs Method GENSCAN 

20 End 2184 

none Score .91 

20. .265, 880. .984, 1070. .1286, 1513. .1763, 2064. .2184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47857 

101852 

1 

OJ000114_02.0323.C31.o2.tc 

149 

none 



Seq. ID OJ000114_02.0323.C31 
Strand 

End. 2242 - • 

Method TBLASTX : Cress 

End 1285 

Score 61 



149. .262, 855. .962, 880. .978, 883. .987, 1054. .1128, 1070. .1153, 
1070. .1156, 1074. .1187, 1154. .1285, 1178. .1285 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47857 

101852 

1 

OJ000114_02.0323.C31.ol. ts 

922 

none 



Seq. ID OJ000114_02.0323.C31 
Strand 

End 2242 

. Method TBLASTX : Soybean 

End 2241 

Score 65 



922. .984, 1068. .1148, 1069. .1143, 1070. .1150, 1071. .1196, 
1160. .1285, 1176. .1289, 1197. .1295, 1199. .1291, 1497. .1841, 
1506. .1826, 2062. .2124, 2064. .2162, 2166. .2240, 2182. .2241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000114_02.0323.C31 

Strand ' - 

End 2242 

Method AAT/GAP 

End 1714 

Score 712 



47857 
101852 
1 

OJ000114_02.0323.C31.ol.gp 
1117 

uC-osflcypl59e06bl 
1117. .1286, 1513. .1714 

, 20255/emb| Z11920 | OSHSP82A 1.0e-17 O.sativa gene for heat shock 
protein 82 HSP82 1 



47857 

101852 

1 

OJ000114_02.0323.C31.ol.tc 

1515 

none 



Seq. ID OJ000114_02.0323.C31 

Strand - ■ 

End- .2242 

Method TBLASTX: Cress 

End 2240 

Score 78 



1515. .1790, 1590. .1664, 1708. .1764, 2062. .2178, 2064. .2177, 
2181. .2240, 2182. .2238 



Seq. No. 47858 

Gene No. 101853 

Start 631 

Name OJ000114_02 . 0323 . C33 . ol . gs 

Start - 631 ■ 

GI none 

Exons 631.. 783, 801.. 881 



Seq. ID OJ000114_02.0323.C33 
Strand 

End. 881 

Method GENSCAN 

End 881 

Score .61 



Seq. No. 47859 

Gene No. . 101854 
Start 56 

Name OJ000114_02 . 0323 . C36 . ol . gs 

Start 56 
GI none 



Seq. ID OJ000114_02.0323.C36 

Strand + 

End 908 

Method GENSCAN 

End 908 

Score .91 



49562 



Exons 



56. .256, 455. .524, 823. .908 



Seq. No. 47859 Seq. ID OJ000114 

Gene No. 101855 Strand + 

Start.. 1335 End 1732 

Name OJ000114_02 . 0323 . C36 . ol . gp Method AAT/GAP 

Start 1335 End 1732 

GI uC-osflcyp033a04bl Score 611 

Exons 1335.. 1732 

GI Descrip. ' 601 6845/dbj | AP000570 . 1 | AP000570 3, 
DNA, chromosome 1, clone : P07 11E10 ' 



02.0323.C36 



Oe-59 Oryza sativa genomic 



Seq. No. 47859 Seq. ID 

Gene No. 101856 Strand 

Start 1 End 

Name OJ000114_02 . 0323 . C36 . ol . np ■ Method 

Start 1 End 

GI 5852180 Score 

Exons 1..406, 458. .583, 1565. .1623 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000114_02.0323.C36 

1623 
AAT/NAP 
1623 
530 



Seq. No. 47859 Seq. ID 

Gene No. 101857 Strand 

Start 2490 - End 

Name . OJ000114_02 . 0323 . C36 . o2 . gp Method 

Start 2490 End 

GI 101153_1.R1084 Score 

Exons .2490.. 2837 
GI Descrip. 



OJ000114_02.0323.C36 

3041 
AAT/GAP 
2837 
493 



, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. No. 


47859 


Seq. ID 


OJ000114_02.0323.C36 


Gene No. 


101857 


Strand 




Start 


2490 


End 


3041 


Name 


OJ000114 02.0323.C36.o2.np 


Method 


AAT/NAP 


Start 


2612 


End 


3041 


GI 


5852180 • 


Score 


257 


Exons 


2612.. 3041 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


47860 


Seq. ID 


OJ000114_02.0323.C37 


Gene No. 


101858 


Strand 


+ 


Start 


1 


End 


431 


Name 


OJ000114 02.0323.C37.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


431 


GI / 


' 6063554 


Score 


243 


Exons 


1..45, 257. .431 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C718. 


50 (E0464) ,C98611 (E0464 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47860 Seq. ID OJ000114_02 . 0323 . C37 

Gene No. 101859 Strand 

Start 802 . End 1130 

Name OJ000114_02 . 0323 . C37 . ol . gp . Method AAT/GAP 

Start 802 End 1130 

GI 61605 3.R1084 Score 447 



49563 




Exons 802.. 1130 

GI Descrip. . ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 


47861 


Seq. ID 


OJ000114 02.0323 


.C38 


Gene No . 


101860 


Strand 


+ 




Start 


299 


End 


2784 




Name 


OJ000114 02.0323.C38.ol.gs 


Method 


GENSCAN 




Start 


299 


End 


2737 




GI 


none 


Score 


.54 




Exons 


299. .408, 699. .1287, 1348. .1711, 1739. 


.1907, 2011.. 2737 




Seq. No. 


47861 


Seq. ID 


OJ000114 02.0323 


.C38 


Gene No. 


101860 


Strand 


+ ~~ 




Start 


299 


End 


2784 




Name 


OJ000114 02.0323.C38.ol.np 


Method 


AAT/NAP 




Start 


718 


End 


2784 




GI 


6907089 


Score 


1963 




Exons 


718. .1907, 2011. .2202, 2711.. 


2784 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Sea. No. 


47861 


Seq. ID 


OJ000114_02. 0323 


.C38 


Gene No . 


101861 


Strand 


+ 




Start 


6335 


End 


7103 




Name ■ 


OJ000114 • 02.0323.C38.o3.gs 


Method 


GENSCAN 




Start 


6335 ' .. 


End 


7103 




GI 


none 


Score , 


.77 




Exons 


6335. .6388, 6444. .6581, 6619. 


.6822, 6876. .7103 




Sea. No. 


47861 


Seq. ID 


OJ000114_02.0323 


.C38 


Gene No . 


101862 


Strand 






Start 


3553 


End 


12333 




Name 


OJ000114 02.0323.C38.o5.tm 


Method 


TBLASTX: Maize 




Start 


3358 ' 


End 


3501 




GI 


none 


Score 


126 




Exons 


3358.. 3501, 3362.. 3496 








Seq. No. 


• 47861 


Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 - 


Strand 






Start 


3553 


End 


12333 




Name 


OJ000114 02.0323.C38.o2.np 


Method 


AAT/NAP 




Start 


3361 


End 


12333 




GI 


7228457' 


Score 


8571 




Exons 


3361. .4911, 4978. .5823, 7953. 


.8139', 8834. .8950, 9073.. 9906, 




9970. .11905, 11967. .12333 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


3ypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 








Seq. No. 


47861 


Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 


Strand 






Start 


3553 


End 


12333 




Name 


OJ000114 02..0323.C38.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3370 


End 


3972 




GI 


none 


Score 


77 




Exons 


3370. .3495, 3374. .3496, 3556. 


.3972, 3688. .3972 





49564 




Seq. No. 


47861 








Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


1 9^^ 




Name 


OJ000114 0? 


0323 




■ y o 


MpfhnH 






Start 


3553 "~ 








End 


S fiS4 

JO 




GI 


none 










• JJ 




Pvons 

J-J \^/ 1 1 W 


3553 4060 


4121 


5476 


5503 . 


. 5654 


* - 




Seq. No. 


47861 








Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


12333 




Name 


OJ000114 0? 


0323 


P3fi oS 




Method 


TBLASTX: Wheat 




OLai L 


3973 _ 








End 


4354 




GI 


none 








Score- 


163 




l—l *\ W 1 1 o 


3973 4353 


4 004 


4249 


4077 . 


.4256, 4138. .4350, 4277. .4354 


Seq. No. 


47861 








Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


12333 




Name 


o.toooi 1 4 o? 




• V_/ J O . C 


. urn 


Method 


TBLASTX: Maize 




Start 


414 8 _ 








End 


4491 




GI 


none 








Score 


79 






4148 4297 


4159 


. .4 371, 


4168. 


.4491, 4181. .4462 




Seq. No. 


47861 








Seq. ID 


OJ000114_02.0323 


.C38 


•Gene No. 


101862 








Strand 






Start 


3553 








End" 


12333 




Name 


0,70001 1 4 n? 




P^R ofi 




Method 


TBLASTX: Wheat 




Start 


4 68 4 _ 

1 \J O 1 








End 


4944 




GI 


none 








Score 


192 




F 1 v on q 

J_j A W 1 1 o 


4 fiR 4 4 94 4 














Cpn Mo 


4 7fl 61 








Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


12333 




Name * 


O.T000 1 1 4 0? 


0323 


.C38.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


47 44 _ 








End 


'5310 




GI 










Score 


68 




Pynn ^ 

j — j \y ho 


4 7 4 4. .4944, 


4 999 


. .5136, 


5212. 


.5310 






V_J J. L/C O \— • -L -L M • 


4206306 2 Op 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


47861 








Seq. ID 


OJ000114_02.0323 


.C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


12333 




Name 


0.70001 1 4 0? 


0^9 ^ 

U -J _> 


.C38.o4 


.tw 


Method 


TBLASTX: Wheat 






4 QQQ ~~ 

^ Z7 Zt Z* 








End 


5433 




GI 


none 








Score 


92 




F, x rin s 


4 999 SI 4 8 

^ ~/ ZS Z/ a . J14U / 


sooo 


. .5137,, 


5192. 


.5368, 5209.. 5433 




Sea No 


47861 








Seq. ID 


OJ000114_02.0323 


C38 


Gene No. 


101862 








Strand 






Start 


3553 








End 


12333 




Name 


OJ000114 02. 


0323 


C38.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


8879 








End 


9250 




GI 


none 








Score 


92 




Exons 


8879. . 9250, 


9090 


.9233 











49565 



Seq. No. 47861 

Gene No. 101862 

Start 3553 

Name OJ000114_02 . 0323 . C38 . o2 . tw 

Start 8909 

GI none 

Exons 8909.. 9328, 8934.. 9329 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333 

Method TBLASTX : Wheat 

End 9329 • 

Score * 285 



Seq. No. 47861 

Gene No. 101862 

Start 3553 

Name ' OJ000114_02 . 0323 . C38 . o3 . tm 

Start 9002 

GI none K 

Exons 9002.. 9385, 9021.. 9386 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333 

Method TBLASTX : Mai ze 

End 9386 

Score 222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

fi Exons 



47861 

101862 

3553 

OJ000114_02 . 0323 . C38 . ol . tm 

9413 

none 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333 

Method TBLASTX : Maize 

End • 9769 

Score 73 



9413. .9529, 9413. .9769, 9423. .9734 



Seq. No. 47861 ■ 
Gene No.' . ' 101862 

Start 3553 

Name OJ000114_02 . 0323 . C38 . ol . tw 

Start 9437 

GI none 
Exons 



Seq. ID OJ000114_02.0323.C38 
Strand 

End v 12333 
Method TBLASTX : Wheat 
End 9881 
Score 202 



9437. .9871, 9441. .9881, 9443. .9859, 9444. .9872 



Seq. No. 47861 

Gene No. 101862 

Start 3553 

Name OJ000114_02 . 0323 . C38 . o3 . tw 

Start 9883 

GI none 
Exons 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333 

Method TBLASTX: Wheat 

End 10549 

Score 156 



9883. .9975, 10063. .10548, 10094. .10354, 1037 6. .1054 9 



Seq. No. 47861 

Gene No. 101862 

Start 3553 

Name OJ000114_02 . 0323 . C38 . 06 . tw 

Start 11287 

GI none 
Exons 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333- 

Method TBLASTX : Wheat 

End 11676 

Score 105 



11287. .1154 4, 11321. .115 60, 11527. .11625, 11528. .11608, 
11632. .11676 



Seq. No. 47861 

Gene No. 101862 

Start 3553 

Name OJ000114_02 . 0323 . C38 . o4 . tm 

Start 11389 

GI none 

Exons 11389. .11637, 11390.. 11635 



Seq. ID OJ000114_02.0323.C38 
Strand 

End 12333 

Method TBLASTX: Maize 

End 11637 

Score 102 



49566 



Seq. No. 47862 
Gene No. 101863 
Start 1 

Name OJ000114_02 . 0323 . C39 . ol . np 

Start 1 
GI 7484957 
Exons 1..45, 110. .420, 652. .878 

GI Descrip. extensin homolog F28A21.80 - Arabidopsis thaliana 

gi| 4539386|emb|CAB37452.1| (AL035526) extensin-like protein 
[Arabidopsis thaliana] gi | 7268661 | emb | CAB78869 . 1 | (AL161549) 
extensin-like protein [Arabidopsis thaliana] > 



Seq. ID OJ000114_02.0323.C39 
Strand 

End 2309 

Method AAT/NAP 

End 878' 

Score 168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



47862 

101863 

1 

OJ000114_02.0323.C39.o2.np 
1 

4680179- 



Seq. ID OJ000114_02.0323.C39 
Strand 

End 2309 
Method AAT/NAP 
End , . 2309 
Score 1041 



1..100, 1000. .1056, 1343. .2309 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 47862 

Gene No. 101863 

Start 1 

Name OJ000114_02 . 0323 . C39 . ol . gs 

Start < 178 

GI none 

Exons 178.. 350, 430.. 520 



Seq. ID OJ000114_02.0323.C39 
Strand 

End 2309 

Method GENSCAN 

End 520 

Score .94 



Seq. No. 47862 

Gene No. 101863 

Start 1 

Name OJ000114_02 . 0323 . C39 . ol . tm 

Start 1355 

GI none 
Exons 



Seq. ID OJ000114_02.0323.C39 
Strand 

End 2309 

Method TBLASTX : Maize 

End 1782 

Score 77 



1355. .1552, 1384. .1782, 1570. .1743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47862 

101863 

1 

OJ000114_02.0323.C39.ol.tw 

1405 

none 



Seq. ID OJ000114_02.0323.C39 
Strand 

End 2309 

Method TBLASTX : Wheat 

End 1891 

Score 245 



1405. .1782, 1448. . 1891, 1837. .1887 



Seq. No. 47863 

Gene No. 101864 

Start 639 . 

Name OJ000114_02 .0323 . C4 0 . ol . gp 

Start 639 

GI uC-osflcyp033a04bl 

Exons 639. . 1020 

GI Descrip. 1 601 684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa . genomic 
DNA, chromosome - .1, clone : P0711E10 ' 



Seq. ID OJ000114_02. 0323.C40 

Strand + 

End 1020 

Method AAT/GAP 

End 1020 

Score 671 



Seq. No. 
Gene No. 



47863 
101865 



Seq. ID OJ000114_02.0323.C40 
Strand 



49567 




Start 


1 




End 


2919 


Name 


OJ000114 02 


. 0323.C40.o3.np 


Method 


AAT/NAP 


Start 


1 




End 


2919 


GI 


6983860 




Score 


810 


Exons 


1..30, 1790 


. .2919 






GI Descrip. 


(AP001168) 
(AF061282) 


Similar to 22 kDa 
[Oryza sativa] 


kaf irin 


cluster; Ty3-Gypsy type 



Seq. No. . 


47863 






Seq. ID 


OJ000114 02.0323 


.C40 


Gene No. 


1.01865 






Strand 






Start 


1 






End 


2919 




Name 


OJ000114 02 


.0323.C40.ol 


.g*s" 


Method 


GENSCAN 




Start 


74 






End 


2701 




GI 


none 






Score 


. 67 




Exons 


74. .205, 35 


8. .367, 540. 


.681, 


869. . 922, 


1795 . . 1864, 1870 


. .2701 


Seq. No. 


47863 






Seq. ID 


OJ000114 02.0323 


. C40 


Gene No. 


101865- 






Strand 






Start 


1 






End 


2919 




Name 


OJ000114 02 


.0323.C40.ol 


.np 


Method 


AAT /NAP 




Start 


572 






End 


772 




GI 


4680186 






Score 


234 




Exons 


572 . .772 












GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


indical 




Seq. • No. 


47863 






Seq. ID 


OJ000114_02.0323 


.C4 0 


Gene No. 


101865 






Strand 






Start 


1 






End 


2919 




Name 


OJ000114 02 


.0323.C40.ol 


.tw 


Method 


TBLASTX * Wheat 




Start 


2182 * ~ 






End 


2509 




GI 


none 






Score 


120 




Exons 


2182 . .2508, 


2315. .2509 










Seq. No. 


47863 






Seq. ID 


OJ000114_02.0323 


.C40 


Gene No. 


101865 






Strand 






Start 


1 






End 


2919 




Name 


OJ0 00114 02 


.0323.C40.ol 


tm 


Method 


TBLASTX 'Maize 




Start 


2203 ~ 






End 


2508 




GI 


none 






Score 


88 




Exons 


2203. .2508, 


2330. .2494 










Seq. No. 


47863 






Seq. ID 


OJ000114_02.0323 


.C40 


Gene No. 


101865- 






Strand 






Start 


1 






End 


2919 




Name 


OJ000114 02 


.0323.C40.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2543 






End 


2733 




GI 


none 






Score 


115 




Exons 


2543. .2719, 


2545. .2733 










Seq. No. 


47864 






Seq. ID 


OJ000114_02.0323 


C42 


Gene No. 


101866 






Strand 


+ 




Start 


1 






End 


1315 




Name 


OJ000114 02 


.0323.C42.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1315 




GI 


7106512 






Score 


1544 





Exons 1 . . 1315 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 



% 49568 




predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ■ No. 


47864 






Seq. ID 


OJ000114 


02 


.0323 


.C42 


Gene No . 


101866 






Strand 


+ 








Start 


1 






End 


1315 








Name 


OJ000114 


02.0323.C42.ol 


. as 


Method 


GENSCAN 








Start 


23 






End 


1242 








GI 


none 






Score 


. 45 








Exons 


23. .1242 
















Seq. No. 


47865 






Seq. ID 


OJ000114 


02 


.0323 


.C43 


Gene No. 


101867 






Strand 










Start 


433 






End 


1032 








Name 


OJ000114 


02.0323.C43.ol 


. as 


Method 


GENSCAN 








Start 


433 






End 


962 








GI 


none 






Score 


.52 








Exons 


433. . 522, 


591. .611, 956 


. . 962 












Seq. No. 


47865 






Seq. ID 


OJ000114 


_02 


. 032'3 


.C43 


Gene No. 


101867 






Strand 










Start 


433 






End 


1032 








Name 


OJ000114 


02.0323.C43.ol 


.np 


Method 


AAT/NAP 








Start 


591 






End 


1032 








GI 


6539570 






Score 


173 








Exons 


591. . 657, 


846. .1032 














GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47866 






Seq. ID ' 


■OJ000214 


_09 


.0321 


.C2 


Gene No. 


101868 






Strand 


+ 








Start 


605 






End 


1570 








Name 


OJ000214 


09.0321.C2.ol.gs 


Method 


GENSCAN 








Start 


605 






End 


1570 








GI 


none 






Score 


.67 








Exons 


605. . 607, 


832. .897, 138! 


3. .1570 











Seq. No, 


47866 




Seq. ID 


OJ000214_09.0321.C2 


Gene No. 


101869 - 




Strand 


+ 


Start 


2304 




End • 


4630 


Name 


OJ000214 09. 


0321.C2.o2.gs 


Method 


GENSCAN 


Start 


2304 




End 


4630 


GI 


none 




Score 


.56 


Exons 


2304. .2666, 


3804. .3931, 4024.. 


4104, 4212. .4317, 4436. .4630 


Seq. No. 


47866 ■ 




Seq. ID 


OJ000214_09.0321.C2 


Gene No. 


101869 




Strand 


+ 


Start 


2304 




End 


4630 


Name 


OJ000214 09. 


0321.C2.ol.np 


Method 


AAT/NAP 


Start 


3837 




End 


4313 "■ - 


GI 


7487328 




Score 


100 


Exons 


3837. .3950, 


4123. .4313 






GI Descrip. 


hypothetical 


protein T22A6.30C 


i - Arabidopsis thaliana 



gi|5051789|emb|CAB45082.1| (AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269297 | emb | CAB79357 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



47866 
101870 



Seq. ID OJ000214_09. 0321.C2 
Strand + 



49569 



Start 
Name 
Start 
GI 

Exons " 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5689 End 6264 

OJ000214_09. 0321.C2.o2.np Method AAT/NAP 

5469 End 6151 

6324539 Score 116 

5469.. 5571, 5776.. 5952, 6068.. 6151 

Yol034wp gi|2131997 |pir| IS66717 hypothetical protein YOL034w 
yeast (Saccharomyces cerevisiae) ' gi | 1419827 | emb | CAA99034 | 
(Z74776) ORF YOL034w [Saccharomyces cerevisiae] 



47866 

101870 

5689 

OJ000214_09.0321.C2.o3.gs 

5689 

none 

5689. .6264 



Seq. ID OJ000214_09.0321.C2 

Strand + 

End 6264 

Method GENSCAN 

End 6264 

Score . 8 



Seq. No. 47866 Seq. ID 

Gene No. 101871 Strand 

Start 537 ' End 

Name OJ000214_09 . 0321 . C2 . ol . gp Method 

Start 537 End 

GI none Score 

Exons 537.. 968 



OJ0Q0214_09.0321.C2 
968 

AAT/GAP 

968 

807 



Seq. No. 47866 - 

Gene No. 101872 : 

Start 5770 

Name OJ000214_09 . 0321 . C2 . ol . tm 

Start 5770 

GI none 

Exons 5770.. 5955, 5775.. 5852, 
6141. .6227, 6142. .6228 



6068 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6148, 



OJ000214 09. 0321. C2 



6228 

TBLASTX: Maize 
6228 
258 

6068. .6133, 6121. .6222, 



Seq. No. 47867 

Gene No. 101873 

Start 501 

Name OJ000214_09 . 0321 . C3 . ol . gs 

Start 501 

GI none 

Exons 501.. 744 



Seq. ID OJ000214_09.0321.C3 

Strand + 

End 744 

Method GENSCAN 

End 744 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47867 

101874 

1717 

OJ000214_ 

505 

none 

505. .633, 
675. .743 



09.0321.C3.ol.tm 



505. .633, 507. .635, 



Seq. ID OJ000214_09.0321.C3 
Strand 
End 

Method 
End 
Score 

510. .650, 590. .649, 672. .743, 



2051 

TBLASTX: Maize 

743 

171 

590. .649, 672. 



Seq. No. 47867 Seq. ID 

Gene No. 101874 Strand 

Start 1717 End 

Name OJ000214JD9 . 0321 . C3 . ol . gp Method 

Start 1605 End 

GI none Score 



OJ000214_09.0321.C3 

2051 
AAT/GAP 
2051 
728 



49570 



Exons 


1605. . 2051 








Seq. . No. 


47867 


Seq. ID 


OJ000214_09.0321 


.C3 


Gene No. 


101874 


Strand 






Start 


1717' 


End 


2051 




Name 


OJ000214 09 0321 C3 o2 as 


Mpt hod 


GENSCAN 




Start 


1717 


End 


1920 




GI 


none 


Score 


. 53 




Exons 


1717 . . 1920 








Seq. No. 


47868 


Seq. ID 


OJ000214J39.0321, 


.C4 


Gene No. 


101875 


Strand 


+ 




Start 


313 


End 


1756 




Name 


OJ000214 09 0321 C4 ol as 


Mp t hod 


GENSCAN 




Start 


313 ~~ 


End 


1756 




GI 


none 


Score 


. 42 




Exons 


313 393, 471 526. 1684 


1756 






Seq. No. ;^ 


47869 


Seq. ID 


OJ000214 09.0321, 


. C5 


Gene No. 


101876 


Strand 


+ ~~ 




Start 


1 


End 


2070 




Name 


OJ000214 09.0321.C5.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2070 




GI 


7484649 


Score 


290 




Exons 

i-J A J. 1 O 


1..26, 1187. .2070 








GT Desprio 


reverse transcriptase - beet retrotransposon (fragment) 






gi | 24 62134 | emb | CAA73798 . 1 1 


(Y13368) reverse transcriptase 




vulgaris] 










47869 


Seq. ID 


OJ000214_09.0321, 


■ C5 


Gene No. 


101876 


Strand 


+ 




Start 


1 


End 


2070 




Name 


OJ000214 09.0321.C5.ol.gs 


Method 


GENSCAN 




Start 


1177 


End 


2018 




GI 


none 


Score 


.75 




Exons 


1177. .2018 









[Beta 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47869 Seq. ID OJ000214_09 . 0321 . C5 

101877 Strand 

610 End 1177 

OJ000214_09. 0321 ,C5.ol .np Method AAT/NAP 

610 End 1168 

4755194 Score " 191 

610. .1168 

(AC007018) hypothetical protein [Arabidopsis thaliana] 
gi|4755195|gb|AAD29062.1|AC007018_10 (AC007018) hypothetical 
protein [Arabidopsis thaliana] 



47869 Seq. ID 

101877 Strand 

610 End 

OJ000214_09 . 0321 . C5 . ol ,tm Method 

631 End 

none Score 



OJ000214_09.0321.C5 
1177 

TBLASTX: Maize 

960 

117 



631. .876, 634. .819, 701. .874, 886. .960, 898. .960 

47869 Seq. ID OJ000214_09 . 032 1 . C5 



49571 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



101877 Strand 
610 End 
OJ0002 14_09 . 032 1 . C5 . o3 . tm Method 
971 End 
none Score 
971. .1177, 971. .1132, 973. .1173 



1177 

TBLASTX: Maize 

1177 

156 



47869 
101878 
1639 ' 

OJ000214_09.0321.C5.o2.tm 

1639 

none 



Seq. ID OJ000214_09.0321.C5 



Strand 
End 

Method 

End 

Score 



2053 

TBLASTX: Maize 

2053 

111 



1639. .1761, 1640. .1765, 1772. .2053, 1832. .1930 



47870 

101879 

1 

OJ000214_09.0321.C6.ol.np 



Seq. ID OJ000214_09.0321.C6 
Strand + 
End .-1276 
Method AAT/NAP 
End 995 
Score 269 



7267526 
1..860, 909. .995 

(AL161513) putative protein [Arabidopsis thaliana] 

gi |7321072| emb | CAB82119 . 1 | (AL161813) putative protein 

[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

GI Descrip. 



47870 



Seq. ID OJ000214_09.0321.C6 



101879 Strand + 

1 End 1276 

OJ000214_09.0321.C6.o2.np Method AAT/NAP 

1 End 1276 

6069646 Score 411 

1..22, 305. .1276 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative npn-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47870 Seq. ID 

101880 Strand 

1 End 

OJ000214_09.0321.C6.o4.np Method 

1 End 

7485307 Score 
1..24, 1636 



OJ000214_09.0321.C6 

2146 
AAT/NAP 
2146 
123 



1938, 2024. .2146 
hypothetical protein AJTM021B04.9 - Arabidopsis thaliana 
gi|2191187|gb|AAB61072.1| (AF007271) contains' similarity to 
DNAJ-like domain [Arabidopsis thaliana] 



47870 Seq. ID 

101880 . Strand 

1 End 
OJ000214J)9.0321.C6.o2.tm Method 

2 End 
none Score 
2. .394, 2. .91, 196. .318 



OJ000214_09.0321.C6 
2146 

TBLASTX: Maize 

394 

320 



49572 




Seq. No. 


47870 




Seq. ID 


OJ000214 


_09.0321 


.C6 


Gene No . 


101880 




St rand 








Start 


1 




End 


214 6 






Name 


OJ000214 09 0321 C6 ol 


tw 






r K 1 1^ CI 




Start 


488 ~ 




End 


850 






GI 


none 




Score 


76 








488 688 698 850 












Seq. No. 


47870 




Seq. ID 


OJ000214 


_09.0321 


.C6 


Gpnp No 


101880 

-L V*/ -X W V-/ 




Strand 








Start 


1 




End 


2146 






Name 


OJ000214 09 0321 C6 o3 


tm 


Met* hod 


TBLASTX ■ 


Mai ze 




Start 


626 ~~ 




End 


1159 






GI 


none 




Score 


288 






Exons 


626. . 1159, 727 . . 1074 












Seq. No. 


47870 




Seq. ID 


OJ000214. 


_09.0321 


.C6 


Gpnp No 


101880 

J. U 1 U U V 




Strand 








Start 


1 




End 


2146 






Name 


OJ000214 09 0321 C6 ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1582 ~ 




End 


2116 






GI 


none 




Score 


230 






Rvnn Q 

JjAUI io 


1582 1926 1586 1930 


1947 


.2063, 2021.. 2059, 


2069. .2116 


Seq. No. 


47871 




Seq. ID 


OJ000214 


_09.0321 


.C7 


npnp No 


101881 




Strand 


+ 






Start 


74 




End 


521 






Name 


OJ000214 09 0321 C7 ol 


y & 


Method 


GENSCAN 






Start 


74 ~~ 




End 


521 






GI 


none 




Score 


.91 






1—1 \-/ i to 


74 160 408 521 












Seq. No. 


47871 




Seq. ID 


OJ000214 


_09.0321 


.C7 


Gene No. 


101882 




Strand 








Start 


1 




End 


1886 






Name 


OJ000214 09.0321.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1886 






GI 


6598507 




Score 


70 






Exons 


1..174, 1783. .1886 












GI Desrrin 


(AC006053) putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


47871 




Seq. ID 


OJ000214 


JD9.0321 


.C7 


Gene No . 


101882 




Strand 








Start 


1 




End 


1886 






Name 


OJ000214 09.0321.C7.o2. 


gs 


Method 


GENSCAN 






Start 


1179 




End 


1867 






GI 


none 




Score 


.48 






i_i A UllO 


1179. .1568, 1709. .1867 












Seq. No. 


47872 




Seq. ID 


OJ000214 


_09.0321, 


.C1C 


Gene No. 


101883 




Strand 


+ 






Start 


1 




End 


3116 






Name 


OJ000214 09. 0321. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


, 2255 






GI 


81286 




Score 


106 






Exons 


1..132, 261. .547, 2047. 


.2255 











49573 



GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 47872 Seq. ID 

Gene No. 101883 Strand 

Start 1 End 

Name OJ000214_09 . 0321 . CIO . ol . gp Method 

Start 1735 End 

GI none Score 

Exons 1735.. 1924 



OJ000214_09. 0321. CIO 
+ 

3116 
AAT/GAP 
1924 
344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47872 Seq. ID OJ000214 

101883 Strand + 

1 End 3116 

OJ000214_09 . 0321 . CIO . ol . gs Method GENSCAN 

2079 End 3035 

none Score .76 

2079. .2214, 2296. .2375, 2949. .3035 



09. 0321. C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47872 Seq. ID OJ00021'4_09 . 0321 . C10 

101883 Strand + 

1 End 3116 

OJ000214_09. 0321 . C10 . o2 . np Method AAT/NAP 
2916 End 3116 

7485981 Score ' 128 

2916. .3116 

hypothetical protein F22013.15 - Arabidopsis thaliana 
gij3063453|gb|AAC14041.1| (AC003981) F22013.15 [Arabidopsis 
thaliana] 

47873 Seq. ID OJ000214_09 . 0321 . CI 1 

101884 Strand + 

1 End 2351 

OJ000214_09. 0321.Cll.ol.np Method AAT/NAP 

1 End 2351 

7485981 Score 1200 

1..472, 783. .873, 1301. .1359, 1551 1703, . 1965 .. 2351 

hypothetical protein F22013.15 - Arabidopsis thaliana 

gi|3063453|gb|AAC14041.1| (AC003981) F22013.15 [Arabidopsis 

thaliana] 



Seq. No. 47873 

Gene No. 101884 

Start 1 

Name OJ0002 14_09 . 0321 . Cll . ol . gs 

Start 95 

GI ' none 
Exons 



Seq. ID OJ000214_09. 0321. Cll 

Strand + 

End 2351 

Method GENSCAN 

End 2351 

Score .91 

95. .177, 271. .472, 783. .834, 1301. .1359, 1551. .1699, 1799. .1880, 
1965.. 2351 



Seq. No. 47873. 

Gene No. 101884 

Start 1 

Name • OJ0002 14_09 . 0321 . Cll . ol . gp 

Start 1051 

GI ' LIB3431-021-P1-K1-E3 

Exons 1051.. 1359, 1551.. 1676 



Seq. ID OJ000214_09. 0321. Cll 

Strand + 

End 2351 

Method AAT/GAP 

End 167 6 

Score 811 



4 957 4 



GI Descrip. '3063453 1.0e-18 (AC003981) F22013.15 [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47873 

101885 

2261 

OJ000214_09.0321.Cll.ol.tm 
88 

none 



Seq. ID OJ000214_09.0321.C11 
Strand 

End 2478 

Method TBLASTX : Mai ze 

End 1363 

Score 157 



88. .177,. 8 9. . 178, 92 . . 178 , . 27 1 . . 471, 272 . . 472, " 272 . . 475, 

780. .899, 780. .899, 782. .907, 782. .907, 1261. .1359, 1280. .1363 



47873 

101885 

2261 

OJ000214_09. 0321. Cll. o3.ts 

278 

none 

2.78. .406, 295. .405, 410. .463 



Seq. ID OJ000214_09.0321.C11 
Strand 

End 2478 

Method TBLASTX : Soybean 

End 4 63 

Score 160 



Seq. No. 47873 

Gene No. 101885 

Start 2261 

Name OJ000214JD9 . 0321 . Cll . o2 . tm 

Start 1518 

GI none 
Exon-s 



Seq. ID OJ000214_09. 0321. Cll 
Strand 

End 2478 

Method . TBLASTX: Maize 

End 2096 

Score 164 



1518. .1700, 1601. .1699, 1630. .1704, 1781. .1879, 1795.. 1878, 
1800. .1883, 1950:.2096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47873 

101885 

2261 

OJ000214_09. 0321. Cll. ol.tc 

1632 

none 



Seq. ID OJ000214_09. 0321. Cll 
Strand 

End 2478 

Method TBLASTX: Cress 

End 1904 

Score 78 



1632. .1679, 1634. .1681, 1677. .1700, 1799. .1879, 1800. .1904, 
1808. .1882 



Seq. No. 47873 

Gene No. 101885 

Start 2261 

Name OJ000214_09 . 0321 . Cll . ol . ts 

Start 1665 

GI none 
Exons 



Seq. ID OJ000214_09. 0321. Cll 
Strand 

End 2478 

Method TBLASTX : Soybean 

End 2119 

Score 69 



1665. .1700, 1667. .1.699, 1782. .1883, 1799. .1879, 1799. .1885, 
1-800.. 1883, 1950. .2117, 1963. .2088, 1964. .2119 



Seq. No. 47873 

Gene No. 101885 

Start 2261 

Name OJ000214JD9 . 0321 . Cll . o3 . tm 

Start 2161 

GI none 
Exons 



Seq. ID OJ000214_09. 0321. Cll 
Strand 

End ^.2478 

Method ' TBLASTX : Mai ze 

End * 2353 

Score 240 



2161. .2352, 2162.. 2353, 2163.. 2339 



Seq. No. 
Gene No. 
Start 



47873 

101885 

2261 



Seq. ID OJ000214_09. 0321. Cll 
Strand 

End 2478 



4 9 5 7^5 



Name 

Start 

GI 

Exons 



OJ000214_09.0321.Cll.o2.ts Method 

2187 End 

none Score 
2187. .2333, 2195. .2344 



TBLASTX : Soybean 

2344 

208 





Seq. No. 


47873 


Seq. ID 


OJ000214 09.0321 


.Cll 




Gene No . 


101885 


Strand 








Start 


2261 


End 


2478 






Name 


OJ000214 09.0321.Cll.o2.gp 


Method 


AAT/GAP 






Start 


2261 


End 


2478 






GI 


none 


Score 


432 






Exons 


2261. .2478 










Seq. No. 


47874 


Seq. ID 


OJ000214_09.0321 


.C16 




Gene No . 


101886 


Strand 








Start 


1 


End 


1240 






Name 


OJ000214 09.0321.C16.ol.np 


Method 


AAT/NAP 






Start 


1. 


End 


1240 






"GI 


7523710 


Score 


785 






Exons 


1..86, 194. .326, 440 .. 588, -773 .. 851, 925. .1077, 1155. .1240 




GI Descrip. 


(AC011001) Similar to phytoene dehydrogenase [Arabidopsis 






L.110-L.LGIJ.J.C1 J 










Seq. No. 


47R74 


Seq. ID 


OJ000214JD9.0321 


pi £ 




Gene No. 


101886 

i v J. u u u 


Strand 








Start 


1 ' 


End 


1240 ■ 




Li I 


Name 




Method 


TBLASTX: Maize " 




r-i s 


Start 


1 


End 


308 




U 


GI 


none 


Score 


74 






Exons 


1..87, 1..87, 3. .89, 184. .300, 


194. .301, 195. .296, 195., 


.308 


\2 




197. .301 










Seq. No. 


47874 


Seq. ID 


OJ000214_09.0321, 


.C16 


s 


Gene No. 


101886 


Strand 






J, Si 
i J 

■SB? 


Start 


1 


End 


1240 




J 


Name 


OJ000214 09.0321.C16.ol.ts 


Method 


TBLASTX : Soybean 






Start 


206 


End' 


564 






GI 


none 


Score 


74 




E3 


Exons 


206. .307, 216. .299, 422. .547, 


439. .564, 


441. .533 






Seq. No. 


47874 


Seq. ID 


OJ000214_09.0321, 


.C16 




Gene No . 


101886 


Strand 








Start 


1 


End 


1240 






Name 


OJ000214 09.0321.C16.ol.gs 


Method 


GENSCAN 






Start 


440 


End 


1157 






GI 


none 


Score 


.85 






Exons 


440. .588, 773. .851, 925. .1077, 


1155. .1157 






Seq. No. 


47874 


Seq. ID 


OJ000214_09.0321. 


.C16 




Gene No. 


101886 


Strand 








Start 


1 


End 


1240 






Name 


OJ000214 09.0321.C16.o2.ts 


Method 


TBLASTX: Soybean 






Start 


739 


End 


1018 






GI 


none 


Score 


103 






Exons 


739. .852, 781. .843, 783. .851, 


922. .1017 


, 923.. 1018 






Seq. No. 


47875 


Seq. ID 


OJ000214_09.0321. 


C17 



49576 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



101887 Strand 

2278 End 

OJ000214_09.0321.C17 .ol.gp Method 

2278 End 

16696 2.R1084 Score 



+ 

3954 
AAT/GAP 
3954 
612 



2278.-2399, 3650. .3815, 3900. .3954 

'3790587 5.0e-57 (AF079182) RING-H2 finger protein RHF2a 
[Arabidbpsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000214_09.0321.C17 

Strand + 

End 3954 

Method AAT/NAP 

End 394 6 

Score 204 



47875 
101887 
2278 

OJ000214_09.0321.C17.o2.np 
3678 
3790587 
3678. .3815, 3900. .3946 

(AF079182) RING-H2 finger protein RHF2a [Arabidopsis thaliana] 



47875 

101888 

1 

OJ000214_09.0321.C17.ol.np 
1 

7523710 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849- 

Method AAT/NAP 

End 4849 

Score 598 



1..157, 281. .463, 987. .1236, 3370. .3439, 4769. .4849 
(AC011001) Similar to phytoene dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 47875 

Gene No. 101888 

Start 1 

Name OJ000214_09 . 0321 . C17 . o3 . ts 

Start 60 

GI none 
Exons 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 484 9 

Method TBLASTX : Soybean 

End 38 6 

Score 83 



60. .119, 61. .120., 83. .160, 278. .385, 282. .386 



Seq. No. 47875 

Gene No. 101888 

Start 1 

Name OJ000214JD9 . 032 1 . C17 . o3 . tm 

Start 83 

GI none 

Exons 83. .160, 276. .437, 278. .439 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849 

Method TBLASTX : Mai ze 

End 439 

Score 96 



Seq. No. 47875 

Gene No. 101888 

Start 1 

Name OJ000214_09 . 0321 . C17 . ol . gs 

Start 281 

GI none 

Exons 281.. 487, 987.. 1376 



Seq. ID OJ000214__09.0321.C17 
Strand 

End 4849 

Method GENSCAN 

End 1376 

Score .93 



Seq. No. 47875 

Gene No. • 101888 

Start 1 

Name OJ000214_09 . 0321 . C17 . ol . tm 

Start 446 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849 

Method TBLASTX : Mai ze 

End 1172 



49577 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 68 

446. .490, 446. .490, 982. .1125, 987. .1172 



47875 

101888 

1 

OJ000214_09.0321.C17.o2.ts 

1002 

none 

1002. .1169, 1003. .1125 

47875 

101888 

1 

OJ000214_09.0321.C17.o2.tm 

3658 

none 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849 

-Method TBLASTX : Soybean 

End 1169 

Score 131 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849 

Method TBLASTX : Maize 

End 3956 

Score 168 



3658. .3810, 3659. .3811, 3660. .3818, 3660. .3824, 3899. .3949, 
3900.. 3947, 3900.. 3956 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI" 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47875 

101888 

1 

OJ000214_09.0321.C17.ol.tc 

3666 • 

none 



Seq. ID OJ000214_09.0321.C17 
Strand 

End • 4849 

Method TBLASTX : Cress 

End 3956 

Score 183 



■3666. .3818, 37 13 3814 , 3900.. 3947, 3900.. 3956 



47875 

101888 

1 

OJ000214_09. 0321.C17 .ol. ts 

3706 

none 



Seq. ID OJ000214_09.0321.C17 
Strand 

End 4849 

Method TBLASTX : Soybean 

End 3953 

Score 85 



3706. .3813, 3707. .3814, 3713. .3820, 3714. .3818, 3732. .3824, 
•3900. .3950, 3902. .3949, 3909. .3953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47876 

101889 

1 

OJ000214_09.0321.C18 .ol.gp 
1 

16696 1.R1084 



Seq. ID OJ000214_09.0321.C18 
Strand + 
End 1367 
Method AAT/GAP 
End 1367 
_ Score 1600 

1..258, 342. .452, 538. .919, 1278. .1367- 

'3790587 1.0e-14 (AF079182) RING-H2 finger protein RHF2a 
[Arabidopsis thaliana] 1 



Seq. No. 47876 

Gene No. 101889 

Start 1 

Name . OJ000214_09 . 0321 . C18 . ol . np 

Start 1 

GI 3790587 

Exons 1..232, 352.. 452, 538.. 862 

GI Descrip. (AF079182) RING-H2 finger protein RHF2a [Arabidopsis thaliana] 



Seq. ID OJ000214_09.0321.C18 

Strand + 

End 1367 

Method AAT/NAP 

End 8 62 

Score 310 



Seq. No. 



47876 



Seq. ID OJ000214 09.0321.C18 



49578 



Gene No . 


101889 






Strand 


+ 




Start 


1 






End 


1367 




Name 


OJ00.0214 09.0321.C18 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


898 




GI 


none 






Score 


57 




Exons 


1..69, 1..108, 3. .107, 


166. .258, 172. .258, 173. .259, 336. .3* 




339. .368, 340. .369, 


378 


. .455, 


378 . .455, 


, 379. .456, 379. . 


456, 




380. .460, 506. .700, 


511 


. . 672, 


527 . . 724, 


- 689. . 811, 698 . . 


787, 




706. .798, 835. .897, 


835 


. . 879, 


836. . 898 






Seq. No. 


47876 






Seq. ID 


OJ000214 09.0321 


.C18 


Gene No. 


101889 






Strand 


+ 




Start 


1 






End 


1367 




Name 


OJ000214 09.0321.C18 


.ol 


.gs 


Method 


GENSCAN 




Start 


176 






End 


865 




GI 


none 






Score 


. 7 




Exons 


176. .258, 538. .865 












Seq. No. 


47876 






Seq. ID.. 


OJ000214 09 0321 


. C18 


Gene No. 


101889 






Strand 


+ 




Start 


1 






End 


1367 




Name 


OJ000214 09.0321.C18 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


358 






End 


772 




GI 


none 






Score 


126 




Exons 


358 . .456, 360 . .455, 


502 


. . 693, 


505 . . 672, 


506 772. 527 


691 - 


Seq. No. 


47876 






Seq. ID 


OJ000214 09 0321 


. C18 


Gene No. 


101889 






Strand 


+ 




Start 


1 






End 


1367 




Name 


OJ000214 09.0321.C18 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


378 






End 


700 




GI 


none 






Score 


102 




Exons 


378 . . 455, 379. .456, 


526 


. .642, 


527 634 


628 663 629 


700 


Seq. No. 


47876 






Sea ID 


OJ000214 09 0321 


. C18 


Gene No. 


101889 






Strand 


+ 




Start 


• 1 






End 


1367 




Name 


OJ000214' 09.0321.C18 


.61. 


. tw 


Method 


TBLASTX: Wheat 




Start 


535 






End 


703 




GI 


none . 






Score 


213 




Exons 


535. .672, 536. .703 












Seq. No. 


47877 






Seq. ID 


OJ000214JD9.0321 


.C20 


Gene No . 


101890 






Strand 


+ 




Start 


244 






End 


2933 




Name 


OJ000214 09.0321.C20 


.ol, 


.np 


Method 


AAT/NAP 




Start 


244 






End ' 


2933 




GI 


7441215 ■ 






Score 


138 




Exons 


244. .506, 2431. .2933 












GI Descrip. 


hypothetical glycine 


-rich protein Rv3512 - Mycobacterium 




tuberculosis (strain 


H37RV) gi 


. 129244 4 9 | emb | CAA177 4 9 . 1 1 






(AL022022) PE_PGRS [Mycobacterium tuberculosis] 




Seq. No. 


47877 






Seq. ID 


OJ000214_09.0321 


.C20 


Gene No. 


101890 






Strand 


+ 




Start 


244 






End 


2933 




Name 


OJ000214 09.0321.C20 


.ol. 


.gs 


Method 


GENSCAN 





49579 




OLdl L 


ft 

O J u 


FnH 


9ff Q9 


(IT 


n on ^ 




67 


Exon s 


ftRO ftRfi 90R4 9907 996Q 


9^S7 9ft94 


9ft Q9 


Qe*n KJn 


47878 


O C ^ • X u 


OJ0.00914 09 0^91 T91 


Gene No. 


101891 


Strand 


+ _ 


Start 


304 


End 


982 


Lvalue 


OJ000214 09-0321. C21.ol.np 


Method 


AAT /NAP 


O Lai L 


304 


End 


Qft9 


rij 


7106520 


Score 






304. .346, 687. .982 






\J J_ L> O w J L k-/ • 


(AP001278) hypothetical protein [Oryza 


LX V U J 


Seq. No. 


47879 


Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101892 


Strand 


+ 


q+- a r1- 


216 


End 


7654 


M a rn e> 
LN dlllC 


OJ000214 09.0321.C22.ol.gs 


Method 


\J Hi LN O V^jriLN 


O Ldl L 


216 


End 


79?S 
/ z. O «J 


O X 


none 


Score 


.74 


IT von q 


216. .293, 2586. .2851, 5980.. 


6162, 6223 


6S1 Q 6671 7 9^^ 


Cpn Kin 


47879 


Seq. ID 


0.1000914 OQ 0^91 P99 


flesn*^ Kin 


101892 


Strand 


+ - 


Start 


216 


End 


7654 


Name 


OJ000214 09.0321.C22.ol.np 


Method 


AAT /NAP 


Start 


5743 


End 


7654 .. 


o X 


6907087 


Score 


830. 


IT von q 


5743.. 6145, 6344.. 7014, 75-53 


. .7654 




OX UciLIlLJ . 


(AP001129) ESTs C72771(E2215 


) , AU082313 (E2215) correspond to 




region of the predicted gene 


.; hypothetical protein [Oryza 




sativa] 






C o rr Kin 


' 47879 


Seq. ID 


OJ000214 09.0321.C22 


(^pnp TOn 


101893 


Strand 


+ 


Start 


8119 


End 


8500 


Name 


OJ000214 09.0321.C22.ol.gp 


Method 


AAT /GAP 


Start 


8119 


End 


8500 


KJ X 


uC-osflcyp033a04bl 


Score 


667 


P vnn q 


8119. .8500 






OX UCOLJ L * 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e-l 


59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 




Seq . No . 


47879 ■ 


Seq. ID 


OJ000214_09.0321.C22 


Gpnp No 


101894 


Strand 


+ 


Start 


10099 


End 


14260 


Name 


OJ000214 09.0321.C22.o3.np 


Method 


AAT /NAP 


Start 


,10099 


End 


.14260 


VJX 


"7489738 


" Score 


4195 


Pvnn c 


10099. .10268, 10309.. 14260 






OX UcbLiip . 


gag-pol polyprotein - maize 


copia-like 


retrotransposon Sto-- 




gi| 4234852 |gb |AAD12997.1| (AF082133) gag-pol polyprotein [Z< 




mays] 






Seq. No. 


47879 


Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101895 


Strand 




Start 


7547 


End 


9996 


Name 


OJ000214 09.0321.C22.o2.gs 


Method 


GENSCAN 



49580 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start .■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7547 
none 

7547. .7653, 8099. .8159 



End 
Score 



8159 
1 



47879 
101895 
7547 

OJ000214_09.0321.C22.o2.np 
8047 
4680186 
8047.. 8252, 9939.. 9996 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000214_09.0321. 
Strand 

End 9996 

Method AAT/NAP 

End 9996 

Score 246 



C22 



47879 

101896 

10192 

OJ000214_09.0321.C22.ol.tm 

10192 

none 



Seq. ID OJ000214_09.0321, 
Strand 

End 11099 

Method TBLASTX : Maize 

End 11099 

Score 565 



C22 



10192. .10770, 10296. .10760, 1067 9 .. 10783 , 10855 .. 10944 , 
11049. .11099 



Seq. No. 47879 

Gene No. 101897 

Start 11100 

Name OJ000214_09 . 0321 . C22 . 06 . tm 

Start • 11100. 

GI none 

Exons 11100. . 11282, 11101.. 11280 

Seq. No. 47879 

Gene No. 101898 

Start 11419 

Name .OJ000214_09 . 0321 . C22 . o2 . ts 

Start 11419 

GI none 
Exons 



Seq. ID OJ000214_09.0321.C22 
Strand 

End 11282 ■ 

Method TBLASTX: Maize 

End 11282 

Score 183 



Seq. ID OJ000214_09.0321.C22 
Strand 

End 12237 

Method TBLASTX : Soybean 

End 11796 

Score 108 



11419. .11532, 11430. .11519, 11527 .. 11796,. 1152 9 .. 11627 , 
11655... 11690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47879 

101898 

11419 

OJ000214_09.0321-.C22.o2.tw 

11571 

none 



Seq. ID OJ000214_09.0321, 
Strand 

End 12237 

Method TBLASTX : Wheat 

End 12234 

Score 257 



C22 



11571. .11810, 11572. .11811, 11851 .. 12156, 11877 .. 12134 , 
12135. .12209, 12136. .12234 



47879 

101898 

11419 

OJ000214_09.0321.C22.o4.tm 

11587 

none 



Seq. ID OJ000214_09.0321, 
Strand 

End 12237 

Method TBLASTX: Maize 

End 12045 

Score 128 



C22 



11587. .11811., 118 60. .12045, 118 62. .12023 

47879 Seq. ID OJ000214_09 . 0321 , 



C22 



49581 




Gene No. 


101898 




Strand 




o Lai. L. 


1 1 4 1 Q 




Fnd 


1 9917 

1 c. J / 


Name 


o..tooo914 hq 0191 r99 


o9 f- n 


L"JC L i 1L>U 


TRT A CITY • ProQ c 


G+- -j -ri- 
ot, ai L. 


1 1 fl R1 _ 
l iO Jl 




£j1 1H 


1 9911 
1l£ Jl 


\J 1 








1 1 
11U 


F von <3 


1 1 8S1 1 90 c i1 1 90fi4 

HO Jl • i IlU Jl/ 1 W U 4 • 


1 9911 
• i ^. j i 






Seq. No. 


47879 




Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101898 




Strand 




OLal L 


1 1 4 1 Q 
ill ij 




End 


12237 


Name 


n.Tonn9i 4 dq 0191 r99 


ol 1- c- 

. UJ. L. o 


Method 


TBLASTX: Soybean 


OLal u 


1 1 8 SI ~ 

HO Jl 




End 


12237 


\j i 


n on o 




Score 


178 


Exons 


1 1 fl SI 1 90fi0 11 QD7 
no ji . . i^uoU/ ii 3U / • 


1 9019 


12064. .12237 


Qoo- Mo 


47879 




Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101899 




Strand 




Start 


12746 




End 


14221 




o,tooo9i 4 oq 0191 r99 


• Ul • L O 


■ Method 


TBLASTX: Soybean 


Of 3 r f 


1 9 7 4 fi _ 




FnH 


1 11 fil 

1 J 1 U J 


*j X 


S S0Q9 fifl 




Score 


350 


Exons 


1 97 4 fi 1 ^1 197 S7 

/ 40. . IJIOJ/ 11 / J / . 


1 11 07 

. 1 J 1 u / 






T Do crri n 

Ol UCoL-llLJ. 










Seq. No. 


47879 




Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101899 




Strand 




OLdl L, 


1 97 4 fi 

1 ^ / 4 O 




'* End 


14221 


NT a mo 


n,70009i4 piq 0191 P99 


ol 
•Ul. LL 




1 O J_i.tt.O 1 .A. • ^ i_ t. o o 


OLdll 


1 9R 11 — 

i60 JJ 




End 


13093 


ol 


none 




Score 


245 


Exons 


1 9ftll 1 10Q1 19R1S 

IlO JJ • t ljUJJ; 1lO JJ . 


1 1071 

• 1JU / 1 






Qarr KT o 

o e q • IN o . 


47R7Q 

4 / O / j 




Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101899 




Strand 




Start 


12746 




End 


14221 




0.7000914 0Q 0191 P99 


■ KJ 1 ■ L. W 


Method 


TBLASTX: Wheat 


Of => rf- 
O Lai L 


1 9 fi 7 4 ~~ 

l^O / i 




End 


13666 


\J i 


none 




Score 


353 


Exons 


1 9ft 7 4 -11991 1 9ft 7 S 

IlO / 4 i , lj££l^ 1Z.U f J . 


1 19 1 Q 

■ 1 JL 1 J , 


12875. .132 


28, 13204 . .13647, 




1 190S 1 Ifififi 








Seq. No. 


47879 




Seq. ID 


OJ000214__09.0321.C22 


Gene No. 


101899 




Strand 






I 974 fi 

II / 4U 




End 


14221 


LN CUUC 


D.T00091 4 HQ 0191 P99 


tUji LIU 


Method 


TBLASTX: Maize 




1 9R7 R ~ 

IlO / J 




End 


13318 




none 




Score 


262 


Exons 


1 9 ft 7 R 1.^1 Q - ? _ 9 ft Q 9 
1^0 f J . .IjXOj/ ..«>-^ O :? Z . 


1 11 89 
. 1 J 1 o z , 


13217. .133 


18 • 


9orr NJn 


4 7879 




Seq. ID 


OJ000214_09.0321.C22 


Gene No. 


101899 




Strand 




Start 


12746 




End 


14221 


Name 


OJ000214 09.0321.C22 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


13319 




End 


13750 


GI 


none 




Score 


81 


Exons 


13319. .13480, 13454. 


.13750 







49582 





Seq. No. 


47879 ' 




Seq. ID 


OJ000214_09.0321.C22 




Gene No. 


101899 




Strand 






Of art 


X £* f *i U 




End 


14221 ' 




lvalue; 


n.TOon?i4 oq 0^91 coo 




Method 


TBLASTX: Soybean 




Of- o r f- 


1 ^64f) ~~ 

1JU4U 




End 


14206 




O X 






Score 


106 






1 JO*ly . . X J O X J , 1JO JJ . ■ 


1 A 00 f\ 


14015. .14206 




Seq. No. 


47879 




Seq. ID 


OJ000214_09.0321.C22 




Gene No. 


101899 




Strand 






ij Lai l. 


1 ?74 




End 


14221 




IN ctlllt; 


0.70009*14 oq o^9i coo 


VJ J . LilL 


Method 


TBLASTX: Maize 




DLdlL 


iJ / DO 




End 


14221 






none 




Score 


48 




DAUllO 


1 J / UJ . . 1 JO 17/ X J O U J ■ • 


X J _? O X , 


14030. .14221 




Seq. No. 


47879 




Seq. ID 


OJ000214_09.0321.C22 




Gene No. 


101899 




Strand 






otai L 


1 01 A 




End 


14221 ■ 




Name 


ClCiOOO 1 A HQ 0^91 COO 


O j • tw 


Method 


TBLASTX: Wheat " 




^ +- a -r-h 


1 JOl4 




End 


14209 




o X 


nunc 




Score 


284 




TT" v /^i t~i o 


1^ft14 1490Q 1^ft^7 
1 jo 14 . . 14^U 1 JO J / . • 


1 4 04^ 

14U4 J 






■ \Si 


O tr . LN \J • 


47RP.0 




Seq. ID 


OJ000214_09.0321.C24 




Cpnp No 


101900 1 




Strand 




I Li 


Start 


1 




End 


2547 


X zzr 


Name 


OJ000214 09.0321.C24. 


ol . np 


Method 


AAT/NAP 




O L. a. X L. 


1 




End 


980 


. '=s 


CI T 
O X 


4204310 




Score 


148 


?; H 


Ej VS.tJl 1 O 


1..66, 141. .258, 389. 


.470, 


928. .980 






ox UcoLvi • 


(AC003027) lcllprt seq No definition line found [Arabidopsis 


3- 




thaliana] 








"'Hi 


Seq. No. 


47880 - 




Seq. ID 


OJ000214_09.0321.C24 




Gene No. 


101900 




Strand 




\3 


O L.C1X L, 


1 . 




End 


2547 . 




Name 


OJ000214 09.0321.C24. 


ol . gs 


Method • 


GENSCAN 




OLal L 


28 




End 


2547 


ri 


Vj X 


none 




Score 


.85 




IjAUII J 


28. .66, 141. .258, 922 


:. .980, 


1468. .1491, 


2390. .2441, 2453. .2547 




o q . IN U . 


47881 




Seq. ID 


OJ000214_09.0321.C26 




Gene No. 


101901 




Strand 


+ 




Start 


4079 




End 


8936 




in aiuc 


OJ000214 09.0321.C26. 


o2 . gs 


Method 


GENSCAN 




OldlL 


4079 




End 


8936 






none 




Score 


.49 




Exons 


4079. .4154, 4296. .4424, 4469. .4595, 4637. .4798, 8719.. 8765, 






8824. .8936 










Seq. No. 


47881 




Seq. ID 


OJ000214_09.0321.C26 




Gene No. 


101902 




Strand 






Start 


1 




End 


910 




Name 


OJ000214 09.0321.C26. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


907 



GI 



6437559 



Score 



291 



49583 



Exons 1..47, 514.. 907 

GI Descrip. (AC011623) putative DnaJ protein [Arabidopsis thaliana]. 



Seq. No. 


47881 




Seq. ID 


OJ000214 09.0321 


.C26 


Gene *No . 


101902 




Strand 






Start 


1 




End 


910 




Name 


OJ000214 09.0321.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


458 




End 


871 




GI 


none 




Score 


257 




Exons 


458. .871, 480. .863, 509. 


.865 








Seq. No. 


47881 




Seq. ID 


OJ000214 09.0321, 


.C26 


Gene No . 


101902 




Strand 






Start 


1 




End 


910 




Name 


OJ000214 09.0321.C26.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


533 




End 


910 




GI 


none 




Score 


129 




Exons 


533.-745., 540. .719, 719. 


. 910, 


720. .848 






Seq. No. 


47881 




Seq. ID 


OJ000214 09 . 0321 , 


.C26 


Gene No . 


101902 




Strand 






Start 


1 




End 


910 




Name 


OJ000214 09.0321.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


602 _ 




End 


839 




GI 


none 




Score . 


86 




Exons 


602.. 715, 603.. 713, 7l9. 


.838, 


• 720. .839 






Sea No 


47881 




Seq. ID 


OJ00.0214_09.0321, 


>C26 


Gene No . 


101903 




Strand 






Start 


8644 




End 


8976 




Name 


OJ000214 09. 0321 .C2 6. o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


8644 




End 


8976 




GI 


none 




Score 


121 




Exons --. 


8644. .8826, 8647. .8820, 


8807. 


.8896, 8908.. 8976, 8913.. 8975 


Seq. No. 


47882 




Seq. ID 


OJ000214_09.0321. 


.C27 


Gene No ; 


1 101904 




Strand 


+ 




Start 


71 




End 


562 




Name 


OJ000214 09.0321.C27.ol. 


as 


Method 


GENSCAN 




Start 


71 ~~ 




End 


562' 




GI 


none 




Score 


.86 




Exons 


71. .188, 291. .562 










Seq. No. 


47882 




Seq. ID 


OJ000214_09.0321. 


,C27 


Gene No. 


101905 




Strand 






Start 


1 




End 


1373 




Name 


OJ000214 09.0321.C27.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End' 


1373' 




GI 


6437559 




Score 


158 




Exons 


1..31, 1016. .1373 











GI Descrip. (AC011623) putative DnaJ protein [Arabidopsis thaliana] 



Seq. No. 47883 Seq. ID OJ000214_09 . 0321 . C28 

Gene No. 101906 . Strand 

Start 26 End 1694 

Name OJ000214_09 . 0321 . C28 . ol . gs Method GENSCAN 

Start 26 End 1614 



49584 



GI 


none 


Score 


. 49 


Exons 


26. .122, 480. .1334, 1399. .1614 




Seq. No. 


47883 


Seq. ID 


OJ000214 09 0321 C2R 


Gene No. 


101906 


Strand 




Start 


26 


End 


1694 


Name 


OJ000214 09.0321.C28.ol.tw 


Method . 


TBLASTX: Wheat 


Start 


43 


End 


1329 


GI 


none 


Score 


65 


Exons 


43. .180, 55. .201, 211. .285, 279. .401, 


1042 1119 1204 12^0 




1222 . . 1329 






Seq. No. 


47883 


Seq. ID 


OJ000214_09.0321.C28 


Gene No. 


101906 


Strand 




Start 


26 


End 


1694 


Naine 


OJ000214 09. 0321 .C28 .o2 . tm 


Method 


TBLASTX * i 7P 


Start 


43 ~ 


End 


304 


GI 


none 


Score. 


157 


Exons 


43. .291, 53. .304, 55. .291 






Seq. No. 


47883 


Seq. ID 


OJ000214_09. 0321.C28 


Gene No. 


101906 


Strand 




Start 


26 


End 


1694 


Name 


OJ000214 09.0321.C2-8.ol.tm 


Method 


TBLASTX: Maize 


Start 


324 


End 


1506 


GI 


none 


Score 


269 


Exons 


324. .380, 466. .585, 823. .1377 


, 874. .1374, 941. .1378, 1002. .1385, 




1011. .1385, 1370. .1498, 1376. 


.1498, 1399. .1506 


Seq. No. 


47883 


Seq. ID 


OJ000214_09.0321.C28 


Gene No. 


101906 


Strand 




Start 


26 


End 


1694 


Name 


OJ000214 09.0321.C28.ol.np 


Method 


AAT/NAP 


Start 


769 


End 


1694 


GI 


6437559 


Score 


307 


Exons 


769. .822, 955. .1619, 1653. .1694" 




GI Descrip. 


(AC011623) putative DnaJ protein [Arabidopsis thaliana] 


Seq. No. 


47884 


Seq. ID 


OJ000214_09.0321.C29 


Gene No. 


101907 


Strand 




Start 


1 


End 


724 


Name 


OJ000214 09.0321.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End- 


724 


GI 


6671947 


Score 


734 


Exons 


1. .255, 338. .724 






GI Descrip. 


(AC016795) putative ubiquitin 


carboxyl 


-terminal hydrolase 



[Arabidopsis thaliana.] * 

Seq. No. 47884 

Gene No. 101907 

Start 1 

Name OJ000214_09 . 0321 . C29 . ol . tm 

Start 26 

GI none 

Exons 26. .265, 28. .267, 37. .279, 326. .421, 326. .544, 339. .539, 
473. .547, 548. .577, 549. .581 



Seq. ID OJ000214_09.0321.C29 
Strand 

End 724 

Method TBLASTX : Mai ze 

End 581 

Score . 157 



49585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47884 

101907 

1 

OJ000214_09.0321.C2 9.ol.gs 
37 

none 

37. .255, 338. .603 

47884 

101907 

1 

OJ000214_09.0321.C2 9.ol.ts 
81 

none 



Seq. ID OJ000214_09.0321..C29 

Strand 

End 724 

Method .GENSCAN 

End "'603 

Score .81 



Seq. ID OJ000214_09.0321.C29 
Strand 

End 724 

Method TBLASTX : Soybean 

End 425 

Score 143 



81. .272, 82. .279, 82. .267, 326. .421, 326. .424, 339. .425 



47884 

101907 

1 

OJ000214_09.0321.C2 9.ol.tc 
85 

none 



Seq. ID OJ000214_09.0321.C29 

Strand 

End" ' 724 

Method TBLASTX: Cress 

End 541 

Score 172 



85. .267, 86. .268, 86. .271, 87. .278, 326. .424, 326. .541, 
331.. 459, 339.. 539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47885 

101908 

1 

OJ000214_09.0321.C30.ol.np 
1 

6671947 



Seq. ID OJ000214_09.0321.C30 
Strand 

End 1433 

Method AAT/NAP 

End 1213 

Score 392 



1..20, 330. .487, 582. .729, 878. .958, 1165. .1213 
(AC016795) putative ubiquitin carboxyl-terminal hydrolase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47885 

101908 

1 

OJ000214_09. 0321.C30.ol.gs 

310 

none 



Seq. ID OJ000214_09.0321.C30 

Strand - . 

End 1433 * 

Method GENSCAN 

End 1433 

Score .75 



310. .487, 582. .732., 878. .947, 1184. .1433 



47885 

101908 

1 

OJ000214_09.0321.C30.ol.ts 

331 

none 



Seq. ID OJ000214_09.0321.C30 
Strand 

End 1433 

Method TBLASTX: Soybean 

End 737 

Score 177 



331. .486, 344. .487, 354. .530, 354. .488, 557. .682, 561. .737, 
581. .733 



Seq. No. 47885 

Gene No. 101908 

Start 1 

Name OJ0002 14_09 . 0321 . C30 . ol . tm 

Start 409 



Seq. ID OJ000214_09.0321.C30 
Strand 

End 1433 

Method TBLASTX : Mai ze 

End 950 



49586 



GI 

Exons 



none Score 100 

409. .486, 410. .487, 557. .682, 581. .733, 582. .737, 900. .950 



Seq. No. 47885 

Gene No. 101908 

Start 1 

Name OJ000214JD9 . 0321 . C30 . ol . tc 

Start 413 

GI none 
Exons 



Seq. ID OJ000214__09.0321.C30 
Strand 

End 1433 

Method TBLASTX : Cress 

End 950 

Score 82 



413. .487, 415. .486, 421. .489, 557. .682, 561. .716, 581. .715, 
894. . 950 



Seq. No. 47885 

Gene No. 101908 

Start - 1 

Name OJ000214_09 . 0321 . C30 . ol . gp 

Start 1184 

GI none 

Exons 1184. .1377 



Seq. ID OJ000214_09.0321.C30 
Strand 

End 1433 

Method AAT/GAP 

End 1377 

Score 313 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47886 
101909 
1 

OJ000214_09.0321.C31.ol.np 
1 

7494472 



Seq. ID OJ000214_09.0321.C31 
Strand + 

19199 
AAT/NAP 
19199 
139 



End 

Method 
End 
Score 

1..33, 7957. .8106, 8353. .8514, 8966. .9065, 10890 .. 10940, 
15371. . 15498, 18105 .. 1824 8, 19108. .19199 ^ 

cnjB protein - Tetrahymena thermophila gi | 161752 | gb | AAC37171 . 1 | 
(L03710) cnjB [Tetrahymena thermophila] gi I 7374 94 | prf | | 1922371A 
cnjB gene [Tetrahymena thermophila] 



47886 

101909 

1 

OJ000214_09. 0321.C31.ol.gs 

.305 
none 

305. .435, 695. .775 



Seq. ID OJ000214_09.0321.C31 

Strand + 

End 19199 

Method GENSCAN 

End 775 

Score .53 



Seq. No. 47886 

Gene No. 101909 

Start 1 

Name OJ000214_09 . 0321 . C31 . o2 . gs 

Start 4337 

GI none 

Exons 4337.. 4391, 4597.. 4727, 5192. 



Seq. ID OJ000214_09.0321.C31 

Strand + 

End 19199 ; 

Method GENSCAN 

End 5386 

Score .73 
.5386 



Seq. No. 47886 

Gene No. 101909 

Start 1 

Name OJ000214_09 . 0321 . C31 . o3.gs 

Start 6788 

GI none 
Exons 



End 

Method 
End 
Score 

6788. .7171, 7726. .7836, 7918. .8076, 8353. .8514, 8957. .9073, 
9399.. 9623, 9988.. 10163, 10524 .. 10636, 10734.. 11398 



Seq. ID OJ000214_09.0321.C31 
Strand + 

19199 
GENSCAN 
11398 
.6 



49587 



Qciz-r Ma 
JC^j^ IN U » 


47886 






c prr t n 




nq 0^9 1 1 


Gene No. ■ 


101909 






Strand 


+ 




Start 


1 






End 


19199 




Name 


OJ000214 09 


.0321.C31.o2 


.np 




AAT /NAP 




Start 


16253 






FnH 


1 'Jul 




GI 


5777617 






OOUl " 


.7 U 




J?vnn c 


16253. .16324, 17415.. 17561 








\J -L kJ/ V-f J- -L- * 


(AJ245900) < 


CAA30375.1 protein 




^ a \~ "i 1 




Seq. No. 


47886 






Seq. ID 


OJ000214 


_09.0321.C31 


Gene No. 


101910 






Strand 






Start 


11836 






End 


14.^.1 J 




Name 


OJ000214 ,09 


.0321.C31.o4 


.gs 


Mot - h <~\ H 


\J Zj LN O ^rtlN 






11836 






Hji lkj. 


1 991 ^ 






none 






Score 


79 




LiAUilO 


11836. .11974, 12134. .12213 








k_) C . l< U • 


47886. 






Seq. ID 


OJ000214 






101911 






Strand 






Start 


19311 






End 


20722 




lvalue 


OJ000214 09 


.0321.C31.o2, 


. tm 


Method 


TBLASTX: 


l v icl lZc 


OLdl L 


7765 






End 


9579 




GI 


none . 






Score 


89 




Exons 


/ / \J -J . . / O J U , 


776^ 7ft^fi 


777D 


.7850, 7890.. 8075, 


7910. .8077, 




7918. .8076, 


7957. .8022, 


7963. , 


.'8004, 8029. .8073, 


Oj4 J. . 0 OU / / 




8347. .8514, 


8352. .8537, 


8353. , 


.8514, 8362.. 8391, 


oflj/..00± £ l, 




8928. .9032, 


8951. .9073, 


8 959. , 


.9072, 9043. . 9075, 


Q9 1 7 Q^9 4 




9219. .9311, 


9223. . 9312, 


9250. , 


.9306, 9420. .9575, 






9468. .9578 












Seq. No. 


47886 






Seq. ID 


OJ000214 


_09.0321.C31 


Gene No. 


101911 






Strand 






Start 


19311 






End 


20722 




Name 


OJ000214 09 


.0321.C31.o2, 


. ts 


Method 


TBLASTX: 


ooyDcdn 


Start 


7804 






End 


8519 




GI 


none 






Score 


41 




Pxon *=; 

uau no 


7804 . .7836,' 


7884. .8078, 


7918. . 


.8079, 8356. .8517, 


OOJO. i O Jl? 


L>C^ 1 IN Vw' • 


47886 






Seq. ID 


OJ000214 


HQ 0^91 ni 


Gene No. 


101911 






Strand 






Start 


19311 






End 


20722 




Name 


OJ000214 09, 


.0321.C31.o6. 


. tm 


Method 


TBLASTX: 


rial 


o u a. J. i— 


9606 






End 


9852 • 






none 






Score 


129 






9606. .9713, 


9607. .9717, 


9608. . 


,9718, 9663. .9800, 


Q£71 Q7Q£ 
?D /I . • ^ / jD, 




9793. .9852, 


9795. .9839 










Seq. No. 


47886 






Seq. ID 


OJ000214 


_09.0321.C31 


Gene No . 


.101911 






Strand 






Start 


19311 






End 


20722 




Name 


OJ000214 09- 


.0321.C31.o5. 


tm 


Method 


TBLASTX:: 


Mai ze 


Start 


13988 






End 


14179 




GI 


none 






Score 


194 




Exons 


13988.'. 14179, 14011. .14178 








Seq. No. 


47886 






Seq. ID 


OJ000214 


_09.0321.C31 


Gene No. 


101911 






Strand 







49588 




Start 


19311 




End 


20722 




Nam© 


nTnno9id oq n^9i p^i 


. o 1 . tm 


Method 


TBLASTX: Maize 










End 


20722 




P T 


none 




Score 


350 




TP V /"V ^ ^ \ . 


"1 d Q 1 ^ 1^977 1 4 Qi c 


i c r> o o . 

1 J JO J/ 


15301. . 15369, 20251. .20337, 






909^ 90779 9m^n 


907 91 
ZU / Zl , 


20534. .20722 




C a NT /*\ 

oeq. jno . 


yi 7 ft ft c. 
H I 0 0 D 




"Seq. ID 


OJ000214_09.0321 




Gene No. 


. 101911 




Strand 






Start 


19311 




End 


20722 




Name 


OT00091 4 HQ 0791 P71 


ol . tw 


Method 


TBLASTX: Wheat 






1 R 1 1 A ~ 
IDll 1 ! 




End 


20526 






none 




Score 


134 




LXOIlb 


i ci 1 / 1 R9 Qfi 1 ^ 71 d 


1 D ft J_ O , 


15314. .154 00, 15331. .15417, 






1R477 ISdftO 901^6 

IJI JJ. • 1J40U; iiUl Ju . . 


ZUjg 


20158. .20517, 20158. .20526 




C ^ /-t K7 

oeq. in o . 


/I 7 ft ft £ 




Seq. ID 


OJ000214_09.0321 


P "3 1 


Gene No. 


101911 




Strand 






Start 


19311 




End 


20722 




Name 


OTnnn9i4 dq 0791 P7i 


o4 . tm 


Method 


TBLASTX: Maize 






100 Dl 




End 


20080 






none 




Score 


191 




Exons 


i ccfri 1 coon 1<^fi7 
1 jOOI . ■ 1 Jo JU/ 1 jjDj . . 


ID / U / 


197 92. .19887, 19873 19926, 






1 QQQ9 9flfl7Q 1 QQCl 

lyoo^ . . zuu / y, lyyo/ . . 


9 n n q o 

ZUUoU 








o e q . in o . 


f± / O O D 




Seq. ID 


OJ000214_09.0321, 


. LJ I 


Gene No. 


101911 




Strand 






Start 


19311 




End 


20722 




Name 


PiTfinn91 A OQ 0791 

UUUUUZ14 uy . uj^i .lji . 


o3.np 


Method 


AAT/NAP 




Of 3 vf 


lyjii 




End 


20619 




PT * 
la J. 


£777 ci 7 




Score 


99 




Exons 


i QQi i 1Q/197 90^00 


20619 










^aT9ZlRQnn^ pzizx^mTR i 

\ r\U Z4 J^UU j k-rittO Uj / D . J. 


protein [Oryza ; 


sativa] 




Seq. No. 


47886 




Seq. ID 


OJ000214_09.0321, 


.C31 


Gene No. 


101912 




Strand 






O Idl L 


907 £9 
ZU / QZ 




End 


21291 




Name ^ 


P1TO0091/1 oq 0791 P7i 


ol . ts 


Method 


TBLASTX : Soybean 






907 £9 _ 
ZU i DZ 




End 


21291 




P T 


none 




Score 


95 




Exons 


90769 90Q97 90Q7R 


21165, 


20966. .21175, 21235. .21291 




Seq. No. 


47886 




Seq. ID 


OJ000214_09.0321. 


X31 


G.ene No. 


101912 




Strand 






Cf a r-+- 


907 69 
ZU / DZ 




End 


21291 




Name 


ATnonoi/1 no moi poi 


o3 . tm 


Method 


TBLASTX: Maize 




C +- o v t- 


9 P| ft Q 7 

Z U 0 o / 




End 


21196 




P T 


none 




Score 


156 






9OQ07 911QR 900^7 


21196 










A 1 R fl 7 




Seq. ID 


OJ000214_09.0321. 


P7? 

> v_ _> Z. 


Gene No . 


101913 




Strand 






Start 


1 




End 


1922 




Name 


OJ000214 09.0321.C32. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1922 




GI 


6539560 




Score 


246 




Exons 


1..21, 284. .500, 605. 


.687, 


1878. .1922 







49589 



GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


47887 


Seq. ID 


OJ000214_09.0321 


.C32 


Gene No. 


101913 


Strand 






Start 


1 


End 


1922 




Name 


OJ000214 09.0321.C32.ol.gs 


Method 


GENSCAN 




Start 


■. 188 


End 


632 




GI 


none 


Score 


. 66 




Exons 


188.. 286, 330.. 632 








Seq. No. 


47888 


Seq. ID 


OJ000214 09.0321 


. C36 


Gene No. 


101914 


Strand 






Start 


1 


End 


1123 




Name 


OJ000214 09.0321.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


669 




GI 


7500137 


Score 


231 




Exons 


1..238, 368. .669 








GI Descrip. 


-hypothetical protein F29B9.4 


- Caenorhabditis elegans 





gi| 1572766|gb|AAB09116.1| (U70849) F29B9.4 gene product 
[Caenorhabditis elegans] 



Seq. No. 


47888 








Seq. ID 


' OJ000PT4 09 0??1 r^fi 


Gene No . 


101914 








Strand 




Start 


1 








End 


11?? 
X X £- O 


Name 


OJ000214 




.0321 


.C36.ol.tm 


Method 


TBLASTX: Maize 


Start 


11 . - 








End 


307 


GI 


none 








Score 


70 


J— 1 l 1 o 


11 . . 166, 


48 , 


191 


170 ?07 


X O J • • O *s 




Seq. No. 


47888 








Seq. ID 


OJ000214_09. 0321.C36 


Gene No. 


101914 








Strand 




Start 


1 








End 


1123 


Name 


OJ000214 


09. 


.0321 


.C36.ol. ts 


Method 


TBLASTX: Soybean 


Start 


11 








End 


730 


GI 


none 








Score 


75 


Exons 


11. .166, 


48. 


. .191 


, 158. .328, 


183. .284, 


365. .445, 638. .730 


Seq. No. 


47888 








Seq.. ID 


.OJ000214_09.0321.C36 


Gene No. 


101914 








Strand 




Start 


1 








End 


1123 


Name 


OJ000214 


09. 


,0321 


. C36 . ol . gs 


Method 


GENSCAN 


Start 


29 








End 


1123 


GI 


none " ■ 








Score 


.49 


Exons 


29. . 1123 












Seq. No. 


47889 








Seq. ID 


OJ000224_05.0323.C1 


Gene No. 


101915 








Strand 


+ 


Start 


121 








End 


1524 


Name 


OJ000224 


05. 


0323 


.Cl.ol.gs 


Method 


GENSCAN 


Start 


121 








End 


1524 


GI 


none 








Score 


.99 


Exons 


121. .1524 












Seq. No. 


47889 








Seq. ID 


OJ000224_05.0323.C1 


Gene No. 


101916 








Strand 


+ 


Start 


2828 








End 


5003 


Name 


OJ000224 


05. 


0323 


.Cl.ol.gp 


Method 


AAT/GAP 



49590 



Start 2762 End 5003 

GI 799_1.R1084 Score 1585 

Exons 2762.. 2830, 2973.. 3080, 3278.. 3320, 3428.. 3623, 4521.. 5003 

GI Descrip. ' 1172816/sp I P427 95 | R111_ARATH 1.0e-84 60S RIBOSOMAL PROTEIN L11A 

(L16A) >gi_624 938_emb_CAA57395_ (X81799) ribosomal protein L16 

[Arabidopsis thaliana] 1 



Seq. No. 47889 

Gene No. 101916 

Start 2828 

Name OJ000224_05 . 0323 . CI . o2 . gs 

Start 2828 

GI none 
Exons 



Seq. ID OJ000224 05. 0323. CI 



Strand 
End 

Method 

End 

Score 



+ 

5003 
GENSCAN 
4719 
. 94 



2828. .2830, 2973. .3080, 3278. .3320, 3428. .3623, 4521. .4719 



Seq. No. 47889 Seq. ID OJ000224_05 . 0323 . CI 

Gene No. 101916 Strand + 

Start 2828 End . 5003 

Name ■ OJ000224_05.0323.Cl.o2.np Method AAT/NAP 

Start 2970 End 4716 

GI 7340874 Score 828 

Exons 2970. .3080, 3278. .3320, 3428. .3623, 4521. .4716 

GI Descrip. (AP001551) ESTs D15590 {C0900 ) , D48950 ( S15542 ) , D22684 (C0900 ) 
correspond to a region of the predicted gene.; Similar to 
Arabidopsis thaliana 60S ribosomal protein L11A (L16A).. (P42795) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47889 
101917 
6150 

OJ000224_05.0323.Cl.o2.ts 
613 
none 

613. .888, 904. .1053, 1054. .1413, 1093, 
1093. .1329, 1096. .1377, 1111. .1266 



Seq. ID OJ000224_05.0323.C1 
Strand 

End 6453 

Method TBLASTX : Soybean 

End 1413 

Score 166 

1200, 1093.. 1329, 



Seq. No. 47889 
Gene No. 101917 
Start 6150 

Name OJ000224_05 . 0323 . CI . ol . tw 

Start 2970 
GI none 

Exons 2970.. 3095, 2 978 . i 3082 , 3256 . 

3403. .3630, 3426.-3629, 3427. 
4521. .4706, 4550. .4720, 4800. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 05. 0323. CI 



6453 

TBLASTX: Wheat 
4832 
164 

3330, 3273.. 3320, 3278. 
3630, 4509. .4703, 4519. 
4832 



,3325, 
,4710, 



Seq. No. 47889 

Gene No. . 101917 

Start 6150 

Name OJ000224_05 . 0323 . CI . ol . tc 

Start 2972 

GI none 

Exons 2972.. 3082, 2973.. 3095, 3252. 

3402. .3629, 3403. .3666, 3421, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 05. 0323. CI 



6453 

TBLASTX: Cress 
4557 
167 

.3320, 3256.. 3330, 3278.. 3325, 
.3630, 4519. .4557 



Seq. No. 
Gene No. 



47889 
101917 



Seq. ID OJ000224_05.0323.C1 
Strand 



49591 



Start 
Name 
Start 
GI 

Exons 



6150 End 

OJ000224_05.0323.Cl.ol.ts Method 

2972 End 

none Score ■ 



6453 

TBLASTX : Soybean 

4718 

167 



2972.. 3082.; 2973.. 3095, 3272.. 3316, 3273.. 3320, 3277.. 3330, 
3278.. 3325, 3402.. 3629, 3403.. 3630, 3430.. 3660, 4507.. 4704, 
4518.;4718, 4602. .4706 



Seq. No. 


47889 


Seq. ID 


OJ000224_05.0323 


.CI 


Gene No. 


101917 


Strand 






Start 


6150 


End 


64 S3 

\> 1 «J -J 




Mamp 


vU (JUUtc 1 ! UJ • U J . . Ul . till 


lit- LIIUU 


TRT A^TY • Ma i ?p 
1 DXjrlo 1 A . rJdX 




ouai l 


"^4 91 ~~ 

_> *i C. X 




^697 




\J X 




o o wx c; 


~J _> sj 






^491 ^697 ^494 ^694 








Qe^rr Kin 


*± f O O -7 


oc^. x u 




. \^ ± 




101917 


Strand 






Start 


6150 


End 


6453 




Name 


OJ000224 05. 0323. CI. o2. tin 


Method 


TBLASTX: Maize 




Start 


4506 


End 


4845 




VJ X 


none 


Score 


278 




IT* vnn q 


4506. .4745, 4507. .4713, 4517. 


4726, 47* 


30. .4824, 4786. .4! 


345 


Qpn Kfn 

O C • liU • 


47889 


Seq. ID 


OJ000224_05.0323 


.CI 


uCltC IN ^> . 


101917 


Strand 






Start 


6150- 


End 


6453 




Name 


OJ000224 05.0323.Cl.o2.gp 


Method 


AAT/GAP 




Start 


6009 . 


End '* 


6375 




(IT 

w x 


34370 1.R1084 


Score 


708 




uAUl J. O 


6009. .6375 








CL T Dp^pti n 

Ul L^C-OOJ L U • 


M895189/gb| AAD32776. 1 | AC007661 13 1.0e-08 (AC007661) unknown 




protein [Arabidopsis thaliana^ 


i 






kJCU • IN W • 


47889 


Seq. ID 


OJ000224_05.0323 


C.l 




101917 


Strand 






Start 


6150 


End 


6453 




Name 


OJ000224 05.0323.Cl.o3.gs 


Method 


GENSCAN 




Start 


6150 


End 


6453 




riT 
\j x 


none 


Score 


.85 






6150. .6453 








C/zk-t Mr* 

O • IN w . 


47890 


Seq. ID 


OJ000224J)5.0323. 


C2 


Gene No. 


101918 


Strand 


+ 




Start 


2517 


End 


2893 




Name 


OJ000224 05.0323.C2.ol.gp 


Method 


AAT/GAP 




Start . 


2517 


End 


2893 




GI 


34370 1.R1084 


Score 


719 




Exons 


2517.. 2893 








GI Descrip. 


M895189/gb|AAD32776.1|AC007661 13 1.0e-08 (AC007661) unknown 




protein [Arabidopsis thaliana] 


t 






Seq. No. 


47890 


Seq. ID 


OJ000224_05.0323. 


C2 


Gene No. 


101919 


Strand 






Start 


2521 


End 


3988 




Name 


OJ000224 05.0323.C2.ol.np 


Method 


AAT/NAP 




Start 


2521 


End 


3988 





49592 



GI 7485473 Score 102 

Exons 2521.. 2751, 3117.. 3217, 3957.. 3988 

GI Descrip. hypothetical protein F13P17.4 - Arabidopsis thaliana 

gi|3337351|gb|AAC27396.1| (AC004481) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 47890* 

Gene No. 101920 

Start 4388 

Name OJ000224_05 . 0323 . C2 . o2 . gs 

Start 4388 

GI none 

Exons 4388.. 4690, 4821.. 4922, 5712. 

Seq. No. 47890 

Gene No. 101920 

Start 4388 

Name OJ000224_05 . 0323 . C2 . ol . tw 

Start 4569 

GI none 

Exons 4569.. 4694, 4598.. 4702, 4611. 

4819. .4932, 4828. .4932, 5429. 
5691. .5813, 5710. .5808, 5712. 



SBq. ID 
Strand 
End 

Method 
End 
Score 
.5807, 5895. .5945 



OJ000224_05.0323.C2 

6170 
GENSCAN 
594 5 
.84 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 05. 0323. C2 



6170 

TBLASTX: Wheat 
5915 
72 

.4712, 4612. .4710, 4803. 
.5518, 5442. .5525, 5446. 
.5810, 5889. .5915 



4922, 
5526, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47890 Seq. ID OJ000224_05 . 0323 . C2 

1*01920 Strand 

4388 End 6170 

OJ000224_05.0323.C2.o2.np Method AAT/NAP 

4620 End 6170 

7340876 Score 686 

4620. .4709, 4821. .4922, 5445. .5525, 5709. .5807, 5895. .5945, 
6059. . 6170 

(AP001551) ESTs AU032448 (S10057) ,C22614 (S10057) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
ASK etha gene. (Y08947) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



47890 

101920 

4388 

OJ000224_05.0323.C2.o2.gp 
4622 

uC-osflcypl01b07al 
4622. .4709,' 4821. .5152 
' 4 539390/emb | CAB374 56 . 1 | 
kinase etha (EC 2.7.1.-) 

47890 
"•101920 
4388 

OJ000224_05 . 0323. C2 . ol . tm 
4633 
none 
4633. 
4819. 
5691. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.OJ000224_05.0323.C2 

6170 " 
AAT/GAP 
5152 
820 



3.0e-22 (AL035526) shaggy-like protein 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 05..0323.C2 



.4707, 4650. .4709, 4653. 
,4935, 4825. .4932, 5442. 
.5813, 5713. .5808, 5889. 



6059. .6169, 6063. . 6161 



6170 

TBLASTX: Maize 
6169 
53 

.4712, 4809.. 4922, 4817. 
.'5525, 5445.. 5519, 5446. 
.5945, 5895.. 5954, 6049. 



,4921, 
,5526, 
,6147, 



49593 



Seq. No. 47890 Seq. ID 

Gene No. 101920 Strand 

Start .4388 End 

Name OJ000224_05 . 0323 . C2 . ol . tc Method 

Start 4 635 End 

GI none Score 
Exons 



OJ000224_05.0323.C2 
6170 

TBLASTX: Cress 

6169 

161 



4635. .4712, 4815 .. 4 922 , 4 822 .. 4 932, 5422. .5514, 5442. .5525, 
5443. .5526, 5691. .5813, 5710. .5808, 5889. .5945, 6059. .6169, 
60 63.. 6158 



Seq. No. 47890 
Gene No. 101920 
Start 4388 

Name OJ000224_05 . 0323 . C2 . ol . ts 

Start 4635 
GI none 

Exons 4635.. 4712, 4808.. 4915, 

5442. .5525, 5443. .5526, 
6059. .6169, 6063.. 6161 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 05. 0323. C2 



6170 

TBLASTX: Soybean 
6169 
65 

4815. .4922, 4822. .4932, 4825. .4932, 
5691. .5813, 5710. .5808, 5889. .5945, 



Seq. No. 47891 

Gene No. 101921 

Start 276 

Name OJ000224_05 . 0323 . C3 . ol . gp 

Start 276 

GI 21017_1.R1084 

Exons" 276.. 827 

GI Descrip. ' 6006355/dbj | AP000559 . 1 | AP000559 2 
DNA, chromosome 6, clone : P04 93C11 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224_ 
+ 

2353 

AAT/GAP 

827 

970- . 



05. 0323. C3 



, Oe-22 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47891 

101921 

276 

OJ000224 

602 

none 



05.0323.C3'.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_ 
+ 

2353 
GENSCAN 
2353 
.59 



05. 0323. C3 



602.. 691, 1128.. 1256, 2222.. 2353 



Seq. No. 47891 Seq. ID 

Gene No. 101922 Strand 

Start 8304 End 

Name OJ000224_05 . 0323 . C3 . o3 . gs Method 

Start 8304 End 

GI none Score 

Exons ; " : 8304 . . 8532 . 



OJ000224_05.0323.C3 
+ 

8532 
GENSCAN 
8532 
.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47891 

101923 

2870 

OJ000224_05.0323.C3.ol.tm 

1124 

none 



Seq. ID OJ000224_05.0323.C3 
Strand 
End 

Method 
End 
Score 



3922 

TBLASTX: Maize 

1364 

111 



1124. .1210, 1125. .1280, 1125. .1277, 1266. .1364, 1266. .1346 



Seq. No. 
Gene No. 
Start 



47891 

101923 

2870 



Seq. ID 

Strand 

End 



OJ000224 05. 0323. C3 



3922 



49594 



in d I lie 




gs 


fietnoa 


C C 1 XI C H Zi NT 


Start 


2870 ~ 




^ Q9 9 


GI 


none 




Score 


7 S 




9R70 ^07*3 "3990 ^Q99 




• • * - . 




Seq. No. 


47892 




Seq. ID 


OJ000224 


Gene No. 


101924 




Strand 


+ 


Start 


3332 




End 


7296 


Name 


O.T000994 0^ 0^9^ P4 nl 


9 s 


Method 


GENSCAN 


Start 


^?9 ~ 
-J J -J £. 




End 


7296 


GI 


none 




Score 


.49 


LiAUllD 


-soc-i 49M 4^^? 


so s s 

JUJJ • 


.5444, 7157. .7296 


Seq. No. 


4 78 Q9 




Seq. ID 


OJ000224 


Gene No . 


101925 




Strand 


+ 


Start 


10536 




End 


11936 


Name 


OJ000224 05.0323.C4.ol. 


np 


Method 


AAT/NAP 


Start 


10536 




End 


11933 


GI 


7340882 




Score 


1347 


Exons 


10536. . 11933 








GI Descrip. 


(AP001551) ESTs AU056183 (S20356) , AU056881 (S2095' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



05. 0323. C4 



a region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAC clone F6I18 ; putative protein kinase. 
(AL022198) [Oryza sativa] 



47892 ° Seq. ID 

101925 Strand 

10536 End 

OJ000224_05.0323.C4 . o2 . gs Method 

10536 End 

none Score 
10536. . 11936 



OJ000224__05.0323.C4 
+ 

11936 
GENSCAN 
11936 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47892. Seq. ID 

101926 Strand 
12442 End 
OJ000224_05 . 0323 . C4 ; o3 . tw Method 

5277 • End 
none Score 



OJ000224_05.0323.C4 
13554 

TBLASTX: Wheat 

10817 

141 



5277. .5342, 10526. 
10746. . 10817 



,10672, 10527. . 10739, 1064 6. . 10816, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47892 
101926 
12442 

OJ000224_05 . 0323 . C4 . ol . tm 
10529 



none 

10529, 

10745. 

11004 . 

11436. 

11672. 



, 10690, 
,10819, 
11375, 
11519, 
11854, 



10533. 
10746. 
11018. 
11462. 
11676. 



Seq. ID 
Strand 
End 

Method 
End . . 
Score 

10691, 10689. .10745, 10695 
10820, 10875. .10976, 10889 
11371, 11217. . 11375, 11218 
11509, 11541. . 11642, 11558 
11858 



OJ000224 05. 0323. C4 



13554 

TBLASTX: Maize 
11858 
186 



10742, 
10966, 
11376, 
11611, 



Seq. No. 
Gene No. 
Start 



47892 

101926 

12442 



Seq. ID 

Strand 

End 



OJ000224 05. 0323. C4 



13554 



49595 





Name 


OJ000224 05. 0323. C4 . 


ol .tc 


Method 


TBLASTX: Cress 






Start 


10535 




End 


11843 






GI 


none 




Score 


. 166 






Rxon 

XmA ** 1 1 O 


10535 10690 10536 


. 10691, 


10695. . 10742, 1074 6. . 10820, 








10751. .1081-9, 10875. 


. 10976, 


10889. .10966, 11004. .11372, 








11018.. 11371, 114 60. 


. 11519, 


114 62. .11518, 11721. .11843 






Seq. No. 


47892 




Seq. ID 


OJ000224_05.0323. 


C4 






101926 




Strand 








Start' 


12442 




End 


13554 






Name 


OJ000224 05. 0323. C4 . 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


10551 




End 


11852 






GI 


none 




Score 


147 






R x o n s 


10551 10691 10568 


. 10690, 


10746. .10820, 10751. .10819, 








10875 10976 10892 


. 11056, 


11004. .11426, 11015. .11368, 








11217 11423 11454 


. 11507 , 


11460. . 11519, 11465. .11527, 








11559. .11651, 11669. 


. 11845, 


11676. . 118 


52 






Seq. No. 


47892 




Seq. ID 


OJ000224_05.0323. 


C4 




Gene No. 


101926 




Strand 








Start 


12442 




End 


13554 






Name 


OJ000224 05 0323 P4 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


11166 ~~ 




End 


11423 




= 


GI 


none 




Score 


234 




%J 


Exons 


11166 11423 11171 


. 11377, 


11220. .11423 






Seq. No. 


47892 




Seq. ID 


OJ000224_05.0323. 


C4 1- 


: it? 


Gene No. 


101926 




Strand 








Start 


12442 




End 


13554 




: . E 


Name 


OJ000224 05 0323 C4 


o3 . gs 


Method 


GENSCAN 




VJ 


Start 


12442 ~ 




End 


13542 






GI 


none 




Score 


. 66 




i y 
== 


R von s 


12442 12564 13328 


. 13542 








?== 


Sea No 


47892 




Seq. ID 


OJ000224_05.0323. 






Gene No . 


101926 




Strand 








Start 


12442 




End 


13554 






Name 


OJ000224 05. 0323. C4. 


ol.gp 


Method 


AAT/GAP 






Start 


12870 




End 


13481 






GI 


762 2.R1084 




Score 


969 






Exons 


12870. .13236, 13328. 


.13481 










G I De srrin 


'2130089/pirl IS65042 


2.0e-31 


. 2-oxoglutarate/malate translocator 






(clone OMT103), mitochondrial membrane 


- proso millet 








>gi 1100743 dbj BAA08105 (D45075) 2-oxoglutarate/malate 








translocator [Panicum miliaceum] 1 








Sea No 


47892 




Seq. ID 


OJ000224_05.0323. 


C4 






101926 




Strand 








Start 


124 42 




End 


13554 






Name 


OJ000224 05. 0323. C4. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


12875 




End 


13544 






GI 


none 




Score 


65 . 






Exons 


12875. .12931, 12890. 


. 12955, 


12934. .12 960, 12938. .12961, 








12972. .13019, 12997. 


.13017, 


13073. .13111, 13074. .13100, 








13110. .13145, 13180. 


.13242, 


13181. .1324 3, 13317. .1354 4, 








13325. .13507, 13332. 


.13541, 


13333. . 13542 





49596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47892 
101926 
12442 

OJ000224_05. 0323.C4 .ol.tw 
13071 
none 

13071. .13127, 13077. .13127, 
13282. .13539, 13320. . 13547, 

47892 

101926 Strand 

12442 End 

OJ000224_05. 0323.C4 .o2.ts Method 

13156 End 

none Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13156" 
13325 



13242, 
13507 



OJ000224_05.0323.C4 
13554 

TBLASTX: Wheat 

13547 

52 

13160. .13243, 



Seq. ID OJ000224 05. 0323. C4 



13554 

TBLASTX: Soybean 

13486 

216 



13156. .13242, 13317 .. 13484 , 13325 .. 134 86, 13325. .13486 



47892 

101926 

12442 

OJ000224 

13175 

none 



Seq. ID OJ000224 05. 0323. C4 



05.0323.C4.o2.tc 



Strand 
End 

Method 

End 

Score 



13554 

TBLASTX: Cress 

13544 

65 



13175. .13237, 13177 13242 , 13178 .. 13243, 13317 .. 13535 , 
13325. .13504, 1334 1 .. 13505, 13504 .. 13542 , 13506.. 13544 



Seq. No. 47892 Seq. ID 

Gene No. 101926 Strand 

Start 12442 End 13554 

Name OJ000224_05 . 0323 . C4 . o2 . np Method AAT/NAP 

Start 13183 End 13554 

GI 2130089 Score 391 

Exons 13183. . 13236, 13328.. 13554 

GI Descrip. 2-oxoglutarate/malate translocator (clone OMT103) 
membrane - proso millet gi | 1100743 | dbj | BAA08 105 | 



OJ000224 05. 0323. C4 



, mitochondrial 
(D45075) 



2-oxogluta'rate/malate translocator [Panicum miliaceum] 



Seq. No. 47893 

Gene No. 101927 

Start 1 

Name OJ000224_05 . 0323 .C5.ol.np 

Start 1 

GI 2130090 

Exons 1..374, 1553. 
GI Descrip. 



OJ000224 05. 0323. C5 



Seq. ID 
Strand 

End 2729 
Method AAT/NAP 
End 2729 
Score 696 
1915.. 2036, 2675.. 2729 
2-oxoglutarate/malate translocator (clones OMT134 and OMT106) , 
mitochondrial membrane - proso millet gi | 1100739 | dbj | BAA08103 . 1 | 
(D45073) 2-oxoglutarate/malate translocator [Panicum miliaceum] 
gi 11100741 | dbj | BAA08104 . 1 | (D45074) .2-oxoglutarate/malate 
translocator [Panicum miliaceum] 



1614, 



Seq. No. 47893 

Gene No. 101927 

Start 1 

Name OJ000224_05 . 0323 . C5 . ol . ts 

Start 4 

GI none 
Exons 



Seq. ID OJ000224_05.0323.C5 
Strand 
End 

'Method 
End 
Score 



2729 

TBLASTX: Soybean 

2001 

152 



4. .258, 11. .379, 19. .258, 20. .361, 87. .380, 189. .386, 



49597 



1546. .1629, 1553. .1615, 1907. .1999, 1915. .2001 



^Seq. No. 


47893 




Seq. ID- 


OJ000224__05.0323.C5 


Gene No. 


101927 




Strand 




Start 


1 




End 


2729' 


Name 


OJ000224 05. 


0323.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


11 ~ 




End 


2001 


GI 


none 




. Score 


100 


Exons 


11 • . 142, 23. 


.142, 87. .143, 


143. .379, 144. .380, 276. .386, 




1546. . 1617, 


1547. .1615, 1902. .1979, 1903. .2001, 1913. .1999 




1915. .2001 








Seq. No. 


47893 




Seq. ID 


OJ000224_05.0323.C5 


Gene No . 


101927 




Strand 




Start 


1 




■ End 


2729 


Name 


OJ000224 05. 


0323.C5.ol.tm 


Method 


TBLASTX • Mai7e 


Start 


11 ~~ 




End . 


2000 


GI 


none 




Score 


416 


Exons 


• 11 .. 379, 87 . 


.377, 186. .386 


, 1538. .1615, 


1552 1617 T 907 ■ 




1914. .2000, 


1914. .1985, 1915. .1998 




Seq. No. 


47893 




Seq. ID 


OJ000224_05.0323.C5 


Gene No . 


101927 




Strand 




Start 


1 




End 


2729 


Name 


OJ000224 05. 


0323.C5.ol.gs 


Method 


GENSCAN 


Start 


13 




'End 


2528 


GI 


none 




Score 


.9 


Exons 


13. .374, 1868. .1998, 2397. 


.2528 




Seq. No. 


47893 




Seq. ID 


OJ000224_05.0323.C5 


Gene No. 


101927 




Strand 




Start 


1 




End 


2729 


Name 


OJ000224 05. 


0323.C5.o2.gp 


Method 


AAT/GAP 


Start 


1539 




End 


1998 


GI 


762 1.R1084 




Score 


227 


Exons 


1539. .1614, 


1915. .1998 






GI Descrip. 


? 2130089/pir 


I IS65042 l.Oe- 


152 v-2-oxoglutarate/malate trans 1< 




(clone OMT103), mitochondrial membrane 


- proso millet 



>gi_11007 43_dbj_BAA08105_ (D4 5075) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] ' 



Seq. No. 47893 Seq. ID 

Gene No. 101927 Strand 

Start 1 End 

Name OJ000224_05 . 0323 . C5 . ol . gp Method 

Start 154 9 End 

GI 762_1.R1084 Score 

Exons 1549.. 1614, 1915.. 1998 

GI Descrip. ' 213008 9/pir.J | S65042 l.O'e-152 2-oxoglutarate/malate translocator 
(clone OMT103), mitochondrial membrane - proso millet 
>gi_11007 4 3_dbj_BAA08105_ (D4507 5) 2-oxoglutarate/malate 
translocator [Panicum miliaceum] 1 



OJ000224_05.0323.C5 

2729 
AAT/GAP 
1998 
247 



Seq. No. 47894 Seq. ID 

Gene No. 101928 Strand 

Start 1 End 

Name OJ000224_05 . 0323 . C9 . ol . np Method 



OJ000224JD5.0323.C9 
+ 

1337 
AAT/NAP 



49598 



Start 1 End 1337 

GI 7487082 Score 264 

Exons 1..64, 763. .887, 1045. .1240, 1319. .1337 

GI Descrip.' hypothetical protein T16L1.110 - Arabidopsis thaliana 
gil 3549664 | emb | CAA20575 . 1 | (AL031394) putative protein 
[Arabidopsis thaliana] gi I 7270310 | emb | CAB80079 . 1 1 (AL161583) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


47894 *" 




Seq. ID 


OJ000224_05.0323.C9 


Gene No. 


101928 




Strand 


+ 


Start 


1 




End 


1337 


Name 


OJ000224 05.0323.C9.ol. 


gs 




GENSCAN 


Start 


794 




End 


1245 


GI 


none 




Score 


. 51 


Exon <5 


794. .887, 1045. .1245 








Sea No 


47894 




Seq. ID 


OJ000224_05.0323.C9 


GAne No . 


101928 




Strand 


+ 


Start 


1 




End 


1337 


Name 


OJ000224 05.0323.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


823 




End 


1243 


GI 


none 




Score 


77 




823. .888, 1043. .1243, 1046.. 


1240 




Sea. No 


47895 




Seq. ID 


OJ000224_05.0323.C12 


Gene No . 


101929 




Strand 


* + 


Start 


1951 




End 


11561 


Name 


OJ000224 05.0323.C12.ol 


.np 


Method 


AAT/NAP 


Start 


■ 1951 




End 


9964 


GI 


3776574 




Score 


695 


Exons 


1951.. 1975, 5788.. 6031, 


6448 


..6606, 8760. .9001, 9158. .9290, 




9713. . 9964 








GI DescriD. 


(AC005388) Similar to T11J7. 


13 gi 12880051 putative protein 




kinase from Arabidopsis 


thaliana BAC gb|AC002340 


Sea No 


47895 




Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101929 




■Strand 


+ 


Start 


1951 




End 


11561 


Name 


OJ000224 05.0323.C12.o2 


.gs 


Method 


GEN SCAN 


Start 


4196 




End 


11561 


GI 


none 




Score 


.52 


■I— 1 <V W 11 J 


4196. .4354, 4754. .4959, 


5494 


..6025, 6448. .6583, 8608. .9001, 




9158. . 9290, 9713. . 9822, 


9914 


. .9978, 11365. .11561 


Seq'. No. 


47895 




Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101929 




Strand 


+ 


Start 


1951 




End 


11561,,...: ■ 


Name 


OJ000224 05.0323.C12.ol 


.gp 


Method- 


AAT/GAP 


Start 


5.427 


End 


5697 


GI 


5004 24 9 




Score 


534 


Exons 


5427. .5697 








Seq. No. 


47895 




Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101930 




Strand 


+ 


Start 


13256 




End 


13849 


Name 


OJ000224 05.0323.C12.o3 


.gs 


Method 


GENSCAN 


Start 


13256 


End 


13849 



49599 



GI 


none 


Score 


.48 


iml <V Vw/ 1 1 O 


13256 13325. 13602 13649. 


13758. . 13849 


Seq. No. 


47895 


Seq. ID 


OJ000224_05\0323.C12 


Gene No. 


■ 101931 


*' Strand 


+ 


Start 


15987 


End 


17438 


Name 


OJ000224 05 0323 C12 o4 as 


Method 


GENSCAN 


art 


15987 ~~ 


End 


17115 


GI 


none 


Score 


.95 ■ - 


P v on ^ 


15987 16061 161S3 16254 


16690. . 16749, 16843.. 17115 


Spa No 


47895 


Seq. ID 


OJ000224_05.0323.C12 


VJJCilV^ Li w . 


101931 


Strand 


+ 


Start 


15987 


End 


17438 


Name 


OJ000224 05.0323.C12.o3.np 


Method 


AAT/NAP 


Start 


15990 


End 


17438 


GI 


7340876 


Score 


781 


UA Ul 1 O 


15990. .16086, 16171 16254, 


16690. .16749, 1684 3 .. 17115, 




17201. .1727-5, 17357.. 17438 








(AP001551) ESTs AU032448 (S10057) , C22614 (S10057 ) correspond to a 




region of the predicted gene 


. ; Similar 


to Arabidopsis thaliana 




ASK etha gene. (Y08947) [Oryza sativa] 






47895 


Seq. ID 


OJ000224_05.0323.C12 


Gene No 


101931 


Strand 


+ 


Start 


15987 


' End 


17438 


Name 


OJ000224 05.0323.C12.o'4.gp 


Method 


AAT/GAP 


Start 


16905 


End 


17294 


GI 


3342153 


Score 


518 


Pvnn q 

1—1 x\ \-/ 1 I O 


16905. .17115, 17201.. 17294 








1480078/emb|CAA68027 | 2.0e-42 (X99696) 


shaggy-like protein 




kinase iota [Arabidopsis thaliana] >gi 


2444277 gb AAB71545.1 




(AF019927) GSK3/shaggy-like 


protein kinase [Arabidopsis 




thaliana] 






O C ^ • 1M \J . 


47895 


Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101932 


Strand 




Start 


10305 


End 


13543 


Name 


OJ000224 05.0323.C12.o2.np 


Method 


AAT/NAP 


Start 


10305 


End 


13543 


GI 


5852093 


Score 


56 


i_j V^/ 1 1 O 


10305. .10455, 12031. .12177, 


13523. . 13543 


GT Hp^rr i id 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


47895 


Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101933 


Strand 




Start 


14043 


End 


14123 


Name 


OJ000224 05.0323 ! .C12.o2.tw 


Method 


TBLASTX: Wheat . 


Start 


8751 


End 


9277 


GI 


none 


Score 


212 


uAun o 


8751. .8933, 8955. .9002, 9179 


..9277, 91E 


iO. .9272 


Seq. No. 


47895 


Seq. ID 


OJ000224_05.0323.C12 


Gene No. 


101933 


Strand 




Start 


14043 


End 


14123 


Name 


OJ000224 05.0323.C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


8763 


End 


9904 



49600 



GI 

Exons 



none Score 24 3 

8763. .9002, 8768. .8824, 8906. .9004, 9158. .9295, 9159. .9296, 
9361.. 9390, 9719.. 9904 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47895 
101933 
14043 

OJ000224 05.0323.C12.o2.ts 



8766 
none 

8766. .9002, 8768, 
9159. .9326, 9713. 

47895 
101933 
14043 

OJ000224_05.0323.C12.o2.tm 
8832_ 
none 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

8851, 8906.. 9007, 9155 
9916 



OJ000224 05.0323.C12 



14123 

TBLASTX: Soybean 
9916 
290 ' 

9235, 9158.. 9283, 



Seq. ID OJ000224_05.0323.C12 
Strand 
End 

Method 
End 
Score 

8832. .9005, 8834. .9007, 8835 9002, 9158 .. 928 9, 9159. .9290, 
9713. .9958, 9713. .9949, 9949. .10005 



14123 

TBLASTX: Maize 

10005 

283 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 

GI Descrip. 



47895 Seq. ID OJ000224_05 . 0323 . C12 

101933 Strand 

14043 End 14123 

OJ000224_05.0323.C12.o3.gp Method AAT/GAP 

14043 -End -,14i23 

38012_1.R1084 Score 99 

14043. .14123 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 47895 
Gene No. 101934 
Start 15984 

Name OJ000224JD5 . 0323 . C12 . ol . tw 

Start 15984 
GI none 

Exons 15984. .16052, 16168. .16254, 

16687. .16749, 1 6808 .. 17 113, 
16843. .17118, 16889. .17131, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16182 

16839 



OJ000224 05.0323.C12 



17416 

TBLASTX: Wheat 
17230 
69 

16259, 16665. .16745, 
17117, 16842. .17114, 



17186. .17230 



Seq. No. 47895 
Gene No. 101934 
Start 15984 

Name OJ000224_05 . 0323 . C12 . ol . ts 

Start 16153 
GI none 
Exons ■ 16153. 

16839. 

17186. 



,16254, 16185. .16259, 
,17111, 16840. .17118, 
,17278, 17351. .17416 



Seq. ID 
Strand ■ 
End 

Method 
End 
Score 

16665 

16841 



OJ000224 05.0323.C12 



17416 

TBLASTX: Soybean 
17416 
110 

16745, 16687. .16749, 
17116, 16843. .17118, 



Seq. No. 47895 Seq. ID 

Gene No. 101934 Strand 

Start 15984 End 

Name OJ000224_05 . 0323 . C12 . ol . tc Method 

Start 16159 End 



OJ000224_05.0323.C12 
17416 

TBLASTX: Cress 
17416 



49601 



GI 


none 




Score 


127 






Exons 

X_J *\ X 1 


16159 16254 16161 


16259. 


.16665. .16748, 16687 


1 674 9 






16842. .17114, 16843 


. .17118, 


17186. .17278, 17206 


. • J. / £. f If 






17356. .17415, 17357 


. .17416 










Seq. No. 


47895 




Seq. ID 


OJ000224 


05 0323 


. C12 


Gene No 


101934 




Strand 








Start 


15984 




End 


17416 






Name 


OJ000224 05.0323.C12.ol.tm 


Method 


TBLASTX : 1 


Maize 




Start 


16182 




End 


17416 






GI 


none 




Score 


117 






Exons 

X-J *k Vh/ X X 


16182. .16247, 16183 


. .16254, 


16687. .16749, 16689 








16839. .17117, 16842 


. .17114, 


16843. .17118, 17186 


17278 , 






17200. .17277, 17351 


. .17416, 


17356. .17415 






Seq. No. 


47896 




Seq. ID 


OJ000224 


_04 .0321. 


,C2 


Gene No. 


101935 




Strand 


+ 






Start 


36 




End 


3939 






Name 


OJ.000224 04.0321.C2. 


. ol . gs 


Method 


GENSCAN 






Start 


36 




End 


3939 






GI 


none 




Score 


.47 






Exons 


36. .65, 465. .570, 2562. .2595 


, 3121. .3177, 3601/ 


.3703, 3928. 


Seq. No. 


47896 




Seq. ID 


OJ000224_ 


_04 .0321. 


,C2 


Gene No. 


101936 




Strand 


+ 






Start 


4412 




End 


4978 






Name 


OJ000224 04. 0321. C2 . 


. o2.gs 


Method 


GENSCAN ' 






Start 


4412 




End 


4978 






GI 


none 




Score 


.95 






Exon 5 ; 

X-J x x *j 


4412. .4978 












Sea No 


47896 




Seq. ID 


OJ000224_ 


_04.0321. 


C2 


Gene No. 


101937 




Strand 








Start 


3464 




End 


4901 






Name 


OJ000224 04. 0321. C2. 


, ol.np 


Method 


AAT/NAP 






Start 


3464 




Enci 


4901 






GI 


4056497 




Score 


,49 






Exons 


3464.. 3771, 4421.. 4497, 4845 


. .4901 








GI Descrip. 


(AC005896) putative 


histone 


H2B [Arabidopsis thaliana] 




Seq. No. 


47897 




Seq. ID 


OJ000224_ 


_04.0321. 


C3 


Gene No. 


101938 




Strand 


+ 






Start 


66 




End 


722 






Name 


OJ000224 04. 0321. C3. 


ol . gs 


Method 


GENSCAN 






Start 


66 




End 


722 






GI 


none 




Score 


.86 






UAUl 1 O 


66. .722 












Seq. No. 


47897 




Seq. ID 


OJ000224_ 


_04.0321. 


C3 


Gene No. 


101939 




Strand 


+ 






Start 


2330 




End 


2447 






Name 


OJ000224 04. 0321. C3. 


ol.gp 


Method 


AAT/GAP 






Start 


2330 




End 


2447 






GI 


2311008 




Score 


142 






Exons 


2330. .2447 












Seq. No. 


47897 




Seq. ID 


OJ000224_ 


_04.0321. 


C3 



49602 




Gene No. 


101940 




Strand 






Start 


6203 




End 


6733 




Name 


OJ000224 04 0321 C3 ol 


ts 




± o Lino i x\ » ouy ucaii 




Start 


6203 ~ 




End 


6678 




GI 


none 




Score 


183 






6203 6295. 6364 6678 










Seq. -No. 


47897 




Seq. ID 


OJ000224J)4 .0321 


.C3 


Gene No. 


101940 




Strand 






Start 


6203 




End 


6733 




Name 


OJ000224 04 0321 C3 ol 


tw 




X JJ Lino L l\ • VuiCu L, 




Start 


6260 ~~ 




End 


6654 




GI 


none 




Score 


133 




Pvon<5 

L-J /fc N„/ llij 


6260 6364. 6373 6654 










Seq. No. 


47897 




Seq. ID 


OJ000224_04.0321, 


.C3 


Gene No. 


101940 




Strand 






Start 


6203 




End 


6733 




Name 


OJ000224 04 032V C3 ol 


tm 


nc liiuu 






Start 


6455 ~~ 




End 


67 33 




GI 


none 




Score 


47 




Pynn C 

1—1 \J 1 1 o 


6455 6553 6457 6732 


6614 . 


. 6733 






Qprr No 


47898 






O.T000224 04 0321 


P4 


Gene No . 


101941 -* 




Strand 






Start 


^1 




End 


1145../ 




Name 


OJ000224 04.0321.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1145 




GI 


7484649 




Score 


367 






1 114 5 














beet 


retrot ransposon ( fragment ) 






ail2462134l emb 1 CAA737 98 


.11 (Y13368) reverse transcriptase [Beta 




vulcraris 1 

V LA ^ VJ ^ -1- i-? J 










Seq. No. 


47898 




Seq. ID 


OJ000224_04.0321. 


.C4 


Gene No. 


101941 




Strand 






Start 


1 




End 


1145 




Name 


0.7000224 0 4 0321 P4 nl 


gs 


Method 


GENSCAN 




Start 


474 — 




End 


958 




GI 


none 




Score 


1 




F.xnn s 


474 958 










Seq. No. 


47899 




Seq. ID 


OJ000224_04.0321. 


,C5 


Gene No. 


101942 




Strand 


+ 




Start 


261 




End 


1198 




Name 


OJ000224 04 0321 C5 ol 


gs 


Method 


GENSCAN 




Start ' 


261 ~ 




End 


1198 




GI 






Score 


.59 




i_i jt^ W 1 1 O 


261 404 444 5Q6 787 


. . 976, 


981. .1198 




Seq. No. 


47899 




Seq. ID 


OJ000224_04 .0321. 


C5 


Gene No. 


101943 




Strand 


+ 




Start 


1556 




End 


10131 . 




Name 


OJ000224 04.0321.C5.o3. 


np 


Method 


AAT/NAP 




Start 


1556 




End 


9381 




GI 


7228457 




Score 


1880 




Exons 


1556.. 1578, 4390.. 5926, 


5981. 


.7642, 7709. .7912, 9361. .9381 



49603 



GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 





SCIL1 vaj 






Seq. No. 


47899 


Seq. ID 


OJ000224 


r;pnp No 


101943 


Strand 


+ 




1556 


End 


101 31 

X \J X «J X 




OJ000224 04 0321 C5 ol 




AAT /NAP 


J Lai t 


24 30 ~ 


End 


4 51 1 

*i J X X 


(IT 
O J. 


7 52351 7 




34 ft 




2430 2724 2875 3014 


4 4 69 4 511 




T Do err i n 




protein [Oryza 


sativa] 


Seq. No. 


47899 


Seq. ID 


OJ000224 


Gene No. 


101943 


Strand 


+ 


Start 


1556 


End 


10131 


Name 


OJ000224 04.0321.C5.o2. 


np Method 


AAT /NAP 


Start 


2861 


End 


10131 


GI 


7228457 


Score 


1876 " 


Exons 


2861. .2907, 4401. .5926, 


5981. .7642, 7709. .7912, 




10084. .10131 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



47899 
101943 
1556 " 

OJ000224J04.0321.C5.o3.gs 

2931 
none 

2931.. 3297, 3369.. 3511, 3538, 
5179. .5587, 5705. .5946, 6115. 



Seq. ID OJ000224_04.0321.C5 

Strand + 

End 10131 

Method GENSCAN 

End 8384 

Score .55 

.3938, 3981. .4243, 4732. .5120, 
.6549, 6626. .8042, 8047. .8384 



?■**: 


Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321.C5 


L S 


Gene No. 


101944 








Strand 




b. .sis 


Start 


1274 








End 


2041 




Name 


OJ000224 04. 


.0321 


.C5.o2. 


gs 


Method 


GENSCAN 


% =5 


Start 


1274 








End 


2041 


f 1 

•a .ec 


GI 


none 








Score 


.77 




Exons 


1274. .1301, 


1637 


. .1767, 


1967. 


.2041 






Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321.C5 




Gene No. 


101945 








Strand 






Start 


8995 








End 


12093 




Name 


OJ000224 04. 


.0321 


,C5.o5. 


tw ., 


Method 


TBLASTX: Wheat 




Start 


4399 








End 


4758 




GI - 


none 








Score 


65 




Exons 


4399. .4449, 


4450 


. .4563, 


4461. 


.4511, 4522. .4758, 4569. .4748 




Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321.C5 




Gene No. 


101945 








Strand 






Start 


8995 








End 


12093 




Name 


OJ000224 04. 


,0321 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4444 








End 


4683 




GI 


none 








Score 


183 




Exons 


4444. .4683 













49604 




Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321 


flprip Ma 

UC11C LVU • 


101945 

X \J X J *1 +J 








Strand 




Of a r f 
Oldl L 


ft QQS 

O " J J 








End 


12093 




o.tooo9 9 4 0 4 


. \j j ^ x 


P5 


fu 
L. W 


Method 


TBLASTX: Wheat 


OLdl L 


S4 99 ~~ 








End 


5871 


p,T 










Score 


151 


Exons 


S499 S604 


54 ^0 


560^ 


5641 


,.5871, 5653. .5862 


Seq. No. 


47899 








Seq. ID 


OJ000224_04.0321 


(tone Mn 

OC11C IN LJ . 










Strand 






ft QQS 








End 


12093 


Name 


p.tooo994 04 


0^91 




L W 


Method 


TBLASTX: Wheat 


Dial L 


6070 ~~ 








End 


6528 




none 








Score 


165 


Exons 


6070 694^ 


607 ft 


69^? 


699 ^ 

D Z Z, J • 


.6528, 6264. .6527 


Seq. No. 


47899 








Q&f-r t n 

ocCJ . 1U 


P. 10009 9 4 0 4 0^91 


P o n o KT 


X \J X Z7 *± J 








Strand 




OLal L 


a qqs 








End 


12093 ' 


Name 


nTnnn?94 04 


PR9 1 


PR nl 


LIU 


Method 


TBLASTX: Maize 


o Ldl L 


coi 7 ~~ 

U ± f 








End 


6552 


PT 


none 








Score 


385 


U 1 v /"\ i"i o 
LAUIlo 


coi 7 6S S9 


69 S6 


64 Q9 


69 6d 

DZD4 . 


.6530 




Seq. No. 


47899 










niooooo a oa n^oi 




1 01 Q4 S 








Strand 




OLdll 


ft QQR 
O y y D 








End 


12093 


Name 


Ci 100099 A OA 


n?9i 


PR n9 


Lill 


Method 


TBLASTX: Maize 


O Ldl L 


669 6 ~~ 








End 


6970 


GI 


none 








Score 


310 


EjAUno 


6696 6970 


66S4 

DO J4 i 


671 6 


67 R4 


.6969 




Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321 


vJCllC LN ^ . 


10194 5 

X W -L J *i J 








Strand 




O Ldl L 


ft 995 
o y y «J 








End 


12093 


Name 


Pj.7000994 04 


0^91 


PS n9 


L W 


Method 


TBLASTX: Wheat 


Of- -a r +- 
OL.Cli.L- 


664 4 ~~ 








End 


7068 




none 








Score 


444 




6644 70S7 

D04 4 • . iUJ / j 


664 7 


70^6 


67 Rd 


.7068 




Seq. No. 


47899 








Seq. ID 


OJ000224_04.0321 


OCllC iN LJ . 


1 01 94 5 

lul 








Strand 




Of- -a r f- 
O Ldl L 


ft 9 9 5 








End 


12093 


Name 


O.T0009 9 4 0 4 


0^91 


PR n1 


L S 


Method 


TBLASTX: Soybean 


O Ldl L 


669ft _ 








End 


7123 


pT 

V3 X 


nnno 

HLJllC: 








Score 


287 


Exons 


6 6 Q ft 719^ 


67 S7 


6ft ft 9 








Seq. No. 


47899 








Seq. ID 


OJ000224_04 .0321, 


Gene No. 


101945 








Strand 




Start 


8995 








End 


12093 


Name 


OJ000224 04, 


.0321. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


7073 








End 


7336 


GI 


none 








Score 


61 


Exons 


7073. .7141, 


7145. 


.7336 









49605 



Seq. No. 


47899 


Seq. ID 


OJ000224_04 .0321 


.C5 


Gene No. 


101945 


Strand 






o Lai L, 


ft QQ^ 
o y .7 D 


End 


12093 




NcLITie 


ninnnoOA da n^9i p^ nA i-w 


Method 


TBLASTX: Wheat 




Q f- -j -rf- 

OL.O.ITL 




End 


7726 




PT 


none 


Score 


80 




LAUI 


7^77 7441 1AA0 7RQ1 7 c iftS 


.7716, 7592. .7726, 7595. .7726 


Seq. No. 


47899 


Seq. ID 


OJ000224_04 .0321 


.C5 


Gene No. 


101945 


Strand 








ft QQR 


End 


12093 




Name 




Method 


TBLASTX: Maize 






ft 07 Q 


End 


8336 




P T 


none 


Score 


140 






R07Q R9S9 81 8991 8946 


.8302, 8253. .8336 






■4 7 ft Q Q 


Seq. ID 


OJ000224_04 .0321 


.C5 




101945 


Strand 






Start 


8995 


End 


12093 




Name 


OJ000224 04.0321.C5.o4.gs 


Method 


GENSCAN 






8995 


End 


12093 




P T 


none 


Score 


.48 




Exons 


8995.. 9465, 9673.. 9769, 10038 


. .10527, 


10576. . 10673, 






10747. .10805, 10871. .11062, 1 1130 11296, 11419. .11587, 






11699. .11795, 1195.3. .12093 








oeq. lno . 


47899 


Seq. ID 


OJ000224_04.0321. 


.C5 


UCllC IN (J • 


101945 


Strand 






q-t- -i r +- 


8995 


End 


12093 




Name 


OJ000224 04.0321.C5.o4.np 


'Method 


AAT/NAP 






9909 


End 


11126 




GI 


6721561 


Score 


1198 




Exons 


9909. .10673, 10747 10805 , 10871. .11126 




PT nocpy i r\ 


' (AP001073) EST AU082058 (C1297 6) corresponds to a region 


of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi | 681508 6 Idbj IBAA90372. 1 | (AP001081) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; hypothetic 




protein [Oryza sativa] 








ucCj. IN U • 


47900 


Seq. ID 


OJ000224_04.0321, 


.C6 


Gene No. 


101946 


Strand 


+ 




Start 


24 


End 


3977 




Name 


OJ000224 04.0321.C6.ol.np 


Method 


AAT/NAP 




OLdil 


24 


End 


2109 




PT 


7523517 


Score 


363 




Exons 


24. .320, 471. .519, 2056. .2109 








\j± uescrxp. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47900 


Seq. ID 


OJ000224_04.0321. 


,C6 


Gene No. 


101946 


Strand 


-i- 




Start 


24 


End 


3977 




Name 


OJ000224 04.0321.C6.ol.gs 


Method 


GENSCAN 




Start 


465 


End 


3977 




GI 


none 


Score 


.74 




Exons 


465. .510, 807. .869, 2646. .2676, 3314.. 


3977 




Seq. No. 


47900 


Seq. ID 


OJ000224J34 .0321. 


C6 



49606 



Gene No. 


101947 




Strand - 






Start 


7794 




End 


8250 




LN CliUC 


OJ00022 4 04 


0^21 Pfi r>^ rrq 


Lie l. l iuu 


O £j LN O v_<rAl.N 






77 94 _ 




EjI lV_i. , 


ft 250 

O C J \J 






none 




OUUl c . 


ft 2 




F,ynri <z 


7794 7882 


7988 8112 8156 


8250 






Seq. No. 


47901 




Seq. ID 


OJ000224_04.0321. 


.C8 


Gene No. 


101948 




Strand 


+ 




Start 


2924 




End 


32^5 
jc j j 




Name 


0.1000224 04 


0^21 C8 o2 aq 




O Lj Ln O \^rt.LN 






2 924 ~~ 






?2^5 

O 4- O ~J 












4 Q 




lit A\JI lo 


2924 ^2?5 












47901 






0.7000224 04 0^21 


rft 


Gene No . 


101949 




Strand 


+ _ 




Start 


3243 




End 


3376 




Name 


OJ000224 04 


.0321.C8.ol.np 


Method 


AAT/NAP 




Start 


324 3 




End 


3376 




GI 


5922620 




Score 


168 




Exons 


3243. .3376 










GI Descrip. 


(AP000492) 


EST D15357 (C0514) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47901 

Gene No. 101950 

Start 3557 

Name OJ000224_04 . 0321 . C8 . o3 . gs 

Start 3557 

GI none 
Exons 



Seq. ID OJ000224_04 .0321.C8 

Strand + 

End 4723 

Method GENSCAN 

End 4394 

Score • .87 



3557. .3604, 3628. .3828, 3874. .3898, 4216. .4394 



Seq. No. 47901 

Gene No. 101950 

Start -3557 

Name OJ000224_04 . 0321 . C8 . o3 . np 

Start 3653 

GI 5922620 

Exons 3653.. '3869, 
GI Descrip. 



Seq. ID OJ000224_04.0321.C8 
Strand + 
End 4723 
Method AAT/NAP 
End 4723 
Score 367 
4216. .4301, 4532. .4723 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47901 Seq. ID 

Gene No. 101951 Strand 

Start 644 End 

Name OJ000224_04 . 0321 . C8 . ol . gs Method 

Start ' 644 End 

GI none Score 

Exons 644. .756, 976. .1169, 1686. .1780 



OJ000224_04 .0321.C8 

1780 
GENSCAN 
1780 
.72 



4 9607 



Seq. No. 47901 Seq. ID OJ000224_04 . 0321 . C8 

Gene No. 101952 Strand 

Start 3515 End 4723 

Name OJ000224_04 . 0321 . C8 . o2 . np Method AAT/NAP 

Start 3515 . End 4723 

GI 6630699 Score 75 

Exons 3515.. 3593, 4706.. 4723 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

" gi I 6721536 Idbj IBAA89566. 1 1 (AP001073). hypothetical protein 
[Oryza sativa] 



Seq. No. 47902 Seq. ID 

Gene No. 101953 Strand 

Start 103 End 

Name OJ000224_04 . 0321 . C10 . ol . gp Method 

Start 103 End 

GI 2309883 Score 

Exons 103.. 462 

GI Descrip: 2149018/gb:!U70541 IOSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose,pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



OJ000224_04. 0321. C10 
+ 

462 

AAT/GAP 
462 
470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47902 Seq. ID 

101954 Strand 

2003 . End 
OJ000224_04 .0321. C10. ol.gs Method 

2003 ' End 

none , Score 

2003.. 3801, 4310.. 4486, 4815.^4923 



OJ000224_04 .0321. C10 
+ 

4923 
GENSCAN 
4923 
.9 



Seq. No. 47902 

Gene No. 101954 

Start 2003 

Name OJ000224_04 . 0321 . C10 . ol . np 

Start 2117 

GI 7484783 ' 

Exons 2117.. 2165, 2214.. 2625, 2653. 
GI Descrip, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3044, 



OJ000224_ 
+ 

4923 
AAT/NAP 
3976 • 
1094 
3074.. .3976 



04. 0321. C10 



ABC-type transport protein F14M19.30 - Arabidopsis thaliana 
gi | 4539293 | emb | CAB39596 . 1 | (AL049480) putative membrane 
transporter [Arabidopsis thaliana] gi | 7269425 | emb | CAB81385 . 1 | 
(AL161563) putative membrane transporter [Arabidopsis thaliana] 



Seq. No. 47902 

Gene No. 101954 

Start 2003 

Name OJ000224JD4 . 0321 . C10 . o2 . gp 

Start 3311 

GI 48137_1.R1084 

Exons 3311.. 4126 

GI Descrip. 1 4 5392 93/emb | CAB39596 . 1 1 9. 



Seq. ID OJ000224_04. 0321. C10 

Strand + 

End 4 923 

Method AAT/GAP 

End • 4126 

Score 1588 

Oe-54 (AL049480) putative membrane 



transporter [Arabidopsis thaliana] ' 



Seq. No. 47902 , Seq. ID 

Gene No. 101955 Strand 

Start 5437 End 

Name OJ000224_04 . 0321 . C10 . ol . ts Method 

Start 2252 End 



OJ000224_04 .0321. C10 
+ 

5998 

TBLASTX: Soybean 
2908 



49608 




GI 


none 








Score 


90 




uAWl l O 


22S2 2362 

tL *J • » /L, \J / 


24 SO 

*i *J \J 


2620 




.2779, 2825. .2908 




Seq'. No. 


47902 








Seq. ID 


OJ000224_04.0321 


.CIO 


Gene No. 


101955 








Strand 


+ 




Start 


5437 








End 


5998 




Name 


OJ00022 4 04 


. 0321 


. C10 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


24 52 ~ 








End 


2974 




V-J J. 


none 








Score 


63- 






24S2 ?S^2 


24^3 


. . ^. O <£ U / 


24 SS 


.2586, 2669.-2974 




Seq. No. 


47902 








Seq. ID 


OJ000224_04.0321 


,C10 


Gene No. 


101955 








Strand 


+ 




Start 


5437 








End 


5998 




Name 


0.7000294 n4 




PI 0 n? 


• LL 


Method 


TBLASTX: Cress 






2 687 ~~ 








End 


3007 




GI 


none 








Score 


246 




Exons 

J—J \*s X X <J 


2687 3007- 


2827 


. .2970 










Seq. No. 


47902 








Seq. ID 


OJ000224_04.0321, 


.CIO 


Gene No. 


101955 








Strand 


+ 




Start 


5437 








End 


5998 




Name 


OJ000224 04 


0391 

■ VJ J J. 


n o oi 


• LL 


Method 


TBLASTX: Cress 




rt- 

uLCli L 


3347 ~ 








End 


3700 






none 








Score 


284 






^?47 ^700 


- 












Seq. No. 


47902 








Seq. ID 


OJ000224__04.0321. 


.CIO 


Gene No. 


101955 








Strand 


+ 




Start 


54 37 








End 


5998 




Name 


O.T000294 n 4 


0?? 1 


PI 0 ol 

• LIU • Ul 


• UILL 


Method 


TBLASTX: Maize 




Start 


J J U 








End 


3730 




GI 


none 








Score 


250 




l—l ^rV Vw/ 1 1 O 


3362 3730 


34 60 


.372 6, 


3560 . 


. 3730 






Seq. No. 


47902 








•Seq. ID 


OJ000224_04.0321. 


,C10 


Gene No. 


101955 








Strand 


+ 




Start 


5437 








End 


5998 




Name 


OJ000224 04 


• \J <J £. 1. < 


P10 

i LIU » UJ 




Method 


TBLASTX: Soybean 




Qf arf 
u Lai L 


3413 ~~ 

_> *i X J 








End 


3781 




GI 


none 








Score 


205 






3413 3781 














Seq. No. 


47902 








Seq. ID 


OJ000224JD4 .0321. 


. CIO 


Gene No. 


101955 








Strand 


+ 




Start 


54 37 








End 


5998 




Mam e± 

ln cm it- 


O.T000924 04 


0^21 


n 0 n? 


. gs 


Method 


GEN SCAN 




Start 


S4 37 ~~ 








End 


5998 




GI 


none 








Score 


.91 




P. von c; 


S4 ^7 S4 Q4 


SS7 Q 


S7 62 


S7 64 


.5998 






Seq. No. 


47902 








Seq. ID 


OJ000224_04 .0321. 


C10 


Gene No. 


101955 








Strand 


+ 




Start 


5437 








End 


5998 




Name 


OJ000224 04, 


.0321. 


,C10.o2, 


. ts 


Method 


TBLASTX: Soybean 




Start 


5569 








End 


5875 




GI 


none 








Score 


163 





49609 




Exons 


R^£G cicn cctc; ctcj 
ODoy. ,0 / DUf 00/0. .O/D-3, 


0 / 0 u 


..5875, 5758. .5859 








oeq. In O . 






Seq. ID 


OJ000224 


OA 


. U jZI 


pi n 


Gene No. 


101955 




Strand 


+ 








Start 


5437 




End 


5998 








Name 


OJ000224 04. 0321. CIO. o2 


.np 


Method 


AAT/NAP 










5579 




End 


5851 








pt 


6967112 * 




Score 


129 








Exons 


5579.. 5851 














\j1 uescrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


47903 




Seq. ID 


OJ000224 


_04, 


.0321 


.Cll 


Gene No. 


101956 




Strand 


- 










3 




End 


521 








Name 


OJ000224 04 .0321.Cll.ol, 


. gs 


Method 


GENSCAN 








iLalt 


3 




End 


521 








P T 

JL 


none 




Score 


.75 








Exons 


3 . . 114 , 214 . . 521 














Seq. No. 


47904 




Seq. ID 


OJOO'0224 


_04, 


.0321 


.C12 


Gene No. 


101957 




Strand 


+ 








Q+- a 


272 




End 


551 








Name 


OJ000224 04 .0321.C12.ol, 


.gs 


Method 


GENSCAN 








OtaiL 


272 




End 


551 ' 








P T 


none . 




Score 


.43 








Exons 


■2 72.. 406, 494.. 551 














Seq. No. 


47905 




Seq. ID 


OJ000224 


_04. 


.0321 


.C13 


Gene No. 


101958 




Strand 


+ 










1423 




End 


1753 








Name 


OJ000224 04.0321.C13.61, 


.gp 


Method 


AAT/GAP 










1423 




End 


1753 








PT 


3768046 




Score 


607 








Exons 


1423.. 1753 














Seq. No. 


47 905 




Seq. ID 


OJ000224 


_04 , 


.0321 


.C13 


Gene No. 


101959 




Strand ~ 












543 




End 


1706 








Name 


OJ000224 04.0321.C13.ol. 


.gs 


Method 


GENSCAN 








otart 


543 




End 


1706 








P T 


none 




Score 


.69 








Exons 


. 543. .549, 1516. .1706 














oeq . no . 


47906 




Seq. ID 


OJ000224 


_04 . 




pi P 


Gene No. 


101960 




Strand 


+ 








Start 


1914 




End 


5718 








Name . 


OJ000224 04 .0321.C18.ol. 


.np- 


Method 


AAT/NAP 








otart 


1914 




End 


5718 ' : 








P T 


6721547 




Score 


83 








Exons 


1914 . . 1998, 5678. .5718 














GI Descrip. 


(AP001073) Similar to Oryza ; 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


47906 




Seq. ID 


OJ000224_ 


_04, 


,0321 


.C18 


Gene No. 


101960 




Strand 


+ 








Start 


1914 




End 


5718 








Name 


OJ000224 04.0321.C18.ol. 


gp 


Method 


AAT/GAP 








Start 


3450 




End 


3766 









49610 



GI 

Exons 



2310215 
3450. .3766 



Score 



618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47906 Seq. ID 

101961 . Strand 

5925 End 
OJ000224_04 . 0321 . C18 . o2 . np • Method 
5901 End 
2829910 Score 
5901. .6054, 7230. .7673, 7986. .8129 

(AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



OJ000224_04.0321.C18 

8129 
AAT/NAP 
8129 
205 



UJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47906 Seq. ID 

101961 Strand 

5925 End 

OJ000224_04 .0321. C18 . o2 . gs Method 

5925 End 

none Score 



OJ000224_04.0321.C18 

8129 
GENSCAN 
8064 
.79 



5925. .6054, 6459. .6587, 7230. .7588, 8006. .8064 



47907 Seq. ID 

101962 Strand 

1 End 

OJ000224_04 .0321.C19.ol.np Method 

1 End 

6665545 Score 



OJ000224_04 .0321.C19 

2995 
AAT/NAP 
2995 
1688 



1..1313, 1697,.-. 1891, 2025. .2105, 2676 .. 2765, .2861 2995 
(AC013289) putative regulator of chromosome condensation 
[Arabidopsis thaliana] 



47907 

101962 

1 

OJ000224_04 .0321.C19.ol.tc 

2 

none 

2. .79, 11. .370, 12. .362, 170. 



OJ000224_04 .0321.C19 
2995 

TBLASTX: Cress 

976 

296 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.373, 179. .376, 324. .365, 407. .463, 



408. .461, 419. .619, 515. .655, 516. .632, 698. .802, 710. .883, 
740. .772, 833. .976, 836. .937 



Seq. No. 47907 

Gene No. 101962 

Start 1 

Name. OJ000224_04 . 0321 . C19 . ol . ts 

Start 2 

GI none 

Exons 2.. 67, 3.. 50, 158. .280, 159 



OJ000224 04.0321.C19 



Seq. ID 
Strand 
End * 
Method 
End 
Score 
28,1, 227 

288. .362, 293. .583, 405. .596, 480. .572, 576. .602, 704. .733, 
740. .913, 836. .916 



2995 

TBLASTX : Soybean 

916 

62 

.373, 228.. 362, 287, 



583, 



Seq. No. 47907 Seq. ID 

Gene No. 101962 Strand 

Start 1 End 

Name OJ000224_04 . 0321 . C19 . ol . tm Method 

Start 11 End 

GI none Score 



OJ000224_04 . 0321 .CI 9 
2995 

TBLASTX: Maize 

1016 

85 



49611 



Exons 



11. .112, 35. .112, 170. .325, 185. .373, 227. .373, 228. .365, 

401. .985, 403. .1011, 407. .1015, 413. .517, 463. .1011, 894. .1016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47907 

101962 

1 

OJ000224_04 .0321.C19.o2.tm 

1196 

none • 



Seq. ID OJ000224_04.0321.C19 
Strand 

End 2995 

Method TBLASTX : Mai ze 

End 1806 

Score 200 



1196. .1360, 1197. .1352, 1695. .1796, 1696. .1797, 1696. .1806 





4 7 QOR 




Seq. ID 


\JU \J \J \J tL rk 


D4 




P9H 








Strand 


_|_ 








Ota y-f- 


J. 




End 


O / / 








Name 


n,Tonn994 D4 n^9i P9n oi 


.gs 


Method 


\J Hi ln O k->rtLN 










Q 1 ~~ 

_7 J. 




End 


^77 

Off 










none 




Score 


.31 








u 1 von q 

Hi A. i 1 0 


91. .197, 323.-377 














Seq. No. 


47908 




Seq. ID 


OJ000224 


_04 


.0321. 


C20 


UCllC IN . 


101964 




Strand 


+ 








OLaLL 


821 




End 


6932 








Name 


OJ000224 04.0321.C20.ol 


.np 


Method 


AAT/NAP 








OLdl L 


821 




"End 


1401 










7523517 




Score 


145 








Exons 


• 821. .1128, 1279. .1401 














(^T De ^pri n 

\J _L W ^ <J Vuf ^ J- k-/ • 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47908 




Seq. ID 


OJ000224 


__04 


.0321. 


C20 


Gene No. 


101964 




Strand 


+ 








Start 


821 




End 


6932 








Name 


OJ000224 04 .0321.C20.o2 


gs 


Method 


GENSCAN 








Start 


821 




End 


6932 








GI 


none 




Score 


.6 








Exons 


821. .944, 1266. .1444, 1529.. 


1802, 2220 


..3762, 3822 


. .3947 






4006. .4306, 4475. .4561, 


4653 


. .5990, 6126. .6932 








Seq. No. 


47908 




Seq. ID 


OJ000224 


_04 


.0321. 


C20 


Gene No. 


101964 




Strand 


+ 








Start 


821 




End 


6932 








Name 


OJ000224 04.0321.C20.o2. 


np 


Method 


AAT/NAP 








Start 


2628 




End 


6896 








GI 


5922631 • 




Score 


2735 








Exons 


2628. .3181, 3224. .3478, 


3602 


..5648, 5688. .6896 









GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 |dbj IBAA85207.il '(AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 47908 Seq. ID OJ000224_04 . 0321 . C20 

Gene No. 101965 Strand 

Start 8414 End 11344 

Name OJ000224_04 . 032 1 . C20 . o5 . tw Method TBLASTX : Wheat 

Start 2753 End 3151 



49612 




P T 

bl 


none 








Score 


59 


Exons 


z / 0,3 . . ZoUo , 


Zo U4 


9 Q1 "7 

. . z y 1 / , 


Zo ID . 


.2865, 2876. .3151, 2923. .3150 


Seq. No. 


47908 . 








Seq. ID 


OJ000224_04.0321.C20 


Gene No. 


101965 








Strand 


- 


bt art 


Q A 1 /I 
O 4 1 4 








End 


11344 


Name 


VJJUUUZZ4 U 4 


n 99 1 

. U 1 


P9Pi r>> 9 
. bZ U . oz 


. LIU 


Method 


TBLASTX: Maize 




z / y,o 








End 


3037 


P T 
bl 


none 








Score 


186 


Exons 


z / y o . . jUj / 












beq . jno . 


A H QPl Q 








Seq. ID 


OJ000224_04.0321.C20 


Gene No. 


101965 








Strand 




Start 


8414 








End 


11344 


Name 


pi m nnoo/i pi /i 
UJUUUZZ4 U4 


. U JZ 1 


P9PI /-v9 

. bZU . O J 


. LW 


Method 


TBLASTX: Wheat 


otart 










End 


4546 


P T 


none 








Score 


137 


Exons 


j / oz . . jy o4 , 


o /yu 


. . Jo y i / 


yt Pi m 
4 U U 1 . 


.4237, 4003. .4227, 4384. .4545, 




4 .3 O D . .4040 












Seq. No. 


47908 








beq . l u 


Pl TPl Pl Pl 9 9 /) Pl A Pl "5 9 1 P9P1 
UJUUUZZ4 U4.UJZl.bzU 


Gene No. 


101965 








Strand 




Of 3 yf 

b tart 


Q A 1 /I 
O 4 1 4 










119/1/1 
1 1 D4 4 


Name 


PTnnn99/i c\a 
(JJUUUZz4 U4 


Pi "5 9 1 
. U JZ 1 


P9 Pl /-\ £ 
. bZU . OD 


. tw 


Method 


IdLAoIa: wneat 


btart 


yl C C O 

4 J J J 








bna 


/ q 9 a 
4 oz o 


P T 


none 








Score 


1 D 


Exons 


/i ceo a c c *7 


A £ 9 9 
4 0 OZ 


/I Q 9 C 
. . 4 0 Z 0 








Seq. No. 


47908 








C ^ T Pi 

beq. liJ 


Pi TPl Pl Pl 9 9 / Pi A Pi 9 9 1 POPl 

UJUUUZZ4 U4.Uozl.bzU 


Gene No. 


101965 








Strand 






Q A 1 A 
O 4 1 4 








End 


T 1 *3 A A 

11J44 


Name 


Pi TPl Pl Pl 9 9 /I DA 
Uu UUUZZ4 U 4 


Pl 9 9 1 
. UJZ 1 


P9 Pl /-> /l 
. bZU . 04 


. tw 


Method 


TBLASTX : Wheat 


btart 


4 o y o 








End 


5303 


p t 

bl 


none 








Score 


210 


Exons 


yl ft Q£ R1 Of) 

4 o y o . . o iz u , 


CI >1Q 

0 1 4 O 


c o n o 


DZoZ . 


.5303 




Seq. No. 


47908 








Seq. ID 


OJ000224_04.0321.C20 


Gene No. 


101965 








Strand , 




OLall 


Q A 1 A 
0 4 14 








End 


11344 


Name 


pi to nnoo/i n /i 

UJ UUUZZ4 U4 


Pl 9 9 1 
. U JZ 1 


P9 Pl 
. bZ U . Ol 


. tm 


Method 


TBLASTX: Maize 


otdrt 


joUj 








End 


6110 


P T 


none 








Score 


348 


Exons 




DoZo 


£1 Pi Q 

. . oi u y 








Seq. No. 


47908 








Seq. ID 


OJ000224_04.0321.C20 


Gene No. 


101965 








Strand 




b t art 


Q A 1 A 
0 4 1 4 








End 


11344 


Name 


Pi Tn nnoo/i n /i 
vJJUUUzz4 U4 


Pi 9 9 1 
. UoZl 


P9 Pi ^9 
. bZU . OZ 


4- T T 

. tw 


Method 


TBLASTX: Wheat 


btart 


joUj 








End 


6188 


p t 
bl 


none 








Score 


363 


Exons 


5o05. . oloo , 


DO 13 


. . oloV 








Seq. No. 


47908 








Seq. ID 


OJ000224_04.0321.C20 


Gene No. 


101965 








Strand 




Start 


8414 








End 


11344 


Name 


OJ000224 04 


.0321 


C20.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6312 








End 


6920 



49613 



rir 
ux 


n on o 




Score 


344 








6312 6764 


6461 6568 6789 


..6920, 6794. .6919 






Seq. No. 


47908 




'-Seq. ID 


OJ000224_ 


04 .0321, 


.C20 . 


Gene No. 


101965 




Strand 








O Ldi. L 


8414 




End 


11344 








0,100099 4 04 


0??1 C90 o^ 1-m 


Method 


TBLASTX : Maize 




OLdi L 


661ft ~~ 

DDIO 




End 


6884 






w X 


none 




Score 


153 






Hi A V^l 1 o 


6618 6800 


6785 6826 6810 


. .6884 








O C ^ • IN vJ • 






Seq. ID 


OJ000224_ 


04 .0321. 


.C20 


Gene No. 


101965 




Strand 








Start 


8414 




End 


11344 






Name 


OJ000224 04 


.0321.C20.o3.gs 


Method 


GENSCAN 






Cfarf 


8414 




End 


11344 






\J X 


none 




Score 


.58 






Hi AU 1 1 0 


8414. .9179, 


9250.. 9308, 9381 


..9515, 962 


!8. . 9752, 


9920. .10258, 




10479. .10675, 11002. .11074,' 


11260. .11344 






CprT Mo 


47908 




Seq. ID 


OJ000224_ 


04.0321. 


,C20 


Gene No. 


101965 




Strand 








Start 


8414 




End 


11344 






Name 


OJ000224 04 


.0321.C20.o3.np 


Method 


AAT/NAP 






Start 


8417 




End . 


10495 






GI 


6721561 




Score 


971 






Exons 


8417. . 9179, 


9250.. 9308, 9*381 


. .9559, 10426. .10495 






GI Descrip. 


(AP001073) 


EST AU082058 {.C12976) corresponds to a 


region 


of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



predicted gene.; hypothetical protein 
gi| 681508 6 | dbj IBAA90372.1 | (AP001081) 
corresponds to a region of the 
protein [Oryza sativa] 



[Oryza sativa] 
EST AU082058 (C12976) 
predicted gene.; hypothetical 



47908 
101965 
8414 

OJ000224_04-.0321.C20.o4.np 
8976 
6721558 

8976. .9175, 9607. .9752, 
(AP00107 3) hypothetical 
gi | 6815083 | dbj | BAA90369 
[Oryza sativa] 



OJ000224 04.0321.C20 



Seq. ID _ 
Strand 

End 11344 
Method AAT/NAP . 
End 10578 
Score 255 
10479. .10578 
protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 47909 Seq. ID 

Gene No. 101966 Strand 

Start 555 End 

Name OJ000224_04 . 0321 . C22 . ol . gs- Method 

Start 555 End 

GI none Score 

Exons 555. .742 



OJ000224_04 .0321.C22 
742 

GENSCAN 

742 

.63 



Seq. No. 47910 Seq. ID OJ000224 

Gene No. 101967 Strand + 

Start 1418 End 4215 

Name OJ000224_04 . 0321 . C25 . ol . gp Method AAT/GAP 

Start 1418 End 4215 



04 .0321. C25 



49614 



GI 68351_1.R1084 . Score 1630 

Exons 1418. .1698, 2269. .2398, 2485. .2606, 3708. .3771, 3944. .4215 

GI Descrip. ' 4929739/gb | AAD34130 . 1 | AF151893__1 8.0e-09 (AF151893) CGI-135 
protein [Homo sapiens] 1 



Seq. No. 47910 

Gene No. 101967 

Start 1418 

Name OJ000224_04 . 0321 . C25 . ol . gs 

Start 1572 

GI none 
Exons 



Seq. ID OJ000224_04.0321.C25 



Strand 
End 

Method 

End 

Score 



+ 

4215 

genscan; 

4029 
.95 



1572. .1698, 2269. .2398, 2485. .2606, 3708. .3771, 3944. .4029 



JC^. LN U • 


4 7 qi 0 








Seq. ID 


OJ000224_04.0321.C25 












Strand 


+ 


OLal l 


1 4 T R 








End 


4215 


Ma mo 
LN dine 


o.Tonn??4 04 


.0321 


.C25.ol 


. np 


Method 


AAT/NAP 


OLdl L 


1 60 _ 

J. w u u 








End 


4026 


\j ± 


1 fi7 Q 








Score 


428 


Exons 


1606. .1698, 


2269 


. .2398,' 


2485 


.2606, 3708. .3771, 3944. .4026 


GI Descrip. 


(AL138655) 


hypothetical 


protein [Arabidopsis thaliana] 


O C ^ • LN • 


4 7 Q1 0 

*i f -7 J. \J 








Seq. ID 


OJ000224_04.0321.C25 


belle LNU . 


J. U X _7 OO 








Strand 




Of a rf- 
O Lai L 


4 4 0 

4 *i O 








End 


9122 


Ma TTIO 
LNClluC 


OJ000??4 04 


.0321.G25.o2 


. tm 


Method 


TBLASTX: Maize 


O-f- -a >--f- 


i n ^ — 








End 


3761 


GI 


none 








Score 


108 


Exons 


1605. .1697, 


1606 


. .1698, 


2269. 


.2397, 2281.. 2400, 2483.. 2605, 




94R4 ?60Q 


3705 


. .3761 








Ocv^ . IN \J ■ 


4 7 Q1 n 








Seq. ID 


OJ000224_04.0321.C25 


o n o Mo 
uCUc LNU. 










Strand 




Start 


4 426 








End 


9122 


LN ell LLC 


0.1000994 04 


.0321 


.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1606 








End 


4028 




none 








Score 


100 


Exons 


i^oe. .1698, 


2281 


.2397, 


2334. 


.2396, 2484. .2603, 2502. .2603, 




2507. .2608, 


3708 


.3770, 


3942. 


.4028, 3942. .4028 


Seq. No. 


47910 








Seq. ID 


OJ000224_04.0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End 


9122 


Name 


OJ000224 04 


.0321 


C25.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2269 








End 


2609 


GI 


none 








Score 


154 


Exons 


2269. .2403, 


2290 


.2403, 


2505. 


.2609, 2520.. 2606 


Seq. No. 


47910 








Seq. ID 


OJ000224_04.0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End 


9122 


Name 


OJ000224 04 


.0321 


C25.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2368 








End 


3761 


GI 


none 








Score 


46 


Exons 


*2368. .2394, 


2483 


.2608, 


2484. 


.2609, 3705.. 3761 


Seq. No. 


47910 








Seq. ID 


OJ000224_04 .0321.C25 



49615 



P_ nriQ Mo 
OfcJIXC LNU . 


X U X _? DO 








O L i dllvJ 




Start 


4426 








End 


9122 


Name 


OJ000224_04 


.0321 


.C25.o2 


-gp. 


Method 


AAT/GAP 


O Lai C 


4 ^7 Q 










S99 1 
D Z Z X 




T TR?4 ^1 -04 0 
liXoOflOX U4U 


-P1-N1-G4 




Score 


64 9 
Of! Z 


Exons 


4 J / ? . . 4 DZ .7 , 


5116 


. .5221 








ol L/eoCXXp. 




Oe-20 


(AC005499) 


putative < 


annexin LHiauiuopsis 




t- h;a 1 i anal 1 
LilaX Xaila J 












O e C[ . LN o . 


4 1 Q1 n 








Seq. ID 


OJ000224_04 .0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End 


9122 


Name 


pj.tooo994 04 


• VJ J C X i 


.C25.o2 


.gs 


Method 


GENSCAN 


Cfa y-i- 

OLaiL 


4 4 9 £ ~ 

fi fi Z O 








End 


9122 




none 








Score 


.88 


Exons 


4 4 9 6 4 69 Q 

fi 4 Z O . . 


5116, 


. .5661, 


5763 


..5908, 6248. .6373, 7042. .7262, 




74 61 7 ^fift 
/ 4D1 . . / JOO/ 


8140, 


. .8233, 


9091 


. .9122 






4 7 Q i n ■ 

4 / jlu 








Seq. ID 


OJ000224_04 .0321.C25 


Gene No. 


101968 








Strand ~ 




Start 


4426 








End 


9122 


Name 


Pi TOOO 9 9 4 04 


.0321. 


.C25.o2 


.np 


Method 


AAT/NAP 


otait 


4 4 9 6 
fi fi Z D 








End 


6323 


P T 


o nop n -D/t 








Score 


566 


Exons 


4496 A 69 Q 
4 fi Z 0 . . .ft O Z y , 


5116. 


. .5661, 


5763 


..5908, 6248.. 6323 


ui uescrip. 


(ATI "300^61 


annexin P38 


[Capsicum annuum] 


oeq . djo . 


4 7 Q1 n 

ft / yiu 








Seq. ID 


' OJ000224_04 .0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End' 


9122 


Name 


O 700099 4 04 


.0321. 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 




4 4^9 ~~ 
fl fi jZ 








End 


6308 


r 1 t 

bl 


none 








Score 


89 


Exons 


4 4^9 4 6"39 

ft fi oz • . 40ji; 


5113. 


, .5316, 


5114 


..5302, 5329. .5433, 5620. .5646, 




^7 66 R Ql 9 


6246. 


, .6308 








Seq. No. 


47910 








Seq. ID 


OJ000224_04.0321.C25 


Gene No. 


101968 








Strand 






4 4 9 6 
fi fi Z 0 








End 


9122 


Name 


Pi TOOO 9 9 4 0 4 
UO UUUZZ fl U ft 


.0321. 


,C25.o3 


. tm 


Method 


TBLASTX: Maize 




4 4^9 _ 
ft ft O Z 








End 


5214 


PT 


none 








Score 


161 


Exons 


4 4^9 4 6^9 
ft fi OZ . . fi OoZ , 


4433. 


.4570, 


5113 


..5175, 5113. .5214 


Cqa NT /"\ 

oeq . no . 


4 7 Q 1 0 
4 / y 1 U 








Seq. ID 


OJ000224_04.0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End 


9122 


Name 


Pi TOOO 9 9 4 04 
UUUUUZZfl Uf± 


.0321. 


C25.o2 


. tc 


Method 


TBLASTX: Cress 


otar u 


4 4 4 1 
ft fi ft X 








End 


5909 : 


P T 
LrX 


none 








Score 


128 


Exons 


4441 . . 4566, 


5209. 


.5301, 


5329 


..5433, 5539. .5562, 5620. .5646, 




5766. .5909 












Seq. No. 


47910 








Seq. ID 


OJ000224_04 .0321.C25 


Gene No. 


101968 








Strand 




Start 


4426 








End 


9122 


Name 


OJ000224 04 


.0321. 


C25.o3 


.gp 


Method 


AAT/GAP 



49616 



Start 
GI 

Exons 

GI Descrip. 



Seq.~ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5110 End 5464 

LIB3431-040-P1-K2-F6 Score 518 

5110.. 5464 

'6056414/gb|AAF02878.1|AC009525_12 6.0e-14 (AC009525) Unknown 
protein [Arabidopsis thaliana] 1 



47910 
101968 
4 4 26 

OJ000224_04 .0321.C25.ol.tm 
5319 
none 
5319. 
5620. 
6299. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 04.0321.C25 



,5432, 5320. .5424, 
,5646, 5763.. 5915, 
,6325, 6424.. 6477 



5320. 
5830. 



9122 

TBLASTX: Maize 
6477 
123 

5433, 5431. .5568, 5431. 
5922, 6246.. 6308, 6247. 



,5571, 
6300, 



47910 

101968 

4426. 

OJ000224_04 .0321.C25.ol.tw 

5516 

none 

5516.. 5563, 5518.. 5568, 5521, 
5830.. 5922, 6246.. 6308, 6247. 

47910 " 
101968 
4426 

OJ000224_04 .0321.C25.o4 .gp 
5614 
2442733 
5614. .5661, 



Seq. ID OJ000224_04.0321.C25 
Strand 

End 9122 

Method TBLASTX : Wheat 

End 6308 

Score 78 

.5571, 5620. .5646, 5763. .5915, 
.6300 



Seq. ":ID 
Strand 
End 

Method 
End 
Score 

5763. .5908, 6248. .6423 
317 6098 /emb | CAA7 5308 | 7.0e-ll (Y15036) 
truncatula] 



OJ000224_04.0321.C25 

9122 
AAT/GAP 
6423 
630 

annexin [Medicago 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



47911 Seq. ID 0 J000224_04 . 032 1 . C26 

101969 , Strand 

1 End ' 1221 

OJ000224_04 . 0321 . C26 . ol . np Method AAT/NAP 

1 End 1221 

1703029 Score 229 

1..30, 141. .390, 1126. .1221 

' CLATHRIN COAT ASSEMBLY PROTEIN AP47 HOMOLOG 2 (CLATHRIN COAT 
ASSOCIATED PROTEIN AP47 HOMOLOG 2) (GOLGI ADAPTOR AP-1. 47 KD 
PROTEIN HOMOLOG 2) (HA1 4 7 KD SUBUNIT HOMOLOG 2) (CLATHRIN 
ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 1 MEDIUM CHAIN HOMOLOG 
2) (P4> gi|7513952|pir||I63224 clathrin-associated adaptor 
protein - rat gi | 4 68382 | gb | AAA57232 . 1 | (L07074) clathrin-associa 



47912 Seq. ID 

101970 Strand 

38 End 
OJ000224_04 . 0321 . C28 . ol . gs Method 

38 End 

none Score 

38. .136, 283. .455 



OJ000224_04 .0321.C28 
+ 

455 

GENSCAN 

455 

.83 



49617 



Seq. No. 


47913 




Seq. ID 


OJ000214_07.0320.C1 


Gene No. 


101971 




Strand 






2772 




End" 


5191 


Name 


OJ000214 07. 0320. CI 


,o2.gs 


Method 


GENSCAN 7 




2772 




End 


5191 




none 




Score 


.85 


Exons 


2772.. 2909, 3535.. 3637, 4057 


..4189, 4835. .4908, 4958. .5191 


O C q . LN U . 


47913 




Seq. ID 


OJ000214_07.0320.C1 


Gene No. 


101972 




Strand 




Start 


1 ft 






O G. fi R 


Name 


OJ000214 07. 0320. CI 


. ol . np 


Method 


AAT/NAP 


OLalL 


1476 




End 


1565 


bJ. 


5852084 




Score 


74 


Exons 


1476. .1565 








P. T Ho err i rs 
\3 -L L/coLIipi 


(AL117264) zwh0007. 


1 [Oryza 


sativa] 




.Seq. No. 


47913 




Seq.. ID 


OJ000214_07.0320.C1 


Gene No. 


101972 




Strand 




Of a v~+- 
O LCI! u 


1852 




End 


2505 


Name 


OJ000214 07. 0320. CI 


. ol . gs 


Method 


GENSCAN 


Of a v-f- 


1852 




End 


2505 


r* t 
ul 


none 




Score 


. 99 


T* 1 v r~» c* 


1852. .2505- 








o c q . . in o . 


47914 




Seq. ID 


OJ000214_07.0320.C4 


Gene No. 


101973 




Strand 


+ 


Start. 


1 




End 


713 


Name 


OJ000214 07. 0320. C4 


. ol . np 


Method 


AAT/NAP 


Q+- a v-+- 


1 




End 


519 


ul 


5917664 




Score 


30 


C V AT^ C 


1..20, 310. .519 








P X 1^1^ o v* t 

kjj. UcbCI lp . 


(AF159296) extensin 


-like protein [Lycopersicon esculentum] 




47914 




Seq. ID 


OJ000214_07.0320.C4 




101973 




Strand 


+ 


Start 


1 




End 


-713 


Name 


OJ000214 07. 0320. C4 


. o2 . np 


Method 


AAT/NAP 


uLdl L 


1 




End 


713 


PT 
ul 


3785984 




Score 


159 


Exons 


1..28, 534. .713 










(AC005560) putative 


non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






oeq . ino . 


47915 




Seq. ID 


OJ000214_07.0320.C5 


Gene No. 


101974 




Strand 


+ 


Start . ^ ■ 


1 




End 


1197 


Name 


OJ000214 07. 0320. C5 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1197 


GI 


6587849 




Score 


570 


Exons 


1. .1197 









GI Descrip. (AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



47915 

101974 

1 



Seq. ID OJ000214_07.0320.C5 
Strand + 
End 1197 



49618 




Name 


r\ rrinnoi a n "7 noon r*c ^ i j_ . , 
OJUUUzl4 U / . U JZU . Co . Ol . tw 




Metnoa 


TBLASTa : wneat 




Start 






T-> __ _J 

hna 


CIO 

biz 




GI 


none 




Score 


jby 




Exons 


1 Q R RCC O.HO ccc ccn 
iyo. . ODO, OUZ. .ODD, OOU. . 


biz 








Seq. No. 


47915 




Seq. ID 


OJ000214_07.0320 


.C5 


Gene No. 


101974 




Strand 


+ 




otart 


~ 1 




hna 


i j. y / 




Name 


n Tnn^oi /i m noon ^ c -i j_ 
UJUUUZ14 U/.UjiU.LD.01-.tS 




Method 


i dJjAo i a : boyoean 




Start 






hna 


/JO 




GI 


none 




Score 


TOO 

loo 




Exons 


•31 c cnn c:n nc 










Seq. No. 


47915 




Seq. ID 


OJ000214JD7.0320 


.C5 


Gene No. 


101974 




Strand 


+ 




Start 


1 






iiy / 




XT _ _ — . 

Name 


ujuuuzi4 u / . ujzu.Lj.oi. tm 




Method 


i dLiAo i a : Mai ze 




Start 


o y u 




hna 


"7 C O ■ ' 

/ bz 




GI 


none 




Score 


1 CO 

i bz 




Exons 


oyU . . J40, 4Z0..04/, Obo.. 


1 CO 

I bZ , 


bUb . . / oz 






Seq. No. 


47915 ' 




Seq. ID 


OJ000214_07.0320 


.C5 


Gene No. 


101974 




Strand 


+. 




Start 


1 




End 


1 1 y / 




Name 


/"\Tnnnoi/i no noon — o ■ ■*- . » 

OJ0U0zl4 U / . UoZU . Co . oz . tw 




Method 


TBLASTX : Wheat 




Start 


bio „ . 




End 


o n o 
oUZ 




GI 


none 




Score 


i n c 

iy b 




Exons 


bio. . oUl, bib. . / / / , bio . . 


q n n 


ccn o n o 
boU . . oUZ 






Seq. No. 


47916 




Seq. ID 


OJ000214_07.0320 


.C6 


Gene No. 


101975 




Strand 


+ 




Start 


iy b 




hna 


1 O O /I 

!Zo4 




Name 


r\Tnnnoi a m noon r> /r _ -i 
OJUUUzl4 U / . UozU . Co . Ol . gs 




Method 


GENbCAN 




Start 


i y d 




hna 


1 o O /I 

1Zo4 




GI 


none 




Score 


. ol 




Exons 


xyb. . z u i , iiby. . iz j4 










Seq. No. 


47916' 




Seq. ID 


OJ000214_07.0320 


.C6 


Gene No. 


-101976 




Strand 


+ 




btart 


bUZ J 




hna 


b / 01 




Name 


rMnn^oi >i m noon r^a ^o ^ ^ 

UJUUUZ14 u / . u jzu . cb . oj . gs 




Metnoa 


GENbCAN 




Start 


bUzJ 




hna 


O / 0 1 




GI 


none 




Score 


AO 

. 4 o 




Exons 


DUZj. , DlOJ, 'ODlD. .D/Ol 










Seq. No. 


4 / ylo 




Seq. ID 


/-\TnnnoT a no noon 

OJ000214 07.0320 


. C6 


Gene No. 


101977 




Strand 


+ 




Start 


9835 




End 


10984 




Name 


nTfinnoi /i m noon r*a c 

UJUUUZ14 u / . uoz u . Gb . od . gs 




Method 


GhNbGAN 




Start 


n o o c 

yboo 




End 


10984 




GI 


none 




Score 


. 93 




Exons 


9835. .9880, 10066. .10192, 


10225. . 10255, 


10691. . 10859, 






10956.. 10984 










Seq. No. 


47916 




Seq. ID 


OJ000214_07.0320 


.C6 


Gene No. 


101978 




Strand 


+ 




Start 


14800 




End 


18367 





49619 



Name 

Start 

GI 

Exons 



OJ000214_07 . 0320 . C6 . o7 . gs Method GENSCAN 

14800 End 17766 

none Score .43 

14800. .14824, 154 87 .. 15645, 16931 .. 17125, 17555 .. 17580, 

17641. .17766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47916 Seq. ID 

101978 Strand 

14800 End 

OJ000214_07 .0320.C6.ol.np Method 

15153 End 

6498436 Score 



OJ000214_07.0320.C6 
+ 

18367 
AAT/NAP 
18367 
60 



15153. . 15199, 17001. . 17176, 18326. .18367 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 47916 Seq. ID 

Gene No. 101979 Strand 

-Start 22819 End 

.Name OJ000'214_07 . 0320 . C6 . o9 . gs . Method' 

Start 22819 End 

GI none Score 

Exons 22819.. 24186 



OJ000214_07.0320.C6 
+ 

24238 
GENSCAN 
24186 
1 



Seq. No. 47916 Seq. ID OJ000214_07 . 0320 . C6 

Gene No. 101979 Strand + 

Start 22819 End 24238 

Name OJ000214_07 . 0320 . C6 . o2 . np Method AAT/NAP 

Start 22825 End 24238 

GI 729623 Score 1692 

Exons 22825.. 24238 

GI Descrip. 78 KD GLUCOSE-REGULATED PROTEIN HOMOLOG 5 PRECURSOR (GRP 78- 
( IMMUNOGLOBULIN HEAVY CHAIN BINDING PROTEIN HOMOLOG 5) (BIP 
gi| 100340 | pir | | S21880 dnaK-type molecular chaperone blp5 
precursor - common tobacco gi | 1 9813 | emb | CAA42660 . 1 | (X60058) 
luminal binding protein (BiP) [Nicotiana tabacum] 



5) 
5) 



Seq. No. 


47916 








Seq. ID 


OJ000214 


_07 


.0320 


.C6 


Gene No. 


101980 • 








Strand 










Start 


3321 








End 


3932 








Name 


OJ000214 07 


.0320 


.C6.o2 


.gs 


Method 


GENSCAN 








Start 


3321 








End 


3932 








GI 


none 








Score 


1 








Exons 


3321. .3932 


















Seq. No. 


47916 








Seq. ID 


OJ000214 


_07 


.0320 


C6 


Gene No. 


101981 








Strand 










Start 


7398 








End 


8182 








Name 


OJ000214 07 


0320 


.C6.o4 


gs 


Method 


GENSCAN 








Start 


.7398 








End 


8182 








GI 


none 








Score 


.4 








Exons 


7398. .7600, 


8098 


. .8182 














Seq. . No. 


47916 








Seq. ID 


OJ000214 


_07 


. 0320 


C6 


Gene No. 


101982 








Strand 










Start 


13076 








End 


13627 








Name 


OJ000214 07 


0320 


.C6.06 


gs 


Method 


GENSCAN 








Start 


13076 








End 


13627 









49620 



GI 

Exons 



none 

13076. .13627 



Score 



.84 



Seq. No. 47916 Seq. ID. 

Gene No. 101983 Strand 

Start 19188 End 

Name OJ000214_07 .0320 . C6 . 08 . gs Method 
Start ' 19188 . End 

GI none Score 

Exons 19188. .19970 



OJ000214_07.0320.C6 
19970 

GENSCAN - ■ ■ 

19970 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47916 Seq. ID 

101983 Strand 

19188 End 

OJ000214__07 . 0320 . C6 . o2 . ts Method 

19479 End 

none Score 



OJ000214_07.0320.C6 
19970 

TBLASTX: Soybean 

19827 

67 



19479. .19622, 19678 .. 19827, 19683. .19826 



47916 

101983 

19188 

OJ000214_07.0320.C6.o2. tc 

19497 

none 

19497. .19622, 19683.. 19820 

47916 

101984 

22942 

OJ000214_07.0320.C6.ol.tw 

22942 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_07.0320.C6 
19970 

TBLASTX: Cress 

19820 

110 



OJ000214_07-.0320.C6 
24234 

TBLASTX: Wheat 

24234 

128 



22942. .22977, 22965 .. 23102, 22966 23058, 23067 .. 23207 , 
23068. .23493, 23292 .. 23459, 23500 .. 24234 , 23520 .. 23675, 
23763.. 24230 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



47916 Seq. ID 

101984 Strand 

22942 ' End 

OJ000214_07 .0320.C6.ol. tc Method 

22965 End 

none Score 



OJ000214_07.0320.C6 
24234 

TBLASTX: Cress 

24234 

164 



22965. .23057, 22966 .. 23058, 23067 .. 23228 , 23068 .. 234 96, 
23289. .23459, 23500 .. 24234 , 23514". . 23675, 23760.. 24233 



47916 

101984 

22942 

OJ000214_07. 0320.C6.ol.tm 

22965 
none 

22965. .23057, 22966 .. 23058 , 
23289. .23459, 23500 .. 24234 , 

47916 
101984 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 07. 0320. C6 



24234 

TBLASTX: Maize 
24234 
168 

23067. .23228, 23068 234 96, 
23514. .23666, 23754.. 24233 



Seq. ID 
Strand 



OJ000214 07. 0320. C6 



49621 



Start 
Name 
Start 
GI 

Exons 



22942 End 

OJ000214_07.0320.C6.ol.ts Method 

22965 End 

none ■ Score 



24234 

TBLASTX : Soybean 

24234 

168 



22965. .23057, 22966 23058 , 23067 .. 23228 , 23068 .. 234 96, 
23289.-23459, 23500 .. 24234 , 23514 .. 23675 , 23754.. 24233 





Oc(j • IN O • 


47917 


Seq. ID 


n.Tnnr>9i a 

\JO U U VJ Z L *i 






101985 . 


Strand 






OLqi L 


1 


End . 


"39 ^ 




Name 


OJ000214 07.0320.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


320 






2642238 


Score 






Exons 


1. .320 








oi uescrip . 


(AF031241) endoplasmic reticulum HSC70 


— o o r"r y~\ ■a +- n 

coyriate 






precursor [Glycine max] 








oeq . ino . 


' 47917 


Seq. ID 


n innno 1 a 

vJU UUUZ X fl 




Gene No. 


101985 


Strand 


+ " 




Start 


1 


End 


323 




Name 


OJ000214 07.0320.C7.ol.gs 


Method 


C TT M Q C Q XI 




o tar l 


47 


End 








none 


Score 


Q 

. o 




Exons 


47. .323 








oeq . ino . 


47917 


SeqV ID 


Uu UUUZ 1 4 


i. : 3 


t^ene jno . 


101986 


Strand 


1 

T 




Start 


1849 


End 


2570 


as — . 


Name 


OJ000214 07.0320.C7.o2.gs 


Method 


GENSCAN 




o car c 


1849 


End 


9^7 0 
ZD 'U 


Lu 




none 


Score 


Q1 




Exons 


1849. .1918, 2257. .2570 






2 


C d r-r Mo 

oeq. in u . 


47917 


Seq. ID 




Q 


bene ino . 


101987 


Strand 






Start 


488 


End 


2381 




Name 


OJ000214 07.0320.C7.o2.np 


Method 


AAT/NAP 


= K 




'488 


'End 


9 ^fi 1 
Z jo 1 


SL 




4680502 


Score 


191 




Exons 


488. .517, 2011. .2250, 2339.. 


2381 




S3 


GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sat i va ] 




oeq . no . 


47917 


Seq. ID 


UU UU UZ 1 4 






101988 


Strand 






Start 


5611 


End . 


5991 




Name 


OJ000214 07.0320.C7.o4.gs 


Method 


GENSCAN 




Start 1 


5611 


End ■ 


5991 




GI 


none 


Score 


.89 




Exons 


5611. .5729, 5943. .5991 








Seq. No. 


47918 


Seq. ID 


OJ000214 




Gene No. 


101989 


Strand 


+ 




Start 


122 


End 


3265 




Name 


OJ000214 07.0320.C9.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


752 




GI 


none 


Score 


.73 




Exons 


122.. 308, 437.. 533, 647.. 752 







49622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47918 Seq. ID OJ000214_07 . 0320 . C9 

101989 Strand + 

122 End 3265 

OJ000214_07 . 0320 . C9 . ol . np Method AAT/NAP 

164 End 3265 

7488367 Score 173. 

164. .308, 437. .533, 2994. .3057, 3239. .3265 

thiamin pyrophosphokinase homolog F16B22.24 - Arabidopsis 

thaliana gi | 334 1695 I gb | AAC27477 . 1 1 (AC003672) putative thiamin 

pyrophosphokinase [Arabidopsis thaliana] 



47918 Seq. ID OJ000214 

101989 Strand + 

122 End 3265 

OJ000214__07.0320.C9.o2.gs Method ■ GENSCAN 

1899 End 2573 

none Score .94 
1899.. 2573 



07. 0320. C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47918 Seq. ID 

101989 Strand' 
122 End 
OJ000214_07.0320.C9.ol.gp Method 
2779 End 
569203 , Score 
2779. .3098 

6056414/gb|AAF02878 .1 |AC009525_12 6. Oe- 
protein [Arabidopsis thaliana] 



OJ000214_07.0320.C9 
+ 

3265 
AAT/GAP 
3098 
555- 

■14 (AC009525) Unknown 



47919 Seq. ID 

101990 Strand 

1 End 

OJ000214_07. 0320. C10. ol.np Method 

1 End 

6056414 Score 



OJ000214_07. 0320. C10 
+ 

851 

AAT/NAP 

851 

404 



1..96, 293.. 394, 478.. 726, 800.. 851 

(AC009525) Unknown protein [Arabidopsis thaliana] 



47919 Seq. ID 

101990 Strand 
1 End 
OJ000214_07 . 0320 . C10 . ol . gp Method 
728 End 
LIB3433-047-P1-K1-B8 Score 
728. .851 

' 6056414/gb|AAF02878. 1| AC009525_12 6 
protein [Arabidopsis thaliana] ' 



OJ000214_07. 0320. C10 
+ 

851 

AAT/GAP • 
851 
226 

0e-14 (AC009525) Unknown 



47919 Seq. ID 

101991 Strand 

435 End 

OJ000214_07. 0320. C10. ol.ts Method 

2 61 End 

none Score 



OJ000214_07. 0320. C10 
849 

TBLASTX: Soybean 

849 

72 



261. .350, 289. .360, 293. .367, 293. .352, 337. .354, 408. .605, 
475. .678, 477. .608, 517. .678, 678. .725, 799. .849 



49623 



Seq. No. 


47919 




Seq. ID 


OJ000214 


_07.0320 


.C10 




1 m qqi 




oLiana 








otar t. 


4 "3 R 




tina 


ft 4 Q 
O 4 y 






Name 


UJUUUZ14 U / . UjZU .LIU . Ol 


. uC 


Method 


fpDT 7\ CTY • 


Cress 




Of a v+- 








£7 ft 
D/O 






C T 


none 




Score 


ft 7 
o / 






Exons 


9QO oco 477 £1 4 47ft 


£7 P 


RT 1 £7 ft 








Seq. No. 


47919 




*Seq. ID 


OJ000214 


_07.0320 


.C10 


Gene No. 


101991 




Strand 








o car l. 






Cjna 


849 






Name 


UUUUUZi4 u / . U J<£ U . LIU . ox 


. LIU 


hA A 4~ r~i 

LYie tnou 


TBLASTX: 


Maize 




Q4_ - —.4-. 

o car u 


oi 9 — 




.Lnu. 


678 








none 




Score 


76 






P vr>n c 
t-jsLOl lb 


^1 9 ?Q9 ^1 9 "3Q9 "314 




n 4 ^Q4 


, 475.-678, 475.. 


679 




4 7 7 £7 7 












Seq. No. 


47919 




Seq. ID 


OJ000214 


_07.0320 


.C10 




iui yyi 




Cf ran^ 










4 JO 




bna 


849 






Name 


UJUUUZ14 U / . Uji£ U . Ll u . Ol 


. gs 


Method 


GENSCAN 






oiart 


A ^ C 






549 








none 




Score 


.9 






Exons 


4 oo . . 04 y 












Q ^ rr \lr\ 

oeq. in o . 


-47920 




Seq. ID 


OJ000214 


_07.0320 


.C12 


Gene No. 


101992 




Strand 


+ 






Start 


1169 




End 


1280 






Name 


OJ000214 07.0320.C12.ol'; 


;gp 


Method 


AAT/GAP 






otart 


1169 




End 


1280 








69953 1.R1084 




Score 


103 






Exons 


1169. .1280 












Lri uescrip. 


, 5295936/dbj | AB026295 . 2 | AB026295 7 . Oe- 


34 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence' 




Seq. No. 


47920 




Seq. ID 


OJ000214 


_07.0320 


.C12 


Gene No. 


101993 




Strand 








Of a y-+- 


2672 




End 


3863 






Name 


OJ000214 07.0320.C12.ol, 


.np 


Method 


AAT/NAP 






o uar u 


724 




End 


2029 






PT 


6815099 




Score 


79 






Exons 


724. .836, 2008. .2029 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47920 




Seq. ID 


OJ000214 


_07.0320 


.C12 


bene no . 


101993 




Strand 








Of -,v-f 

o tar l 


' 2672 




End 


3863 






Name 


OJ000214 07.0320.C12.ol. 


.gs 


Method 


GENSCAN 






Start 


2672 




.End 


3732 






GI 


none 




Score 


.43 






Exons 


2672. .2764, 3604. .3732 












Seq. No. 


47920 




Seq. ID 


OJ000214 


__07.032p 


.C12 


Gene No. 


101993 




Strand 








Start 


2672 




End 


3863 






Name 


OJ000214 07.0320.C12.o2. 


gp 


Method 


AAT/GAP 







49624 



Start 
GI 

Exons 



3470 
none 

3470. .3863 



End 
Score 



3863 
742 



Seq. No. 47921 Seq. ID 

Gene No. 101994 Strand 

Start 91 End 

Name OJ000214_07 . 0320 . C15 . ol . gs Method 

Start * 91 End 

GI none Score 

Exons 91.. 315 



OJ000214_07.0320.C15 
+ 

315 

GEN SCAN 

315 

.99 



Seq. No. 47922 

Gene No. 101995 

Start 13 

Name OJ0002 14_07 . 0320 . CI 6 . ol . gs 

Start 13 

GI none 
Exons 



Seq. ID OJ000214_07.0320.C16 

Strand + 

End 1469 

Method GENSCAN 

End 14 69 

Score .69 



13. .137, 194. .301, 345. .786, 1029. .1469 



Seq. No. 47922 Seq. ID 

Gene No. 101995 Strand 

Start 13 End 

Name OJ0002 14_07 . 0320 . CI 6 . ol . gp Method 

Start- 528 End 

GI-. : none Score 

Exons 528 . . 1014 



OJ000214_07.0320.C16 
+ 

1469 
AAT/GAP 
1014 
939 



Seq. No. 47923 

Gene No. 101996 

Start 154 

Name OJ000214_07 . 0320 . C18 . ol . gs 

Start 154 

GI none 

Exons 154.. 171, 221... 295 

Seq. No. 47924 

Gene No. 101997 

Start 18 

Name OJ0002 14_07 . 0320 . C19 . ol . gs 

Start 18 

GI none 

Exons 18. .1697 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_07.0320.C18 
+ 

295 

GENSCAN 

295 

.62 



OJ000214_07.0320.C19 
+ 

1940 
GENSCAN 
1697 
1 



Seq. No. 47924 Seq. ID OJ000214 

Gene No. 101997 Strand + 

Start 18 End .1940 

Name OJ000214_07 . 0320 . C19 . ol . gp ' Method AAT/GAP 

Start 1516 End 1940 

GI none Score 813 

Exons 1516.. 1940 



07.0320.C19 



Seq. No. 47924 ' Seq. ID 

Gene No. 101998 Strand 

Start. 4265 End 

Name OJ000214_07 . 0320,. CI 9 . o2 . gs Method 

Start 4265 End 



OJ000214_07.0320.C19 
+ 

4544 

GENSCAN 

4544 



49625 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4265. .4351, 4416. .4544 



Score 



,58 



47924 Seq. ID OJ000214_07 . 0320 . C19 

101999 Strand + 

9334 End 9506 

OJ000214_07 .0320.C19.ol.np Method AAT/NAP 

9334 End . 9506 

4773883 Score 134 

9334. .9506. 

(AF076243) putative transposon protein [Arabidopsis thaliana] 
gi|7267201|emb|CAB77912.1| (AL161500) putative transposon 
protein [Arabidopsis thaliana] 



47924 Seq. ID 

102000 Strand 

5915 End 
OJ0002 14_07 . 0320 . CI 9 . o3 . gs Method 

5915 End * 

none Score 
5915. .7477 



OJ000214_07.0320.C19 

7477 
GENSCAN 
7477 
.96 



Seq. No. 

Gene No. 
O Start 
v3 Name 
m Start 

fu GI 

f «i Exons 

*f Seq. No. 
\3 Gene No. 
fij Start 

Name 
L Start 
H GI 

Exons 



47924 Seq.. ID 

102001 Strand 

7938 End 
OJ000214_07 . 0320 . G19 . o4 . gs Method . 

7938 End 

none Score 

7938. .8093, 8411. .8467 



OJ000214_07.0320.C19 

8467 
GENSCAN 
8467 
.45 



47924 Seq. ID 

102002 Strand 
8726 End 
OJ000214_07 . 0320 . C19 . ol . tw Method 
8726 End 
none Score 

8726. .8827, 8727. .8843, 8823. .8906, 8864 

8930.. 8971, 9072.. 9110 



OJ000214 07.0320.C19 



9110 

TBLASTX: Wheat 
9110 
93 

8905, 8916.. 8981, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47924 Seq. ID 

102003 Strand 

9339 End 
OJ000214_07.0320.C19.ol.tm Method 

9339 End 

none Score 

9339. .9533, 9344. .9526, 9345. .9533 



OJ000214_07.0320.C19 
9533 

TBLASTX: Maize 

9533 

201 



47925 
102004 
1 

OJ000214 
1 

6063554 
1..151, 277 
(AP000615) 



Seq.' ID 
Strand 
End 

Method 
End 
Score 

468, 571.. 795, 1924.. 2099 
ESTs AU075609(C6334 4) ,C71850 (E04 64) ,C98 611 (E04 64) 



07.0320.C20.ol.np 



OJ000214_ 
+ 

2099 
AAT/NAP 
2099 
192 



07.0320.C20 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



49626 




Seq. No. 


47925 


Seq. ID 


OJ000214_ 


07.0320 


.C20 


Gene No. 


102005 


. Strand 












End 


7696 






Name 


uuuuuzifi u / .■ u jzu .bzu . . np 


Method 


AAT/NAP 






o tart 


J O i?Z 


End 


7696 








£7 91^47 


Score 


76 






Exons 


OOiJZ. . O :? J. O , / DU / . . / Oz> O 










L»x uescnp. 


^ Aruu i u / o j bxmnar to uryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


47925 


Seq/ ID 


OJ000214_ 


H7 mOO 




bene wo . 


i 09 nn r 


Strand 








b tart 


JO yZ 


End 


7696 






Name 


UJUUUZ14 U/.Uj^U.LiU.O^.gS 


Method 


GENSCAN 






otart 


£9 "5 /I 


End 


7696 






pT 


none 


Score 


.59 






Exons 


CO^/l COQO /TylOC CCTO 7£19 


. .7696 








Seq. "No. 


47925 


Seq. ID 


OJ000214_ 


C\H n "3 9 C\ 


. cz u 


Gene No. 


102006 


Strand 








C H 1 >-4- 

bt art 


9901 


End 


12556 






Name 


OJ000214 07.0320.C20.o3.gs 


Method 


GENSCAN 






otart 


9901 


End 


12556 








none 


Score 


.47 






Exons 


9901. .10158, 10287. .10385, 11288 .. 11652 , 12071.. 


12290, 






12374. .12556 










Seq. No. 


47926 ; 


Seq. ID 


OJ000214_ 


07.0320, 


.C21 


Gene No. 


102007 


Strand 


+ 






O 4- -i v- 4- 

bt art 


172 


End 


1293 






Name 


OJ000214 07.0320.C21.ol.gs 


Method 


GENSCAN 






bt art 


172 


End 


1293 






r* t 

bi 


none 


Score 


.5 






Exons 


172. .460, 572. .771, 1090. .1293 








beq. wo. 


47927 


Seq. ID 


OJ000214_ 


07.0320, 


.C23 


Gene No. 


102008 


Strand 


+ 






Start 


57- . 


End 


4871 






Name 


OJ000214 07.0320.C23.ol.gs 


Method 


GENSCAN 






b t art 


57 


End 


4604 






T 
b»± 


none 


Score 


.83 






Exons 


57. .218, 837. .1124, 1967. .2042, 2206.. 


2293, 2366 


. .2385, 






2482. .2489, 2580. .2627, 2964 


. .3041, 3298. .3478, 


3569. .3666, 




4173. .4604 










Seq. No. 


47927 


Seq. ID 


OJ000214_ 


07.0320. 


.C23 


Gene No. 


102008 


Strand 


+ 






Start 


57 


End 


4871 






Name 


OJ000214 07.0320.C23.ol."np 


Method 


. AAT/NAP 






Start 


2961 


End 


' 4607 






GI 


3914899 


Score 


1162 






Exons 


2961. .3041, 3298. .3478, 3569 


..3666, 4173. .4607 







GI Descrip. 40S RIBOSOMAL PROTEIN S4 gi 12331301 (AF013487) ribosomal protein 
S4 type I [Zea mays] 

Seq. No. 47927 Seq. ID OJ000214_07 . 0320 . C23 

Gene No. 102008 Strand + 



49627 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



57 



End 

Method 
End 
Score 



4871 
AAT/GAP 
4871 
1354 



OJ000214J37.0320.C23.ol.gp 
4165 

17262_1.R1084 
4165. .4871 

1 287938/emb 1X54204 ICVPRSET5C 6.0e-47 Cloning vector pRSET5c 
(pBluescript KS plus derivative) 1 



s-, : 5 



Seq. No. 


47927 


Seq. ID 


■OJ000214 


Gene No. 


102009 


Strand 


+ 


Start 


4906 


End 


6620 


Name 


OJ000214 07.0320.C23.o2.gs 


Method 


GENSCAN 


Start 


4906 


End 


6620 


GI 


none 


Score 


.56 


Exons 


4906. .5013, 5111. .5397, 5783.-5867, 6133. .6245, 


Seq. No. 


47927 


Seq. ID 


OJ000214 


Gene No. 


102010 


Strand 


+ 


Start 


10248 ' 


' End 


13480 


Name 


OJ000214 07 .0320.C23.o2.np 


Method 


AAT/NAP 


Start 


10248 


End 


13477 


GI 


6907089 


Score 


4236 


Exons 


10248. .11509, 11613. .13477 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47 927 


Seq. ID 


•OJ000214 


Gene No. 


102010 


Strand 




Start 


10248 


End 


13480 


Name 


OJ000214 07.0320.C23.o4.gs 


Method 


GENSCAN 


Start 


10248 


End 


13480 


GI 


none 


Score 


.68 


Exons 


10248. .11509, 11613. .12704, 


12753. .13020, 13078 




13289. .13480 






Seq. No. 


47927 


Seq. ID 


OJ000214 


Gene No. 


102011 


Strand 


.+ 


otart 


16194 


End 


17354 


Name 


OJ00021'4* 07.0320.C23.o6.np 


Method 


AAT/NAP 


Start 


16194 


End 


17354 


GI 


7523512 


Score 


129 


Exons 


16194. .16339, 17226. .17354 






GI Descrip. 


(AP001633) . hypothetical protein [Oryza 


sativa] 


Seq. No. 


47927 


Seq. ID 


OJ000214 


Gene No. 


102011 


Strand 


+ 


Start 


16194 


End 


17354 


Name 


OJ000214 07.0320.C23.o4.np 


Method 


AAT/NAP 


Start 


16403 


End 


16478 


GI 


5922623 


Score 


63 


Exons 


16403. .16478 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj I BAA85199.il 


(AP00057 0) hypothetic 




[Oryza sativa] 






Seq. No. 


47927 


Seq. ID 


OJ000214_ 


Gene No. 


102012 


Strand 




Start 


14101 


End 


18541 



07.0320.C23 



13239, 



07.0320.C23 



07.0320.C23 



protein 



07.0320.C23 



49628 



Name 

Start 

GI 

Exons 



OJ000214_07.0320.C23.o2.tc 
2930 



none 

2930. .3037, 
3301. .3489, 



2946. 
3303. 



Method TBLASTX: Cress 
End 3489 
Score 144 
3041, 2970. .3041, 3297. .3476, 3298.. 3477, 
3482 



Seq. No. 47927 

Gene No. 102012 

Start 14101 

- Name OJ000214_07 . 0320 . C23 . ol 

Start 2963 

GI none 

Exons 2963.. 3040, 2964. .3041, 
3315. .3482, 3371. .3481, 
4172. .4528, 4426. .4533 

Seq. No. 47927 
Gene No. . 102012 

Start 14101 

Name OJ000214_07 . 0320 . C23 . o3 

Start 2963 

GI none 

Exons 2963.. 3037, 2964.. 3041, 
3298.. 3477, 3303.. 3479, 

Seq. No. 47927 

Gene No.- 102012 

Start 14101 

Name OJ000214_07 . 0320 . C23 . o3 

Start 2964 

GI none 

Exons 2964.. 2993, 2979.. 3041, 
3314. .3481, 3567. .3665, 

Seq. No. 47927 

Gene No. 102012 

Start 14101 

Name OJ000214_07 . 0320.C23.ol 

Start 3570 

GI none 

Exons 3570.. 3665, 3571.. 3669, 
4175. .4459, 4176. .4460, 

Seq. No. 47927 

Gene No. 102012 

Start 14101 

Name OJ000214_07 . 0320 . C23 . ol 

Start 3597 

GI none 

Exons 3597.. 3665, 3598.. 3666, 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 
.ts Method TBLASTX: Soybean 

End 4559' 

Score 137 
2967. .3041, 3297. .3476, 3298. .3477, 
3567. .3665, 3568. .3666, 4170. .4559, 



Seq. ID OJ000214_07.0320.C23 
Strand * 

End 18541 

.tw Method TBLASTX: Wheat 

End 3479 

Score 141 
2967. .3041, 2998. .3042, 3297. .3476, 
3413. .3478 

Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 
.tm Method TBLASTX: Maize 

End 3666 

Score 38 
3297. .3476, 3298. .3477, 3306. .3482, 
3568. .3666, 3580. .3666 

Seq. ID OJ000214_07.0320.C23 
Strand 

End • 18541 

.tw Method TBLASTX: Wheat 

End 4 4 61 

Score 141 
3586. .3672, 4174. .4344, 4175. .4459, 
4426. .4461 

Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

.tc Method TBLASTX: Cress 

End 4559 

Score 72 
4170. .4559, 4172. .4528 



Seq. No. 47927 Seq. ID 

Gene No. 102012 Strand 

Start 14101 End 

Name OJ000214_07 . 0320 . C23 . o2 . tm Method 

Start 4160 End 

GI none Score 



OJ000214_07.0320.C23 
18541 

TBLASTX: Maize 

4447 

334 



49629 



Exons 



4160. .4447, 4173. .4442 



Seq. No. 47927 

Gene No. 102012 

Start 14101 

Name OJ000214JD7 . 0320 . C23 . o4 . tm 

Start 14101 

GI none 

Exons 14101. . 1424.4, 14105.. 14245 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

Method TBLASTX : Mai ze 

End 14245 

Score 128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47927 

102012 

14101 

OJ000214_07. 0320.C23.o5.gs 

14101 

none 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

Method GENSCAN 

End 17001 

Score . 62 



14101. . 15984, 16191. . 16346, 164 00 .. 16504 , 16534 .. 16628 , 
16941. .17001 



Seq. No. 47927 
Gene No. 102012 
Start 14101 

Name OJ0002 14_07 . 0320 . C23 . o3 . np 

Start 14104 
GI 7228457 
Exons 14104. .15654, 15721 .. 16064 , .18505 .. 1854 1 

GI Descrip. (AP001366) Similar to Sorghum- bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 

sativa] 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

Method AAT/NAP 

End 18541 

Score 304 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47927 

102012 

14101 

OJ000214_07.0320.C23.o5.tw 

14113- 

none 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

Method TBLASTX : Wheat 

End 14715 

Score 77 



14113. . 14238, 14M7-. . 14239, .14 426 .. 14 710, 14 431 . ..14715 



47927 

102012 

14101 

OJ000214_07.0320.C23.o2.tw 

14716 

none 

14 716. . 15096, 14 74 7. . 15097 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 

Method TBLASTX: Wheat 

End 15097 

Score 218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47927 

102012 

1.4101 

OJ000214_07.0320.C23.ol.tm 

14902 

none 



Seq. ID OJ000214_07.0320.C23 
Strand 

End • 18541 

Method TBLASTX : Maize 

End 15234 

Score 86 



14902. . 15114, 14911. . 15234, 14924. .15205 



Seq. No. 
Gene No. 
Start 



47927 

102012 

14101 



Seq. ID OJ000214_07.0320.C23 
Strand 

End 18541 



49630 



Name OJ000214_07 . 0320 . C23 . o2 . ts Method TBLASTX : Soybean 

Start 15487 End 16053 

GI 5666795 Score 80 

Exons 15487. .15687, 15742 .. 15879, 15955.. 16053 

GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



beq. no. 


/IT QOl 


Seq. ID 


OJ000214 


C\ "7 n O O A 

(J / . U 3ZV 


Gene No . 




Strand 






btart 




End 


18541 




Name 


OJ000214 07.0320.C23.o4.tw 


Method 


TBLASTX: 


Whoa +- 
vV ilea. C 


Start 


15589 


End 


16042 




GI 


none 


Score 


145 




Exons 


1558 9. .15906, 15656. .15880, 


15934. .16041, 15935 


. .16042 


Seq. No. 


47927 


Seq. ID 


OJ000214 


_07.0320 


Gene No. 


102012 


Strand 






Start 


14101 


End ' 


18541 




Name 


OJ000214 07.0320.C23.o5.np 


Method 


AAT/NAP 




Start 


16551 


End 


18541 




GI 


5042454 


Score 


65 




Exons 


16551. .16641, 18523. .18541 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 





Seq. No. 47928 Seq. ID 

Gene No. 102013 Strand 

Start 1728 - End 

Name OJ000214_07 . 0320 . C24 . ol . gs Method 

Start 1728 End 

GI none Score 

Exons 1728.. 1933, 2123.. 2216 



OJ000214_07.0320.C24 
+ 

2216 
GENSCAN' 
2216 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47929 Seq. ID OJ000214_07 . 0320 . C25 

102014 Strand + 

1 End 247 

OJ000214_07 .0320.C25.ol.gp Method AAT/GAP 
1 End 247 

28898_2.R1084 . Score 392 

1..247 

, 5042437/gb|AC007789.1|AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 

47929 Seq. ID OJ000214JD7 . 0320 . C25 

102015 Strand + 
7990 End 10344 
OJ000214_07 . 0320 . C25 . ol . np Method AAT/NAP 
7925 End 10305 
7435662 Score 1388 
7925.. 7971, 8115.. 10305 

subtilisin-like proteinase (EC 3.4.21.-) precursor P69B, 
pathogenesis-related - tomato gi | 2230959 | emb | CAA71234 . 1 | 
(Y10149) subtilisin-like protease [Lycopersicon esculentum] 
gi | 4 200336 | emb | CAA7 67 25 . 1 | (Y17276) P69B protein [Lycopersicon 
esculentum] 



Seq. No. 
Gene No. 
Start 



47929 

102015 

7990 



Seq. ID OJ000214_07.0320.C25 
Strand + 
End 10344 



49631 




Name 


OJ000214_07 


. 0320 


,C25.o2 


.gs 


Method 


GEN SCAN 




Start 


7 990 








End 


1034 4 




GI 


none 








Score * 


. 4 8 




Exons 


/ y yu . . iUo4 4 














Seq. No. 


47929 








Seq. ID 


OJ000214 


_07.0320.C25 


Gene No. 


102016 








Strand 


+ 




Start 


13930 








End 


14773 




Name 


OJ000214 07 


.0320 


.C25.o4 


. gs 


Method 


GENSCAN 




Start 


13930 








End 


14773 




GI 


none 








Score 


.57 




Exons 


13930. .14035, 14062 .. 14 196, 


14235. .14773 




Seq. No. 


47929 








Seq. ID 


OJ000214 


_07.0320.C25 


Gene No. 


102017 








Strand 






Start 


1835 








End 


5702 




Name 


OJ000214 07 


0320 


.C25.ol 


. gs 


Method 


GENSCAN 




Start 


1835 








End 


5702 




GI 


none 








Score 


.62 




Exons 


1835. .2808, 


2958 


. .3033, 


3209 


..3294, 5696. .5702 




Seq. No. 


47929 








Seq. ID 


OJ000214 


07 . 0320 . C25 


Gene No. 


102018 








Strand 






Start 


12078 








End 


15607 




Name 


OJ000214 07. 


0320 


C25.ol 


. tc 


Method 


TBLASTX: 


Cress 


'Start 


- 8284 








End 


9894 




GI 


none 








Score 


95 




Exons 


8284. .8433, 


8461 


.8577, 


8593 


..8643, 8697. .9053, 


8698. .9201, 




9478. .9564, 


9483 


.9563, 


9607 


..9768, 9612. .9782, 


9802 . . 9894 


Seq. No. 


yi i n o n 

47929 








Seq. ID 


OJ000214 


__07 . 0320 . C25 


Gene No. 


102018 








Strand 






Start 


12078 








End 


15607 




Name 


OJ000214 07. 


0320 


C25.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start • 


8284 








End 


10062 


GI 


none 








Score 


194 




Exons 


8284. .8577, 


8307 


.8432, 


8538 


..8576, 8587. .8640, 


8712.. .9059, 




8719. .9147, 


9406 


.9576, 


9489 


..9563, 9607. .9768, 


9609 . . 9752 , 




9802. .9894, 


9976 


.10062 










Seq. No. 


47929 








Seq. ID 


OJ000214 


07 . 0320 . C25 


Gene No. 


102018 








Strand 






Start 


12078 








End- 


15607 




Name. 


OJ000214 07. 


0320, 


C25.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


8455 








End 


9684 




GI 


none 








Score 


157 




Exons 


8455. .8577, 


8505. 


.8573, 


8593 


..8625, 8647. .8871, 


8694 . .8867, 




8743. .8889, 


8890. 


.9159, 


8898 


..9059, 9175. .9327, 


9385 . . 9564, 




9477. .9563, 


9565. 


.9684, 


9609 


..9674, 9622. .9681 




Seq. No. 


47929 








Seq. ID 


OJ000214 


07 . 0320 . C25 


Gene No. 


102018 








Strand 






Start 


12078 








End 


15607 




Name 


OJ000214 07. 


0320. 


C25.ol 


. tw ' 


Method 


TBLASTX: 


Wheat 


Start 


8716 








End 


9147 




GI 


none 








Score 


79 




Exons 


8716. .8784, 


8790. 


.8873, 


8791 


..8874, 8E 


157. . 9147, 


8895. . 9059 



49632 




Seq. No. 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


Gene No . 


lUZUlo 


Strand 






O 4- >- 4- 

otart 


1 o n *7 q 
1ZU / o 


End 


.15607 




Name 


TnAnoi yi m noon por 4-t» 


Method 


TBLASTX: Wheat 




C4- -i -v 4- 

btart 


you 


End 


9756 




C T 


none 


Score 


57 




Exons 


QC1 O QCCO Q C 1 A Q R C A QC1D 

you . . yooj f yoi4..yoo4, yoiu 


..9756, 9621. .9755 




Seq. No. 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


(aene wo . 


i n o m q 
lUZUlo 


Strand 






C 4- v~ 4- 

b tart 


lzU /o 


End 


15607 




Name 


UJUUUzl4 U / . UozU . Czo . Oo . tm 


Method 


TBLASTX: Maize 




b tar t 


Q £ Q A 

y DO 4 


End 


10293 






none 


Score 


243 




Exons 


QCQ/I QGOQ QCQC QQQ/l QT1Q 


. . 9846, 10249. . 10293 




Seq. No. . 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


Gerie No. 


102018 - ** 


Strand 






C4- -i 

btart 


iz U / o 


End 


15607 




Name 


ATnnnoi ^ m mon ooc r-*o ^ 
(JJUUUzl4 U / . UozU . LZO . oz . np 


Method 


AAT/NAP 




bt art 


IzU /o 


End 


15607 






luyio /o 


Score 


324 




Exons 


*i o n o/ q 1 O O 1 /I 1 OQOO 1 o r o O 


15585. .15607 




GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 




Seq. No. 


47929 


Seq. ID 


OJ000214J)7.0320. 


C25 


Gene No. 


lUzUlo 


Strand 






C 4 . „ 4- 

btart 


i o m o 


End 


15607 




Name 


ATnnnoi / m noon poc „ o +. _ 
OJUUUzl4 U / . U ozU . Czo . O J . tS 


Method 


TBLASTX: Soybean 




ot art 


IZo 4 U 


End 


13079 




H T 


none 


Score 


87 




Exons 


lOQ/lfi i OftTQ 1 O Q R O i qn/l /I 

lZo4 U . . 1 JU / y , IZojJ. . 1jU44, 


12966. .13052 




Seq. No. 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


Gene No. 


lUZUlo 


Strand 






C \ >v4- 

bt art 


1ZU /o 


End 


15607 




Name 


ATnnnoi a m noon poc «>i +-m 


Method 


TBLASTX: Maize 




O 4- — , -w~ 4- 

btart 


1 o Q /I £ 


End 


13214 






none 


Score 


64 




Exons 


1 OQ/1 C 1 onco lOQOQ 1 inOQ 

IZo^D. . loUOZ, IZyZo . . IjUjo, 


13086. . 13214 




Seq. No. 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


Gene No . 


lUZUlo 


Strand 






C 4 , «4- 

bt art 


i o m q 
1ZU / o 


End 


15607 




Name 


/"\*rnnnoi / m noon /^oc o 4-™ 
OJUUUzl4 U/.(JoZL).LZj.OZ.tm 


Method 


TBLASTX: Maize 




C 4 . 4_ 

btart 


1 O O A C 

1 Jz 4 0 


End 


13601 






" none 


Score ■"* 


68 




Exons 


1 O O /I C 1 Offll 1 O O A O 1 O C 1 /I 

1 3 z 4 o . . IodUI/ loiOo .. 13514 , 


13309. .13599 




Seq. No. 


47929 


Seq. ID 


OJ000214_07.0320. 


C25 


Gene No. 


102018 


Strand 






Start 


12078 


End 


15607 




Name 


OJ000214 07.0320.C25.o2. ts 


Method 


TBLASTX: Soybean 




Start 


13260 


End 


13664 




GI 


none 


Score 


234 




Exons 


13260. .13664 









49633 




Seq. No. 


47929 








Seq. ID 


OJ000214_07.0320. 


C25 


Gene No. 


102018 








otrana 






Start 


12078 








T? -r\ /A 


1 c: c nn 
lObU / 




Name 


OJ000214 07 


.0320 


.C25.o2 


tw 


Metnoa 


TBLASTX : Wneat 




O 4- -, 4- 

btart 


13278 














GI 


none 








Score 


DO 




Exons 


13278. .13643, 13326.. 13577 








Seq. No. 


47930 








Seq. ID 


OJ000214_07.0320. 


C2 6 


Gene No . 


102019 








Strand 






C 4- s -w- 4- 

btart 


1861 








End 


3001 




Name 


OJ000214 07 


.0320 


.C26.o2. 


ts 


Method 


TBLASTX: Soybean 




otart 


1811 








End 


2289 




GI 


none 








Score 


62 




Exons 


1811. .1927, 


1939 


. .2073, 


1943 


..2068, 2119. .2289 




oeq. ln o . 


47930 








Seq. ID 


OJ000214_07.0320. 


C26 


Gene No. 


102019 








Strand 






Start 


1861 








End 


3001 




Name 


OJ000214 07 


.0320 


.C26.ol. 


np 


Method 


AAT/NAP 




O 4- — , -w- 4- 

btart 


1835 








End 


3001 




GI 


6630685 








Score 


1191 




Exons 


1835. .3001 














GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716 




[Oryza sativa] 












Seq. No. 


47930 








Seq. ID 


OJ000214_07.0320. 


C26 


Gene No. 


102019 








Strand 






btart 


1861 








End 


3001 




Name 


OJ000214 07 


.0320 


.C26.ol. 


tm 


Method 


TBLASTX: Maize 




btart 


1853 








End 


2519 






none 








Score 


179 




Exons 


1853. .1927, 


1927 


. .2376, 


1.928 


..2353, 2362. .2511, 2376. .2519 


Seq. No. 


47930 








Seq. ID 


OJ000214_07.0320. 


C26 


Gene No . 


102019 








Strand 






04 , „4- 


1861 








End 


3001 




Name 


OJ000214 07 


.0320 


.C26.ol. 


gs 


Method 


GENSCAN 




OH , v- 4- 

otart 


1861 








End 


2798 




bl 


none 








Score 


.5 




Exons 


1861. .2306, 


. 2345 


. .2798 










Seq. No. 


47930 








Seq. ID 


OJ000214JD7.0320. 


C26 


Gene No . 


102019 








Strand 






nj. ^ v-4- 

otart 


1861 








End 


3001 




Name 


OJ000214 07 


.0320 


.C26.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2254 








End 


2696 




bl 


none 








Score 


113 




Exons 


2254. .2376, 


2376 


. .2522, 


2550 


. .2696 






Seq. No. 


47930 








Seq. ID 


OJ000214_07.0320. 


C2 6 


Gene No. 


102019 








Strand 






Start 


1861 








End . 


3001 




Name 


OJ000214 07 


.0320 


,C26.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2326 








End 


2730 




GI 


none 








Score 


115 





49634 



Exons 



2326.. 2376, 2376.. 2726, 2380.. 2730 



Seq. No. 47930 

Gene No. 102019 
Start , 1861 

Name OJ000214_07 . 0320 . C26 . o2 , 

Start 2634 

GI none 

Exons 2634.. 2999, 2647.. 2721, 



tm 



Seq. ID OJ000214_07.0320.C26 
Strand 

End 3001 

Method TBLASTX : Maize 

End 2999 

Score 64 



2703. .2747, 2773. .2997 



Seq. No. 47931 

Gene No. 102020 

Start 60 

Name OJ000214_07 . 0320 .C2 9 . ol . 

Start 60 

GI none 

Exons 60.. 186, 827.. 874, 1120. 

Seq. No'. 47 931 
Gene No. ' 102021 

Start 1659 

Name OJ000214_07 . 0320 . C29 . ol . 

Start 1644 

GI none 

Exons 1644.. 1820, 1647. .1826, 



gs 



1175 



Seq. ID OJ000214_07.0320.C29 
Strand 

End 1175 

Method GENSCAN 

End 1175 

Score . 6 



Seq. ID OJ000214_07.0320.C29 
Strand - • 
1901 

TBLASTX: Maize 
1836 
8 6" 



End 

tm Method 
End 
Score 

1654. .1836 



Seq. No. 47931 

Gene No. 102021 

Start 1659 

Name OJ000214_07 . 0320 . C29 . ol . 

Start 1656 

GI none 

Exons 1656.. 1820, 1657.. 1818 



tc 



Seq. ID OJ000214_07.0320.C29 
Strand 

End 1901 

Method TBLASTX : Cress 

End 1820 

Score 96 



Seq. No. 47931 

Gene No. 102021 

Start 1659 

Name OJ000214_07 . 0320 . C29 . ol . 

Start 1656 

GI none 

Exons 1656.. 1796, 1656.. 1808, 



ts 



Seq. ID OJ000214_07.0320.C29 
Strand 

1901 

TBLASTX: Soybean 
1808 
75 



End 

Method 
End 
Score 
1657. .1800 



Seq. No. " 47931 

Gene No. 102021 

Start 1659 

Name OJ000214_07 . 0320 . C29 . ol . 

Start 1659 

GI 4587589 

Exons 1659.. 1802, 1881.. 1901 

GI Descrip. (AC007232) hypothetical 



np 



Seq. ID OJ000214_07.0320.C29 
Strand 

End 1901 

Method AAT/NAP 

End 1901 

Score 184 



protein [Arabidopsis thaliana] 



Seq. No. 47932 

Gene No. 102022 

Start 1 

Name OJ000224_01 . 0323 . C10 . ol . 

Start 1 

GI 6815052 



np 



Seq. ID OJ000224_01. 0323. C10 
Strand 

End 3172 

Method AAT/NAP 

End 3172 

Score 368 



49635 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..49, 340. .415, 497. .661, 3150. .3172 
(AP001080) hypothetical protein [Oryza sativa] 



47932 

102022 

1 

OJ000224JD1. 0323. C10. o2 . gs 
,2191 
none 

2191. .3135 



■Seq. ID OJ000224_01. 0323. C10 
Strand 

End 3172 

Method GENSCAN 

End 3135 

Score .64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47932 
102022 
1 

OJ000224_01. 0323. C10. o2.np 
2224 
479356 
2224. .3172 

protein kinase PK1 (EC 2.7.1.-), receptor-like 



Seq. ID OJ000224_01:0323.C10 
Strand 

3172 
AAT/NAP 
3172 
810 



End 

Method 

End 

Score 



maize 



47932 

102022 

1 

OJ000224_01. 0323. C10. ol.tc 

2272 

none 



Seq. ID OJ000224_01. 0323. C10 
Strand' 

End 3172 

Method . TBLASTX: Cress 

End 2989 

Score 64 



2272.". 2379, 2435. .2578, 2461. .2577, 2479. .2583, 2594. .2713, 
2602. .2799, 2809. .2988, 2849. .2989 



Seq. No. 47932 

Gene No. 102022 

Start 1 

Name OJ000224JD1 . 0323 . C10 . ol . ts 

Start 2290 

GI none 
Exons 



Seq. ID OJ000224_01. 0323. C10 
Strand 

End 3172 

Method TBLASTX : Soybean 

End 3048 

Score 50 



2290. .2400, 2467. .2583, 2467. .2583, 2596. .2961, 2597. .2656, 
2756.. 2899, 2968.. 3048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47932 

102022 

1 

OJ000224_01. 0323. C10. ol.tm 

2461 

none 



Seq. ID OJ000224_01. 0323. C10 
Strand 

End " 3172 

Method TBLASTX : Mai ze 

End 304 5 

Score 113 



2461. .2967, 2540. .2908, 2930. .2968, 2971. .3045 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



47932 

102022 

1 

OJ000224_01. 0323. C10. ol.tw 

2516 

none 



Seq. ID OJ000224_01. 0323. C10 
Strand 

End 3172 

Method TBLASTX: Wheat 

End 2938 

Score 40 



2516. .2572, 2545. .2784, 2606. .2716, 2629. .2733, 2797. .2937, 
2798. .2938 



Seq. No. 
Gene No. 



47933 
102023 



Seq. ID OJ000224_01.0323. C12 
Strand + 



49636 



Start 2114 End 5397 

Name OJ000224_01 . 0323 . C12 . ol . np Method AAT/NAP 

Start 2114 End 5397 

GI . 1346396 Score 1413 

Exons 2114.. 2172, 3039.. 5397 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR 

gi 1 100913 Ipir | | S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611J (X52384) 
precursor protein jAA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 1611404A receptor protein kinase [Zea 
mays] - 



Seq. No. 47933 Seq. ID 

Gene No. 102023 Strand 

Start 2114 End 

Name OJ000224__01 . 0323 . C12 . ol . gp Method 

Start 4392 End 

GI none Score 

Exons 4392.. 4 613 



OJ000224_01.0323.C12 
+ 

5397 
AAT/GAP 
4613 
436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000224 01.0323.C12 



47933 
102024 
7204 

OJ000224_01. 0323.C12.o3, np 
7204 - ■ 
4680199 
7204. .7415, 8949. .9048 

(AF114171) hypothetical protein [Sorghum bicolor] 



Strand 
End 

Method 

End 

Score 



+ 

9048 
AAT/NAP 
9048 
110 



Seq. No. 


47933 


Seq. ID 


OJ000224_ 


_01.0323.C12 


Gene No. 


102024 


Strand 


+ 




Start 


7204 


End 


9048 




Name 


OJ000224 01.0323.C12.o4 .np 


Method 


AAT/NAP 




Start 


7414 


End 


9048 




GI 


5734709 


Score 


168 




Exons 


7414. .7874, 8958. .9048 








GI Descrip. 


(AC008075) Contains " PF| 00069. 
[Arabidopsis thaliana] 


Eukaryotic 


protein 


kinase domain 



Seq. No. 47933 

Gene No. 102025 

Start 6093 

Name OJ000224_01 . 0323 . C12 . o2 

Start 3361 

GI none 

Exons 3361.. 3426, 3421.. 3657, 

Seq. No. 47933 

Gene No. 102025 

Start - 6093 

Name OJ000224_01 . 0323 . C12 . ol 

Start 3424 

GI none 

Exons 3424.. 3510, 3736.. 3870, 
4851. .5015, 5035. .5160, 



Seq. ID OJ000224_01.0323.C12 
Strand 

End 6637 ■ 

.tm Method TBLASTX : Maize 

End 3657 

Score 63 
3432. .3515, 3562. .3657 

Seq. ID OJ000224_01.0323.C12 
Strand 

End 6637 

.tc Method TBLASTX : Cress 

End 5180 

Score 73 
4647.. 4754, 4648. .4806, 4825. .5016, 
5043. .5180 



49637 




beq. no. 


4 / y J O 




Seq. ID 


OJ000224 


U 1 . U Jzo . LIZ 


Gene No. 


102025 




Strand 






Start 


6093 




End 


6637 




Name 


UJUUUZZfi Ul t U J . LIZ .ox 


. tm 


Method 


TBLASTX : 


Mai ze 


bt art 


4 b4 0 




End 


5334 




P T 

bl 


none 




Score 


124 




Exons 


a CA c; /i7Q/| /IQ"3"3 cnni 
4 b4 3 . .4 / y 4 , 4 o 00 . . DUU J/ 


A Q1A 
4 O 04 . 


.5007, 5031.. 5168, 


jU jo . . jl by , 




jZZ 1 . . 0 J 04 










oeq. INO . 






Seq. ID 


OJ000224 


ni n*39"3 pio 
U 1 . u jz j .Liz 


Gene No. 


102025 




Strand 






Start 


6093 




End 


6637 




Name 


VJJUUUZZ4 U1.UjZj.L1Z.01 


. ts 


Method 


TBLASTX: 


Soybean 




A £\A R 
4 o4 j 




End 


5334 




p t 
(jl 


none 




Score 


134 




Exons 


/I £/1 c. AHQA A£A1 Al£.£. 
4b4j..4/:74, 404/..4/bO, 


A Q 1 Q 


.5007, 4836. .5003, 


OUjo. .0004, 




D U 4 b . . Jl JJ 










Seq. *No. 


47933 




Seq. ' ID 


OJ000224 


_01.0323.'C12 


Gene No. 


102025 




Strand 






oiart 


bu y o 




End 


6637 




Name 


UJUUUZZ4 Ul.UJZJ.tlZ.Ol 


4- r t 

. tw 


Method 


TBLASTX: 


wneat 


C -( i v-4- 

otart 


4 boo 




End 


5076 




P T 


none 




Score 


157 




Exons 


yi/-/rc /iiqc Aaaa a n an 
4bbo..4/yb, 4bbb..4/y/, 


A Q 1 c; 
4 o 1 3 . 


.5018, 4816. .5019, 


OU 1 / . . 50 / b 


beq. no. 


4 / y O O 




Seq. ID 


OJ000224 


Ul . Ooz o . Clz 


Gene No. 


102025 




Strand 






Start 


6093 




End 


6637 




Name 


UJUUUZZ4 Ul . UjZ J . LIZ . OZ , 


.np 


Method : 


AAT/NAP 




bt art 


buyo 




End 


6637 




P T 
Ll 


do j^jo j 




Score 


175 




Exons 


bUyO,.blb4, d4DJ . . DDJ / 










GI Descrip. 


(Aruuuo j / ) nypotneticai 


protein [Oryza 


sativa] 




beq. no. 


4 / y 04 




Seq. ID 


OJ000224 


Ul . Uoz o . Ll o 


Gene No.. 


102026 




Strand 


+ 




Start 


1698 




End 


1820 




Name 


OTnnn994 ni n^9^ pi ^ r\i 

UUUUUZZfi UI.UjZj.LIj.OI. 


.np 


Method 


AAT/NAP 




b t art 


1 CQQ 

i by o 




End 


1820 




P T 

li 


by o jo b4 




Score 


76 




Exons 


i b y o . .lozu 










bi uescrip. 


t/\rUUiiboj nypotneticai 


protein [Oryza 


sativa] 




beq . no . 


4 / y j j 




Seq. ID 


OJ000224 


_01.0323.C14 


Gene No . 


lUzUz / 




Strand 


+ 




b tart 


JJJ 




End 


13141 . 




Name 


OJ000224 01.0323.C14.ol. 


,gs 


Method 


GENS CAN 




Start 


553 




End ■ 


13141 




P T 


none 




Score 


.43 




Exons 


553. .590, 856. .1031, 31E 


J9..3236, 3548. 


.3637, 3674. .4175, 




4890. .5014, 5957. .6223, 


6298. 


.6539, 68: 


27 . . 6944, 


7512. .7981, 




8124. .8178, 8254. .8388, 


8431. 


.9536, 9600. . 11051 


, 11085.. 112C 




1124 7. .124 53, 12505. . 13141 








Seq. No. 


47935 




Seq. ID 


OJ000224 


_01.0323.C14 


Gene No. 


102027 




Strand 


+ 





49638 



Start 
Name 
Start 
GI . 
Exons 

GI Descrip. 



553 End 13141 

OJ000224_01 . 0323 . C14 . ol . np Method AAT/NAP 
3748 End 13138 

7228457 Score 8816 

374 8. .4114, 7 600. .9536, 9600. .104 34, 10557. .11521, 11588. .13138 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza ' 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47935 Seq. ID 

102028 Strand 

15569 End 

OJ000224_01 . 0323 . C14 . o3 . np Method 

15569 End 

6907087 Score 



OJ000224_01.0323.C14 
+ 

17483 
AAT/NAP 
17483 
1098 



15569. .16056, 16126 .. 16223, 16360 .. 16831, 17382. .17483 
(AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene hypothetical protein [Oryza 
sativa] 



Seq. No. 47935 Seq. ID OJ000224_01 . 0323 . C14 

Gene No. 102029 Strand +' 

Start 17948 End 18331 

Name OJ000224__01 . 0323 . C14 . o2 . gp Method AAT/GAP 

Start 17948 End 18331 

GI uC-osflcyp033a04bl Score 657 

Exons 17948.. 18331 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 47935 

Gene No. 102030 

Start 19590 

Name OJ000224_01 . 0323 . C14 . o4 , 

Start 19590 

GI none 

Exons 19590. .20756 - 



gs 



Seq. ID OJ000224_01.0323.C14 

Strand + 

End 20817 

Method GENSCAN 

End 20756 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47935 

102030 

19590 

OJ000224_01.0323.C14 .oS.np 

19621 

6983860 

19621. .20478, 20682 . .,20817 
(AP001168) Similar to 22 kDa 
.(AF061282) [Oryza sativa] 

47935 

102031 

13775 

OJ000224_01. 0323.C14.o5.tw 

7826 

none 

7826. .7873, 7880. .7978, 7885. 



Seq. ID OJ000224_01.0323.C14 

Strand + 

End . 20817 

Method AAT/NAP 

End 20817 

Score 647 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Wheat 

End 8218 

Score 58 
.7977, 7945-. .8184, 7961.. 8218 



Seq. No. 



47935 



Seq. ID OJ000224 01.0323.C14 



49639 



Gene No. 102031 Strand 

Start 13775 End 

Name OJ000224_01 . 0323 . C14 . o5 . tm Method 

Start 7831 End 

G-I none Score 

Exons 7831.. 8115, 7868.. 8116 



19830 

TBLASTX: Maize 

8116 

196 



Seq. No. 47935 

Gene No. 102031 

Start 13775" 

Name OJ000224__01 . 0323 . C14 . o3 . tw 

Start 8957 

GI none 
Exons 



Seq. ID OJ000224._01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Wheat 

End 14664 

Score 405 



8957. .9130, 8958. .9443, 9152. .9412, 14473. .14664 



Seq. No. 47935 

Gene No. 102031 

Start 13775 

Name OJ000224_01 . 0323 . C14 . ol . tw 

Start 9607 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 
Method - TBLASTX : Wheat 
End 10070 
Score 583 



9607.. 9765, 9608.. 10063, 9609.. 10070, 9609.. 10064 



Seq. No. 47935 

Gene No. 102031 
Start' ' * 13775 

Name OJ000224_01 . 0323 . C14 . o2 . ts 
Start ~ 9648 

GI none 

Exons 9648.. 9872, 9849.. 10013 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX: Soybean 

End 10013 

Score 114 



Seq. No. 47935 

Gene No. 102031 

Start 13775 

Name OJ000224_01 . 0323 . C14 . ol . tm 

Start 9738 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Maize 

End 10094 

Score 385 



9738. .10094, 9773. .10084, 9789. .10094 



Seq. No. 47935 

Gene No. 102031 

Start 13775 

Name OJ000224_01 . 0323 . C14 . o3 . tm 

Start 10121 

GI none 

Exons 10121. . 10486, 10122.. 10505 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX: Maize 

End 10505 

Score 357 



Seq. No. 47935' ■ 

Gene No. 102031 .. 

Start 13775 

Name OJ000224_01 . 0323 . C14 . o2 . tw 

Start 10178 

GI none 

Exons ' 10178. .10591, 10179.. 10598 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Wheat 

End 10598 

Score 489 



Seq. No. 
Gene No. 



47935 
102031 



Seq. ID OJ000224_01.0323.C14 
Strand 



49640 



Start 
Name 
Start 
GI 

Exons 



13775 End 

OJ000224_01.0323.C14 .ol.ts Method 

10257 End 

none Score 
10257. .10628, 10274 104 17 ■■ 



19830 

TBLASTX: Soybean 

10628 

279 



Seq. No. 47935 Seq. ID 

Gene No. 102031 Strand 

Start 13775 End 

Name OJ000224_01 . 0323 . C14 . 08 . tw Method 

Start 11348 End 

GI none Score 
Exons 



OJ000224_01.0323.C14 
19830 

TBLASTX: Wheat 

11734 

146 



11348. .11500, 11351. .11587, 11362 .. 11691 , 11424 .. 11576, 
11561. .11734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47935 

102031 

13775 

OJ000224_01.0323.C14 .o2.tm 

12008 

none 



Seq. ID OJ000224_01.0323.C14 
Strand 

End ,19830 

Method TBLASTX : Mai ze 

End 12340 

Score 366 



12008. .12331, 12037. .12318, 12128. .12340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47935 

102031 

13775 

OJ000224_01 . 0323.C14 .o4 . tw 

12145 

none 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Wheat 

End 12526 

Score 371 



12145. .12201, 12146. .12526, 12242 .. 12487 , 12247. .12492 



Seq. No. 47935 

Gene No. 102031 

Start 13775 

Name OJ000224_01 . 0323 . CI 4 . o7 . tw 

Start 12527 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method TBLASTX : Wheat 

End 13129 

Score 260 



12527. . 12811, 12531. .12590, 12532. .12 630, ■ 12670 ... 12810 , 
13003. .13125, 13004.. 13129 



Seq. No. 47935 . Seq. ID 

Gene No. 102031 Strand 

Start 13775 End 

Name OJ000224_01 . 0323 . C14 . 06 . tm Method 

Start 12998 End 

GI none Score 

Exons 12.998. .13165, 13003.. 13179 



OJ000224_01.0323.C14 

19830- " 
TBLASTX : Maize 
13179 
195 



Seq. No. .. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 

GI Descrip. 



47935 

102031 

13775 

OJ000224_01.0323.C14 .o2.np 

13775 ■ 

5803259 



Seq. ID OJ000224_01.0323.C14 
Strand 

End 19830 

Method AAT/NAP 

End 17939 

Score 1461 



13775. . 14836, 15630 .. 15921, 15956 .. 1 6266, 164 8 9 .. 1 6895, 
17833. . 17939 

(AP000399) hypothetical protein [Oryza sativa] 



49641 




Seq. No. 


47935 * 


Seq.-ID 


OJ000224 


_01 


.0323 


-C14 


(~* c± NT /~\ 

bene lno . 




Of v- 3n H 

birana 










otart 


1 J / / J 


TP rA 


lyoou 








Name 


ujuuuzzfi ui . u jz j . bl 4 . Oj . gs 


\J[ 4~ V*\ x*\ 

Mernoa 


bfcjJMbbAJN 








btalt 






i / yoo 








bl 


none 


Score 


. yy 








C 1 V"\ V> f 


1*7 "57^ 1 1 7QOQ 1 1QQQ 












Seq. No. 


47935 


Seq. ID 


OJ000224 


_01 


.0323 


.C14 


Gene No. 


102031 


Strand 










o tar l 


13775 


End 


19830 " 








Name 


OJ000224 01.0323.C14.o4.np 


Method 


AAT/NAP 








otart 


17877 


End 


19830 








bl 


4680186 


Score 


206 








Exons 


17877. .18099, 19807.. 19830 












bi uescrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 








Seq. No. 


47935 


Seq. ID 


OJ000224 


_01 


0323 


C14 


bene ino . 


102032 


Strand 










btart 


19812 


End 


20351 








Name 


OJ000224 01.0323.C14.o6.tw 


Method 


TBLASTX : 


Wheat 




OH i v- 4- 

otart 


19812 


End 


20171 








n t 
bl 


none 


Score 


281 








Exons 


19812. .20171, 19814.. 20167 












Seq. No. 


47935 


Seq. ID 


OJ000224 


_01 


0323 


C14 


Gene No. 


102032 -* ; 


Strand 










O ^ i v~ 4- 

otart 


19812 


End 


ZVODL 








Name 


OJ000224 01.0323.C14 .o4 . tm 


Method 


TBLASTX : 


Maize 




Of- ~> »-+- 

btart 


20052 


End 


20351 








C T 


none 


Score 


227 








Exons 


20052. .20351, 20066.. 20155 












oeq. in o . 


47936 


Seq. ID 


OJ000224 


_01. 


0323 


C15 


Gene No. 


102033 


Strand 










Start 


1 


End 


2437 ■ 








Name 


OJ000224 01.0323.C15.ol.gp 


Method 


AAT/GAP 










1 


.End 


61 ■ 








bl 


uC-osflM202074a03al 


Score 


114 








Exons 


1..61 












GI Descrip. 


• 4521194 /dbj IAB013613.il AB013613 4 . Oe- 


38 Oryza 


sativa DNA, 




centromere sequence RCB11* 












Seq. No. . 


47936 


Seq. ID 


OJ000224 


_01. 


0323. 


C15 


Gene No. 


102033 


Strand 










otart 


1 


End 


2437 








Name 


OJ000224 01.0323.C15.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


2437 








GI 


5803259 


Score 


3295 








Exons 


1..764, 849. .1078, 1176. .2437 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47936 


Seq. ID 


OJ000224 


_01. 


0323. 


C15 


Gene No. 


102033 


Strand 










Start 


1 


End 


2437 








Name 


OJ000224 01.0323.C15.ol.gs 


Method 


GENSCAN 









49642 



btart 


y / 


hna 


O A O T 

Z 4 o / 


bl 


none 


Score 


Q 

. y 


Exons 


y / . . i u / o 11 / D. / 






oeq . ino . 


A 7 Q "3 £ 


oeq. iu 


(J J UUUZZ4 


Gene No. 


102034 


Strand 




Start 


3074 


End 


3199 


Name 


UUUUU^Z'l Ui.UjiJ.tlJ.OZ 


. np LYieunoo 




O Lai L 


o ri 7 /I 




o i y y 




/ DZOOlZ 


Score 


i n o 


Exons 


^>nn A Ol QQ 

jU / ^! . . jiyy 






GI Descrip. 


(AruuiDooj nypocneticai 


protein [Oryza 


• 

sat iva J 


oeq. IN o . 


A n q o n 


oeq . l u 




Gene No. 


102035 


Strand 


+ 


Start 


1 


End 


81 


Name 


OJ000224 01.0323.C16.ol. 


. np Method 




btari 


1 


End 


Q 1 
O 1 




5042454 


Score 


Q Q 
O O 


Exons 


1. .81 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat i va J 


Seq. No. 


47937 


Seq. ID 


OJ000224 


Gene No. 


102037 - 


Strand 


+ 


Start 


1 


End 


5200 


Name 


OJ000224 01.0323.C16.o3. 


, np Method 


AAT/NAP 


Start 


1 ... 


"'End 


3352 


GI 


81286 * 


Score 


126 



Exons. 1..78, 2386.. 2929, 3232.. 3352 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 47937 

Gene No. . 102037 

Start 1 

Name OJ000224_01 . 0323 . C16 . ol . gs 

Start 24 28 ' 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C16 

Strand + 

End 5200 

Method GENSCAN 

End 5200 . 

Score .45 



2428. .2575, 3232. .3500, 4094. .4227, 5127. .5200 



OJ000224__01.0323.C17 
+ 

727 

AAT/NAP 
697 ' 
604 



Seq. No. 47938 Seq. ID 

Gene No. 102038 Strand 

Start 1 End 

Name OJ000224_01 . 0323 . C17 . ol . np Method 

Start 1 End 

GI 1346396 Score 

Exons 1. .697 

GI Descrip. PUTATIVE RECEPTOR PROTEIN KINASE ZMPK1 PRECURSOR . 

gi I 100913 | pir | | S10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb I CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi I 224 36 | emb | CAA47 962 | (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf | | 16114 04A receptor protein kinase [Zea 
mays] 



Seq. No. 
Gene No. 



47938 
102038 



Seq. ID OJ000224_01.0323.C17 
Strand + 



49643 



Start 
Name 
Start 
GI 

Exons 



OJ000224_01. 0323.C17.ol.tc 

2 

none 



End 

Method 
End 

Score • 



727 

TBLASTX: Cress 

640 

112 



2".. 112, 125. .319, 136. .327, 334. .474, 344. .460, 542. .640 



End 

Method 

End 

Score 



Seq. No. 47938 

Gene No. 102038 

Start 1 

Name OJ000224_01 . 0323 . C17 . ol . tm 

Start 5 

GI none 

Exons 5. .460, 12. .101, 109. .381 

Seq. No. 47938 

Gene No. 102038 

Start 1 

Name OJ000224JD1 . 0323 . C17 . ol . ts 

Start 5 

GI none 

Exons 5. .139, 119. .460, 277. .462, 277. .381 



Seq. ID OJ000224_01.0323.C17 
Strand + 

727 

TBLASTX: Maize 
460 
366 



Seq. ID OJ000224_01.0323.C17 

Strand + 

End 727 

Method TBLASTX : Soybean 

End 4 62 

Score 143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47938 

102038 

1 

OJ000224_01. 0323.C17.ol.tw 
5 

none 



5. .127, 16. .54, 121. .405, 132. .335, 137 



Seq. ID OJ000224_01.0323.C17 

Strand + 

End 727 

Method TBLASTX: Wheat 1 

End 405 

Score 150 

376 



47938 

102038 

1 

OJ000224_01.0323.C17.ol.gs 
.32 
none 
32. .727 



Seq. ID OJ000224_01.0323.C17 

Strand + 

End 727 

Method GENSCAN 

End 727 

Score .74 



Seq. No. 47939 Seq. ID 

Gene No. 102039 Strand 

Start 922 End 

Name OJ000224_01 . 0323 . C18 . ol . gs Method 

Start 922 End 

GI none Score 
Exons 



OJ000224_01.0323.C18 
+ 

2135 
GENSCAN 
2135 
.64 



922. .1106, 1818. .1855, 1947. .1972, 2013. .2135 



Seq. No/ 47940 

Gene No.* 102040 

Start 140 

Name OJ000224_01 . 0323 . C19 . ol . gs 

Start 140 

GI none 
Exons 



Seq. ID OJ0.00224_01.0323.C19 

Strand + 

End 6236 

Method GENSCAN 

End 6041 

Score .47 



140. .322, 346. .428, 565. .665, 711. .846, 868. .1796, 1820. .1957, 
2010. .2521, 2654. .2791, 2828. .2951, 3006. .3300, 3345. .3902, 
3929. .6041 



Seq. No. 



47940 



Seq. ID OJ000224_01.0323.C19 



49644 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102040 Strand + 

140 End 6236 

OJ000224_01. 0323.C19.ol.np Method AAT/NAP 

175 End 6236 

7228457 Score " 6255 

175.. 620, 694. .2536, 2600. .3442, 3565. .4443, 4510. .4822, 

4864. .6037, 6216. .6236 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 47940 

Gene No. 102040 

Start 140 

Name OJ000224_01 . 0323 .C19 . o4 . tm 

Start 883 

GI none 

Exons 883.. 1131, 884. -.1132 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Maize 

End 1132 

Score 189 



Seq. No. 47 94 0 

Gene No. 102040 

Start 140 

Name OJ000224_01 . 0323 .CI 9 . 06 . tw 

Start 892 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Wheat 

End 1234 

Score 110 



J92..1002, 896. .994, 976. .1200, 977. .1234 



Seq. No. 47940 

Gene. No. 102040 

Start 140 

Name OJ000224JD1 . 0323 . CI 9 . o3 . tw 

Start 1969 

GI none 
Exons 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Wheat 

End 2500 

Score 408 



1969. .2142, 1970. .2500, 1970. .2398, 2164. .2424 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47940 

102040. 

140 

OJ000224_01. 0323.C19.ol.tw 

2607 
none 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Wheat 

End 3079 

Score 80 



2607. .2765, 2609... 2773, 2816. .3037, 2819. .3079, 2836. .3078 



Seq. No. 47940 

Gene No. 102040 

Start 140 

Name OJ000224_01 . 0323 . CI 9 . o2 . tm 

Start 2819 

GI none 

Exons 2819.. 3103, 2827.. 3093 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Mai ze 

End 3103 

Score 338 



Seq. No. 47940 

Gene No. 102040 

Start 140 

Name OJ000224_01 . 0323 . CI 9 . o3 . tm 

Start 3130 

GI none 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Mai ze 

End 3513 

Score 287 



49645 



Exons 


313U . .3414, 


31J1 


. . 34 ID , 


"3 A A "3 

34 U3 


Seq. No. 


47940 








Gene No. 


102040 










i a n 

1 f± u 








Name 


r\ Tnnn oo/i at 
UJUUUz:Z4 Ul 




pi Q ~ A 

. uiy . oz 


. tw 


Start 


JlOO 








GI 


none 








Exons 


jio o . . Jfiuy , 




. . j4 Uo , 


jt UU 


Seq. No. 


47940 








Gene No. 


102040 








btart 










Name 


/^TAAAAO/1 AT 

OJ000224 01 


. U323 


T A T 

. ciy . oi 


. t s 


Start 


32oO 








GI 


none 








Exons 


o^oo . . J4uy , 




. . o4 Uo , 


04 UD 


Seq. No. 


47940 








Gene No. 


102040 








btart 


14 U 








Name 


/^TAAAAO^ AT 

OJ000224 01 


. U323 


. ciy . OO 


. tw 


Start 


3972 








GI 


none 








Exons 


j y / 2 . . 4 1 y o , 


/Ayl A 

4 U4 U 


/I 1 AC 

. . 4 1 y b , 


a n c a 
4 U DO 


Seq. No. 


47940 








Gene No. 


102040 








b tar z 


1 4 U 








Name 


OJ0U0224 01 


. 032 J 


OTA — A 

. ciy . 02 


. t S 


Start 


4 095 








GI 


none 








Exons 


4 Uyo . . 4 zUo , 


4 Zo4 


/i con 
. . 4 OZU 




Seq. No. 


47940 








Gene No.- 


102040 








Start 


14 0 








Name 


/-\ TAAAOO 71 AT 

OJ0UU224 Ul 


A "3 O *3 

. U323 


OTA a O 

. ciy . oo 


. tw 


Start 


/I /I C T 

4 4 bl 








GI 


none 








Exons 


>i /i £ i Anon 
4 4 bl . . 4 /2 / 








Seq. No. 


47940 








Gene No. 


102040 








Start 


T /I A 

14 0 








Name 


/™\ T A A A A O >1 AT 

OJ000224 01 


A O n 1 

. 0323 


. C19 . ol 


. tm 


Start 


4 971 








GI 


none 








Exons 


/ ATI C O A /I 

4 y / 1 . . ozy4 , 


^ ooo 

4 yb o , 


. . D2o 4 




beq. no. 


4 / y 4 u 








Gene No. 


102040 








Start 


140 








Name 


OJ000224 01 


.0323. 


.C19.o4. 


. tw 


Start 


5108 








GI 


none 








Exons 


5108. .5503, 


5109, 


. .5489 





.3513 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_01.0323.C19 
+ 

6236 

TBLASTX: Wheat 

3611 

279 



,3606, 3426. .3611 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3636 

Seq. ID 
Strand 
End 

Method 
End * 
Score 



OJ000224_01.0323.C19 
+ 

6236 

TBLASTX: Soybean 

3636 

154 



OJ000224_01.0323.C19 
+ 

6236 

TBLASTX: Wheat 
4421 
227 

.4202, 4269. .4421, 4280. .4420 

Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Soybean 

End 4520 

Score 8 9 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End*" 6236 

Method ■-' TBLASTX : Wheat 

End 4727 

Score 198 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End - 6236 

Method TBLASTX : Mai ze 

End 5294 

Score 356 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX: Wheat 

End 5503 

Score 395 



49646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47940 

102040 

140- 

OJ000224_01.0323.C19.o7.tw 

5505 

none 



Seq. ID OJ000224_01.0323.C19 

Strand + 

End 6236 

Method TBLASTX : Wheat 

End 6038 

Score 251 



5505. .5780, 5516 5581 ,■ 5633 .. 5782, 5898... 5936, 5967. .6038 



Seq. No. 47941 

Gene No. 102041 

Start 120 

Name OJ000224_01 . 0323 . C20 . ol . gs 

Start 120 

GI none 

Exons 120. .397, 1228. .1250, 1512. .1572, 1704. .1815, 2235. .2424, 
2845.-2924, 3018. .3111, 3249. .3469 



Seq. ID OJ000224_01.0323.C20 

Strand + 

End 3469 

Method GEN SCAN 

End 3469 

Score .63 



Seq, No. 4 7 941 

Gene No. ' 102042 

Start 4946 

Name OJ000224JD1 . 0323 . C20 . ol . gp 

Start 4946 

GI uC-osflcyp088bl2bl 

Exons . 4946. .5058 

GI Descrip. 1 5257255/dbj | AP000364'. 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ000224_01.0323.C20 

Strand + 

End 5058 

Method AAT/GAP 

End 5058 

Score 166 



Seq. No. 


47941 








Seq. ID 


OJ000224 


_01.0323 


.C20 


Gene No. 


102043 








Strand 








Start 


3700 








End 


4860 






Name 


OJ000224 01 


.0323, 


.C20.o2 


.gs 


Method 


GENSCAN 






Start 


3700 








End 


4860 






GI 


none 








Score 


.52 






Exons 


3700. .3779, 


3934, 


. .3982, 


4271. 


.4316, 4330. .4448, 


4831. .4! 


360 


Seq. No. 


4794 r \ . 








Seq. ID* 


OJ000224 


_01.0323 


.C20 


Gene No. 


102044 








Strand 








Start 


6026 








End 


9339 






Name 


OJ000224 01 


.0323, 


.C20.ol 


. np 


Method 


AAT/NAP 






Start 


6005 








End 


9339 






GI 


6907089 








Score 


2003 






Exons 


6005. .6676, 


6782, 


. 6988, 


7082. 


.9339 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47941 








Seq. ID 


OJ000224 


_01.0323 


.C20 


Gene No. . 


102044 








Strand 








Start 


6026" 








End 


9339 






Name 


OJ000224 01 


.0323. 


X20.o3 


.gs 


Method 


GENSCAN 






Start 


6026 








End 


9330 






GI 


none 








Score 


. 63 






Exons 


6026. .7258, 


7418. 


, .7570, 


7851. 


.7950, * 8067. .8188, 


8197. .9330 


Seq. No. 


47942 








Seq. ID 


OJ000224_ 


_01.0323, 


.C21 


Gene No. 


102045 








Strand 


+ 






Start 


4327 








End 


4509 






Name 


OJ000224 01 


.0323. 


C21.o2 


. gs 


Method 


GENSCAN 







49647 



Start 
GI 

Exons 



4327 
none 

4327. .4509 



End 
Score 



.4509 
.85 



Seq. No. 
Gene No. 
Start 
Name 
Start ■/ 
GI "* 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47942 Seq. ID 

102046 Strand 

6491 End 
OJ000224_01 . 0323 . C21 . o2 . np Method 

64 91 End 

6907106 Score 

6491. .6625, 6838. .7146, 7179. .7400, 



OJ000224_01.0323.C21 
+ 

7642 
AAT/NAP 
7642 
401 
7474 . .7642 



(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47942 Seq. ID 

102047 Strand 

969 End 
OJ000224_01 . 0323 . C2 1 . ol . gs Method 

969 End 

none Score 
969. .3428 



OJ000224_01.0323.C21 

3440 
GENSCAN 
3428 
1 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



47942 Seq. ID OJ000224_01 . 0323 . C21 

102047 Strand 

969 End 3440 

OJ000224_01.0323.C21.ol.np Method AAT/NAP 

999 End 3440 

1346396 Score 1445 

999. . 2384, 2411. .3440 

PUTATIVE RECEPTOR PROTEIN 'KINASE ZMPK1 PRECURSOR 

gi I 100913 | pir | | S10930 probable receptor . protein kinase (EC 

2.7.1. -) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi | 226927 | prf || 16114 04A receptor protein kinase [Zea 
mays] 



-47942 

102048 

4965 

OJ000224_01.0323.C21.ol.tm 

1044 

none 

1044. .1175, 1227. .1358, 1243. 
1599. .1748, 1767. .1841 

47942 

102048 

4965 

OJ000224_01.0323.C21.ol. tc 

1227 

none 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ000224_01.0323.C21 
10436 

TBLASTX: Maize 

1841 

63 



1365, 1389. .1562, 1393. .1563, 



Seq. ID OJ000224_01.0323.C21 
Strand 
End . 
Method 
End 
Score 



10436 

TBLASTX: Cress 

3005 

96 



1227. .1361, 1228.. 1362, 1392.. 1556, 1393 1548, ■ 1596. . 1814, 
1660. .1743, 1797. .1895, 2934. .3005 



47942 
102048 



Seq. ID OJ000224_01.0323.C21 
Strand 



49648 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



4965 

OJ000224_01. 

1242 

none 

1242. . 1358, 

47942 

102048 

4965 

OJ000224_01. 

1320 

none 

1320. .1379, 

47942 

102048 

4965 

OJ000224_01. 

2757 

none 

2757. .2981, 

47942 

102048 

4965 

OJ000224_01. 
3066 

none ' ; 
3066. .3239, 

47942 

102048 

4965 

OJ000224_01. 

4965 

none 

T--4-965. .5093, 
9525. .9551, 

47943 

102049 

505 

OJ000224_01. 

505 

none 

505. .588 



End 10436 

, 0323 . C2 1 . ol . t s Method TBLASTX : Soybean 

End 1844 

Score 4 9 

1315. .1359, 1380. .1577, 1393. .1536, 1578. .1844 

Seq. ID OJ000224_01.0323.C21 
Strand 

End 10436 

0323 . C2 1 . ol . tw Method TBLASTX : Wheat 

End 1727 

Score 192 
1377. .1559, 1378. .1572, 1596. .1727, 1597. .1725 

Seq. ID OJ000224_01.0323.C21 
Strand 

End 10436 

0323 . C2 1 . o2 . tm ' Method TBLASTX : Maize 

End ,..3062 

Score 74 
2761. .2850, 2902. .2982, 2988. .3062 

Seq. ID OJ000224_01.0323.C21 
Strand 

End 10436 

0323.C21.o2.ts Method TBLASTX : Soybean 

End 3329 

1 Score 110 

3216. .3329 

Seq. ID OJ000224_01.0323.C21 
Strand 

End 10436 

0323.C21 .o3.gs Method GENSCAN 

End 10436 

Score .55 
6385.. 6539, 6581 . . 7180, 7721.. 7924, 9201.. 9288, 
9989.. 10134, 10388. .10436 

Seq. ID OJ000224_01.0323.C24 
Strand 

End 588 

0323.C24 .ol.gs Method GENSCAN 

End 588 



Score 



,86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



"47 94 4 
102050 
1005 

OJ000224_01. 

1005 

none 

1005. .2100 



0323. C26. ol.gs 



Seq. ID OJ000224_01.0323.C26 

Strand + 

End 2116 

Method GENSCAN 

End 2100 



Score 



,56 



Seq. No. 
Gene No. 



47944 
102050 



Seq. ID OJ000224_01.0323.C26 
Strand + 



49649 



Of -i yf 

btart 


1UU j 






End 


2116 




Name 


UJUUUZZ4 Ul 


. U o/. O . bZb . Ol , 


. ts 


Method 


TBLASTX : 


Soybean 


Of -4 vf 

o tart 


1U1 / 






End 


1352 




bl 


none 






Score . 


123 




Exons 


1U1/..11/Z, 


1 ncc lice 
lUOO . . 1 1 bo, 


lib / . 


..1352, 1185. .1310 




beq. no. 


h i y ^ 4 






Seq. ID 


OJ000224 


__U1 .Uj^j 


Gene No. 


102050 






Strand 


+ 




Start 


1005 






End 


2116 




Name 


UJUUUZZ4 Ul 


.0323.C26.ol. 


np 


Method 


AAT/NAP 




Of v-f 

btart 


1 HOC 

iuyo 






End 


2116 




bl 


zoyoUb / 






Score 


718 




Exons 


iuyo . . 4.11b 












GI Descrip. 


/ 7\ TO. fl1 yl QC\ 

tAJUUlft oo) 


Ser/Thr protein kinase [Zea 


mays] 




Seq. No. 


47944 






Seq. ID 


OJ000224 


_01.0323 


Gene No. 


102050 






Strand 


+ 




OH i 

b t a r.t 


1UUD 






End 


2116 




Name 


OJUUU.ZZ4 Ul 


.0323.C26.ol. 


tm 


Method 


TBLASTX: 


Ma i z e 


btart 


loU4 






End 


1610 




C T 

bl 


none 






Score 


65 




Exons 


loU4 . . lo ID, 


1305. .1373, 


1352. 


.1468, 1365. .1610, 


13oi . . 1 i 


beq. no. 


4 / y 4 0 






Seq. ID 


OJ000224 


r\ -i A O O O 

01 . 


Gene No. 


102051 






Strand 


+ 




Start' 


1 






End 


438 




Name 


OJ000224 01 


.0323.C27.ol. 


np 


Method 


AAT/NAP 




Of -N«f 

btart 


1 






End 


4 08 




C T 


479356 






Score 


247 




Exons 


1. .408 












GI Descrip. 


protein kinase PK1 (EC 2 


:.7.1. 


-), receptor-like 


— ma i z e 


Seq. No. 


47945 






Seq. ID 


OJ000224 


_01.0323 


Gene No. 


102051 






Strand 


+ 




Of 3 yf 

btart 


1 






End 


438 




Name 


OJ000224 01 


.0323.C27.ol. 


gs 


Method 


GENSCAN 




b tart 


76 






End^ 


438 




bl 


none 






Score 


.59 




Exons 


76. .438 












Seq. No. 


47945 






Seq. ID 


OJ000224 


_01.0323, 


Gene No. 


102052 






Strand 






Of- i yf 

b t art 


1343 






End 


1765 




Name 


OJ000224 01 


.0323.C27.o2. 


gs 


Method 


GENSCAN 




bt art 


1343 






End . 


1765 




bl 


none 






Score 


.89 




Exons 


1343. .1765 












Seq, No. 


47946 






Seq. ID 


OJ000224 


02 . 0322 . 


UCllC IN • 


102053 






Strand 


+ 




Start 


1 






End 


1422 




Name 


OJ000224 02 


.0322.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1422 




GI 


6742729 






Score 


2090 




Exons 


1. .1422 












GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 







49650 




Seq. No. 


47946 




Seq. ID 


OJ000224_02.0322.C1 


Gene No. 


102053 




Strand 


+ 




± 






1/19 9 


Name 


C\1(\C\C\00A H9 0^99 PI 






C IT M C P Zi "NT 




Qp "~ 
y o 






i n a n 

1 U ft u 




none 




Score 


A 0 


Exons 


Z/O. . J. / O , 4U J . . J. U *± U 








o e q • in o . 


47946 




oeq . i u 


PTnnn99/i no n-399 pi 


Gene No. 


102054 




Strand 




Start 


1364 




End 


2894 


Name 


OJ000224 02.0322.Cl.o2.tw 




fJc CI 1(JU 


TRT A QTV • TA7Vioa f- 
1 tDLtrxO 1 A . Hilcat 


Q+- 3 r*+- 


194 








PT 


none 




Score 


7 Q 


tiXons 


194. .244, 195. .257, 243. .485, 


9 £^ A Q A 
ZOO. * HOH 


01 A AQfc M C cqq 




518. .598, 519. .599 








OcCJ. 1NO . 


* 47946 




Seq. ID 


OJ000224_02.0322.C1 


ucllc JNO . 


102054 




Strand 




Q 4- 2 r\~ 

OT-a.iL 


• 1364 




End 


2894 


Name 


OJ000224 02.0322.Cl.ol.tw 




Method 


TBLASTX: Wheat 


Start 


600 




End 


1900 


P T 


none 




Score 


542 


Exons 


600. .785, 605. .1078, 606.. 


1031, 998. .1507, 1036. .1467, 




1175. .1474, 1482. .1547, 1502. 


.1546, 1549. .1602, 1553.. 1612, 




■■ 1591. .1731,' 1619.. 1738, 1622. 


.1738, 1660. .1740, 1744. .1797, 




1745. .1825, 1814. .1900, 1818. 


.1889, 18 


40. .1896 


Seq. No. 


47946 




Seq. ID 


OJ000224_02.0322.C1 


Gene No. 


102054 




Strand 




C +- a 
DCai L. 


1364 




End 


2894 


Name 


OJ000224 02.0322.Cl.ol.tm 




Method 


TBLASTX: Maize 




648 




End 


962 


P T 


none 




Score 


301 


IT v An o 


648. .962, 665. .934 








Seq. No. 


47946 




Seq. ID 


OJ000224_02.0322.C1 


Gene No. 


102054 




Strand 




uLdl L 


1364 




End 


2894 


Name 


OJ000224 02.0322.Cl.ol.tc 




Method 


TBLASTX: Cress 


OCdlL 


893 




End 


1324 


PT 


none 




Score 


176 


Exons 


893. .1078, 897. .1031, 998. 


.1324, 1036. 


.1320, 1175. .1324 


Seq. No. 


47946 




Seq. ID 


OJ000224_02.0322.C1 


Gene No. 


102054 




Strand 






1364 




End 


2894 


Name 


OJ000224 02.0322.Cl.o2.gs 




Method 


GENSCAN 


Of vf 

btsrt 


-,1364 




End 


2894 


P T 


none 




Score 


.42 


Exons 


1364. .1715, 2704. .2894 








Seq. No. 


47947 




Seq. ID 


OJ000224_02.0322.C2 


Gene No. 


102055 




Strand 


+ 


Start 


1315 




End 


2770 


Name 


OJ000224 02.0322.C2.ol.np 




Method 


AAT/NAP 


Start 


1315 




End 


2770 



49651 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4680204 Score 654 

1315. .2770 

(AF114171) hypothetical protein [Sorghum bicolor] 



47947 

102055 

1315 

OJ000224_02.0322.C2.ol.tw 

1955 

none 



Seq. ID OJ000224_02.0322.C2 

Strand + 

End 2770 

' Method TBLASTX: Wheat 

End 2358 

Score 196 

1955. .2071, 1957. .2190, 1957. .2151, 2064. .2198, 2188. .2358, 
2241. .2357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



47948 

102056 

63 

OJ000224_02.0322.C3.ol.gs 
63 

none 



Seq. ID OJ000224_02.0322.C3 

Strand .+ 

End 2292 

Method GENSCAN 

End 2292 ' 

Score .83 



63. .190, 532. .900, 973. .1185, 1274. .1447, 1578. .1646, 
1747. .1819, 1915. .2013, 2113. .2292 



47948 

102057 

4194 

OJD00224_02.0322.C3.o2.gs 

4194 

none 

4194. .4329, 4358. .4434 



Seq. ID OJ000224_02.0322.C3 
Strand 

End . 4434 

Method GENSCAN. 

End 4434 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47949 

102058 

95 

OJ000224_02.0322.C4.ol.gs 
95 

none 



Seq. ID OJ000224_02.0322.C4 

Strand + 

End 84 6 

Method GENSCAN 

End 846 

Score .54 



95. .251, 345. .503, 559. .651, 736. .846 



47950 

102059 

167 

OJ000224_02.0322.C5.ol.gs 

167 

none 

167. .264, 344. .392 



Seq. ID OJ000224_02.0322.C5 
Strand 

End 392 

Method GENSCAN 

End 392 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



47951 

102060 

1 

OJ000224_02.0322.C6.ol.np 
1 

4996105 



Seq. ID OJ000224 02. 0322. C6 



Strand 
End 

Method 

End 

Score 



+ ' 

2520 
AAT/NAP 
2414 
589 



1..38, 162. .403, 1985. .2178, 2277. .2414 

(AB014076) histidine decarboxylase [Brassica napus] 



47951 
102060 



Seq. ID OJ000224_02.0322.C6 
Strand + 



49652 




Start 


1 








End 


2520 




Name 


OJ000224 02 


.0322 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


172 








End 


A C A A 

2520 




GI 


none 








Score 


o c 




Exons 


172. .403, - 1985. . 


2100, 2277.. 2.410, 2509 


O'C A A 

. . 2520 




Seq. No. 


47951 








Seq. ID 


OJ000224_02.0322 


C6 


Gene No. 


102061 








Strand 






Start 


2747 " 








End 


3394 




Name 


OJ000224 02 


.0322 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


170 








End 


2407 




GI 


none 








Score 


309 




Exons 


170. .403, 171. .404, 183 


. .404, 


262. .408 


, 1983. .2123, 1985.. 




n no ^ o*io*3 

198 6. . zlbo, 


2267 


. .2350, 


2276. 


.2344, 2348. .2407, 2350. .2397 


Seq. No. 


47951 








Seq. ID 


OJ000224JD2.0322 


C6 


Gene No. 


102061 








Strand 






Start 


2747 








End 


3394 




Name 


/"\ T A A A A A A A' A 

OJ000224 02 


.0322 


.C6.o2. 


gs 


Method ■ 


GENSCAN 




Start 


2747 








End • 


3394 




GI 


none 








Score 


.87 




Exons 


27 47 . . Zo 60, 


3350 


. .3394 










Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


C7 


Gene No. 


■i a a a s~ a 

102062 








Strand 


+ 




Start 


1302 








End 


5668 




Name 


/— . -i- r\ A A A A A AO 

OJ000224 02 


.0322 


.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1302 








End 


5668 




GI 


4680179 








Score 


6154 




Exons 


1302 . . 5668 














GI Descrip. 


/ TV l—i "1 "1 1 *1 A A \ 

(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322. 


C7 


Gene No. - 


1 A A A /" A 

102062 








Strand 


-f 




Start 


1302 








End 


5668 




Name 


OJ000224 02 


.0322 


.C7.ol. 


gs 


Method 


GENSCAN 




Start" 


'1305 








End 


5538 




GI 










Score 


.53 




Exons 


1305. .2100, 


2175 


. .4141, 


4323. 


.4898, 5187.. 5538 




Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322. 


C7 


Gene No. 


102062 








Strand 


+ 




Start 


■ 1302 








End 


5668 




Name 


OJ000224 02 


.0322 


.C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1571 








End 


1934 




GI 


none 








Score 


278 




Exons 


1571. . 1675, 


1575 


. .1934, 


1700. 


.1912 






Seq. No. • 


47952 








Seq. ID 


OJ000224_02.0322. 


C7 


Gene No. 


102062 








Strand 


+ 






1302 








End 


5668 




Name 


OJ000224 02 


.0322 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


1815 _ 








End 


2111 




GI " 


none 








Score 


200 




Exons 


1815. .2111, 


1832 


. .1912 










Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322. 


C7 



49653 






Gene No. 


102062- " 








Strand 


+ 






Start 


1302 








End 


c r f o 

5668 






Name 


OJ000224_02 


. 0322 


. C7 . o7 . 


tm 


Method 


TBLASTX : Maize 






' Start 


24 56 








End 


2776 






GI 


none 








Score 


197 






Exons 


24 56. . 277 6 
















Seq. No. 


47952 








Seq. ID 


OJ000224JD2.0322 


.C7 




Gene No. 


102062 








Strand 


+ 






Start 


1302 








End 


5668 






Name 


OJ000224 02 


. 0322 


. C7 . o7 . 


tw 


Method 


TBLASTX: Wheat 






Start 


2509 








End ■ 


28 63 






GI 


none 








Score 


256 






Exons 


2509 . . 264 9, 


2510 


. .2863, 


2693 . 


. 2827 




- 




Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


.C7 




Gene No. 


102062 








Strand 


+ 






Start 


1302 








End 


c r f o 






Name 


OJ000224_02 


. 0322 


. C7 ,o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


3034 








End 


3520 






GI 


none 








Score 


536 






Exons 


3034 . .3477, 


3038 


. . 3520 










f *1 
is? 


Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


.C7 




. Gene No. 


102062 








Strand 


+ 




rrii 


Start 


1302 








End 


5668 






Name 


OJ000224_02 


. 0322 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 




i y 


Start 


3047 








End 


3339 






GI 


none 








Score 


320 






Exons 


3047 . . 3337, 


3049 


. . 3120, 


3148 . 


. 3339 






PIS 


Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


-C7 


j y 


Gene No. 


102062 








Strand 


+ 






Start 


1302 








End 


5668 




: 5 


Name 


OJ000224_02 


. 0322 


. C7 . o4 . 


ts 


Method 


TBLASTX : Soybean 




E 

"« 


Start 


3107 








End 


3388 






■ GI * 


none 








Score 


180 




is. 
i : 


Exons 


3107 . . 3388, 


3190 


. . 3387 










C'l 


Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


.C7 




Gene No. 


102062 








Strand 


+ 






Start 


1302 








End 


5668 






Name 


OJ000224_02 


. 0322 


. C7 . o3 . 


tm 


Method 


TBLASTX : Maize 






Start 


3407 








End 


3907 






GI 


none 








Score 


157 






Exons 


3407 . . 3586, 


3572 


. . 3907 












Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


.C7 




Gene No. 


102062 








Strand 


+ 






Start 


1302 








End 


5668 






Name 


0 1000 9 9 A 09 


0^99 


CI r>1 




Method 


TBLASTX: Soybean 






Start 


3461 








End 


3856 






GI 


none 








Score 


57 






Exons 


3461. .3493, 


3461. 


. .3505, 


3497. 


.3856, 3497. .3574, 3561. .3638 






3613. .3855 
















Seq. No. 


47952 








Seq. ID 


OJ000224_02.0322 


.C7 



49654 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



102062 
1302 

OJ000224_02. 

3569 

none 

3569. .3871, 

47952 

102062 

1302 

OJ000224_02. 

3872 

none 

3872. .4297, 

47952 

102062 

1302 

■OJ000224J)2. 
3881 
none 

3881. .4123 

47952 

102062 

1302 

OJ000224_02. 

3944 

none 

3944. .4297, 

47952 

102062 

1302 

OJ000224_02. 

4383 

none 

4383. .4862, 

47952 

102062 

1302 

OJ000224_02. 

4650 

none 

4650. .4910, 

47952 

102062 

1302 

OJ000224_02. 

4708 

none 

4708. .4899, 

47952 
102062 



0322.C7.o5.tw 
3607. .3870 

0322.C7.o2.tw . 
3904.. 4290, 3999. 

0322.C7.o3". ts 



0322.C7.o2.tm 
3964. .4212, 3986. 

0322.C7.o3.tw 
4401. .4856, 4478. 

0322.C7.o2.ts 
4655. .4756, 4842. 

0322.C7.o4 .tm 



Strand + 

End 5668 

Method TBLASTX : Wheat 

End 3871 

Score *395 



Seq. ID OJ000224_02.0322.C7 

Strand + 

End 5668 

Method TBLASTX : Wheat 

End 4370 

Score 624 
.4370 

Seq. ID OJ000224_02.0322.C7 

Strand + 

End 5668 

Method TBLASTX : Soybean 

End 4123 

Score 198 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4282 

Seq. ID 

Strand 

End 

Method 

End 
- Score 
.4861 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4910 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_02.0322.C7 
+ 

5668 

TBLASTX: Maize 

4297 

472 



OJ000224_02.0322.C7 
+ 

5668 

TBLASTX: Wheat 

4862 

573 



OJ000224_02.0322.C7 
+ 

5668 

TBLASTX : Soybean 

4910 

288 



OJ000224_02.0322.C7 
+ 

5668 

TBLASTX: Maize 

5000 

381 



4710. .5000, 4779. .4991, 4811. .4996 



Seq. ID OJ000224_02.0322.C7 
Strand + 



49655 



Start 
Name 
Start 
GI 

Exons 



1302 End 

OJ000224_02 . 0322 . C7 . ol . tw Method 

4869 End 

none Score 
4869. .5495, 4925. .5494 



5668 

TBLASTX: Wheat 

5495 

652 



Seq. No. 47952 Seq. ID 

Gene No. 102062' Strand 

Start 1302 End 

Name OJ000224_02 . 0322 . C7 . ol . tm Method 

Start 5049 End' 

GI none Score 

Exons 5049.. 5210, 5057.. 5203, 5208.. 5306, 
5375.. 5635 



OJ000224_02.0322.C7 
+ 

5668 

TBLASTX: Maize 
5636 
215 

5210.. 5305, 5367.. 5636, 



Seq. No. 

Gene No. 

Start,. 

Name 

Start 

GI 

Exons 



47952 

102062 

1302 

OJ000224 

5495 

none 



02.0322. C7.o8.tw 



Seq. ID OJ000224_02.0322.C7 
Strand 
End 

Method 
End 
Score 



+ 

5668 

TBLASTX: Wheat 

5628 

183 



5495. .5620, 5496. .5621, 5499. .5621, 5500. .5628 



Seq. No. 47953 Seq. ID 

Gene No. 102063 Strand 

Start " 580 - End 

Name OJ000224_02 . 0322 . C8". ol . gs , Method 

Start 580 End 

GI none Score 

Exons 580.. 770 



OJ000224_02.0322.C8 
+ 

770 

GENSCAN 

770 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47953 Seq. ID OJ000224_02 . 0322 . C8 

102064 Strand 

777 End 1545 

OJ000224_02 . 0322 . C8 . ol . np Method AAT/NAP 

777 . End 1545 

4582447 Score 1.69 

777.. 1120, 1365'. .1545 

(AC007071) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 47953 

Gene No. 102064 

Start 777 

Name OJ000224_02 . 0322 . C8 . ol . tm 

Start 780 

GI none 
Exons 



Seq. ID OJ000224_02.0322.C8 
Strand 
End 

Method 
End 
Score 



1545 

TBLASTX: Maize 

1542 

40 



780. .821, 805. .924, 885. .1109, 1006.'. 1125, 1362. .1496, 
1483. .1542 



Seq. No. 47953 Seq. ID 

Gene No. 102064 Strand 

Start 777 End 

Name OJ000224_02 . 0322 . C8 . ol . tw Method 

Start 783 End 

GI none Score 
Exons 



OJ000224_02.0322.C8 
1545 

TBLASTX: Wheat 

1110 

86 



783. .923, 927. .1109, 1006. .1110 



49656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47954 

102065 

633 

OJ000224_02 . 0322 . C9 . ol . np 
633 

7340881 



Seq. ID OJ000224_02.0322.C9 



Strand 
End 

Method 

End 

Score 



+ 

2018 
AAT/NAP 
2018 
619 



633. .719, 866. .989, 1082. .1182, 1269. .1592, 1985.. 20U 
(AP001551) hypothetical protein [Oryza sativa] • 



47955 Seq. ID 

102066 Strand 

30 End 
OJ000224_02. 0322. C10. ol.gs Method 

30 End 

none Score 

30. .192, 1917. .2020 



OJ000224_02. 0322. C10 
+ 

2092 
GENSCAN 
2020 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47955 • Seq. I'D OJ000224_02 . 0322 . C10 ] 

102066 Strand + 

30 . End 2092 

OJ000224_02 . 0322 . C10 . ol . np Method AAT/NAP 

30 End 2092 

6721561 Score '92 

30. .139, 2038. .2092 

{AP001073)' EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47955 Seq. ID 

102067 Strand 

5491 End 
OJ000224_02 . 0322 . C10 . o3 ..gs Method 

5491 End 

none Score 
5491. .5980 



OJ000224_02. 0322. C10 

5980 
GENSCAN 
5980 
.76 



Seq. No. 47956 

Gene No. 102068 

Start 474 

Name OJ000224_02 . 0322 . Cll . ol . gs 

Start 474 

GI none 
Exons 



Seq. ID OJ000224 02. 0322. Cll 



Strand 
End 

Method 

End 

Score 



+ 

5302 
GENSCAN 
3563 
.51 



474. .589, 2684. .2867, 3304. .3374, 3413. .3563 



Seq. No. ' 4 7956 
Gene No. 102068 
Start 474 

Name OJ000224_02 . 0322 . Cll . ol . np 

Start 496 
GI 6630699 
Exons 496.. 520, 1728.. 1840 

GI Descrip. (AP000969) hypothetical 

gi| 6721536 | dbj IBAA89566 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_ 
+ 

5302 
AAT/NAP 
1840 
82 " 



02. 0322. Cll 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



49657 




Seq. No. 


47956 


Seq. ID 


OJ000224JD2 


.0322.C11 


Gene No. 


102068 


Strand 


+ 




Q 4- -j -.4- 


474 


End 


5302 




Name 


OJ000224 02.0322.Cll.o2.np 


Method 


AAT/NAP 






2628 


End 


5302 




b J. 


6539570 


Score 


203 




Exons 


2628. .2822, 2991. .3057, 3404 


..3523, 5289.. 5302 




GI Descnp. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47956 


Seq. ID 


OJ000224_02 


.0322. Cll 


bene wo. 


102069 


Strand 


+ 




C -I 1 yf 

otart 


6578 


End 


8561 




Name 


OJ000224 02.0322.Cll.o2.gs 


Method 


GENSCAN 




oLart 


6578 


End 


8561 




p t 
bl 


none 


Score 


.52 




Exons 


6578. .6697, 7021. .7293, 7936 


..8065, 8527. .8561 




Seq. No. 


47956 


Seq. ID 


OJ000224JD2 


..0322. Cll 


Gene No. 


102070 


Strand 








5694 


End 


7505 




Name 


OJ000224 02.0322.Cll.o3.np 


Method 


AAT/NAP 




btart 


5694 


End 


7505 




P T 


6630686 


Score 


70 




Exons 


5694. .5778, 5983. .6102, 7216 


..7394, 7459. .7505 




GI Descrip. 


(AP0G0969) hypothetical^ protein; [Oryza 


sativa] 




Q <a rr NI r\ 

oeq. ln o . 


47957 


Seq. ID 


OJ000224_02 


.0322. C12 


Gene No. 


102071 


Strand 


+ 




Start 


1 


End 


7015 




Name 


OJ000224 02.0322.C12.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


7015 




P T 


6466937 


Score 


790 




Exons 


1..324, 1010.. 1103, 2444. .3898, ,*6993'. . 


7015 




b± uescrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


• 47957 


Seq, ID 


OJ000224_02 


.0322.C12 


bene jno . 


102071 


Strand 


+ 




orar l 


1 


End 


7015 




Name 


OJ000224 02.0322.C12.ol.gs 


Method 


GENSCAN 




oLan 


93 


End 


568 




P T 
bl 


none 


Score 


.97 




Exons 


93. .251, 342. .425, 471. .568 








beq. no. 


47957 


Seq. ID 


OJ000224_02 


.0322.C12 


bene no. 


102072 


Strand 






O Lai L 


389 


End 


12150 




Name 


OJ000224 02.0322.C12.o2.np 


' Method 


.AAT/NAP 




Start 


389 


End 


' 12150 




GI 


5901928 


Score 


59 




Exons 


389. .560, 637. .794, 5164. .5339, 7653.. 


7835, 11676. 


.11747, 




11890. .12150 








GI Descrip. 


pre-mRNA cleavage factor Im 


(68kD) gi | 1362819|pir | 


IS57447' :V 




HPBRII-7 protein - human gi | 871299 | emb | CAA47752 . 1 | 


(X67337) 



Human pre-mRNA cleavage factor I 68 kDa subunit [Homo sapiens] 
gi|871301|emb|CAA47751.1| (X67336) HPBRII-7 [Homo sapiens] 



49658 



Seq. No. 47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 . 0322 . 

Start 993 

GI none 

Exons 993.. 1081, 1488., 
6345. .6468, 7958. 

Seq. No. 47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 . 0322 . 

Start 2597 

GI none 

Exons 2597.. 2881, 2630. 

Seq. No. "47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 . 0322 . 

Start 3119 

GI ' none 

Exons 3119.. 3283, 3276. 

Seq. No. 47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 . 0322 . 

Start 3182 

GI none 

Exons 3182.. 3283, 3184. 

3349.-3624, 3353. 

Seq. No. 47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 . 0322 . 

Start * 3670 

GI none 

Exons 3670.. 3717, 3680. 
3869. .3901 



C12.o2.gs 



1611, 2086. 
.8022 



C12.o2.tm 
.2926 

C12.ol. tw 
.3365, 3347. 

C12.ol. tm 



.3279, 3276, 
.3625 



C12.o3. tm 



Seq. ID OJ000224_02.0322.C12 
Strand 

End 12150 

Method GEN SCAN 

End 8022 

Score .5 
.2223, 3747. .3861, 4970. .5199, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3601 



OJ000224_02.0322.C12 
12150 

TBLASTX: Maize 

2926 

232 



OJ000224;_02.0322.C12 
12150 

TBLASTX: Wheat 

3601 

47 



OJ000224_02.0322.C12 
12150 

TBLASTX: Maize 

3640 

68 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3353, 3279.. 3332, 3347.. 3640, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_02.0322.C12 
12150 

TBLASTX: Maize 

3901 

70 



,3733, 3732..3869, 3743. .3868, 3868. .3897, 



Seq. No. 47957 

Gene No. 102072 

Start 389 

Name OJ000224_02 ^0322 . C12 . o3 

Start 10875 

GI none 

Exons 10875. .10909, 11545.. 11 

Seq. No. 47 958" 

Gene No. 102073 

Start 1611 

Name OJ000224_02 . 0322 . C13 . ol 

Start 1611 



Seq. ID OJ000224_02.0322.C12 
Strand 

End 12150 

.gs Method GENSCAN 

End ' 11957 

Score .47 
721, 11778.. 11957 

Seq. ID OJ000224_02.0322.C13 

Strand + 

End 2446 

.gs Method GENSCAN 

End 2180 



49659 



GI ■ 
Exons 



none 
1611. 



.2180 



Score 



.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47958 
102073 
1611 

OJ000224_02.0322.C13.ol.np 
1711 
7523689 
1711. .2446 

(AC009526) Similar to Athila ORF 1 [Arabidopsis thaliana] 



Seq. ID OJ000224_02.0322.C13 

Strand + 

End 2446 

Method AAT/NAP 

End 2446 

Score 255 



47958 

102073 

1611 

OJ000224_02.0322.C13.ol.tw 

1917 

none 



Seq. ID OJ000224_02.0322.C13 

Strand + 

End 24 4 6 

Method TBLASTX : Wheat 

End . 2312 

Score . 106 



1917.. 2033, 2049.. 2264, 2238.. 2312 



47959 

102074 

100 

OJ000224_02.0322.C19.ol.gs 
100 

none , r 
100. .213, 300. .474 



Seq. ID OJ000224_02.0322.C19 

Strand 

End 474 

Method GENSCAN 

End 474 

Score .94 



47960 
102075 
1 

OJ000224_02.0322.C22.ol.np 
1 

7228457 
1..32, 1174. .1618 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3- type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000224_02.0322.C22 
Strand 

End 1618 

Method AAT/NAP 

End 1618 

Score 404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



47960 

102075 

1 

OJ000224_02.0322.C22.ol.gs 

1103 

none 

1103. .1151, 1208. .1521 

47960 

102075 

1 

OJ000224_02.0322.C22.ol.tw 

1173 

none 



Seq. ID OJ000224_02.0322.C22 
Strand 

End 1618 

Method GENSCAN 

End 1521 

Score .47 



Seq. ID OJ000224_02.0322.C22 
Strand 

End 1618 

Method TBLASTX : Wheat 

End 1576 

Score 115 



1173. .1322, 1174. .1323, 1309. .1575, 1309. .1575, 1310. .1576 



47960 
102075 



Seq. ID OJ000224_02.0322.C22 
Strand 



49660 



Start 


1 




End 


1618 


Name 


OJ000224 02.0322.C22, 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1176 • 




End 


1411 


GI 


none 




Score 


88 


Exons 


1176. .1322, 1177. .1317, 1309. 


.1410, 1328. .1411 ■ 


Seq. No. 


47961 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102076 




Strand 


+ 


Start 


1 




End 


959 


Name 


OJ000224_02.0322.C23. 


, ol . np 


Method 


AAT/NAP 


Start 


1 




End 


n c n 

959 


GI 


4680203 




Score 


587 


Exons 


1..20, 319. .959 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


47961 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102076 




Strand 


+ 


Start 






End 


959 


Name 


OJ000224 02.0322.C23. 


, ol . gs 


Method 


GENSCAN 


Start 


319 




End 


926 


GI 


none 




Score 


.81 


Exons 


319. .926 








Seq. No. 


47961 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102076 




Strand 


+ 


Start 


1 




End 


959*'" 


Name 


■OJ000224 02.0322.C23. 


ol.gp 


Method 


AAT/GAP 


Start 


323 




End 


959 


GI 


342 1.R1084 




Score 


880 


Exons 


323. .959 








GI Descrip. 


' 4574406/gb|AAD24042. 


1| 0.0e+00 (AF121139) RIM2 protein 




sativa] ' 








Seq. No. 


47961 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102076 




Strand 


+ 


Start 


1 




End 


959 


Name 


OJ000224 02.0322.C23. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


656 




End 


959 


GI 


none 




Score 


82 


Exons 


656.-763, 676. .777, 760. .957, 


761. .958 


, 768. .959, 771..' 


Seq. No. 


47962 




Seq. ID 


OJ000224JD2.0322 


Gene No. 


102077 




Strand 


+ 


Start 


1 




End 


1204 


Name 


OJ000224 02.0322.C24. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1204 


GI 


4996105 




Score 


308 


Exons 


1..40, 910. .1204 








GI Descrip. 


(AB014076) histidine 


decarboxylase [Brassica napus] 


Seq. No. 


47962 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102077 




Strand 


+ 


Start 


1 




End 


1204 


Name 


OJ000224 02.0322.C24. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


914 




End 


1193 


GI 


none 




Score 


63 


Exons 


914. .1018, 917. .1018, 


918. .1031, 921.. 


1031, 1032.. 1193, 



49661 



1052. .1186 



Seq. No. 47962 

Gene No. 102077 

Start 1 

Name OJ000224JD2 . 0322 . C24 . ol . tm 

Start 915 

GI none 

Exons 915.. 1043, 917.. 1018, 1032. 



Seq. ID OJ000224__02.0322.C24 

Strand + 

End 1204 

Method TBLASTX : Mai ze 

End 1204 

Score 167 
1196,- 1040. . 1204 ' 



Seq. No. 47962 Seq. ID 

Gene No. 102077 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C24 . ol . tc Method 

Start 986 End 

GI none Score 

Exons 986.. 1030, 987.. 1043, 1035.. 1196 



OJ000224_02 . 0322 . C24 
+ 

1204 

TBLASTX: Cress 

1196 

55 . 



i. -3 



Seq'. No. 47963 Seq. ID 

Gene No. 102078 Strand 

Start 4093 End 

Name OJ000224_02 . 0322 . C25 . o2 . gs ' Method 

Start 4093 End • 

GI none Score 

Exons 4093.. 4772 



OJ000224_02.0322.C25 
+ 

4772 
GENSCAN 
4772 
. 98 



Seq. No. 47963 - Seq. ID 

Gene No. 102079 Strand 

Start 143 End 

Name OJ000224_02 . 0322 . C25 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 201, 1591.. 1650, 1758.. 1989 



OJ000224_02.0322.C25 

1989 
GENSCAN 
1989 
.49 



■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



47963 Seq. ID OJ000224_02 . 0322 . C25 

102080 Strand 
2896 End 4816 

OJ000224_02 . 0322 . C25 . ol . np Method AAT/NAP 
2896 End 4816 

6063554 Score 234 

2896. .3068, 4112. .4160, 4245. .4443, 4556. .4816 
. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47964 Seq. ID 

Gene No. 102081 Strand 

Start 286 End 

Name .. OJ000224_02 . 0322 . C26 . ol . gs Method 

Start' 286 End 

GI none Score 

Exons 286.. 413, 1845.. 1920 



OJ000224_02.0322.C26 

1920 
GENSCAN 
1920 
.43 



Seq. No. 
Gene No, 
Start 
Name 



47965 

102082 

1483 

OJ000224 



02.0322.C27.ol.np 



Seq. ID 

Strand 

End 

Method 



OJ000224 
+ 

4489 
AAT/NAP 



02.0322.C27 



49662 





Start 


1483 




End 


4232 






GI 


6815109 




Score 


14 5 






Exons 


1483. .1868, 4198. .4232 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47 yob 




Seq. ID 


/-\ -r A AAA A i A. A AOOO 

OJ00U224 02.0322 


. C27 




Gene No. 


102082 




Strand 


+ 






Start 


1483 




End 


4489 






Name 


OJ000224 02 . 0322 . C27 . o2 . 


np 


Method 


TV 7\ rn i XI Ti T*» 

AAT/NAP 






Start 


1483 




End 


1882 






GI 


6815109 




Score 


14 3 






Exons 


1483 . .1882 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47965 




Seq. ID 


*~\ -r r\ A A A A /I A A A A A A 

OJ000224 02.0322 


. C27 




Gene No . 


102082 




Strand 


+ 






Start 


1483 




End 


4489 






Name 


OJ000224 02.0322.C27.o2. 


gp 


Method 


AAT/GAP' 






Start 


3704 * 




End 


4489 






GI 


95583 1.R1084 




Score 


1160 






Exons 


3704. .3946, 4046. .4489 












GI Descrip. 


1 343696/gb | K01229 | WHTMTRR18 


0.0e+00 Wheat mitochondrial 


small 






subunit (18S) rRNA gene 


(complete) ' 








Seq. No. 


47965 




Seq. . ID 


OJ000224_02.0322 


.C27 


U- 


Gene No. 


102083 




Strand 


+ 






Start 


4543 




End 


5685 






Name 


T A A A A A A A A A *~> A '"'t /-* A •—) /-v 

OJ000224 02 . 0322 . C27 . o2 . 


gs 


Method 


GEN SCAN 




Is J 


Start 


4543 




End 


5685 




i ^ 


GI 


none 




Score 


.61 




f II 


Exons 


4543. .4602, 4811. .4983, 


5065 


..5287, 5430. .5685 




3 


Seq. No. 


47966 




Seq. ID 


OJ000224_02.0322 


.C29 


% e? 


Gene No. 


102084 




Strand 






' Hi 


Start 


511 




End 


2535 






Name 


OJ000224 02.0322.C29.ol. 


gs 


Method.. 


GENSCAN 






Start 


511 




End 


2535 




• 1 

it? 


GI 


none 




Score 


.5 




5 ^ 

V—" 


Exons 


511. .669, 681. .740, 1525 


. .18 


74, 2084.. 


2161, 2480. .2535 




iJ 


Seq. No. 


47966 




Seq. ID 


OJ000224_02.0322 


. C29 




Gene No. 


102085 




Strand 








Start 


2853 




End 


2945 






Name 


OJ000224 02.0322.C29.ol. 


gp 


Method 


AAT/GAP 






Start 


2853 




End 


2945 






GI 


uC-osflcyp088bl2bl 




Score 


138 






Exons 


2853. ,2945 












GI Descrip. 


'5257255/dbj | AP000364.il 


AP000364 3.0e- 


36 Oryza sativa genomic 






DNA, chromosome 8, clone 


:P0026F07' 








Seq. No. 


47967 




Seq. ID 


OJ000224_02.0322 


.C30 




Gene No. 


102086 




Strand 


+ 






" Start 


12014 




End 


12397 






Name 


OJ000224 02.0322.C30.o3. 


gp 


Method 


AAT/GAP 






Start 


12014 




End 


12397 






GI 


uC-osflcyp033a04bl 




Score 


673 






Exons 


12014. .12397 











49663 



GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47967 Seq. ID 

102087 Strand 

13350 End 

OJ000224_02.0322.C30.o5.np Method 

13350 End 

5042448 Score ' 



OJ000224_02.0322.C30 
+ 

18363 
AAT/NAP 
15225 
147 



13350. . 13859, 14376 .. 14457, 15158. .15225 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 

retrotransposon [Oryza sativa] 



Seq. No. 


47967 


Seq. ID 


OJ000224 


_02. 


Gene No. 


102087 


Strand 


+ 




Start 


13350 


End 


18363 




Name 


OJ000224 02.0322.C30.o6.np 


Method 


AAT/NAP 




Start 


14338 




18363 




C T 


4680179 


Score" 


1011 




Exons 


14338. .15423, 154 57 .. 15796, 


18302. . 18363 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


47967 


Seq. ID 


OJ000224 


_02. 


Gene No. 


102087. 


Strand 


+ 




Start 


13350. 


End 


18363 




Name 


OJ000224 02.0322.C30.o4.gs 


Method 


GEN SCAN 




Start 


14341 


End 


17449 




GI 


none 


Score 


.88 




Exons 


14341. .15535, 16835 16897 , 


17343. .17449 




Seq. No. 


47967 


Seq. ID 


OJ000224 


_02. 


Gene No. 


102087 


Strand 


+ 




Start 


13350 


End 


18363 




Name 


OJ000224 02.0322.C30.o8.np 


Method 


AAT/NAP 




Start 


14995 


End 


16948 




GI 


4680186 


Score 


196 




Exons 


14995. ,15082, 15139 15386, 


16744.. 16948 




GI Descrip. 


{AF111709) unknown [Oryza sativa subsp. 


indica] 





Seq. No. 


47967 


Seq. ID 


OJ000224_02. 


0322 


Gene No. 


102087 


Strand 


+ 




Start 


13350 


End 


18363 




Name 


OJ000224 02.0322.C30.o7.np 


Method 


AAT/NAP 




Start 


16582 


End 


18363 




GI 


5852180 


Score 


104 




Exons 


16582. . 16654, 17830. .18363 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


47967 


Seq. ID 


OJ000224_02. 


0322 


Gene No. 


102088 


Strand 






Start 


219 


End 


9208 




Name 


OJ000224 02.0322.C30.ol.np 


Method 


AAT/NAP 




Start 


219 


End 


8699 




GI 


4680179 


Score 


5562 




Exons 


219. .2785, 6309. .7122, 7150.. 


8132, 8633.. 8699 




GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa , 


subsp. indica] 





49664 



Seq. No. 47967 

Gene No. 102088 

Start 219 

Name OJ000224_02 . 0322 . C30 . ol . gp 

Start 2942 

GI uC-osflcyp088bl2bl 

Exons 2942.. 3052 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ000224_02.0322.C30 
Strand 

End 9208 

Method •• AAT/GAP 

End 3052 - ' 

Score 153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47967 Seq. ID 

102088 Strand 

219 End 
OJ000224_02 . 0322 . C30 . o2 . np Method 

8415 End 

4512231 Score 
8415. .9208 

(AB014741) ORF0 protein [Oryza sativa] 

47967 Seq. ID 

102088 Strand 

219 End 
OJ000224_02 . 0322 . C30 . o2 . gs Method 

8417 End 

none Score 
8417. .9208 



OJ000224_02.0322.C30 

9208 
AAT/NAP 
9208 
1249 



OJ000224_02.0322.C30 

9208 
GENSCAN 
920-8' 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47967 Seq. ID 

102089 Strand 

10631 End 
OJ000224_02 . 0322 . C30 . o3 . np Method 

10631 End 

4680185 Score 
10631. .11066 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000224_02.0322.C30 

11066 
AAT/NAP 
11066 
332 



47967 Seq.- ID 

102090 Strand 

11947 End 

OJ000224_02 . 0322 . C30 . o4 . np Method 

11947 End 

4680186 Score 

11947. .12148, 12985. .13040 ■ 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000224_02.0322.C30 

13040 
AAT/NAP 
13040 
328 



47967 Seq. ID 

102091 Strand 
16493 End 
OJ000224_02.0322.C30.o5.gp Method 
16493 End 
uC-osflcyp033a04bl Score 
16493. .16877 

' 601684 5/dbj | AP000570 . 1 1 AP000570 3 
DNA, chromosome 1, clone : P07 11E10 1 



OJ000224_02.0322.C30 

16877" 
AAT/GAP 
16877 
662 



0e-59 Oryza sativa genomic 



Seq. No. 
Gene No. 



47967 
102092 



Seq. ID OJ000224_02.0322.C30 
Strand 



49665 




Start 


17342 






End 


18363 




Name 


OJ000224 02 


.0322.C30.o7 


. tw 


Method 


TBLASTX : Wheat 




Start 


264 






End 


597 




GI 


none 






Score 


69 




Exons 


264. .596, 315. .446, 316 


. .597 








Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


"1 o o c o 

18 Jo j 




Name 


OJ000224 02 


.0322.C30.ol 


tm 


Method 


TBLASTX : Maize 




Start 


459 






End 


104 4 




GI 


none 






Score 


121 




Exons 


459. .884, 460. .666, 480 


. 7 64 , 


721 . .885 


, 882.. 104 J, 889. 


. 104 


Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


s~\ inn AO o a no 

OJQQ0224 02 


.0322.C30.ol 


tw 


Method 


TBLASTX : Wheat 




Start 


597 






End 


1223 




GI 


none 






Score 


58 




Exons 


597. .1223, 


598. .666, 606. .1166, 718. .1221 




Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


/"\-mnr\oo>t no 

OJQ00224 02 


.0322.C30.o3. 


tm 


Method 


TBLASTX: Maize , 




Start 


1092 






End 


1383 




GI 


none 






Score 


81 




Exons 


1092. .1382, 


1095. .1250, 


1096. 


.1383 






Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


OJ000224 02 


.0322.C30.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1182 






End 


1442 




GI 


none 






Score 


173 




Exons 


• 1182. .1442, 


1183. .1431 










Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


OJ000224 02 


.0322.C30.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1206 






End 


1532 




GI 


none 






Score 


79 




Exons 


1206. .1349, 


1207. .1347, 


1350. 


.1502, 1350.. 1532 




Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


C30 


Gene No. 


102092 






Strand 






Start 


' 17342 






End 


18363 




Name 


OJ000224 02 


.0322.C30.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1230 






End 


1769 




GI 


none 






Score 


284 




Exons 


1230. .1769, 


1234. .1587 










Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322. 


C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 





49666 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000224_02. 

1797 

none 

1797. .2150, 

47967 

102092 

17342 

OJ000224_02. 

1797 

none 

1797. .2147, 

47967 

102092 

17342 

OJ000224_02. 

1968 

none 

1968. .2216 



0322.C30.o2. tm 
1804. .2145 

0322.C30.o3. tw 
1797. .2222, 1804, 

0322.C30.o3.ts 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2220- 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Maize 

2150 

199 



OJ000224_02.0322.C30 
18363 

TBLASTX: Wheat 

2222 

222 



OJ000224_02.0322.C30 
18363 

TBLASTX: Soybean 

2216 

205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 



47967 

102092 

17342 

OJ000,224_02, 
2187" ' ' 
none 

2187. .2489, 

47967 

102092 

17342 

OJ000224_02. 

2223 

none 

2223. .2483, 

47967 

102092 

17342 

OJ000224_02. 

2238 

none 

2238. .2489, 
2601. .2633, 

47967 
102092 ' 
17342 

OJ000224_02. 

2508 

none 

2508. .2696, 
2704. .2784, 

47967 
102092 



0322.C30.o4. tm 



2308.. 2436, 2550. 



Seq. ID OJ000224_02.0322.C30 
Strand 

18363 

TBLASTX: Maize 
2687 
93 



End 

Method 
End 
Score 
.2687 



0322.C30.o4 . tw 



Seq. ID OJ000224_02.0322.C30 
Strand 

End 18363 

Method TBLASTX : Wheat 

End 2506 

Score 129 
2223. .2483, 2224. .2487, 2432. .2503, 2432. .2506 



Seq.' ID OJ000224_02.0322.C30 
Strand 

End 18363 

Method TBLASTX : Soybean 

End 2633 

Score * 186 

.2594, 2544. .2597, 2554. .2595, 



0322.C30.ol.ts 



2248.. 2487, 2268, 
2601. .2633 



0322.C30.o6. tw 



2520.. 2669, 2551. 
6310. .6369 



Seq. ID OJ000224_02.0322.C30 
Strand 

End 18363 

Method TBLASTX: Wheat 

End 6369 

Score 125 

.2688, 2700. .2783, 2703. .2774, 



Seq. ID OJ000224_02.0322.C30 
Strand 



49667 




Start 


1 T O A O 

17342 






End 


1 o o c o 

18363 




Name 


OJ000224 uz 


A O O O 

. 0322 . 


C30 . o5 . tm 


Method 


TBLASTX : Maize 




Start 


6302 






End 


c c n a 

65 / 0 




GI 


none 






Score 


"1 o o 

128 




Exons 


o a o *r c o a 
6302 . . 6520, 


C O 1 A 

6310 . 


.65/0 








Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


1 / 34 2 






End 


T O O C O 

18363 




Name 


/"\TAAAOO/ AO 

OJ000224 02 


A O O O 

0322 . 


C3U . oy . tw 


Method 


TBLASTX : Wheat 




Start 


6373 






End 


6580 




GI 


none 






Score ■ 


1 A C 

1U5 




Exons 


£"OT3 rein 

6373 . . 657 9, 


an a 
63 /4 . 


CC OA 

. 65oU 








Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


1 "7 O /I O 

17342 






End 


18 363 




Name 


/"\ T A A A O O /I AO 

OJ000224_02 


A o o o 

0322 . 


C30.o8. tw 


Method 


TBLASTX : Wheat 




Start 


6712 






End 


15675 




GI 


none 






Score 


1 A C 

105 




Exons 


6712 . . /065, 


1 C C O /I 

15534 


. . 15614, 15535. .15675 






Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


lb 363 




Name 


OJ000224 02 


0322 . 


C30.O5. tw 


Method 


TBLASTX : Wheat 




Start 


7372 






End 


15165 




GI 


none 






Score 


O A O 

293 




Exons 


TOTO 1TOO 

7372 . . 7722 , 


14 814 


..15008, 14815. .15165 






Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


.C30 


Gene No. 


102092 






Strand 






Start 


1/342 






End 


18363 




Name 


OJ000224_02 . 


0322 . 


C30.o6. tm 


Method 


TBLASTX : Mai ze 




Start 


7384 






End 


15120 




GI 


none 






Score 


64 




Exons 


/3o4 W / /22, 


/4 o 6 . 


.7722, 14815 


. .15120, 


14 829. .14 945 


'*•' 


Seq. No. 


47967 






Seq. ID 


OJ000224_02.0322 


C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


^TAAAOOvl AO 

OJ000224 02. 


A O O O 

0322 . 


C30.O10. tw 


Method 


TBLASTX: Wheat 




Start 


77 7 4 






End 


14780 




GI 


none 






Score 


133 




Exons 


7774 . .7956, 


*7 *7 *7 C 

7775 . 


.7975,- 8091. 


.8111, 14581. . 14778, .14583 


. 14 


Seq. No. 


47967 






Seq. ID 


OJ000224JD2.0322. 


C30 


Gene No. 


102092 






Strand 






Start 


17342 






End 


18363 




Name 


OJ000224 02. 


0322. 


C30.o9.np 


Method 


aat/nap 




Start 


17342 






End 


18363 




GI 


6907087 






Score 


440 





Exons 17342. .17443, 17995.. 18363 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313-(E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



49668 



Seq. No. 


47967 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102092 




Strand 




Of 3 v~f- 






End 


18363 


Name 


vJUUUU/i^4t UZ . U -J Z . LjU * 


o5 . gs 


Method 


GENSCAN 


otar t 


I/O DZ 




End 


18316 


C T 


none 




Score 


.48 


Exons 


1"7Q£9 1 7QQQ 1 TQQC 

1/odz. . ± / y o y , ± / y y o . . 


louyo, 


18205. .18316 


Q ^ x-x NT 

oeq . ino . 


/I 7QCO 

^ / y do 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102093 




Strand 


+ 


Start 


1 




End 


1 "3R9 
iOOZ 


Name 


OJ000224 02.0322.C31. 


ol .np 


Method 


AAT/NAP 




1 




End 


1352 




4680179 




Score 


1002 


HiXons 


1..36, 557. .1352 








oi uescrip . 


(AF111709) polyprotein [Oryza sativa : 


subsp. indica] 


Seq. No. 


h / y DO 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102093 




Strand 


i 

T 




1 




End 


1352 


Name 


OJ000224 02.0322.C31. 


ol . gs 


Method 


GENSCAN 


otdil 


535 * " 




End 


1341 


C T 


none 




Score 


.59 




535. .1341 








Seq. No. 


A "7 Q d Q 

4 / y bo. 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102093 




Strand 


T 




1 




End 


1352 


Name 


OJ000224 02.0322.C31. 


ol . tw 


Method 


TBLASTX: Wheat 


btdrt 


799 




End 


1281 




none 




Score 


51 


Exons 


799. .849, 903. .1238, 


904. .1281 




Seq. No. 


47968 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102093 




Strand 




Of -j y-f 


1 




End 


1352 


Name 


OJ000224 02.0322.C31. 


ol . tm- 


Method 


TBLASTX: Maize 


Of -i vf 


904 




End 


1335 


C T 


none 




Score 


366 


Exons 


904. .1335, 943. .1122, 


1134. 


.1328 




Seq. No. 


47968 




Seq. ID 


OJ000224_02.0322 


Gene No. 


102093 




Strand 


+ 


Of -s r-f- 


1 




End 


1352 


Name 


OJ000224 02.0322.C31. 


ol . tc 


Method 


TBLASTX: Cress 


OH 1 -v-f 

otart 


928 




End 


1245 




none 




Score 


180 


Exons 


928'. .1245 








Seq. No. 


47969 




Seq. ID 


OJ000224_02.0322, 


Gene No. 


102094 




Strand 


+ 


Start 


1 




End 


2087 


Name 


OJ000224 02.0322.C32. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


2084 


GI 


4680179 




Score 


2967 


Exons 


1. .2084 









X30 



C31 



,C31 



,C31 



C31 



C31 



C32 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



49669 



Seq. No. 47969 Seq. ID 

Gene No. 102094 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C32 . o4 . tm Method 

Start 2 End 

GI none Score 

Exons 2. .184, 4. .183, 23. .184 

Seq. No. 47969 Seq. ID 

Gene No. 102094 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C32 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 391, 393.. 2087 

Seq. No. 47969 Seq. ID 

Gene No. 102094 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C32 . o3 . tw Method 

Start 119 End 

GI none Score 
Exons 



OJ000224_02.0322.C32 
+ 

2087 

TBLASTX: Maize 

184 

220 



OJ000224_02.0322.C32 
+ 

2087 r 
GENSCAN 
2087 
.79 



OJ000224_02.0322.C32 
+ 

2087 

TBLASTX: Wheat 

503 

350 



119. .376, 151. .351, 167. .427, 372. .503, 377. .502 



ffi Seq. No. 47969 Seq. ID 

t\\ Gene No. 102094 Strand 

Li Start 1 End 

H Name OJ000224_02 . 0322 . C32 . o2 . ts Method 

W Start 125 End 

^3 GI none Score 

fjj Exons 125.. 370, 142.. 270 

L Seq. No. 47969 Seq. ID 

H Gene No. 102094 Strand 

H Start 1 • End 

^ Name' - OJ000224_02 . 0322 . C32 . o2 . tm Method' 

t 5 Start" 190 End 

>i GI none Score 

:z Exons 



OJ000224_02.0322.C32 
+ 

2087 

TBLASTX: Soybean 

370 

207 



OJ000224_02.0322.C32 
+ 

2087 

TBLASTX: Maize 

506 

259 



190. .336, 191. .376, 191. .376, 372. .506, 377. .502 



Seq. No. 47969 Seq. ID 

Gene No. 102094 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C32 . o2 . tw Method 

Start 506 End 

GI . none Score 

Exons 506.. 1072, 537.. 1073 

Seq. No. 47969 Seq. ID 

Gene No. 102094 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C32 .ol . tc Method 

Start 771 End 

GI none Score 

Exons 771. .953, 954. .1097, 956. .1096 



OJ000224__02.0322.C32 
+ 

2087 

TBLASTX: Wheat 
1073 
'649 



OJ000224_02.0322.C32 
+ 

2087 

TBLASTX: Cress 

1097 

92 



49670 



Seq. No. 47969 

Gene No. 102094 

Start 1 

Name OJ000224_02 . 0322 . C32 . ol . ts 

Start 861 

GI none 

Exons 861.. 1121, 872.. 1120 



Seq. ID OJ000224_02.0322, 

Strand + 

End 2087 

Method TBLASTX : Soybean 

End 1121 

Score 293 



C32 



Seq. No. 47969 

Gene No. 102094 

Start 1 

Name OJ000224_02 . 0322 . C32 . o3 . tm 

Start 920 * 

GI none 

Exons 920.. 1207, 921.. 1211 



Seq. -ID OJ000224_02.0322, 

Strand + 

End 2087 

Method TBLASTX : Mai ze 

End 1211 

Score 374 



C32 



Seq. No. 47969 

Gene No. 102094 ' 

Start .1 

Name OJ000224_02 . 0322 . C32 . ol . tw 

Start 1080 

GI none 

Exons 1080.. 1706, 1136.. 1705 

Seq. No. 47969 
Gene No. ' 102094 

Start 1 

Name OJ000224__02 . 0322 . C32 . ol . tm 

Start 1260 

GI none 
Exons 



Seq. ID OJ000224_02.0322, 

Strand + 

End 2087 

Method TBLASTX : Wheat 

End 1706 

Score 714 



Seq. ID OJ000224_02.0322, 

Strand + 

End 2087 - 

Method TBLASTX : Mai ze 

End 1859 

Score 231 



C32 



C32 



1260. .1421, 1268. .1414, 1418. .1843, 1419. .1859 



Seq. No. 47969 

Gene No. 102094 

Start 1 

Name OJ000224JD2 . 0322 . C32 . o4 . tw 

Start 1706- 

GI none 

Exons 1706.. 1975, 1707. .2039, 1710. 



Seq. ID OJ000224_02.0322, 

Strand + 

End 2087 

Method TBLASTX : Wheat 

End . 2039 

Score 331 
.2018 



C32 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47970 
102095 
1 

OJ000224_02.0322.C33.ol.np 
1 

5257279 

1..1765, 2392. .2625, 4259.-4347 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ000224_02.0322, 
Strand 

End 5828 

Method AAT/NAP 

End 4347 

Score 3086 



C33 



47970 

102095 

1 

OJ000224_02.0322.C33.ol.tw 
1 

none 



Seq. ID OJ000224_02.0322, 
Strand 

End 5828 

Method TBLASTX : Wheat 

End 389 

Score 48 



C33 



1..144, 2. .55, 19. .171, 142. .375, 144. .389 



49671 ^ 



Seq. No. 47970 Seq. ID 

Gene No. 102095 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C33 . ol . gs Method 

Start 69 End 

GI none Score 

Exons 69.. 1034 



OJ000224_02.0322.C33 

5828 
GENSCAN 
1034 
.48 



Seq. No. 47970 

Gene No. 102095 
Start ' 1 

Name OJ000224_02 . 0322 . C33 . ol . tm 

Start 89 

GI none 
Exons 



Seq. ID OJ000224_02.0322.C33 
Strand 

End 5828 

Method TBLASTX : Mai ze 

End 380 

Score 4 0 



89. .124, 91. .144, 136. .372, 144. .380 



Seq. No. 47970 Seq. ID 

Gene No. 102095 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C33 . o3 . tw Method 

Start 561 End 

GI none Score 

Exons 561. .683, 562. .672, 717. .938, 817. .888 



OJ000224_02.0322.C33 
5828 

TBLASTX: Wheat 

938 

7 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47970 

102095 

1 

OJ000224_02.0322.C33.o2.tm 

619 

none 



Seq. ID OJ000224_02.0322.C33 
Strand 

End 5828 

Method TBLASTX : Mai ze 

End 944 

Score 52 



619. .753, 621. .944, 823. .897, 879. .944 



Seq. No. 47970 Seq. ID 

Gene No. 102095 Strand 

Start 1 End 

Name OJ000224_02 . 0322 . C33 . o2 . tw Method 

Start ' 1486 ' End 

GI none ' Score 

Exons I486.. 1632, 1657.. 1872, 1667.. 1849 



OJ000224_02.0322.C33 
5828 

TBLASTX: Wheat 

1872 ' 

94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



47970 Seq. ID 

102095 Strand 

1 End 

OJ000224_02.0322.C33.o2.np Method 

3507 End 

6063554 Score 



OJ000224_02.0322.C33 

582.8 
AAT/NAP 
5828 
155 . 



3507..3681-, 4804.. 4954, 5740.. 5828- 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47970 Seq. ID 

Gene No. 102095 Strand 

Start 1 End 

Name OJ000224JD2 . 0322 . C33 . ol . gp- Method 

Start 3747 End 



OJ000224_02.0322.C33 

5828 

AAT/GAP 

4126 



49672 



GI 2427387 Score 503 

Exons 3747.. 4126 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 47971 

Gene No. 102096 

Start 49 

Name OJ000224_02 . 0322 . C34 . ol . gs 

Start 4 9 

GI none 
Exons 



Seq. ID OJ000224_02.0322.C34 



Strand 
End 

Method 

End 

Score 



+ 

3907 
GENSCAN 
3907 
.69 



49. .232, 1308. .1353, 2144. .2532, 3001. .3095, 3220. .3293, 
3545. .3631, 3899. .3907 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47971 Seq. ID OJ000224_02 . 0322 . C34 

102096 Strand + 

49 End 3907 

OJ000224_02.0322.C34.o2.gp Method AAT/GAP 

1018 End 1401 

uC-osflcyp033a04bl Score 653 

1018. .1401 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 

47971 Seq. ID OJ000224_02 . 0322 . C34 , 

102097 Strand 

1 End 5380 

OJ000224 JD2 . 0322 . C34 . o2 . np Method AAT/NAP 

1 End 3624 

5257279 Score 880 

1..25, 3079. .3624 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



47971 
102097 
1 

OJ000224_02.0322.C34.ol.np 
947 

4680186 
947. .1169, 2846. .2900 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000224_02.0322.C34 
Strand 

End 5380 

Method AAT/NAP 

End 2 900 

Score , 225 



47971 ■ 

102097 

1 

OJ000224_02.0322.C34.o3.np 

3399 

5852179 

3399. .3429, 4844. .5084, 5159. 



Seq. ID OJ000224_02.0322.C34 
Strand 

5380 
AAT/NAP 
5380 
359 



End 

Method 
End 
Score 
.5380 



(AL117265) zhb0009.1 [Oryza sativa] 

47971 Seq. ID 

102097 Strand 

1 End 

OJ000224_02.0322.C34.o2.gs Method 

4 04 2 End 



OJ000224_02.0322.C34 

5380 

GENSCAN 

5254 



49673 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 6 

4042. .4088, 4545. .4806, 4885. .5109, 5159. .5254 



OJ000224_02.0322.C35 
+ 



47972 Seq. ID 

102098 Strand 
357 End 1879 

OJ000224_02.0322.C35.ol.np Method AAT/NAP 
357 End 1212 . . 

6063554 Score 265 

357. .396, 1038. .1212 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



hypothetical 



47972 Seq. ID 

102098 Strand 
357 End 
OJ000224_02.0322.C35.ol.gp Method 
369 End. 
61605JL.R1084 Score 
369. .449, 1607. .1879 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ000224_02.0322.C35 
+ 

1879 

AAT/GAP ..." , - 

1879 ■ 
580 



Seq. No. 


47972 






Seq. ID 


OJ000224 02. 


. 0322 


.C35 


Gene No. 


102099 






Strand 








Start 


340 






End . 


2224 ■ 






Name 


OJ000224 02.0322.C35. 


ol 


.gs 


Method 


GENSCAN 






Start 


340 






End 


2224 






GI 


none 






Score 


.48 






Exons 


340. .465, 974. .1067, 


18 


84. .1977, 2062 


. .2224 






Seq. No. 


47973 






Seq. ID 


OJ000224_02. 


.0322 


.C36 


Gene No. . 


■ 102100 






Strand 


+ 






Start 


45 






End 


. 254 






Name 


OJ000224 02.0322.C36. 


ol 


.gs • 


Method 


GENSCAN 






Start . 


45 . . 






End 


254 ■ 






GI 


' none 






Score 


.93 






Exons 


45. .254 














Seq. No. 


47974 






Seq. ID 


OJ000224_02. 


,0322 


.C42 


Gene No. 


102101 






Strand 


+ 






Start 


83 






End 


603 






Name 


OJ000224 02.0322.C42. 


ol 


.gs 


Method 


GENSCAN 






Start 


83 






End 


603 






GI 


none 






Score 


.41 






Exons 


83. .245, 593. .603 














Seq. No. 


47974 






Seq. ID 


OJ000224_02. 


0322 


.C42 


Gene No. 


102102 






Strand 








Start 


1014 






End 


2875 






Name 


OJ000224 02.0322.C42. 


ol 


.np 


Method 


AAT/NAP 






Start 


783 






End 


2875 






GI 


*'4'680179 






Score 


2458 






Exons 


783. .2875 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 







49674 






Seq. No. 


47974 








Seq. ID 


OJ000224_02.0322.C4 2 




Gene No. 


102102 








Strand 






OLdlL 










£jna 


Zo /3 




Name 


A ic\c\c\oo a no 


n ^ oo 

• UJZZ 


CM O ^ /I 
. U4 Z . 04 




jyieiinoQ 


i dLAoia : wnear 






QOQ 
o Z o 








t>na 


1 1 £ i 
1 1 bl 




bl 


none 








Score 


i nn 
1 uu 




Exons 


poo i i £n 


Q^7 


1 1 bl 










Seq. No. 


47974 








Seq. ID 


OJ000224_02.0322.C42 




Gene No. 


102102 








Strand 






otdit 


1 A1 /I 

1 U 1 4 








tjna 


Z O / 3 




Name 


UJUUUZZ4 UZ 


n i o o 

. UJZZ 


. U4 Z . OZ 


. gs 


Method 


rrMCP7\M 
bhNoOAIN 




o cart 


1 U 1 ft 










o c c n 
Z b bU 






none 








Score 


£ i 
. 0 1 




TP v /"\ y\ c* 


IPllyl 1 £7 Q 


1 !?jZ 


. . ZZ JO / 


0 A 7 £ 
Z 4 / b . 


o £ £n 
. z b b u 






oeq . no. 


4 / y / 4 








Seq. ID 


OJ000224_02.0322.C42 




Gene No. 


102102 








Strand 






■ Start 


-1014 ' 








End 


2875 




Name 


r\ incido o a no 
UJUUUZZ4 uz 


n^oo 

. UJZZ 


. v^4 Z . Ol 


. urn 


Method 


TBLASTX: Maize 






1 UZ u 








End 


1604 




C T 
Ul 


none 








Score 


138 




Exons 


1UZU . .14 4 0/ 


i n o i 
1 UZ 1 


1 O Q 1 

. . 1 Z o 1 , 


1 Ol Q 

i j i y . 


.1453, 1345. .1449, 1442. .1588, 


55, 




144b. . 1 bU4 , 


1 /I a q 

1 4 4 y 


1 CQQ 

. . i d o y , 


1 4 3 U . 


. 1 bUZ 




r-ns 


Seq. No. 


47974 








oeq. id 


OJUUUZZ4 Uz.UjZz.C4Z 


fil 


Gene No. 


102102 












fl 


otar t. 


1 U 1 4 








End 


2875 




Name 


UJUUUZZ4 UZ 


n o o o 
. UJZZ 


c a o i 
. L4 Z . Ol 


. tw 


Method 


TBLASTX: Wheat 


; :| 

~~ 


otart 


1 1 b 1 








End 


1772 






none 








Score 


265 


ru 


Exons 


libi. .1 / / z , 


I 1 £0 

I I bZ 


1 7 "5 1 
. . 1 / J 1 










Seq. No. 


47974 








Seq. ID 


OJ000224_02.0322.C42 




Gene No. 


102102 








Strand 






otdlL 


i ni a 

1 U 1 4 








End 


2875 


r 7 
?.~ 


Name 


r\ inn n o o /i no 
UJUUUZZ4 UZ 


n "3 o o 
. UJZZ 


C* A O /-s O 

. C4 Z . O J 




• Method 


TBLASTX: Maize 




otart; 


l dj b 








End 


1947 




P T 


none 








Score 


58 


«.ar 
s.ss. 
: H 


Exons 


1DOD . • 1 y 4 b , 


i bo y 


1 7 £ £ 
. .1 / OD, 


i bbu . 


.1947 






Seq. No. 


47974 








Seq. ID 


OJ000224__02.0322.C42 




Gene No. 


102102 ■ 








Strand 






oLar u 


i n i a 

1 U 1 4 








End 


2875 




Name 


n innnooyi no 
UJUUUZZ4 UZ 


n o o o 
. UJZZ 


. L,4 Z . Ol 


. ts 


Method 


TBLASTX: Soybean 




o car l 


i 7 k n 
1 / 3 U 








End 


1995 




bl 


none 








Score 


119 




Exons 


1 *7 c n i QQc 

i / ou . . i y y 3 , 


1 / 3Z 


1 Q Q / 

. . i y y 4 












A 1 Q7 A 

4 / y / 4 


* 






Seq. ID 


OJ000224_02.0322.C42 




Gene No. 


102102 








Strand 






Start 


1014 








End 


2875 




Name 


OJ000224 02 


.0322 


.C42.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1803 








End 


2283 




GI 


none 








Score 


304 




Exons 


1803. .2282, 


1807 


. .2283 









49675 



Seq. No. 47974 Seq. ID 

Gene No. 102102 Strand 

Start 1014 End 

Name OJ000224_02 . 0322 . C4 2 . o2 . tw Method 

Start • 2283 End 

GI none Score 

Exons 2283.. 2786, 2371.. 2778 



OJ000224_02.0322.C42 
2875 

TBLASTX: Wheat 

2786 

290 



Seq. No. 47974 Seq. ID 

Gene No. 102102 Strand 

Start 1014 End 

Name OJ000224_02 . 0322 . C42 . o2 . tm Method 

Start 2356 End 

GI none Score 

Exons 2356. .2691, 2361. .2714, 2374. .2712 



OJ000224_02.0322.C42 
2875 

TBLASTX: Maize 

2714 

204 



Seq. No. 47974 Seq. ID 

.Gene No. 102102 Strand 

Start 1014 ' End 

Name OJ000224_02 . 0322 . C42 . o2'. ts Method 

Start 2535 End 

GI none Score 
Exons . 2535.. 2780 



OJ000224_02.0322.C42 - 
2875 ' 

TBLASTX : Soybean 
2780 

212 ■ * 



Seq. No. 47975 Seq. ID 

Gene No. 102103 Strand 

Start 672 End 

Name OJ000214_02 . 0321 . CI . ol . gs Method 

Start 672 End 

GI none Score 

Exons 672.. 887 



OJ000214_02.0321.C1 
887 

GENSCAN 

887 

.78 



Seq. No. 47976 

Gene No. 102104 

Start 219 

Name OJ000214_02 . 032 1 . C2 . ol . gs 

Start 219 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C2 



Strand 
End 

Method 

End 

Score 



+ 

4140 
GENSCAN 
4140 
.72 



219. .331, 699. .836, 1379. .1653, 1893. .2078, 2156. .2240, 
2655. .2819, 3039. .3189, 3307. .3467, 3763. .4140 



Seq. No. 47976 
Gene No. ■ 102105 

Start 6817 

Name OJ000214JD2 . 0321 . C2 . ol . tm 

Start 3050 

GI none 

Exons 3050.. 3217, 3105.. 3227, 3315. 



OJ000214_02.0321.C2 
7387 

TBLASTX: Maize 
3612 
112 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3428, 3318. .3365, 3332. 



3422. .3475, 3423. .3479, 3546. .3605, 3547. .3612, 3553. 



,3451, 
,3612 



Seq. No. 47976 Seq. ID 

Gene No. 102105 Strand 

Start 6817 End 

Name OJ000214JD2 . 0321 . C2 . ol . gp Method 

Start 6459 End 

GI none Score 

Exons 6459.. 7039 



OJ000214_02.0321.C2 

7387 
AAT/GAP 
7039 
1089 



49676 



Seq. No. 


47976 








Seq. ID 


• OJ000214_02.0321 


.C2 


Gene No. 


102105 








Strand 






Start 


681 / 








End 


*7 O O 1 




Name 


tA A AO 1 a no 

OJ000214 OZ 


m o 1 
. UoZl 


r> A _~ o 
. LZ . OZ . 


gs 


Method 


GENS CAN 




Start 


DOl / 








End 


T O O O 

/ jJz 




GI 


none 








Score 


. yy 




Exons 


coi n t o o o 
DO 17 . . / jj/ 














b e C[ . NO. 


4 / y / b 








Seq. ID 


OJ000214_02.0321 


.C2 


Gene No. 


102105 








Strand 






Start 


6817 








End 


7387 




Name 


OJUUUZ14 UZ 


.0321 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


f o o o 
DO j2 








End 


7387 




GI 


3668079 








Score 


513 




Exons 


DO . . / jo/ 














GI Descrip. 


(AC004 66/) 


putative AT- 


K « ^ 1, 

■noolc 


DNA-binding protein [Arabidopsis 




■ thaliana] 














Seq. No. 


47976 








Seq. ID 


OJ000214_02.0321 


.C2 


Gene No. 


102105 








Strand 






Start 


681/ 








End 


7387' 




Name 


A TrtrtA A 1 A A A 

OJ000214 02 


. 0321 


. C2 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


6898 








End 


7293 




GI 


>l a at at a 

4395850 








Score 


154 




Exons 


z' n no a 

6898 . . by jj, 


7048 


. . 72 69, 


1 15 1 


. .7270, 7252. .7293 




GI Descrip. 
















Seq. No. 


47976 








Seq. ID 


OJ000214_02.0321 


.C2 


Gene No. 


102105 








Strand 






Start 


681/ 








End 


7387 




Name 


s-\ TA AAA 1 A A A 

OJ000Z14 02 


. 0321 


. C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


7153 








End 


7381 




GI 


none 








Score 


109 




Exons 


/153 . . / Z63, 


7175 


. .7264, 


TA/*1 

/z 61 


..7380, 7331.. 7381 




Seq. No. 


47976' 








Seq. ID 


OJ000214_02.0321 


.C2 


Gene No. 


1 0 Z 1 U 0 








Strand. 






Start 


6817 








End 


7387 




Name 


/-» tAA A A 1 yl AO 

OJ000214 02 


.0321 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7153 








End 


7383 




GI 


none 








Score 


96 




Exons 


7153 . . 7269, 


7157 


. .7258, 


t o a a 

I zoo 


. .7383 






Seq. No. 


47976 








Seq-. ID 


OJ000214_02.0321 


.C2 


Gene No. 


1 A O T A C 

102105 








Strand 






Start 


6817 








End 


7387 - 




Name 


/~v T A A A A 1 / A A 

OJ000214 02 


.0321 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7219 








End ■ 


7383 




GI 


none 








Score 


50 




Exons 


7219. .7263, 


7220 


. .7264, 


7252 


..7383, 7331. .7381 




Seq. No. 


47977 








Seq. ID 


OJ000214_02.0321 


.C3 


Gene No. 


102106 








Strand 


+ 




Start 


381 








End 


3088 




Name 


OJ000214 02 


.0321 


.C3.ol. 


gs 


Method 


GENSCAN 




Start 


381 








End 


3063 





49677 



GI 

Exons 



none Score 
381.. 485, 2816.. 2926, 2932.. 3063 



55 



Seq. No. 


47977 


Seq. ID 


OJ000214 


Gene No . 


102106 


Strand- 


+ 


Start 


381 


End 


3088 


Name 


OJ000214 02.0321.C3.ol.np 


Method 


TV TV m /ll Tl T*\ 

AAT/NAP 


Start 


2484 


End 


3088 


GI 


7523502 


Score 


195 


Exons 


2484.-2577, 2869. .3088 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47978 


Seq. ID 


OJ000214 


Gene No. 


102107 


Strand 


+ 


Start 


70 


End 


303 


Name 


OJ000214 02.0321.C4.ol.gp 


Method 


AAT/GAP 


Start 


70 


End 


303 


GI 


5867 1.R1084 


Score 


140 


Exons 


70.... 161, 281. .303 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



02. 0321. C4 



, 464986/sp| P35132 |UBC9_ARATH 5.0e-58 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN 
CARRIER PROTEIN 9) (UBCAT4B) >gi_421857 
ubiquitin — protein ligase (EC 6.3.2.19) 



UBIQUITIN-CONJUGATING' 
LIGASE 9) (UBIQUITIN 

pir S32 67 4 

UBC9 - Arabidopsis 



thaliana >gi_297 884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



OJ000214 02. 0321. C4 



47978 
102108 
904 

OJ000214_02.0321.C4 .o2.gp 
904 

5867_1.R1084 
904. .949, 1330. .1422 
' 4 64 986/sp | P35132 | UBC9_ARATH 
ENZYME E2-17 KD 9 (UBIQUITIN- 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211- (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5.0e-58 
-PROTEIN 



1422 
AAT/GAP 
1422 
140 

UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 



Seq. No. 


47979 








Seq. ID 


OJ000214 


Gene No. 


102109 








Strand 


+ 


Start 


292 








End 


613 


Name 


OJ000214 


02. 0321. C5. 


.ol 


.gs 


Method 


GENSCAN 


Start 


292 








End 


613 


GI 


none 








Score 


. 64 


Exons 


292. . 613 












Seq. No. 


47980 








Seq. ID 


OJ000214 


Gene No. 


102110 








. Strand 


+ 


Start 


679 








End 


956 


Name 


OJ000214 


02. 0321. C6. 


,ol 


.gs 


Method 


GENSCAN 


Start 


679 








End 


956 


GI 


none 








Score 


. 94 


Exons 


679. .753, 


897. . 956 











02. 0321. C6 



49678 



Seq. No. 47980 

Gene No. 102111 

Start 1159 

Name OJ000214_02 . 032 i . C6 . o2 . gs 

Start 1159 

GI none 

Exons 1159.. 1356 



Seq. ID OJ00021-4__02.0321.C6 
Strand 

End 1356 

Method GENSCAN 

End 1356 

Score .97 



Seq. No. 47981 

Gene No. 102112 

Start 1 

Name OJ000214_02 . 0321 . C7 . ol . gp 

Start 1 

GI uC-osflcypl54e07bl 

Exons 1 . . 75 

GI Descrip. '3236247 6.0e-44 (AC004684) .SCARECROW- like protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000214_02.0321.C7 
Strand + 

4 42 

AAT/GAP 
75 
150 



End 

Method 

End 

Score 



Seq. No. " 47981 
Gene No. 102112 
Start 1 

Name OJ000214_02 . 0321 . C7 . ol . np 

Start 1 
GI 7485429 
Exons 1 . .442 

GI Descrip. hypothetical protein F13M22.15 - Arabidopsis thaliana 

gi | 3236247 | gb | AAC23635 . 1| (AC004684) putative SCARECROW gene 
regulator [Arabidopsis thaliana] 



Seq. ID. -OJ000214_02.0321.C7 

Strand + 

End 442 

Method AAT/NAP 

End 442 

Score 4 92 





Seq. No. 


47981 






Seq. ID 


OJ000214_02.0321 


.C7 




Gene No. 


102112 






Strand 


+ 






Start 


1 






End 


442 




■K SL 

i ■ ; 


Name 


OJ000214 02.0321.C7.ol 


.gs 




Method 


. GENSCAN 






Start 


6 






End 


329 






GI 


none 






Score 


.77 




f»± ' 
% J 


Exons 


6. .329 












it J 


Seq. No. 


47981 






Seq. ID 


OJ000214_02.0321 


.C7 




Gene No. 


102113 






Strand 








Start 


1021 






End 


1246 






Name 


OJ000214 02.0321.C7.ol 


.tc 




Method 


TBLASTX: Cress 






Start 


2 






End 


433 






GI 


none 






Score 


86 






Exons 


2. .289, 2. .79, 3. .311, 


6. . 


266, 


176. .313, 308. .433, 343. 


.429 




Seq. No. 


47981 






Seq. ID 


OJ000214_02.0321 


.C7 




Gene No. 


102113 






Strand 








Start 


1021 






End 


1246 






Name 


OJ000214 02.0321.C7.ol 


. tm 




Method 


TBLASTX :Maize 






Start 


2 






End 


436 






GI 


none 






Score 


134 






Exons 


2. .298, 2. .73, 3. .314, 


3. . 


263, 


176. .310, 331. .393, 332. 


.433, 






337.. 429, 338.. 436 














Seq. No. 


47981 






Seq. ID 


OJ000214_02.0321 


.C7 




Gene No. 


102113 






Strand 







49679 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. 

Gene 

Start 

Name 

Start 

GI 

Exons 
GI De 



No. 
No. 



scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1021 

OJ000214_02.0321.C7.ol.ts 

2 



End 

Method 
End 

none Score 
2. .130, 3. .287, 5. .310, 295. .441, 326. 



47981 Seq. ID 

102113 Strand 

1021 ' End 

OJ0002 14_02 . 0321 . C7 . ol . tw Method 

182 End 

none Score 



1246 

TBLASTX: Soybean 
441 
127 
.430 

OJ000214_02.0321.C7 
1246 

TBLASTX: Wheat 

555 

191 



182. .310, 183. .314, 331. .432, 332. .439, 338. .433, 526. .555 

OJ000214 02. 0321. C7 



02. 0321. C8 



47981 
102113 
1021 

OJ000214_02. 0321.C7-.o2.gs 
1021 
none 

1021. .1246 

47982 
102114 
1640 

OJ00.0214_02.0321.C8.ol.gs . 
1640 
none 

1640. .2221 

47982 
102114 
1640 

OJ000214_02. 0321.C8.ol.np 
1738 
7485436 
'1738. .1949, 3456. .35il 

hypothetical protein F13M22.24 - Arabidopsis thaliana 
gi|3236256|gb|AAC23644.1| (AC004684) putative C2H2-type 
finger protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1246 
GENSCAN 
1246 
. 91 



OJ000214_ 
+ 

3511 
GENSCAN 
2221 
. 99 



OJ000214_ 
+ 

3511 
AAT/NAP 
3511 
162 



02. 0321. C8 



47982 

102114 

1640 

OJ000214_02.0321.C8 .ol.ts 

1823 

none 

1823. .1939, 1825. .1932 

47982 

102114 

1640 

OJ000214_02.0321.C8 .ol.tm 

1825 

none 

1825. .1932, 1826. .1942 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_02.0321.C8 
+ 

3511 

TBLASTX: Soybean 

1939 

194 



OJ000214_02.0321.C8 
+ 

3511 

TBLASTX: Maize 

1942 

197 



49680 



Seq. No. 47982 
Gene No. ■ 102114 

Start 1640 

Name OJ000214_02 . 0321 . C8 . ol . tc 

Start 1834 

GI none 

Exons 1834.. 1914, 1835.. 1942 



Seq. ID OJ000214_02.0321.C8 

Strand + 

End 3511. 

Method TBLASTX : Cress 

End 1942 

Score 192 



Seq. No. 47983 

Gene No. 102115 

Start 956 ■ 

Name OJ000214_02 . 0321 . C9 . ol . gs 

Start 956 

GI none 
Exons 



Seq.' ID OJ000214_02.0321.C9 
Strand 

End 1754 

Method GENSCAN 

End 1754 

Score .57 



956.. 1523, 1528. .1700, 1725.. 1754 



Seq. No. 
Gene No. 
■ Start- 
Name 
Start 
GI 

Exons 
C=J GI Descrip. 

'%3 

fn Seq. No. 
fij Gene No. 

Start 
r"^ Name 
UJ Start 
W GI 
fjj Exons 

^ Seq. No. 

H Gene No. 

y Start 

M Name 

,1 • Start 

:r Exons 



47983 
102115 

956 - 
OJ000214_02.0321.C9.ol.np 
978 

6016696 
978. . 1370 

(AC009991) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000214_02.0321.C9 
Strand 

End 1754 

Method AAT/NAP 

End 1370 

Score 218 



47984 

102116 

90 

OJ000214J)2. 0321. C10. ol.gs 
90 

none 



Seq. ID OJ000214_02. 0321. C10 
Strand 

End 1222 

Method GENSCAN 

End 1222 

Score .43 



90. .266, 359. .535, 584. .734, 975. .1222 



47985 

102117 

846 

OJ000214_02. 0321 ;C12. ol.gs 

846 

none 

846. . 979 



Seq. ID OJ000214_02.0321.C12 

Strand + 

End 97 9 

Method GENSCAN 

End 979 

Score .91 



Seq. No. 47985 

Gene No. 102118 

Start 2478 

Name OJ000214_02 . 0321 . C12 . o2 . gs 

Start 2478 

GI none 

Exons' ' 24 78^;.-2-621 



Seq. ID OJ000214_02.0321.C12 
Strand 

End 2621 

Method GENSCAN 

End 2621 

Score .61 



Seq. No. 47986 

Gene No. 102119 

Start 486 

Name OJ0002 14_02 . 032 1 . C13 . ol . gs 

Start 486 

GI none 

Exons 486.. 495, 638.. 693 



Seq. ID OJ000214_02.0321.C13 

Strand 

End 693 

Method GENSCAN 

End 693 

Score .8 



49681 



Seq. No. 47987 

Gene No. 102120 

Start 1 

Name OJ000214_02 . 0321 . C14 . ol . np 

Start 1 

GI 6899893 

Exons 1..51, S98..792, 1383.. 1515, 
GI Descrip. (AL138642) putative protein 

Seq. No. 47987 

Gene No. 102120 

Start 1 

Name OJ000214_02 . 0321 . CI 4 . ol . gs 

Start 415 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C14 

Strand + 

End 4708 

Method AAT/NAP 

End 3775 

Score 301 
1648. .1880, 3695.-3775 
[Arabidopsis thaliana] 

Seq. ID OJ000214_02.0321.C14 

Strand + 

End 4708 

Method GENSCAN 

End 4708 

Score .94 



415. .792, 1383. .1880, 3698. .3815, 4689. .4708 



£2 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47987 ■•■ Seq. ID 

102121 : . Strand 

17005 End 
OJ000214_02.0321.C14.o3.gs Method 
17005 End 
none Score 

17005. .17071, 17205. .17341 



OJ000214_02.0321.C14 
+ 

17341 
GENSCAN 
17341 
.54 



47987 ; Seq. ID OJ000214_02. V 0321 . C14 

102122 Strand + 

17344 End 17536 

OJ000214_02.0321.C14 .ol.gp Method AAT/GAP 
17344 End 17536 

uC-osrocyp016c08al Score 330 

17344. .17536 

'3834314 8.0e-36 (AC005679) Similar to gene piOlO 
glyc'osyltransf erase gi_22574 90 from S. pombe clone 175,0 

,gb_AB004534 . ESTs gb_T46079 and gb_AA394466 come f ronf this 

^.gene. .[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 7 987 

102123 

6047 

OJ000214_02 . 0321 . C14 . o2 . gs 

6047 

none 



Seq. ID OJ000214_02.0321.C14 



Strand 
End 

Method 

End 

Score 



15284 
GENSCAN 
13695 
.6 



6047. .6171, 6263. .7387, 11644 .. 11773, 12047 12328 , 
13160. .13258, 13366. .13695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 



47987 Seq. ID 

102123 Strand 

6047 End 

OJ000214_02.0321.C14 .o2.np Method 

6409 End 

6017119 Score 
6409. .6665, 6753. .7361 

(AC009895) unknown protein [Arabidopsis thaliana] 



OJ000214_02.0321.C14 

15284 
AAT/NAP 
7361 
539 



47987 
102123 



Seq. ID 
Strand 



OJ000214 02.0321.C14 



49682 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6047 End 15284 

OJ000214_02.0321.C14 ,o3.np Method AAT/NAP 

11636 End 15284 

3608147 Score 387 

11636. .11773, 12047. .12328, 13160 13258, 13366 .. 13553, 

15257. .15284 

(AC005314) putative chloroplast RNA binding protein precursor 
[Arabidopsis thaliana] 



47987 

102124 

17830 

OJ000214_02.0321.C14 .o3.tm 

1607 

none 



Seq.- ID OJ000214_02.0321.C14 
Strand 

End 19795 

Method TBLASTX : Mai ze 

End 3759 

Score 60 



1607. .1645, 1613. .1645, 1614. .1649, 1704. .1904, 1705. .1746, 
1710. .1883, 3^92..3757, 3697.. 3759 

47987 
102124 
17830 

OJ000214_02.0321.C14 .o3.ts 
1710 
none 

1710. .1880, 1712. .1879, 3677. .3781 



Seq. ID OJ000214_02.0321.C14 
Strand 

19795 

TBLASTX : Soybean 
3781 
184 



End 

Method 

End 

Score 



47987 . 
102124 
17830 

OJ000214_02. 0321.C14 .o2.ts 

6709 

none 

6709. .6963, 6711. .6962 

47987 

102124 

17830 

OJ000214_02.0321.C14 .o2.tc 

6744 

none 

6744. .6965, 6751. .6963 



Seq. ID OJ000214_02.0321.C14 
Strand 

End 19795 

Method TBLASTX : Soybean 

End 6963 

Score 148 



Seq. ID OJ000214_02.0321.C14 
Strand 

End 19795 

Method TBLASTX: Cress 

End 6965 

Score 92 



Seq. No. 47987 

Gene No. 102124 

Start 17830 

Name OJ000214_02 . 0321 . CI 4 . ol . tm 

Start 6858 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C14 
Strand 

End 19795 

Method TBLASTX : Mai ze 

End 7320 

Score 116 



6858..69S9, 6861. .6983, 6874. .6984, 7071. .7178, 7071. .7223, 
7099. .7224, 7221. .7250, 7236. .7319, 7264. .7320 



Seq. No. 47987 

Gene No. 102124 

Start 17830 

Name OJ000214_02 . 0321 . C14 . ol . tc 

Start 17830 

GI none 



Seq. ID OJ000214_02 . 0321 .C14 
Strand 

End 19795 

Method TBLASTX : Cress 

End 18945 

Score 202 



49683 



Exons 


17830 17871, 17854. 


.17940, 


18188. .18409, 18192 


. . 18407, 






1 O ft "7 O 1 O yl A ft lOTCT 

18278 18409, 18757. 


.18945, 


18764 . . 18937 






Seq. No. 


47987 




Seq. ID 


OJ000214 


_02.0321, 


.C14 


Gene No. 


102124 




Strand 








Start 


1 t o r\ 

17830 




End 


19795 






Name 


OJ000214_02 . 0321 ,C14 


. o4 . gs 


Method 


GENSCAN 






Start 


1 "7 ft *5 ft 

17830 




End 


19002 






GI 


none 




Score 


.63 






Exons 


1 "7 O O A 1 ft T A ft "1 O 1 ft "1 

17830 18 102 , 18191. 


. 184 57, 


18772. . 19002 






Seq. No. 


47987 




Seq. ID 


OJ000214 


02 . 0321 . 


. C14 


Gene No. 


102124 




Strand 








Start 


17830 




End 


19795 






Name 


OJ000214 02.0321.C14 


.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


17830 




End 


19179 






GI 


none 




Score 


74 






Exons 


1 "") ft ft ft 1 ™ 1 ft ft ft 1 n 1 1 

17830 . . 17889, 17831. 


. 17875, 


17831. .17890, 17896 


. . 17949, 






iftftjift iftiiji '-iftftf~ft 
18049.. 18114, 18050. 


. 18103, 


18188. .18409, 18192 


. . 18407, 




- 


18278 18409, 18757. 


. 18972, 


18764. .18! 


973, 19074 


. .19154, 






T ft ft ft ft IftTTft 1 A A ft ft 

19093 .. 1917 9, 19093. 


. 19152 










Seq. No. 


47987 




Seq. ID 


OJ000214 


_02 . 0321 . 


,C14 


Gene No. 


T ft ft 1 O A 

10^124 




Strand 








Start 


17830 




End 


19795 






Name 


OJ000214 02.0321.C14 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


17830 




End 


18970 




GI 


none 




Score 


243 


> 




Exons 


17830. .17940, 18188. 


. 18409, 


18192. .18407, 18275 


. .18418, 






18757. .18948, 18764. 


.18970. 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47987 Seq. ID 

102124 Strand 

17830 End 

OJ000214_02.0321.C14 .o4.np Method 

17833 End • 

6714272 Score 



OJ000214_02.0321.C14 

19795 
AAT/NAP 
19795 
681 



17833. .18039, 18179 .. 18406, 18772 .. 18945, 19703. .19795 
(AC017118) F6N18.8 [Arabidopsis thaliana] 



47987 

102124 

17830 

OJ000214_02.0321.C14.o2.gp 
18245 

12230 1.R1084 



OJ000214 02.0321.C14 



Seq. ID 
Strand 

End 197 95 

Method AAT/GAP 
End 19362 
_ Score 1105 

18245. . 18406, 18772 .. 18975, 19093. .19362 

'2894599/emb | CAA17133.il l.'0e-29 (AL021889) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 47987 Seq. ID 

Gene No. 102124 Strand 

Start 17830 End 

Name OJ000214_02 . 0321 . C14 . ol . tw Method 

Start 18272 End 

GI none . Score 
Exons 



OJ000214_02.0321.C14 
19795 

TBLASTX: Wheat 

19158 

194 



18272. .184 09, 18273. .18407, 18275. .18409, 18757 .. 18 972, 



49684 



18764. .18973, 19091 .. 19129, 19094 19141, 19123. .19158 





beq. no. 


47988 




Seq. ID 


Pi THAH 0 1 A HO 


.0321 


.C15 




Gene No. 


102125 




Strand 


+ 








Start 


1 




End 


1436 








Name 


OJ000214 02.0321.C15.ol. 


np 


Method 


AA1 / NAr 








Start 


1 




End 


1 A O C 

14ob 








GI 


5922623 




Score 


by 








Exons 


1..37, 144. .222, 1386. .1436 












GI Descrip. 


(Aruuu^yz; nypot.net.ica j. 


protein [Oryza 


sativa] 










gi i ouibo jo [ qd j | dpj\o jiyy . 


11 


(AP000570) ; 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


h / y O 0 




Seq. ID 


OJ000214_02 


.0321, 


.CIS 




Gene No . 


102125 




Strand 










Start 


1 




End . 










Name 


mnn^oi /i no n **o i pi r /^o 


np 


Method 


AA1 /NAr 








Start 


o a c 
^ DO 




'End 


A C\ O 








GI 


icooci o 




Score 


inn 

1UU 








Exons 
















GI Descrip. 


(ArUUibjj) nypotneticai 


protein [Oryza 


sativa] 








Seq. No. 


47988 




Seq. ID 


OJ000214_02 


. 0321 . 


. C15 




Gene No'. 


102125 




Strand 


+ 






~ 


Start 


1 




End 


14 3o 






in 


Name 


OJU(JUzl4 kjZ . Uoz 1 . ClO . Oo . 


np. 


Method 


7\ 7\ m / XT TV o 

AAT/NAP 








Start 


i n c c 
1U bb 




End - 


"i o n o 

ioy y 








GI 


boo yoo b 




Score 


c i n 
Dl 1 








Exons 


iu bb . . i j y y 














GI Descrip. 


(APUUUoo/) hypothetical 


protein [Oryza 


sativa] 






; y 


Seq. No. 


jITQQQ 

4 / yoo 




Seq. ID 


z-\ -r a n n o i >i no 

OJ000zl4 02, 


.0321. 


.C15 




Gene No. 


102125 




Strand 


+ 






f 1 


Start 


1 




End 


14 Jb 






CI 


Name 


0 J0002 14 ' 02 . 032 1 . C15 . o2 . 


gs 


Method 


GENSCAN 








Start 


1066 




End 


i o n o 

iiy2 






i. X 


GI 


none 




Score 


. 81 








Exons 


1066.. 1392 












Q 


O C • LN KJ ■ 


47989 




Seq. ID 


OJ000214_02. 


.0321. 


.C16 




Gene No. 


102126 




Strand 


+ 








Start 


994 




End 


4899 








Name 


OJ000214 02.0321'.C16.ol. 


np 


Method 


AAT/NAP 








Start 


994 




End 


4899 








GI 


•6983860 




Score 


648 








Exons 


994. .1765, 1880.. 2115, 4 


851 


. .4899 










GI Descrip. 


(AP001168) Similar to 22 


kDa kafirin cluster; Ty3-Gypsy 


type 






(AF061282) [Oryza' sativa] 











Seq. No. 47989 Seq. ID 

Gene No. 102127 Strand 

Start 5626 End 

Name OJ000214_02 . 0321 . CI 6 . ol . gp Method 

Start 5252 End 

GI uC-osflcyp033a04bl Score 

Exons 5252.. 5624 

GI Descrip. • 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



OJ000214_02.0321.C16 
+ 

9183 
AAT/GAP 
5624 
508 



49685 




DNA, chromosome 1, clone : P0711E10 1 



Seq . No . . 


A "7 Q Q Q. 

4 /yoy 




Seq. ID 


OJ000214 


A A 

02 


A A A 1 

. 0321 , 


. C16 


Gene No. 


102127 




Strand 


+ 








Start 


C f o c 

5626 




End 


9183 








Name 


OJ000214 02 . 0321 . CI 6 . o2 


. gs 


Method 


GENSCAN 








Start 


5626 


End 


9183 








GI 


none 




Score 


.7 








Exons 


5626.. 5838, 6350.. 72.66, 


7366 . 


.8770, 8794. .9183 








Seq. No. 


47989 




Seq. ID 


OJ000214 


_02, 


.0321, 


.C16 


Gene No. 


T AO 1 O T 

10212 7 




Strand 


+ 








Start 


5626 




End 


9183 








Name 


OJ000214 02 . 0321 . CI 6 . o3 


.np 


Method 


AAT/NAP 








Start 


f~ "3 A A 

6329 




End 


9180 








GI 


6907089 




Score 


3463 








Exons 


6329. .7266, 7366. .9180 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47989 




Seq. ID 


OJ000214 


_02, 


,0321. 


.C16 


Gene No. 


102128 




Strand 


+ 








Start 


15798 




End 


19537 








Name 


OJ000214 02.0321.C16.o6 


.np 


Method 


AAT/NAP 








Start 


15798 




End 


17082 








GI 


7523512 




Score 


106 








Exoris 


15798. .15846, 1694 3 17082 












GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 47989 Seq. ID OJ000214JD2 . 0321 . C16 

Gene No. 102128 Strand + 

Start 15798 End 19537 

Name OJ000214_02 . 0321 . C16 . o5 . np Method AAT/NAP 

Start 16056 End 18510 

GI 5922623 Score 406 

Exons 16056. .16136, 16510 16657, 16825 .. 1 6943, 18459.. 18510 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



gil 6016856 | dbj IBAA85199.1 | 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321, 


.C16 


Gene No. 


102128 




Strand 


+ 






Start 


15798 




End 


19537 






Name 


OJ0002 


14_02.0321.C16.o5.gs 


Method 


GENSCAN 






Start 


16752 




End 


19537 






GI 


none 




Score 


.54 






Exons 


16752. 


.16806, 16943. .17065, 


17905. .18007, 18154 


. .18172, 






18944. 


.19112, 19155. .19537 










Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321. 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ0002 


14_02.0321.C16.o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


1425 




End 


1724 






GI 


none 




Score 


235 






Exons 


1425. . 


1724, 1439.. 1552 











Seq. No. 



47989 



Seq. ID OJ000214 02.0321.C16 



49686 




Gene No. 


102129 


Strand- 








Start 


313/ 


End 


15979 






Name 


OJUUU214 02 . 0321 . Clo . 0 / . tw 


Method 


TBLASTX : 


Wheat 




Start 


1 A O C 

1425 


End 


1781 






GI 


none 


Score 


281 






Exons 


1 /IOC ITOI 1/1*D"7 1 C O 1 / O ft 

1425. .l/ol, 1437. .1562, 1439, 


. .1603, 1543. .1635 






Seq. No. 


A "7 no a 

4 /9o9 


Seq. ID 


OJ000214 


AO A O O 1 

_02 . 0321 


. Ci6 


Gene No. 


102.129 


Strand 








Start 


3137 


-''End 


15979 






Name 


/-ntaaaoi /t no moi pi ^ 0 
OJ000214 02 . 0321 . CI 0 . 02 . np 


Method 


AAT/NAP 






Start 


3137 


End 


10096 






GI 


C O C O 1 OA 


Score 


689 






Exons 


0 i 0 ^7 0 0 a "7 oni 0 /i"DO/i /1 ni/r 
3137. .3207, 3912. .4324, 43/o, 


..4493, 5485.. 5532, 


1 A A /" A 

10069 . . 


1 A A A f* 

10096 


GI Descrip. 


(ALII /zoo) znDOOOlO.l L Oryza 


sativa] 








Seq. No. 


47989 


Seq. ID 


OJ000214 


_02.0321 


.C16 


Gene No. 


102129 


Strand 








Start 


313/ cr ■ . - 


End 


15979 ' 






Name 


OJ000214 02 . 0321 . CI 0 . 03 . gs 


Method 


' GENSCAN 






Start 


A O O A 

9824 


End 


13489 






GI 


none 


Score 


.99 






Exons 


9824 . . 13489 










Seq. No. 


47989 


Seq. ID 


OJ000214 


02 . 0321 


. C16 


Gene No. 


102129 


Strand 










3137 


End 


15979 






Name 


OJ000214 02.0321.C16.o4 .np 


Method 


AAT/NAP 






Start 


9827 


End 


15979 






GI 


7228457 


Score 


9226 






Exons 


9827. .11377, 114 44 12595, 12718 .. 13552 , 13616. 


.15546, 






15608. .15979 










GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


4 7 989 




Seq. ID 


OJ000214_02.0321.C16 


Gene No. 


102129 




Strand 




Start 


3137 




End 


15979 


Name 


OJ000214 02.0321.C16.o8 


. tw 


Method 


TBLASTX: Wheat 


Start 


9836 




End 


10438 


GI 


none 




Score 


69 


Exons 


9836.. 9961, 9849.. 9962, 


1012 


8. .10298, 


10154. .10438, 10155. .10433 


Seq. No. 


47989 




Seq. ID 


OJ000214_02.0321.C16 


Gene No. 


102129 




Strand 




Start 


3137 




End 


15979 


Name 


OJ000214 02.0321.C16.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


10439 




End 


10820 


GI 


none 




Score 


165 


Exons 


10439. .10819, 10470. .10718, 


10764. .10820 


Seq. No. 


47989 




Seq. ID 


OJ000214_02.0321.C16 


Gene No. 


102129 




Strand 




Start 


3137 




End 


15979 


Name 


OJ000214 02.0321.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


10634 




End 


10957 



49687 




GI 


none 




Score 


192 






Exons 


10634 . . 10957, 10647 . 


. 10928 










Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214_02 . 0321 . CI 6 


.o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


11150 




End 


11462 






GI 


none 




Score 


66 






Exons 


11150 . . 11410, 11261 . 


. 11449, 


11286. .11462 






Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321, 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214 02.0321.C16 


.o2. ts 


Method 


TBLASTX : 


Soybean 




Start 


11210 




End 


11776 






GI 


5666795 




Score 


68 






Exons 


11210. . 11410, 11465. 


.11602, 


11678. .11776 






GI Descrip. 


4206306 2. 0e-10 (AF049110) - 


prpol .[Zea 


mays] 






Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321, 


.C16 


Gene No. 


102129 ' 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214 02.0321.C16 


. o5 . tw 


Method 


TBLASTX : 


Wheat 




Start 


11465 




End 


14925 






GI 


none 




Score 


92 






Exons 


11465. . 11614, 11466. 


. 11603, 


11468. .11605, 11661 


...11834, 






11675. . 11923, 11675. 


.11899, 


14872. .14925 






Seq. No. 


47989 




Seq. ID 


OJ000214 


02.0321. 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214 02.0321.C16 


.ol. ts 


Method 


TBLASTX : 


Soybean 




Start 


12524 




End 


12895 






GI 


none 




Score 


90 






Exons 


12524. . 12895, ■ 12735. 


.12878 










Seq. No. 


47989 




Seq. ID 


OJ000214 


02.0321. 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214 02.0321.C16 


. o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


12549 




End 


12974 






GI 


none 




Score 


333 






Exons 


12549. .12974, 12554. 


.12973 










Seq. No. 


47989 




Seq. ID 


OJ000214 


_02.0321. 


.C16 


Gene No. 


102129 




Strand 








Start 


3137 




End 


15979 






Name 


OJ000214 02.0321.C16 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12647 




End 


13031 






GI 


none 




Score 


226 







Exons 12647. . 13030, 12666.. 13031 



Seq. No. 47989 Seq. ID OJ0002 14_02 . 0321 . C16 

Gene No. 102129 ' Strand 

Start 3137 End 15979 

Name OJ000214 02 . 032 1 . C16 . ol . tm Method TBLASTX :Maize 



49688 




Start 


13058 




End 


13414 




GI 


none 




Score 


114 




Exons 


13058 .. 133o3, 130DO.. 


1 O A 1 A 

134 14 , 


13068. .13379 




Seq. No. 


47989 




Seq. ID 


OJ000214 02.0321 


■ C16 


Gene No. 


102129 




Strand 


- 




Start 


313 / 




End 


15979 




Name 


OJ00U214 02.0321.Clo. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 O A O O 

130o2 




End 


13545 




GI 


none 




Score 






Exons 


130o 2 . . 1354 3, 130U3.. 


1 *D C A A 

1354 4, 


13087. .135^ 


45 




Seq. No. 


47989 




Seq. ID 


OJ000214 02.0321 


.C16 


Gene No. 


102129 




Strand 


- 




Start 


313 / 




End 


15979 




Name 


i"\TAAA01/l A O ftOOl 

OJ000214 02.0321.C1d. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


1 O 1 O A 

13139 




End 


13504 




GI 


none 




Score 


11 / 




Exons 


1 O 1 OA 1 OO T O 1 *5 O O A 

131 3y . . 132 / 5 f UZoO.. 










Seq. No. 


47989 




Seq. ID 


OJ000214 02.0321 


.C16 


Gene No. 


102129 




Strand 


- 




Start 


3137 




End 


15979 




Name 


^ T A A A O 1 A AO A O O 1 

OJ000214 02.0321.C16. 


o4 . gs 


Method 


GEN SCAN 




Start 


13553 




End 


15979 




GI 


none 




Score 


. yy 




Exons 


1 T r r ^ 1 C A 1 A 

13553. .15 979 










Seq. No. 


47989 




Seq. ID- 


OJ000214_02.0321 


.C16 


Gene No. 


102129 




Strand 


- 




Start 


O 1 O H 

313 / 




End 


15979 




Name 


/-\TAAAO*l/1 AO AOOT 

OJ000214 02.0321.C16. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13712 




End 


14195 




GI 


none 




Score 


171 




Exons 


1 O 1 -1 O 1 /I 1 A jl 1 ot yi n 

13 / 12 . . 14 1 9 4 , 13/40.. 


1 >1 A A A 

.14 000, 


14012. .141? 


32, 14022. .14195 




Seq. No. 


47989 




Seq. ID~ 


OJ000214_02.0321 


. CI 6 


Gene No. 


102129 




Strand 






Start 


3137 




End 


15979 




Name 


/""\ T A A A O 1 yl AO AOOT /"» "1 /" 

OJ000214 02.0321.C16. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


14 933 




End 


15325 




GI 


none 




Score 


86 




Exons 


1 vl A O O i r i "ICAylC 

14 933 .. 15190, 15045.. 


15206, 


15173. .15271, 15174. .15254, 






15278 . . 15325 










Seq. No. 


47989 




Seq. ID 


OJ000214_02. 0321 


.C16 


Gene No. 


102129 




Strand 






Start 


3137 




End 


15979 




Name 


OJ000214_02 . 0321 .CI 6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


15035 




End 


15320 






none 




Score 


89 




Exons 


15035. .15283, 15036.. 


15320 








Seq. No. 


47990 




Seq. ID 


OJ000214_02.0321 


.C19 


Gene No. 


102130 




Strand 






Start 


1 




End 


709 




Name 


OJ000214 02.0321.C19. 


ol . np 


Method 


AAT/NAP 





49689 



Start 
GI 

Exons 

GT Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End ■ 
Score 



709 
69 



5042454 
1. .53, 272. .419, 667. .709 

(AC007789) putative polyprotein [Oryza sativa] 



47991 Seq. ID 

102131 Strand 

•1 End 

OJ000214_02 . 0321 . C21 . ol . rip Method 

1 End 

6587849 Score 



OJ000214_02.0321.C21 
+ 

5749 • 
AAT/NAP 
2822 
489 



1..1043, 1173. .1241, 2797. .2822 

(AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



47991 

102131 

1 

OJ0002i4_02 . 0321 . C21 . ol . gs 

101 

none 



Seq. ID OJ000214 02.0321.C21 



Strand 
End ' 
Method 
End 
Score 



+ 

5749 
GENSCAN 
5749 
.67 



101. .712, 1229. .1307, 1484 .. 1602, 2133 .. 2324 , 2344.. 2848, 
3606. .3658, 4337. .4387, 5186. .5347, 5447. .5749 



Seq. No. 47991 Seq. ID 

Gene No. 102131' : Strand 

Start 1 End 

Name' OJ000214_02 . 0321 . C21 . ol . gp Method 

Start 2242 End 

GI 4880249 Score 

Exons 2242.. 2631 



OJ000214_02.0321.C21 
+ 

5749 
AAT/GAP 
2631 
643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47991 

102131 

1 

OJ000214_02.0321.C21.o2.np 

2376 

2598227 



Seq. ID OJ000214 02.0321.C21 



Strand 
End 

Method 

End 

Score 



+ 

5749 
AAT/NAP 
5680 
452 



2376..2848, 3606. .3658, 4273. .4404, 5186. .5347, 5447. .5680 
(AJ222585) AT-hook protein 1 [Arabidopsis thaliana] 



47991 Seq. ID 

102132 Strand 
6399 End 
OJ000214_02 . 0321 . C21 . o2 . gs Method 
6399 End 
none Score 
6399. .6411, 6926. .7068 

47991 * Seq. ID 

102133 Strand 
11563 End 
OJ000214_02. 0321.C21 .o5.gs Method 
11563 End 
none Score 
11563. . 11614, 12030. .12106 



OJ000214_02.0321.C21 
+ 

7068 
GENSCAN 
7068 
.89 



OJ000214_02.0321.C21 
+ 

12106 
GENSCAN 
12106 
.64 



49690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47991 Seq. ID OJ000214_02 . 0321 . C21 

102134 Strand 

5761 End 6123 

OJ000214_02.0321.C21.o2.gp Method AAT/GAP 

5761 End 6123 . 

46921_1.R1084 Score 692 

5761. .6123 

'3834314 8.0e-36. (AC005679) Similar to gene piOlO 
glycosyltransf erase gi_22574 90 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] ' 



47991 Seq. ID 

102135 Strand 

7731 End 
0 J00 02 1 4_02 . 0 32 1 . C2 1 . o3 . gs Method 

7731 End 

none Score 
7731. .8099 



OJ000214_02.0321.C21 

8197 
GENSCAN 
8099 
. 97 



Seq. No. 47991 Seq. ID OJ000214_02 . 032 1 . C21 

Gene No. 102135 Strand 

Start 7731 End % . 8197 

Name OJ000214_02 . 0321 . C21 . o3 . np 'Method" AAT/NAP 

Start 7799 End 8099 

GI ' 1592681 Score 168 

Exons 7799.. 8099 

GI Descrip. (X91917) LEA D113 homologue type2 [Arabidopsis thaliana] 
gi| 3668076|gb|AAC61808.1| (AC004667) similar to late 
embryogenesis abundant proteins [Arabidopsis thaliana] 



Seq. No. 


47991 


Seq. ID 


OJ000214_02 


.0321 


.C21 


Gene No. 


102135 


Strand 








Start 


7731 


End 


8197' 






Name 


OJ000214 02.0321.C21.o3.gp 


Method 


AAT/GAP 






Start 


7874 


End 


8197 






GI 


1632139 ' 


Score 


604 






Exons 


7874. .8197 










Seq. No. 


47991 


Seq. ID 


OJ000214_02 


0321 


.C21 


Gene No. 


102136 


Strand 








Start 


9639 


End 


10909 






Name 


OJ000214 02.0321.C21.o4 .gs 


Method 


GENSCAN 






Start 


9639 


End 


10903 






GI 


none 


Score 


.84 






Exons 


9639. .10134, 10140. .10903 










Seq. . No. 


47991 


' Seq. ID 


OJ000214_02 


0321 


.C21 


Gene No. 


102136 


Strand 








Start 


9639 


End 


10909 






Name 


OJ000214 02.0321.C21.o4.np 


Method 


AAT/NAP 






Start 


9648 


End 


10909 






GI 


4510376 


Score 


397 






Exons 


9648. . 10639, 10688. . 10909 










GI Descrip. 


(AC007017) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


47991 


Seq. ID 


OJ000214_02. 


0321 


.C21 



49691 



Gene No. 102137 Strand 

Start 13399 End • 

Name O J0002 1 4_02 . 0 32 1 . C2 1 . ol . tw Method 

Start 5 End 

GI none Score 

Exons 5.. 328, 13.. 354, 329.. 403 



14928 

TBLASTX: Wheat 

403 

358 



Seq. No. 47991 Seq. ID 

Gene No. 102137 ' Strand 

Start 13399 ; End 

Name OJ000214_02 . 0321 .C21 . ol . tm Method 

Start 8 '■ End 

GI none Score 

Exons 8.. 349, 34.. 345 



OJ000214_02.0321.C21 
14928 

TBLASTX: Maize 

349 

302 



Seq. No. 47991 Seq. ID 

Gene No. 102137 Strand 

Start 13399 ■ End 

Name OJ000214_02 . 0321 . C21 . o3 . ts Method 

Start 98 End 

GI none Score 

Exons 98.. 406, 434.. 511 



OJ000214_02.0321.C21 

14 928 . :V' 
TBLASTX: Soybean 
511 
172 



Seq. No. 47991 Seq. ID 

Gene No. . 102137 Strand 

Start 13399 End 

Name 0 J0002 14_02 . 0321 . C2 1 . o2 . tw Method 

Start 770 End 

GI none Score 

Exons 770.. 1162, 802.. 1134 



OJ000214_02.0321.C21 
14 928 . 

TBLASTX: Wheat 

1162 

329 



Seq. No. 47991 

Gene No. 102137 

Start 13399 

Name OJ000214_02 . 0321 . C21 . 06. tm 

Start 4252 • 

GI none 

Exons 4252.. 4404, 4272.. 4397 



Seq. ID OJ000214_02.0321.C21 
Strand 

End 14928 

Method TBLASTX: Maize 

End 4 4 04 

Score 192 



Seq. No. 47991 

Gene No. 102137 

Start • 13399 

Name OJ000214_02 . 032 1 . C21 . o2 . tc 

Start -4270 

GI none 

Exons 4270.. 4383, 4272.. 4370, 5183. 
5443. .5481 



Seq. ID OJ000214_02.0321.C21 
Strand 

End 14928 

Method TBLASTX: Cress 

End 5524 

Score . 107 

5350, 5185.. 5349, 5423.-5524, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47991 . 
102137 
13399 

OJ000214_02.0321.C21.o4.ts 

4306 

none 

4306. .4404/ 4308. .4403, 5183. 



47991 



Seq. ID OJ000214_02.0321.C21 
Strand 

End 14928 

Method TBLASTX : Soybean 

End 5377 

Score 100 
.5377, 5185. .5349 

Seq. ID OJ000214_02.0321.C21 



49692 



Gene No. 102137 

Start 13399 

Name OJ000214_02 . 0321 . C21 . o2 . tm 

Start-'- 5186 

GI none 

Exons 5186.. 5350, 5191.. 5349, 5192. 
5566. .5667 



Strand 
End 

Method 

End 

Score 



14928 

TBLASTX: Maize 

5667 

256 



.5350, 5423. .5530, 5443.-5493, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47991 

102137 

13399 

OJ000214 

7809 

none 



02.0321.C21.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_02.0321.C21 
14928 

TBLASTX: Maize 

8109 

49 



7809. .8108, 7855. .7887, 7972. .8109 



Seq. No. 47991 
Gene No. . 102137 

Start 13399 

Name OJ000214_02 . 0321 . C21 . o3 . tc 

Start 10682 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C21 
Strand 
End 

Method 
End 
Score 



14928 

TBLASTX: Cress 

10889 

86 



10682. .10777, 10788 .. 10889, 10790. .10888 



Seq.. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



47991 

102137 

13399 

OJ000214 

10688 

none 



02.0321.C21.o2.ts 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000214_02.0321.C21 
14 928 

TBLASTX : Soybean 

10897 

120 



10688. . 10732, 10733 .. 10897, 10749.. 10889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47991 

102137 

13399 

OJ000214_02.0321.C21.o3.tw 

10688" 
none 



Seq. ID OJ000214_02.0321.C21 
Strand 

End ' 14928 * 

Method* TBLASTX : Wheat 

End 10892 • 

Score 105 



10688. .10789, 10787 10891, 10788.. 10892 



Seq. No. 47991 Seq. ID 

Gene No. , 102137 Strand 

Start 13399 End 

Name OJ000214_02 . 0321 . C21 . 06 . gs Method 

Start 13399 End 

GI none Score 

Exons 13399. .13550, 14492 .. 14 681 . 



OJ000214_02.0321.C21 

14928 
GENSCAN 
14681 
.49 



Seq. No. 47991 

Gene No*. 102137 

Start 13399 

Name OJ000214_02 . 0321 . C21 . o4 . gp 

Start 14174 

GI 5771053 

Exons 14174. .14681, 14760 .. 14 802 
GI Descrip. 3834314 2.0e-37 (AC005679) 



Seq. ID OJ000214_02.0321.C21 
Strand 

End 14928 

Method AAT/GAP 

End 14802 

Score 1046 



Similar to gene piOlO 



glycosyltransf erase gi_22574 90 from S. pombe clone 1750 



49693 



gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 47991 

Gene No. 102137 

Start 13399 

Name OJ000214_02 . 0321 . C21 . o3 . tm 

Start 14313 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C21 



Strand 
End 

Method 

End 

Score 



14928 

TBLASTX: Maize 

14550 - 

175 



14313. .14549, 14 359 14 4 93, 14364 .. 14549, 14386. .14550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47991 Seq. ID OJ000214_02 . 0321 . C2 1 

102137 Strand 

13399 End 14928 

OJ000214_02 . 0321 . C21 . o5 . np Method AAT/NAP 

14395 End 14926 

3834314 Score 496 

14395. .14681, 14760. .14926 

(AC005679) Similar to * fifene' piOlO glycosyltransf erase gi|2257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA394466 come from this gene. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47991 Seq. ID 

102137 Strand 

13399 End 
OJ000214_02.0321.C21 .ol.tc Method' 

14409 End 

none Score 

14409. .14669, 14428. .14667 



OJ000214_02.0321.C21 
14928 

TBLASTX: Cress 

14669 

205 



ij Seq. No. 47991 

f!f Gene No. 102137 

Start 13399 

!L Name OJ000214_02 . 0321 . C21 . ol . ts 

^ Start 14455 

"M GI none 

U Exons . ^14455. .14607, 14 457 .. 14 606, 

,3 .14609. .14662, 14 661 .. 14 684 , 
14758. .14835, 14760.. 14834 



Seq. ID 
Strand 
End 
" Method 
End' 
.Score 
14607 
14662 



OJ000214 02.0321.C21 



14928 

TBLASTX : Soybean 
14835 
111 

14666, 14608. .14661, 
14682, 14754. .14828, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47991 

102137 

13399 

OJ000214_02 . 0321 . C21 . o5 . tm 

14787 

none 



Seq. ID OJ000214_02.0321.C21 
Strand 
End 

Method 
End 
Score 



14928 

TBLASTX: Maize 

14928 

130 



14787. .14897, 14787 .. 14 927, 14788 .. 14928, 14788. .14928 



47992 Seq. ID 

102138 Strand 

1 End 
OJ000214J)2.0321 .C22.ol.np Method 

1 End 

3834314 Score 

1..203, 304. .409, 490. .683, 957. .1073, 



OJ000214_02.0321.C22 

2032 
AAT/NAP 
1738 
704 

1678. .1738 



(AC005679) Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 



49694 



gb|AA394466 come from this gene. [Arabidopsis thaliana] 



Seq. No. 47992 

Gene No. 102138 

Start 1 

Name OJ000214_02 . 0321 . C22 . ol . tm 

Start 34 

GI none 

Exons 34.. 174, 34.. 174 



Seq. ID OJ000214_02.0321.C22 
Strand 

End 2032 

Method TBLASTX : Mai ze 

End 174 

Score 173 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



47992 

102138 

1 

OJ000214_02.0321.C22.ol.ts 
55 

none 



Seq. ID OJ000214_02.0321.C22 
Strand 

End 2032 

Method TBLASTX : Soybean 

End 540 

Score 92 



55. .204, 68. .205, 288. .407, 298. .411, 299. .412, 299. .412, 
475. .540 



Seq. No. 47992 

Gene No. 102138 

Start 1 

Name OJ000214_02 . 0321 . C22 . ol . tc 

Start 302 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C22 
Strand 

End 2032 
Method TBLASTX : Cress 
End 1717 
Score 81 

302, .412, 303. .407, 471. .683, 475. .687, 488. .673, 488*.. 691, 
505. .684, 953.. 1075, 955.. 1095, 955.. 1077, 1676.. 1717 



Seq. No. 47992 

Gene No. 102138 

Start 1 

Name OJ000214_02 . 0321 . C22 . ol . gs 

Start 304 

GI none 
Exons 



Seq. ID OJ000214_02.0321.C22 
Strand 

End 2032 

Method GENSCAN 

End 2032 

Score .84 



304. .409, 490. .683, 957. .1073, 1678. .1858, 1952. .2032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47992 

102138 

1 

OJ000214_02 . 0321 . C22 . ol . gp 
534 

2310574 



Seq. ID OJ000214_02.0321.C22 
Strand 

End 2032 

Method AAT/GAP 

End 1849 

Score 754 



534. .683, 957. .1073, 1678. .1849 

3834314 8.0e-36 (AC005679) Similar to gene piOlO 
glycosyltransferase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T4 607 9 and gb_AA394 4 66 come from this' 
gene. [Arabidopsis thaliana] 



47993 

102139 

71 

OJ000214_02 . 0321 . C25 . ol . gs 
71 

none 
71. .251 



Seq. ID OJ000214_02.0321.C25 
Strand 

End 251 

Method GENSCAN 

End 251 

Score .57 



Seq. No. 



47994 



Seq. ID OJ000214_02.0321.C26 



49695 



Gene No. 


102140 


Strand 


+ 


Start 


0/1 


End 


1122 


Name 


OJ000214_02 .0321.C26.ol.gs 


Method 


GENSCAN 


Start 


871 


End 


1122 


GI 


none 


Score 


. 96 


Exons 


o /l . . 11Z2 






Seq. No. 


47994 


Seq. ID 


OJ000214J32 


Gene No. 


102141 


Strand 


* + 


Start 


1534 


End 


4160 


Name 


OJ000214 02.0321.C26.o2.gs 


Method 


GENSCAN 


Start 


1534 


End 


4 160 


GI 


none 


Score 


. 62 


Exons 


1534. .1641, 3817. .3966, 4017. .4160 




Seq. No. 


47994 


Seq. ID 


OJ0U0214 02 


Gene No. 


102142 


Strand 




Start 


1410 


End 


3438 


Name 


OJ000214 02.0321.C26.ol.np 


Method 


AAT/NAP 


Start 


'1410 


End 


34 38 


GI 


6498436 


Score 


50 


Exons 


1410.. 1659, 3399.. 3438 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47995 


Seq. ID 


OJ000315 36 


Gene No . 


102143 , ; 


Strand 


+ 


o Tzar u 


1 


End 


y h o 


Name 


OJ000315 36.0412.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


943 


GI 


6015010 


Score 


620 


Exons 


1..178, 261. .350, 440. .519, 


599. .821, 


898. .943 


GI Descrip. 


DNA POLYMERASE ALPHA CATALYTIC SUBUNIT 






gi| 2826900 | dbj IBAA24 573. 1 | 


(AB004461) 


DNA polymera 



catalytic subunit [Oryza sativa] 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No . 



47995 

102143 

1 

OJ000315_36.0412.Cl.ol.gp 
62 

2826899 

62. .178, 259. .350, 440 



Seq. ID 
Strand 
End 

Method 
End 
Score 
519, 599. .821, 

6015010/ sp | 04 86531 DP0A_0RYSA 0.0e+00 DNA POLYMERASE ALPHA 
CATALYTIC SUBUNIT >gi_282 6900_dbj_BAA24 573_ (AB004461) DNA 
polymerase alpha catalytic subunit [Oryza sativa] 



OJ000315_36.0412.C1 
+ 

94 3 

AAT/GAP 

943 

817 

898. .943 



47995 

102143 

1 

OJ000315_36;0412.Cl.ol.tm 

257 

none 



Seq. *ID. OJ000315_36.0412.C1 

Strand + 

End 943 

Method TBLASTX : Maize 

End 680 

Score 154 



257. .355, 258. .350, 435. .518, 437. .520, 437. .523, 439. .528, 
596.. 679, 597.. 680, 597.. 680 



47995 
102143 



Seq. ID OJ000315_36.0412.C1 
Strand + 



49696 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
* = Gene No. 
V3 Start 
ffl • Name 
?y Start 
U GI 

Exons 

V3 Seq. No. 

fij Gene No. 

_T Start 

la Name 

H Start 

H s GI 

M • Exons 

?^ Seq. No. 
!i Gene No. 
u Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 




1 

OJ000315_36.0412.Cl.ol.gs 

407 

none 

407. .519, 674 . .821 

47996 

102144 

53 

OJ000315__36.0412.C5.ol.gs 
53 

none 

53. .143, 269. .447 

47997 

102145 

27.9 

OJ000315__36.0412.C6.ol.tc 

106 

none 

106. .186, 126. .185, 280. .375, 

47997 

102145 

279 

OJ000315_36.0412.C6.ol.gs 

279 

none 

279. .408, 444. .746 

47997 

102145 

279 

OJ000315_36.0412.C6.ol. tw 

286 
none 

286... 375, 291. .365, 292. .432, 

47997 

102145 

279 

OJ000315_36.0412.C6.ol.ts 

295 

none 

295. .375, 489. .653, 553. .648 

47997 

102145 

279 

OJ000315_36.0412.C6.ol.tm 

310 

none 

310. .408, 310. .375, 489. .647, 

47998 

102146 

51 




End 


943 




Method 


GENSCAN 




End 


821 




Score 


. 64 




Seq. ID 


OJ000315__36. 0412 


.C5 


Strand 






End 


4 47 




Method 


GENSCAN 




End 


447 




Score 


. 61 




Seq. ID 


OJ000315__36.0412 


.C6 


Strand 






End 


74 6 




Method 


TBLASTX: Cress 




End 


648 




Score 


66 




489 . .647 


, 553 . . 648 




Seq. ID 


OJ000315_36. 0412 


.C6 


Strand 






End 


746 




Method 


GENSCAN 




End 


746 




Score 


. 5 




Seq. ID 


OJ000315 36.0412 


.C6 


Strand 






End 


746 




Method 


TBLASTX: Wheat 




End 


630 




Score 


102 




424 . . 510 


, 489. . 629, 550. . 


630 


Seq. ID 


OJ000315_36. 0412 


.C6 


Strand 






End 


746 




Method 


TBLASTX : Soybean 




End 


653 




Score 


88 




Seq. ID 


OJ000315 36.0412 


.C6 


Strand 






End 


746 




Method 


TBLASTX: Maize 




End 


648 




Score 


87 




550. .648 






Seq. ID 


OJ000315_36.0412 


.C7 


Strand 


+ 




End 


2066 





49697 



Name 

Start 

GI 

Exons 



OJ000315_36.0412.C7 .ol. tw Method TBLASTX : Wheat 

16 End 1415 

none Score 222 

16. .42, 99. .308, 107. .307, 430. .465, 1299. .1415, 1301. .1414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47998 Seq. ID OJ000315_ 

102146 Strand + 

51 End 2066 - 

OJ000315_36 . 04 12 . C7 . ol . np Method AAT/NAP 

51 End 2066 

5263332 Score 502 

51. .309, 1303. .1614, 1979. .2066 
(AC007727) F8K7.23 [Arabidopsis thaliana] 
gi | 6552728 | gb| AAF16527 . 1 | AC013482_1 (AC013482) 
[Arabidopsis thaliana] 



36. 0412. C7 



T26F17.1 



Seq. No. 


47998 




Seq. ID 


OJ000315 36.0412 


. C7 


Gene No. 


102146 




Strand 


+ 




Start 


51 




End 


2066 




Name 


OJ000315 3o . 04 lz . C / . Ol . 


gs 


Method 


GENSCAN 




Start 


54 




End 


1580 




GI 


none 




Score 


.6 ■ 




Exons 


54. .309, 1303. .1580 










Seq. No. 


4 7998 




Seq. ID 


OJ000315_36.0412 


. C7 


Gene No. 


1021-46 




Strand 


+ 




Start 


51 




End - 


2066 




Name 


OJOUUolo 3d . U4 lz . C / . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1334 




End 


1598 




GI 


none 




Score 


320 




Exons 


1334. .IboAf 1350. .1598, 


1350 


. .1580 






Seq. No. 


A 1 ft ft A 

4 7999 




Seq. ID 


OJ000315_36.0412, 


. C9 


Gene No. 


102147 




Strand 






Start 


1 




End 


1163 




Name 


OJ000315 36.0412.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1163 




GI 


6382504 




Score 


503 




Exons 


1..189, 267.. 424, 498.. 


643, 


733. .949, 


1026. .1163 




GI Descrip. 


(AC0107 04) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


47999 




Seq. ID 


OJ000315_36.0412, 


■ C9 


Gene No. 


102147 




Strand 






Start 


1 




End 


1163 




Name 


OJ000315 36.0412.C9.ol. 


gs 


Method 


GENSCAN 




Start 


40 




End 


1088 




GI ■ 


none 




Score 


.86 




Exons 


40. .189, 267. .424, 537. 


. 643, 


733. . 949, 


1026.. 1088 




Seq. No. 


48000 




Seq. ID 


OJ000315_36.0412. 


,C10 


Gene No. 


102148 




Strand 






Start 


1 




End 


172 




Name 


OJ000315 36. 0412. C10. ol 


• gp 


Method 


AAT/GAP 




Start 


' 1 




End 


172 ■ 




GI 


4878577 




Score 


344 




Exons 


1. .172 











49698 



Seq. No. 48001 Seq. ID 

Gene No. 102149 Strand 

Start 1 End 

Name OJ000315_36 . 04 12 . Cll . ol . np Method 

Start 1 End . ■ 

GI 6815107 Score 

Exons 1..920 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 

. clc-ne F20D10;hypothetical protein (AL035538) [Oryza sativa] 



OJ000315_36. 0412. Cll 
+ 

983 

AAT/NAP 
9.20. 
77 9 



Seq. No. 48001 Seq. ID 

Gene No. 102149 Strand 

Start 1 End 

Name OJ000315_36 . 04 12 . Cll . o2 . tm Method 

Start 270 End 

GI none Score 

Exons 270.. 539, 272.. 538, 328.. 540 



OJ000315_36. 0412. Cll 
+ 

983 

TBLASTX: Maize 

540 

309 



Seq. No. 48001 Seq. ID 

Gene No. 102149 Strand 

Start 1 End 

Name OJ000315_36. 04 12 . Cll . ol . tc ' Method 

Start 300 End 

GI none Score 

Exons 300.. 635 



DJ000315_36.-0412.C11 
+ 

983 

TBLASTX: Cress' 

635 

209 



is I Seq. No. 48001 Seq. ID 

L~ Gene No. 10214 9 Strand 

H Start 1 End 

W Name OJ000315_36 . 04 12 . Cll . ol . ts Method 

Q Start 38 6 End 

HI GI none Score 

*J* Exons 386.. 676, 387.. 953 



OJ000315_36. 0412. Cll 
+ 

983 

TBLASTX: Soybean 

953 

414 



: . 



Seq. No. 48001 Seq. ID 

Gene No. 102149 Strand 

Start 1 End 
Name ■ OJ000315_36 .04 12 . Cll . ol . tm Method 

Start 540 End 

GI none Score 

Exons 540.. 971, 587.. 970 



OJ000315_36.0412..C11 
+ 

983 

TBLASTX: Maize 

971 

421 



Seq. No. 48001 Seq. ID 

Gene No. 102149 Strand 

Start 1 End 

Name .OJ000315_36 . 04 12 . Cll . ol . tw Method 

Start 564 End 

GI . none Score 

Exons 564 . . 983 



OJ000315_36. 0412. Cll 
+ 

983 

TBLASTX: Wheat 

983 

285 



Seq. No. 48002 Seq. ID 

Gene No. 102150 Strand 

Start 118 End 

Name OJ000315_36 . 0412 . C12 . ol . gp Method 

Start 118 End 

GI 183_4.R1084 Score 

Exons 118.. 150, 216.. 496, 613.. 729 



OJ000315_36.0412.C12 
+ 

1537 
AAT/GAP 
729 
740 



49699 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

==P Exons 



, 6015010/sp|O4 8 653|DPOA_ORYSA 0.0e+00 DNA POLYMERASE ALPHA 
CATALYTIC SUBUNIT >gi_282 6900_dbj_BAA24 573_ (AB004 4 61) DNA 
polymerase alpha catalytic subunit [Oryza sativa] ' 



OJ000315_36.0412.C12 
+ 

1537 
AAT/NAP 
729 
119 



48002. Seq. ID 

102150 Strand 
118' End 
0 JO 0031 5_3 6.0412.C12.ol.np Method 
266 End 
400890 Score 
266. .499, 619. .729 

PHOTOSYSTEM II 22 KD PROTEIN PRECURSOR gi | 282837 | pir | | S26953 
photosystem II 22K protein precursor - spinach 

gi I 21307 | emb | CAA4 8557 . 1 | (X68552) 22kD-protein of PSII [Spinacia 
oleracea] gi | 260917 | gb IAAB24338 . 1 1 (S49864) photosystem II 22 
kda polypeptide [spinach, Peptide, 274 aa] [Spinacia oleracea] 



48002 
102150 
118 

OJ000315_36.0412.C12.ol.gs 
299 
none 

299. .496, 613.. 729, 1420. .1451, 1495. .1537 



Seq. ID OJ000315_36.0412.C12 



Strand 
End 

Method 

End 

Score 



+ 

1537 
GENSCAN 
1537 
.86 



Seq. No. 48002 

Gene No. 102151- 

Start 1510 

Name OJ000315_36 . 0412 . C12 . ol . tm 

Start 422 

GI none 
Exons 



Seq. .ID OJ000315_36.0412.C12 
Strand 

End 194 4 

Method TBLASTX : Mai ze 

End 735 

Score 85 



422. .496, 433. .495, 612. .728, 613. .735 



Seq. No. 48002 
Gene No. 102151 ir ■ 

Start 1510 

Name ' OJ000315_36 . 0412 . C12 . o2 . gp 

Start • " 1510 

GI LIB34 31-038-P1-K1-A2 

Exons 1510.. 1944 

GI Descrip. ' 4220527/emb | CAA23000 | 2.0e-18 (AL035356) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000315_36.0412.C12 
Strand 

End 194 4 

Method AAT/GAP 

End 1944 

Score 851 



Seq. No. ' 48003 

Gene No. 102152 " 

Start 123 

Name OJ000315_36 . 0412 . C13 . ol . gs 

Start 123 

GI none 

Exons 123.. 269 



Seq. ID OJ000315_36.0412.C13 
Strand 

End 269 
Method GENSCAN 
End . . 269 
Score . 57 



Seq. No. 48004 Seq. ID 

Gene No. 102153 Strand 

Start 1 End 

Name OJ000315_36 . 0412 . C14 . ol . np Method 

Start 1 End 

GI 7269912 Score 



OJ000315_36.0412.C14 
778 

AAT/NAP 

778 

263 



49700 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..128, 215. .600, 749. .778 

(AL161576) cadmium-transporting ATPase-like protein [Arabidopsis 
thaliana] 



: 48004 
102153 
1 

OJ000315_36.0412.C14 .ol.gs 
51 

none 

51. .243, 359. .554, 655. .767 



Seq. ID OJ000315_36.0412.C14 

Strand 

End 778 

Method GENSCAN 

End 767 

Score . .64 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " 

Exons • 



48004 

102153 

1 

OJ000315_36.0412.C14 .ol.tm 
66 

none 



Seq. ID OJ000315_36.0412.C14 

Strand 

End 778 

Method TBLASTX : Mai ze 

End .533 

Score ' . 133 



66. .131, 169. .198, 197. .271, 278. .478, 285. .500, 327. .503, 
494. .532, 495. .533 



Seq. No. 48005 

Gene No. 102154 

Start 2827 

Name OJ000315_36 . 04 12 . C16 . ol . gs 

Start 2827 " 

GI none 

Exons' 2827.'. 4359 



Seq. ID OJ000315_36.0412.C16 

Strand + 

End 4359 

Method GENSCAN 



End 
Score 



4359 -v 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48005 Seq. ID 

102154 Strand 

2827 End 

OJ000315_36.0412.C16.ol.np Method 

3376 End 

4115536 Score 
3376.'. 3528, 3556. .4263 

(AB012115) UDP-glycose : f layonoid glycosyltransf erase [Vigna 
mungo] 



OJ000315_36.0412.C16 
+ 

4359 
AAT/NAP 
4263 
450 



48005 

102155 

5185 

OJ000315_36.0412.C16.ol.tm 

2839 

none 

2839. .2904, 3003. .3065, 3007, 



Seq. ID OJ000315_36.0412.C16 

Strand + 

End 6918 

Method TBLASTX : Mai ze 

End 4298 

Score 55 

.3063, 3044. .3079, 3153. .3296, 



3154. .3300, 3291. .3368, 3292. .3384, 3442. .3492, 3447. .3491, 

3541. .3585, 3556.-3585, 3631. .3660, 3633. .3659, 3657. .3698, 

3658. .3699, 3712 .. 3789, 3717 .. 3779, 3837. .4106, 3847. .4104, 

4090. .4161, 4209. .4298 



Seq. No. 48005 Seq. ID 

Gene No. 102155 Strand 

Start . 5185 End 

Name OJ000315_36 . 0412 . C16 . ol . ts Method 

Start 3007 End 

GI none Score 



OJ000315_36.0412.C16 
+ 

6918 

TBLASTX : Soybean 

4026 

71 



49701 




Exons 


JUL) / . . Jlz b, 


oi on 

ji jy . 


. . J J4 0 , 


J Jo / 


..3513, 3517. .3585, 


3633. .3698, 




jdj4 . . joyy, 


J / 1 Z . 


, . J / O 0 , 


J /z 0 


..3779, 3837. .4025, 


3847. .4026 


beq. no. 


4 0 UUD 








Seq. ID 


OJ000315 


_36.0412 


.C16 


Gene No. 


102155 ' 








Strand 


+ 






Start 


5185 








End 


6918 






Name 


r\ Tfinn ti t; ;c 
UJ UUUjI j jo , 


■ U41Z . 


.tio.oi 


. t C 


Method 


TBLASTX : 


Cress 




btart 


JfJ 4 O 








End 


4026 






GI 


none 








Score 


71 






Exons 


J4 4 3 . . jjIU, 


jj Jo . 


OCQC 

. Jooo , 


J OU / 


..3708, 3706.. 3789., 


3831. .3857, 




J 0 4 / . .4 Uz b , 


^ Q A Q 

Jo h y . 


. . 4 UZ 0 












Seq. No. 


48005 








Seq. ID 


OJ000315 


J 0 . U4 lz 


.Lib 


Gene No. 


102155 








Strand 


+ 






b tar t 










End 


6918 






Name 


UJUUUJlo Jo. 


. U4 lz . 


Lib. Ol 


4- T T 

. tw 


Method 


TBLASTX: 


wneat 




btart 


J /zy 








End 


4011 






GI 


none 








Score 


63 






Exons 


j / z y . .j / / y , 


J / JU . 


. j / y z , 


Jo4 / 


..4011, 3855.. 4010 






Seq. No. 


48005 








Seq. ID 


OJ000315 


__36.0412, 


.C16 


Gene No. 


102155 








Strand 


+ 






btart 


OloD 








End 


6918 






Name 


OJUUUJlo Jo. 


, U4 lZ . 


Clo . Oz 


,gs 


Method 


GENSCAN 






Start 


C 1 o c 

o lob 








End 


6677 






GI 


none 








Score 


.8 






Exons 


C1QC cooo 
OloD. . 3 JoZ f 


o4 b U . 


. bb / / 












beq. No. 


yi Q r\ n C 

4 oUUo 








Seq. ID 


OJ000315 


_36.0412, 


X16 


Gene No. 


102155 








Strand 


+ . 






Start 


5185 








End 


6918 






Name 


OJ000315 36. 


0412. 


C16.o2 


. np 


Method 


AAT/NAP 






Start 


5357 








End 


6918 






GI 


6587800 








Score 


88 






Exons 


5357. .5381, 


6484. 


.6677, 


68 99 


. .6918 








GI Descrip. 


(AC010924) T24D18 


t.4 [Arabidopsis thaliana] 






Seq. No.' 


4 8006 








Seq. ID 


OJ000315 


J b . U4 lz , 




Gene No. 


102156 








Strand 


+ 






btart 


752 








End 


1483 






Name 


OJ000315 36. 


0412. 


C18.ol 


.gs 


Method 


GENSCAN 






bt art 


752 








End 


1483 






GI 


none 








Score 


.48 






Exons 


752. .895, 1016. .1134, 1228..: 


1483 








Seq. No. 


48006 








Seq. ID 


OJ000315 


_36.0412, 


,C18 


Gene No. 


102157 








Strand 








btart 


634 








End 


853 ' : 






Name 


OJ000315 36. 


0412. 


C18.ol 


.gp 


Method 


AAT/GAP 






Start 


634 








End 


853 






GI 


none 








Score 


407 






Exons 


634. .853 
















Seq. No. 


48006 








Seq. ID 


OJ000315 


_36.0412. 


C18 


Gene No. 


102158 








Strand 








Start 


1626 








End 


5085 






Name 


OJ000315 36. 


0412. 


C18.pl. 


.np 


Method 


AAT/NAP 







49702 



Start 1626 
GI 1707016 

Exons 1626.. 1646, 3173.. 3488, 4757, 

GI Descrip. (U78721) putative AP2 domain 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
jStart 
GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons .-^ ... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



48006 

102158 

1626 

OJ000315_36, 

2796 

none 

2796. .3533 

48006 

102158 

1626 

OJ000315_36. 

3282 

none 

3282. .3443, 

48006 

102158 

1626 

OJ000315_36. 

3288 

none 

3288. .3443, 

48006 

102158 

1626 

OJ000315_36. 

3291 

none 

3291. .3443, 

48006 

102158 

1626 

OJ000315_36. 

3906 

none 

3906. .3949, 

48007 

102159 

301 

OJ000315_36. 

301 

none 

301. . 679 

48008 

102160 

535 



0412.C18.o2.gs 



0412.C18.ol.ts 
3391. .3444 

0412.C18.ol.tc 
3388. .3444 

0412.C18.ol.tm 
33.88.. 3444 

0412.C18.o3.gs 
4935.. 5085 

0412.C19.ol.gs 



End 4825 
Score 243 
.4825 

transcription factor [Arabidopsis 



Seq. ID OJ000315_36.0412.C18 
Strand 

End 5085 

Method GENSCAN 

End 3533 

Score .91 



Seq. ID OJ000315_36.0412.C18 
Strand 

End 5085 

Method TBLASTX : Soybean 

End 3444 

Score 90 



Seq. ID OJ000315_36.0412.C18 
Strand 

End 5085 ... 

Method TBLASTX : Cress 

End' 3444 

Score 101 



Seq. ID OJ000315_36.0412.C18 
Strand 

End 5085 

Method TBLASTX : Mai ze 

End 34 4 4 

Score 71 



Seq. ID OJ000315_36.0412.C18 
Strand 

End 5085 

Method GENSCAN 

End 5085 

Score .55 



Seq. ID OJ000315_36.0412.C19 

Strand . - 

End 67 9 

Method GENSCAN 

End 67 9 

Score .88 



Seq. ID OJ000315_36.0412.C20 
Strand + 
End 1005 



49703 






Name 


OJUUUolO OD . 04 \Z . CzU . Ol 


,gs 


Method 


GENSCAN 










Start 


D JO 




End 


1005 












none 




Score 












Exons 


cor a a a qcc *i n n c 
jjO . . o44, ybO.-lDUO 
















Seq. No. 


4oUUo 




Seq. ID 


ATAAAOI c 

OJUUUolb 


Jo 


n /i 1 0 

. 04 1Z 


. CzO 




Gene No. 


102161 




Strand 


+ 










Start 


1449 




End 


8777 










Name 


OJ000315 36.0412.C20.ol 


.np 


Method 


AA1 /NAr 










b.tart 


1449 




End 


/boo 












5042454 




Score 


1 O A 

IB 4 










Exons 


1449. .1870, 6933. .7158, 


7498. 


.7558 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 










Seq. No. 


48008 




Seq. ID 


OJUUUolb 


_36 


.0412 


.C20 




Gene No. 


102161 




Strand 


+ 










Start 


1449 




End 


8777 










Name 


OJ000315_36.0412.C20.o3 


.gs 


Method 


/"* TJ 1 "NT O TV XT 










Start 


3045 




End 


on n n 
Of// 










Gl 


none 




Score 


. / / 










Exons 


3045. .3239, 4901. .4953, 


5161. 


.5309, 67? 


j / . . oo39, 


7119. .7289, 






7505. .7676, 8686.-8777 
















Seq. No. 


48008 




Seq. ID 


OJ000315_ 


36 


. 04 12 


. C20 




Gene No. 


102162 




Strand 










in 


Start 


1570 




End 


lo jy 








ru 


Name 


OJ000315 36. 0412 . C20 . o2 


gs 


Method 


s-* 1-1 xt c* tv xi 

GENSCAN 










Start 


1570 




End 


1 0 0 n 

1839 










GI 


none 




Score 


. by 










Exons 


1570^. . 1839 
















Seq. No. 


48008 




Seq. ID 


OJ000315_ 


_36 


.0412 


.C20 




Gene No. 


102163 




Strand 












b tar l 


11293 




End 












Name 


OJ000315 36.0412.C20.o4 


gs 


Method 


GENSCAN 










Start 


11293 




End 


11455 








?,= 


bl 


none 




Score 


. 9o 








\J 


Exons 


11293. .11455 














^ n? 


Seq. No. 


48009 




Seq. ID 


OJ000315_ 


_36 


.0412 


.C21 


Q 


Gene No. 


102164 




Strand 












btart 


173 




End 


JO / 










Name 


OJ000315 36.0412.C21.ol. 


gs 


Method 


GENSCAN 










Start 


173 




End : 


367 










bl 


none 




Score 


r 










Exons 


173. .367 
















Seq. No. 


48010 




Seq. ID 


OJ000315_ 


36 


.0412 


.C23 




Gene No . 


102165 




Strand 


+ 










Start 


498 




End 


655 










Name 


OJ000315 36.0412.C23.o2. 


np 


Method 


AAT/NAP 










Start 


498 




End 


655 










GI 


7340920 




Score 


153 









Exons 498.. 655 

GI Descrip. (AP001550) hypothetical protein [Oryza sativa] 

Seq. No. 48010 Seq. ID OJ000315_36 . 04 12 . C23 



49704 



Gene No. 102166 Strand + 

Start 6458 End 6604 

"Name OJ000315_36 . 0412 . C23 . o4 . np Method AAT/NAP 

Start 6458 End 6604 

GI 5852093 Score 90 

Exons 6458.. 6604 

GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 48010 Seq. ID 

Gene No. 102167 Strand 

Start 1 End 231 

Name OJ000315_36 . 04 12 . C23 . ol . np Method AAT/NAP 

Start 1 End 231 

GI 6006359 Score 72 

Exons 1. .23, 136. .231 

GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



OJ000315 36.0412.C23 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48010 

102168 

4483 

OJ000315_36.0412.C23.o3.np 

4483 

6911863 



Seq. ID OJ000315_36.0412.C23 
Strand 

End 7093 

Method AAT/NAP 

End 7093 

Score 99 



4483. .4516, 6142. .6285, 7026. .7093 

(AL138655) putative protein [Arabidopsis thaliana] 



Seq. No. 48010 Seq. ID 

Gene No. 102168 Strand 

Start 4483 End 

Name OJ000315_36 . 04 12 . C23 . ol . gp Method 

Start 5861 End 

GI 2797210 Score 

Exons 5861.. 6106 



OJ000315_36. -0.412. C23 

7093 
AAT/GAP 
6106 
465 



Seq. No. 

Gene No. 
q Start 
^ Name , 
It ' Start 
u GI 

Exons 



48010 * Seq. .ID 

102168 Strand 

4483 . End 
OJ000315_36 . 0412 . C23 . ol . tm ' Method 
5899 ; End 
none Score 



OJ000315_36.04i2.C23 
70^3 

TBLASTX: Maize 

6275 

99 



5899. .6042, 5902. .6108, 5906. .6109, 5990. .6109, 6088. .6126, 
6092. . 6136, 6127. .6273, 6128. .6274, 6135. .6275 



Seq. No. 48010 

Gene No. 102168 

Start 4483 

Name OJ000315_36 . 04 12 . C23 . ol . ts 

Start 6007 

GI none 

Exons 6007.. 6087, 6029.. 6124, 6130. 



Seq. ID OJ000315_36.0412.C23 
Strand 

End 7093 

Method TBLASTX : Soybean 

End 6289 

Score ' 73 
.6288, 6131.. 6289 



Seq. No, 48011 

Gene No. 102169 

Start 1 

Name OJ000315_36 . 04 12 . C24 . ol . np 

Start 1 

GI 7485967 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method AAT/NAP 

End 2886 

Score 857 



49705 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..27, 365. .606, 1235. .1528, 1621. .1806, 2848. .2886 
hypothetical protein F22K18.170 - Arabidopsis thaliana 
gi|4220527|emb|CAA23000.1| (AL035356) putative protein 
[Arabidopsis thaliana] gi I 7269313 I emb | CAB7 9373 . 1 1 (AL161561) 
putative protein [Arabidopsis thaliana] 



48011 

102169 

1 

OJ000315_36.0412.C24.ol. ts 

256 
none 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method TBLASTX: Soybean 

End 1510 

Score 175 



256. .297, 373. .615, 373. .606, 377. .616, 377. .616, 1238. .1408, 
1239. .1400, 1239. .1412, 1241. .1402, 1409. .1495, 1412. .1510, 
1413. .1496 



Seq. No. 48011 

Gene No. 102169 

Start 1* 

Name OJ000315_36 . 04 12 . C24 . ol . tc 

Start 368 

GI none 

Exons 368. .595, 373. .606, 487. .606 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method TBLASTX: Cress 

End 606 

Score 221 



Seq. No. 48011 

Gene No. 102169 

Start X ' 

Name OJ000315_36 . 04 12 . C24 . o2 . tm 

Start 368 

GI none 

Exons 368.. 616, 373.. 609 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method TBLASTX: Maize 

End 616 

Score 311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48011 

102169 

1 

OJ000315_36.0412.C24 .bl.gs 

373 " 
none 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method GENSCAN 

End 2910 

Score .59 ' 



373. .606, 1235. .1528, 1621. .1804, 2362. .2488, 2588. .2669, 
2848. .2910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48011 

102169 

1 

OJ000315_36.0412.C24 .ol-. tm 

1235 

none 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method TBLASTX : Maize 

End 1783 

Score 88 • 



1235. .1387, 1235. .1414, 1239. .1415, 1412. .1540, 1413. .1496, 
1469. .1528, 1660. .1782, 1661. .1783 



Seq. No. 48011 

Gene No. 102169 

Start 1 

Name OJ000315_36 . 04 12 . C24 . ol . tw 

Start 1235 

GI none 
Exons 



Seq. ID OJ000315_36.0412.C24 
Strand 

End 3033 

Method TBLASTX: Wheat 

End 154 0 

Score 116 



1235. .1387, 1240. .1398, 1240. .1365, 1241. .1408, 1242. .1409, 

49706 




1442. .1540, 1452. .1520 



Seq. No. 


48011 


Seq. ID 


OJ000315_36.0412.C2 


Gene No. 


1 A A 1 /" A 

102169 


Strand 




Start 


1 


End 


3033 


Name 


/^TAAAOIC O /~ A /I "1 O r>T / — O i_ _ 

OJ000315 J6 . 0412 . C24 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


1 o o o 

1238 


End 


1804 


GI 


none 


Score 


159 


Exons 


1 ^ T n 1 A A -i o A 1 >l A A 'X A f 

1238. .1399, 1239. .1400, 1436.. 


,1525, 1452.. 1535, 1675.. 1803 




1694 . .1804 






Seq. No. 


48011 


Seq. ID 


OJ000315_36.0412.C2 


Gene No. 


102169 


Strand 




Start 


1 


End 


3033 


Name 


OJ000315 36 . 04 12 . C24 . ol . gp 


Method 


AAT/GAP 


Start 


1402 


End 


3033 


GI 


2312663 


Score 


773 


Exons 


1 / AO 1 C A "7 1 /" C A 1 O A /" A O Vl O 

1402. .1527, 1659. .1806, 2848.. 


3033 




GI Descrip. 


4220527/emb | CAA23000 | 2.0e-18 


(AL035356) putative protein 




[Arabidopsis thaliana] 






Seq. No. 


48012 


Seq. ID 


OJ000315_36.0412.C2 


Gene No. 


102170 


Strand 


+ 


Start 


677 


End 


1329 


Name 


OJ000315_36 . 0412 . C25 . ol . gs 


Method 


GENSCAN 


Start 


677 


End 


1329 


GI 


none 


Score 


. 59 


Exons 


677. .814, 1155. .1329 






Seq. No. 


48013 


Seq. ID 


OJ000315_36. 0412 . C2i 


Gene No. 


102171 


Strand 


+ 


Start 


822 


End 


893 


Name 


/-x tAAAOIC "5 /■* A VI 1 A A O —.1 — — 

OJ000315 36 . 04 12 . C28 . ol . gs 


Method 


GENSCAN 


Start 


822 


End 


893 


GI 


none 


Score 


.4 


Exons 


AAA O A O 

822 . . 8 93 






beq. jno. 


48014 


Seq. ID 


OJ000315_36.0412.C2! 


Gene No. 


102172 


Strand 




Start 


1 


End 


721 


Name 


OJ000315 36.0412.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


721 


GI 


6015010 


Score 


93 


Exons 


1..26, 505. .565, 679. .721 






GI Descrip. 


DNA POLYMERASE ALPHA CATALYTIC SUBUNIT 






gi 12826900 |dbj IBAA24 573. 1 | (AB004 4 61) 


DNA polymerase alpha 




catalytic subunit [Oryza sativa] 






48014 


Seq. ID 


OJ000315_36.0412.C2! 


Gene No. 


102172 


Strand 




Start 


1 


End 


721 


Name 


OJ000315 36.0412.C29.ol.gp 


Method 


AAT/GAP 


Start 


507 


End 


721 


GI 


2826899 


Score 


164 


Exons 


507. .565, 679. .721 






GI Descrip. 


6015010/sp| 048653 IDPOA ORYSA 0 


i.Oe+00 DNA POLYMERASE ALPHA 




CATALYTIC SUBUNIT >gi 2826900 


dbj_BAA24573_ (AB004461) DNA 



4 9707-1 



polymerase alpha catalytic subunit [Oryza sativa] 



Seq. No. 48014 Seq. ID 

Gene No. 102172 Strand 

Start .. . 1 End 

Name OJ000315_36 . 04 12 . C2 9 . ol . gs Method 

Start 509 End 

GI none Score 

Exons 509.. 565 



OJ000315_36.0412.C29 
721 

GENSCAN 

565 

.69 



Seq. No. 


48015 


Seq. ID 


OJ000315_ 


36, 


. 0412 


,C30 


Gene No. 


102173 


Strand 


+ 








Start 


5161 


End 


7814 








Name 


OJ000315_36. 0412 .C30 . o2 . gs 


Method 


GENSCAN 








Start 


5161 


End 


7814 








GI 


none 


Score 


.66 








Exons 


f- -1 /- 1 /- yi o f~ A C C C f A A ft JO 

5161. .6426, 6465. .6640, 6678 


..6718, 7618. .7814 








Seq. No. 


48015 


Seq. ID- 


OJ000315_ 


36. 


,0412 


.C30 


Gene No. 


102174 


Strand 


+ 








Start 


9521 


End 


10987 








Name 


OJ000315 36.0412.C30.o3.gs 


Method 


GENSCAN ' 








Start 


9521 


End 


10987 








GI 


none 


Score 


.98 








Exons 


9521.. 10987 * 












Seq. No. 


48015 


Seq. ID 


OJ000315_ 


36. 


,0412 


.C30 


Gene No. 


102175 


Strand 


+ 








Start 


11466 


End 


14449 








Name 


OJ000315 36.0412.C30.o4 .gs 


Method 


GENSCAN 








Start 


11466 


End 


14449 








GI 


none 


Score 


.48 








Exons 


11466. .11502, 11599. .11880, 


13959. .14449 









Seq. No. 


48015 


. Seq. ID 


OJ000315 


Gene No. 


102176 


Strand 


+ 


Start 


14968 


End 


•22109 


Name 


OJ000315 36.0412.C30.o5.gs 


Method 


GENSCAN 


Start 


14968 


End 


17241 


GI 


none 


Score 


.83 


Exons 


14968. .17241 






Seq. No. 


48015 


Seq. ID 


OJ000315 


Gene No. 


102176 


Strand 


+ 


Start 


14968 


End 


22109 


Name 


OJ000315 36.0412.C30.o2.np 


Method 


AAT/NAP 


Start 


14971 


End 


22109 


GI 


1086249 


Score 


1933 


Exons 


14971. .17094, 21948. .22109 






GI Descrip. 


subtilisin-like protease - 


Alnus glutinosa 




gi I 757522 | emb|CAA59964 | (X85975) subtilisin-lib 




glutinosa] 






Seq. No. 


48015 


Seq. ID 


OJ000315 


Gene No. 


102177 


Strand 




Start 


1 


End 


3983 


Name 


OJ000315 36.0412.C30.ol.gp 


Method 


AAT/GAP 



36.0412.C30 



[Alnus 



49708 



Start 
GI 

Exons 



GI Descrip. 



1 End 3115 

2826899 Score 3008 

1..135, 235. .348, 421. .600, 686. . 800, .885 .. 1048, 1274..1459, 
1578. .1668, 1779. .1843, 1913. .1987, 2100. .2183, 2265. .2432, 
2850. .3115 

6015010/sp 1048653 | DPOA_ORYSA 0.0e+00 DNA POLYMERASE ALPHA 
CATALYTIC SUBUNIT >gi_282 6900_dbj_BAA24573_ (AB004461) DNA 
polymerase alpha catalytic subunit [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48015 
'102177 
1 

OJ000315_36.0412.C30.ol.np 
1 

6015010 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 3983 

Method AAT/NAP 

End 3094 

Score 2392 



1..135, 235. .348, 421. .600, 686. .800, 885. .1048, 1274. .1459, 
1578. .1668, 1779. .1843, 1913. .1987, 2100 .. 2183, ,2265 .. 24 32 , 
2850.. 3094 

DNA POLYMERASE" ALPHA CATALYTIC SUBUNIT 

gi|2826900|dbj IBAA24573.il (AB004461) DNA polymerase alpha 
catalytic subunit [Oryza sativa] 



Seq. No. 48015 

Gene No. 102177 

Start 1 

Name ' OJ000315^'36 . 04 12 . C30 . ol . gs 

Start 235 

GI none 
Exons 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 3983 
Method GENSCAN- * 
End "3983 
Score . 96 



235. .348, 421. .600, 686. .800, 885. .1048, 1274 . .1459, 1913 .. 1 987 , v - 
2100. .2183, 2265. .2432, 2850. .3983 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48015 

102178 

23471 

OJ000315_36.0412.C30.o2.tc 
16 

none 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 29140 

Method TBLASTX : Cress 

End 724 

Score 38 



16. .57, 23. .49, 62. .133, 62. .133, 64. .135, 75 . . 14 9, 27 1 . . 351 , 
272. .349, 404. .526, 415. .528, 419. .529, 530. .598, 532. .597, 
540. .602, 686. .724 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name * OJ000315_36 . 0412 . C30 . o3 . tm 

Start 434 

GI none 

Exons * . 434. .604, 436. .600, 437. .601, 
692.. 793, 693.. 794 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 29140 

Method TBLASTX : Mai ze 

End 7 95 

Score 237 

438. .608, 439. .606, 691. .795, 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name OJ000315_36 . 0412 .C30 . o3 . ts 

Start 434 

GI none 
Exons 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 29140 

Method TBLASTX : Soybean 

End 813 

Score 105 



434. .511, 436. .522, 443. .526, 471. .521, 520. .597, 527. .598, 



49709 



573. .602, 574. .603, 683. .802, 686. .802, 694. .813, 699. .809 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name OJ000315_36 . 04 12 . C30 . o4 . tm 

Start 885 

GI none 

Exons 885. .1058,. 886. .1059, 887. .1057, 896. 



Seq. ID OJ000315_36.0412.C30 
Strand 



End 

Method 

End 

Score 



29140 

TBLASTX: Maize 

1634 

248 

,1063, 1271. .1471, 



1277. .1459, 1575. .1634, 1576. .1632, 1578. .1634 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name OJ000315_36 . 0412 . C30 . o5 . tm 

Start 6001 

GI none 
Exons • 



Seq. ID OJ000315_36.0412.C30 
Strand 
End 

Method 
End 
Score 



29140 

TBLASTX: Maize 

10816 

108 



6001. .6183, 6010. .6183, 6232. .6477, 6240. .6419, 10384 . -. 104 52 , 
10436. .10522, 104 8 9 .. 10758 , 10571.. 10816 



Seq. No. 48015 Seq. ID 

Gene No. 102178 Strand 

Start 23471 End 

Name OJ000315_36 . 04 12 . C30 . 06 . tm ' Method 

Start 12237 ' End 

GI ■ none Score- 
Exons 



OJ000315_36.0412.C30 
29140 

TBLASTX: Maize 

12481 

99 



12237. 
12351. 



,12353, 12238. 
,12467, 12357. 



,12363, 12241. .12357, 12254 .. 12358 , 
,12479, 12359. .12481, 12368. .12481 



Seq. No. 48015 
Gene No. 102178 
Start 23471 

Name OJ000315_36 . 04 12 . C30 . o2 . tw 

Start 15010 
GI none 

Exons 15010. .15156, 1504 9 .. 15153, 

15319. .15453, 15322 .. 15453, 
20025. .20123, 20157.. 20288 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15058. .15156, 
19408. .19563, 



OJ000315 36.0412.C30 



29140 

TBLASTX: Wheat 
20288 
113 

15190. .15312, 
19899. .19946, 



Seq. No. 48015 
Gene No. 102178 
Start 23471 

Name OJ000315_36 . 04 12 . C30 . ol . tm 

Start 15031 
GI none 
Exons 15031, 
15322, 
- 15995. 



15132, 15058. .15153, 15190 
15609, 15336. .15632, 15607 



Seq. ID OJ000315_36.0412.C30 
Strand 

29140 

TBLASTX: Maize 
20918 
90 

15312, 15319. 
16011, 15615. 



End 

Method 

End 

Score 



16060, 19908. .19943, 19980 .. 20120 , 20157. 



.15558, 
.16010, 
.20357, 



20355. .20918, 20355 .. 20405, 20450 .. 20857 , 20529. .20888 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name OJ000315_36 . 04 12 . C30 . ol . tc 

Start 15049 

GI none 
Exons 



Seq. ID OJ000315_36.0412.C30 
Strand 
End 

Method 
End 
Score 



29140 

TBLASTX: Cress 

21803 

81 



1504 9. .15153, 15190. .15312, 15367. .15567, 15369. .15566, 



49710 




15607. .16032, 
16299. . 16691, 
16971. .17018, 
20355. .20981, 
21398. .21562, 



15615. .15842, 
16750. .16896, 
19899. .19946, 
20438. .2085.7, 
21399. .21563, 



15867. .16010, 
16752. .16880, 
19983. .20123, 
21117. .21383, 
21570. .21803 




16210. .16740, 
16915. .16950, 
20262. .20348, 
21278. .21382, 



Seq. No. 48015 
Gene No. 102178 
Start 23471 

Name • OJ000315_36 .' 04 12 . C30 . ol . ts 

Start 15052 
GI none 
Exons 15052. 

15591. 

16473. 

16918. 

20157. 

21284. 

21768. 



.15141, 15190. 

.16010, 15592. 

.16691, 16570. 

.16950, 17047. 

.20357, 20364, 

.21382, 21399, 
.21851 



.15297, 
.16011, 
.16692, 
. 17196, 
.20975, 
.21563, 



Seq. ID OJ000315_36.0412.C30 
Strand 

End 29140. 

Method TBLASTX : Soybean 

End 21851 

Score 82 
15322. .15579, 15396. 
16300. .16518, 16365. 
16752. .16853, 16753. 
19908. .19943, 19983. 



20432. .20857, 21117, 



.15578, 
.16448, 
.16896, 
.20123, 
.21383, 



21401. .21502, 21570.... 21713, 



Seq. No. 48015 Seq. ID 

Gene No. 102178' Strand 

Start 23471 End 

Name OJ000315_36 . 0412. C30 . ol . tw Method 

Start 15679 End 

GI none ' Score 

Exons 15679. .15756, 15760 1-5852 , 15826 .. 1 6050 , 15867 

20523. .20594, 20619 .. 2*0714 , 20706 .. 20957 , 20708 

20915.. 20956 



OJ000315 36.0412.C30 



29140 

TBLASTX: Wheat 
20957 
82 

16010, 
20845, 



%J Seq. No. 48015 Seq. ID 

fy Gene No. 102178 Strand 

~ Start ■ 23471 End 

Name OJ000315_36 . 04 12 . C30 . o2 . tm. Method 

: ri Start 16216 " End 

^ GI none Score 

U Exons 16216. .16749, . 16365. .16745, 16747, 

O 16951. .17151, 17167. .17196, 21117, 

21399. .21563, 21401 .. 21562 , 21561. 



OJ000315_36.0412.C30 
29140 

TBLASTX: Maize 

21800 

359 



.16914, 
.21362, 
.21800 



16921. .16962, 
21275. .21358, 



Seq. No. 48015 Seq. ID 

Gene No. 102178 Strand 

Start 23471 End 
Name OJ000315_36 . 0412 . C30 . o3 . tw Method 

Start 16407 End 

GI none Score 

Exons 16407. .1644.8, 164 67 . ..16523, 16468. 

16516. .16719, 21308. .21385, 21309. 

21399. .21533 



OJ000315_36.0412.C30 
29140 

TBLASTX: Wheat 

21533 

77 



.16524, 
:21386, 



16515. .16706, 
21398. .21502, 



Seq. No. 48015 Seq. ID 

Gene No. 102178 Strand 

Start 23471 End 

Name OJ000315_36 . 0'4 12 . C30 . o7 . gs Method 

Start 23471 End 

GI none Score 
Exons 



OJ000315_36.0412.C30 

29140 
GENSCAN 
28996 
.82 



23471. .23772, 24063 .. 24145, 24 64 4 .. 24 756, 25002 .. 2537 9, 



49711 



25512. .25689, 26119 26255, 27508 .. 27612 , 27795 .. 27942 , 
28505. .28745, 28846. .28996 



Seq. No. 48015 
Gene No. 102178 
Start 23471 

Name OJ000315_36 . 0412 . C30 . o3 . np 

Start 23531 
GI 6714342 

Exons 23531. .23803, 238 90 .. 24 14 5 , 

26119. .26255, 26682 .. 26844 , 
27795. .27942, 28505 .. 28745, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24644 

27220 



OJ000315 36.0412.C30 



29140 
AAT/NAP 
29140 
1766 
24756, 25002. 
27377, 27505. 



28846. .28914, 29120. 



.25689, 
.27612, 
.29140 



GI Descrip. (AC016162) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 48015 

Gene No. 102178 

Start 23471 

Name OJ000315_36 . 04 12 . C30 . o2 . ts 

Start 23594 

GI none 

Exons 23594. .23806, 23603 .. 2374 3, 
23894. .24160, 23990. .24163 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_36.0412.C30 
29140 

TBLASTX: Soybean 

24163 

84 



23878. .24144, 23887 .. 24162, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315 36.0412.C30 



Seq. No. 48015 
Gene No. 102178 
Start 23471 

Name OJ000315_36 . 04 12 . C30 . o2 . gp 

Start 25516 
GI 28260_1.R1084 
Exons 25516. .25689, 

27508. .27581 

GI Descrip. ' 6015010/sp | 048653 | DPOA_ORYSA 0.0e+00 DNA POLYMERASE ALPHA 
CATALYTIC SUBUNIT >gi_282 6900_dbj_BAA2457 3_ (AB004461) DNA 
polymerase alpha catalytic subunit [Oryza sativa] ' 



29140*- 
AAT/GAP 
27581 
1272 



26119. .26255, 26682 .. 26844 , 27220 .. 27377 , 



Seq. No. 


48016 








Seq. ID 


OJ000315 


Gene No. 


102179 








Strand 


+ 


Start 


122 








End 


338 


Name 


OJ000315 


_36.0412.C31 


.ol. 


gs 


Method 


GENSCAN 


Start 


122 








End 


338 


GI 


none 








Score 


.86 


Exons 


122. .208, 


234. .338 










Seq. No. 


48016 








Seq. ID 


OJ000315 


Gene No. 


102180 








Strand 




Start 


542 








End 


691 


Name 


OJ000315 


36.0412.C31 


v o2. 


gs 


Method - 


GENSCAN 


Start 


542 








End 


691 


GI 


none 








Score 


. 93 


Exons 


542. .691 












Seq. No. 


48017 








Seq. ID' 


OJ000315 


Gene No. 


102181 








Strand 


+ 


Start 


1252 








End 


4230 


Name 


OJ000315 


36.0412.C32 


.ol. 


np 


Method 


AAT/NAP 


Start 


1252 








End 


4183 


GI 


4406759 








Score 


461 



36.0412.C32 



49712 



Exons 


1 O C O 

1252 . . 1 Joy , 


1520 


. .1860, 


2147. 


.2210, 2659. .2787, 2892. .3110, 




3226 . . JJ Jy, 


3925 


. .4183 








GI Descrip. 


(ACUUbo Jb ) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


48017 








Seq. ID 


OJ000315_36.0412.C32 


Gene No. 


102181 








Strand 


+ 


Start 


1252 








End 


4230 


Name 


OJUUUJlo Jb 


.0412, 


,C32.ol 


. gs 


Method 


GENSCAN 


Start 


14 37 








End 


4230 


GI 


none 








Score 


.96 


Exons 


"IjIOT 10*3/1 

14 37. . 1834 , 


2031, 


. .2210, 


2659. 


.2787, 2892. .3040, 3201. .3339, 




3925 . . 4230 












Seq. No. 


48017 








Seq. ID 


OJ000315_36.0412.C32 


Gene No. 


102181 








Strand 


+ 


Start 


1252 








End 


4230 


Name 


OJ000315 36 


.0412, 


.C32.ol 


. qp 


Method 


AAT/GAP 


Start 


1615 








End 


2148 


GI 


2428008 








Score 


639 


Exons 


1615. .1834, 


2031, 


. .2148 








GI Descrip. 


4 4 06759/gb|AAD20070| 1. 


Oe-10 


(AC006836) 


hypothetical proteii 




[Arabidopsis thaliana] 








Seq. No. 


48017 








Seq, ID 


OJ000315_36.0412.C32 


Gene No. . 


102182 








Strand 




Start 


4547 








End 


5493 


Name 


OJ000315 36 


.0412. 


.C32.ol 


. tc 


Method 


"TBLASTX: Cress 


Start 


1507 








End 


2825 


GI 


none 








Score 


245 


Exons 


1507. .1752, 


1508. 


. .1768, 


2040. 


.2210, 2668.. 2793, 2670. .2825 


Seq. No. 


48017 








Seq. ID 


OJ000315_36.0412.C32 


Gene No. 


102182 








Strand 




Start 


4547 








End 


5493 


Name 


OJ000315 36 


.0412. 


.C32.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1525 








End 


3333 


GI 


none 








Score 


255 . 


Exons 


1525. .1752, 


152-6. 


, . 1768, 


2138 . 


.2203, 2139. .2210, 2656.-2793, 




2656. .2757, 


2667. 


, .2825, 


3211. 


.3333, 3259.. 3327 


Seq. No. 


48017 








Seq. ID 


OJ000315_36.0412.C32 


Gene No. 


102182 








Strand 




Start 


4547 








End 


5493 


Name 


OJ000315 36 


.0412. 


.C32.ol 


. tm 


Method 


TBLASTX: Maize 


Start ■ 


1543 








End 


1774 


GI 


none 








Score 


282 


Exons 


1543. .1755, 


1544. 


. .1774 








Seq. No. 


48017 








Seq. ID 


OJ000315_36.0412.C32 


Gene No . 


102182 








Strand 




Start 


4547 








End 


5493 


Name 


OJ000315 36 


.0412. 


,C32.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2082 








End 


4185 


GI 


none 








Score 


118 


Exons 


2082. .2210, 


2656. 


.2793, 


2658. 


.2789, 3173.. 3316, 3205. .3375, 




3205. .3327, 


3925. 


.4185, 


4059. 


.4184 





49713 



Seq. No. 


48017 




Seq. ID 


OJ000315_36.0412 


.C32 


Gene No. 


102182 




Strand 






Start 


A C A 1 

4547 




End 


5493 




Name 


OJ000315_36 . 04 12 .C32 .o2. 


,gs 


Method 


GENSCAN 




Start 


4547 




End . 


5493 




GI 


none 




Score 


. 9 




Exons 


4547. .4676, 4855.-4886, 


5017 . 


.5111, 5416. .5493 




Seq. No. 


48018 




Seq. ID 


OJ000315_36.0412 


. C33 


Gene No. 


102183 




Strand 






Start 


779 




End 


1179 




Name 


OJ000315 36 . 04 12 . C33 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


779 




End 


1179 




GI 


none 




Score 


93 




Exons 


779. .943, 802. .948, 803. 


. 877 , 


810. . 944, 


813. .950, 814.. 


957, 




1028. .1177, 1045. .1179, 


1054 . 


.1179 






Seq. No. 


, 4.8019 




Seq. ID 


OJ000315_36.0412 


. C34 


Gene Np . 


102184 -v. • 




Strand 






Start' 


191 




End 


961 




Name 


OJ000315 36.0412.C34.ol. 


gp 


Method 


AAT/GAP 




Start 


191 




End 


961 




GI 


183 4.R1084 




Score 


1534 




Exons 


191. .961 










GI Descrip. 


1 6015010/sp | 048653 | DPOA 


ORYSA 


0.0e+00 DNA POLYMERASE ALPHA 




'CATALYTIC SUBUNIT >gi 2826900 


dbj BAA24573 (AB004461) 


DNA 




polymerase alpha catalytic subunit [Oryza sativa] 1 




Seq. No. 


48019 




Seq. ID 


OJ000315_36.0412 


.C34 


Gene No. 


102184 




Strand 






Start 


191 




End 


961 




Name 


OJ000315 36.0412.C34 .ol. 


gs 


Method 


GENSCAN 




Start 


505 




End 


841 




GI 


none 




Score 


. 99 




Exons 


505. .841 










Seq. No. 


48019 




Seq. ID 


OJ000315_36.0412 


.C34 


Gene No. 


102184 




Strand ' 






Start 


191 




End 


961 




Name 


OJ000315 36.0412.C34.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


505 




End 


957 




GI 


none 




Score 


86 




Exons 


505. .582, 524. .625, 577. 


.711, 


578. .712, 


589. .831, 590.. 


835, 




907. .957, 907. .957 










Seq. No. 


48019 




Seq. ID 


OJ000315_36.0412 


.C34 


Gene No. 


102184 




Strand 






Start 


191 




End 


961 




Name 


OJ000315 36.0412.C34 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


508 




End 


961 




GI 


none 




Score 


255 




Exons 


508. .750, 524. .751, 550. 


.741, 


551. .742, 


751. .801, 752..: 


802, 




814. .960, 907. .957, 908. 


.961 








Seq. No. 


48019 




Seq. ID 


OJ000315_36.0412 


.C34 


Gene No. 


102184 




Strand 






Start 


191 




End 


961 





49714 



Name 

Start 

GI 

Exons 



OJ000315_36 .0412. C34 . ol . tc Method TBLASTX : Cress 

508 End 961 

none Score 329 

508. .831, 530. .835, 550. .738, 551. .739, 823. .960, 907. .957, 
908. .961 



Seq. No. 48019 Seq. ID OJ000315_36 . 04 12 . C34 

Gene No. 102184 Strand 

Start 191 End 961 

Name OJ000315_36 . 04 12 . C34 . ol . np Method AAT/NAP 

Start 508 End 961 

GI 6103011 Score 668 

Exons 508.. 961 

GI Descrip". (X84225) precursor of photosystem II subunit (22KDa) [Nicotiana 
tabacum] 



Seq. No. 



48020 



Seq. ID OJ000315 31.0410-.C1 



Gene No. 


102185 




Strand 


+ 


Start 


•4 98 




End 


1779 


Name 


OJ000315 31. 0410. CI 


. ol . gs 


Method 


GENSCAN 


Start 


498 




End 


1739 


GI 


none 




Score 


.74 " " 


Exons ' 


498. .630, 762. .802, 


1291. .1393, 1677. . 


1739 


Seq. No. 


48020 




Seq. ID 


OJ000315_31.0410.C1 


Gene No. 


102185 




Strand 


+ 


Start 


498 




End 


1779 


Name 


OJ000315 31. 0410. CI 


. ol.np 


Method 


AAT/NAP 


Start 


498 




End 


1779 


GI 


7362779 




Score 


322 


Exons 


498. .630, 866. .952, 


1064. .1166, 1291.. 


1393, 1539. .1592, 




1677. . 1779 








GI Descrip. 


(AL162691) transporter-like protein [Arabidopsis thaliana] 


Seq. No. 


48020 




Seq. ID 


OJ000315_31.0410.C1 


Gene No. 


102185 




Strand 


+ 


Start 


498 - , 




End 


1779 


Name 


OJ000315 31. 0410. CI 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


498 




End 


1598 


GI 


none 




Score 


85 


Exons 


498..6S3, 761. .805, 


892. . 954, 


1048. .1167, 1075. .1158, 




1282. .1413, . 1286. .1393, 1330. 


.1413, 1533. .1598 


Seq. No. 


48020 




Seq. ID 


OJ000315_31.0410.C1 


Gene No. 


102185 




Strand 


+ 


Start 


498 




End 


1779 


Name 


OJ000315 31. 0410. CI 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


509 




End 


805 


GI 


none 




Score 


129 


Exons 


509. .628, 520. .597, 


522. .635, 


757. .801 


, 758. .805, 761. .805 


Seq. No. 


48020 




Seq. ID 


OJ000315_31.0410.C1 


Gene No. 


102185 




Strand 


+ 


Start 


498 




End 


1779 


Name 


OJ000315 31. 0410. CI 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


525 




End 


1161 


GI 


none 




Score 


113 



49715 



Exons 525.-653, 530.. 622, 758.. 805, 763.. 792, 891.. 953, 892.. 954, 

1048. .1161, 1062. .1151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
O Start 

fn Exons 

l Jz Seq. : No. 

J==J Gene No. 

Uj Start 

u Name 

m Start 

!L Exons 

id GI Descrip. 

p Seq. No. - 
,'2 Gene No. 
li Start 

Name 
U Start 

GI 

Exons 



48020 
102185 
4 98* 

OJ000315_31.0410.Cl.ol.tm 

882 

none 



Seq. ID OJ000315_31.0410.C1 

Strand + 

End 1779 

Method TBLASTX : Maize 

End 1169 

Score 94 



882. .950, 883. .951, 889. .954, 1048. .1167, 1065. .1169 

OJ000315 31. 0410. C3 



48021 
102186 
184 

OJ000315_31.0410.C3.ol.gs 

184 

none 

184 . .271 

48022 
102187 , 
478 ' 

OJ000315_31.0410.C4 .ol.gs 

478 

none 

478.. 626 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



48022 Seq. ID 

102188 Strand 

77 End 2318 

OJ000315_31.0410.C4 .ol.np Method AAT/NAP 

77 End 2249 

6552743 Score 82 
77. .112, 2051. .2249 

(AC013482) T26F17.11 [Arabidopsis thaliana] 



271 

GENSCAN 

271 

.84 



OJ000315_31.0410.C4 
+ 

62'6 

GENSCAN 

626 

.46 



OJ000315 31. 0410. C4 



48022 Seq. ID 

102188 * Strand 

77 End 

OJ000315_31 . 04 10 . C4 . o2 . gs Method 

1701 End 

none Score 

1701:. 1768, 1828.. 1904, 2065. .2318 



OJ000315_31.0410.C4 

2318 
GENSCAN 
2318 
.57 



Seq. No. 


48023 








Seq. ID 


OJ000315_ 


. 31 


0410 


.C5 


Gene No. 


102189 








'Strand 


+ 








Start 


1189 








End 


2805 








Name 


OJ000315 31 


0410 


.C5.ol. 


gs 


Method 


GENSCAN 








Start 


1189 








End 


2805 








GI 


none 








Score 


.76 








Exons 


1189. .1300, 


1559 


. .1776, 


2692. 


.2805 










Seq. No. 


48023 








Seq. ID 


OJ000315_ 


31 


0410 


.C5 


Gene No. 


102190 








Strand 










Start 


4013 








End 


4336 








Name 


OJ000315 31 


0410 


.C5.o2. 


gs 


Method 


GENSCAN 








Start 


4013 








End 


4336 









49716 



GI 

Exons 



none 

4013. .4336 



Score 



.98 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Starts- 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48024 

102191 

1472 

OJ000315_31.0410.C6.ol.gs 

1472 

none 



Seq. ID OJ000315_31.0410;C6 



Strand 
End 

Method 

End 

Score 



+ 

4074 
GENSCAN 
3901 
.74 . 



1472. .1959, 2042. .2110, 2790. .2888, 2968. .3360, 3758. .3901 



48024 
102191 
1472 

OJ000315_31.0410.C6.ol.gp 
1655 

738_4.R1084 

1655. .1959, 2042. .2110, 2790 
■ 730580/sp| P41095 | RLA0_ORYSA 
PROTEIN P0 >gi_4 554 01_dbj_BAA04 668 
protein P0 [Oryza sativa] 1 



OJ000315_31.0410.C6 
+ 

4074 
AAT/GAP 
2845 
789 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2845 

1.0e-13'60S ACIDIC RIBOSOMAL 

(D21130) acidic ribosomal 



48024 Seq. ID 

102191 Strand 
1472 , End 

OJ000315_31 .0410.C6.ol.np Method 
1702 End 
730580 Score 
1702. .1959, 2042. .2110, 2790. .2888, 2968. .3360, 3758. .3898 
60S ACIDIC RIBOSOMAL PROTEIN P0 gi | 4 55401 | dbj | BAA04 668 | (D21130) 
acidic ribosomal protein P0 [Oryza sativa] 



OJ000315_31.0410.C6 

+. 

4074 
AAT/NAP 
3898 
1433 



48024 

102191 

1472 

OJ000315_31.0410.C6.o2.gp 

3093 

3763837 

3093. .3360, 3758. .4074 
730580/sp | P41095 | RLA0_ORYSA 
P0 >gi_455401_dbj_BAA04668_ 
[Oryza sativa] 

48024 

102192 

5069 

OJ000315_31.0410.C6.o2. tw 

1666 

none 

1666. .1941, 1710. .1964 

48024 
102192 "* 
5069 

OJ000315_31.0410.C6.ol. tc 

1675 ■ 

none 



Seq. ID OJ000315_31.0410.C6 

Strand + 

End 4074 

. Method AAT/GAP 

End 4 07 4 

Score 1036 

1.0e-13 60S ACIDIC RIBOSOMAL PROTEIN 
(D21130) acidic ribosomal protein P0 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_31.0410.C6 
+ 

6906 

TBLASTX: Wheat 

1964 

389 



OJ000315_31.0410.C6 
+ 

6906 

TBLASTX: Cress 

3365 

300 



49717 



Exons 



1675. .1938, 1716. .1955, 2041. .2112, 2042. .2113, 2787. .2894, 
2829.. 2891, 2958.. 3362, 2965.. 3360, 2967.. 3365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48024 

102192 

5069 

OJ000315_31.0410.C6.ol.tm 

1696 

none 

1696. .1935, 1710. .1964, 2032. 
2829.. 2891, 2958, .3362, 2965. 

48024 

102192 

5069 

OJ000315_31.0410.C6.ol.ts 

1699 

none 

1699.. 1746, 1716.. 1751, 1750. 
2042. .2113, 2787.. 2894, 2829. 
2967. .3362 



Seq. ID 
Strand 
End 

Method 

End 

Score" 
.2112, 2042 
.3360, 2967 



OJ000315_31. 04.10. C6 
+ 

6906 

TBLASTX: Maize 
3362 
351 

2113, 2787. .2894, 
3362 



Seq. ID OJ000315_31.0410.C6 

Strand + 

End 6906 

Method TBLASTX : Soybean 

End 3362 

Score 62 

.1938, 1752. .1964, "2032. .2112, 
.2894, 2958. .3362, 2965. .3360, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48024 

102192 

5069 

OJ000315_31. 

2787 

none 

2787. .2894, 
2958. .3254, 



0410.C6.ol. tw 



2829. 
2965. 



.2891, 
.3255 



Seq. ID OJ000315_31.0410.C6 

Strand + 

End 6906 

Method TBLASTX : Whea^t ; 

End 3255 

Score 97 
2851. .2895, 2957. .3244, 2958. .3251, 



Seq. No. 48024 Seq. ID 
Gene No. 102192 Strand 
Start 5069 End 
Name ' OJ000315_31 . 04 10 . C6 . o2 . gs Method- 
Start 5069 End 
GI 'none Score 
Exons 5069.. 5301, 6866.. 6906 



OJ000315_31.0410.C6 

+ 

6906 
GENSCAN 
6906 
.4 



Seq. No. 48024 Seq. ID OJ000315_31 . 04 10 . C6 

Gene No. 102192 Strand + 

Start 5069 End 6906 

Name OJ000315_31 . 04 10 . C6 . o3 . gp Method AAT/GAP 

Start 6245 End 6345 

GI LIB3477.-003-P1-K1-E9 Score 122 

Exons 6245.. 6345 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY -S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 48025 

Gene No. 102193 

Start 1 

Name OJ000315_31 . 04 10 . C7 . ol . np 

Start 1 

GI 6630695 
Exons 



Seq. ID OJ000315 31. 0410. C7 



Strand 
End 

Method 

End 

Score 



+ 

6815 
AAT/NAP 
6815 
587 



1..169, 275. .328, 425. .487, 563. .612, 715. .790, 986. .1162, 



49718 



1362. .1456, 1596. .1674, 1757. .1864, 2201. .2245, 2338. .2426, 
2548. .2591, 2873. .2948, 6782. .6815 
GI Descrip. (AP000969) ESTs C97915 (C0113 ) , C26087 (CI 1 614 ) correspond to a 
region of the predicted gene..; hypothetical protein [Oryza 
satival 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48025 

102193 

1 

OJ000315_31 . 0410 .C7 . ol . tm 

421 

none 



Seq. ID OJ000315_31.0410.C7 

Strand + 

End 6815 

Method TBLASTX: Maize 

End 7 98 

Score 91 



421. .480, 422. .490, 556. .612, 557. .616, 691. .798, 707. .793 



48025 
102193 
1 

OJ000315_31.0410.C7.6i:gs 
425 
* none 



Seq. ID OJ000315_31.0410.C7 

Strand + 

End 6815 

Method GENSCAN 

End 1847 

Score .48 

425. .487, 563. .612, 715. .790, 986. .1162, 1362. .1449, 1589. .1674, 
1827. .1847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48025 

102193 

1 

OJ000315_31 . 04 10 . C7 . o2 . tm 

985 

none 



Seq. ID OJ000315_31.0410.C7- 

Strand + 

En* 6815 

Method TBLASTX : Mai ze 

End 1423 

Score 95 



985. .1080, 986. .1081, 1073. .1165, 1076. .1165, 1361. .1423, 
1362. .1421 



Seq. No. 48026 Seq. ID OJ000315_31 . 04 10 . C8 

Gene No. 102194 Strand + 

Start 1 End 769 

Name OJ000315_31 . 04 10 . C8 . ol . np Method AAT/NAP 

Start 1 End 7 69* - 

GI - 6630695 Score 182 

Exons 1..111, 191. .253, 344. .393, 473. .548, 739. .769 

GI Descrip. (AP000969) ESTs C97915 (C0113) , C2 6087 (CI 1614 ) correspond to a 

region of the predicted gene.; hypothetical protein [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48026 * 

102194 

1 

OJ000315_31. 0410.C8.ol .tm 

.52 

none 



Seq. ID OJ000315_31.0410.C8 

Strand + 

End 7 69 

Method TBLASTX : Mai ze 

End 599 

Score 39 



52. .99, 191. .253, 212. .253, 332. .397, 340. .393, 465. .599, 
470. .586 



Seq. No. 48026 

Gene No. 102194 

Start 1 

Name OJ000315_31 . 0410 . C8 . ol . gs 

Start 473 



Seq. ID OJ000315_31.0410.C8 

Strand + 

End 769 

Method GENSCAN 

End - 54 8 



49719 



GI 


none 


Score 


. 87 


Exons 


473 . .548 






Seq. No. 


48027 


Seq. ID 


OJ000315_31. 0410. Cll 


Gene No, 


102195 


Strand 


+ 


Start 


2 9 1 


End 


550 


Name 


OJ000315 31 . 04 10 . Cll . ol . gs 


Method 


. GENSCAN 


Start 


291 


End 


550 


GI 


none 


Score 


. 66 


Exons 


291 . . 550 






Seq. No. 


48028 


Seq. ID 


OJ000315 31.0410.C12 


Gene No. 


102196 


Strand 




Start 


1 


End 


708 ■ 


Name 


OJ000315 31 . 04 10 . C12 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


708 


GI 


7362779 


Score 


61 


Exons 


1 . .28, 563 . . 708 






GI Descrip. 


(AL162691) transporter-like 


protein [Arabidopsis thaliana] 


Seq. No. 


48028 


Seq. ID 


OJ000315_31.0410.C12 


Gene No. 


102197 


Strand 




Start 


675 


End 


883 


Name 


OJ000315 31 . 0410 . C12 . ol . gp 


Method 


AAT/GAP 


Start 


675 


End 


883 


GI 


42654 6 


Score - 


34 1 


Exons 


675 . . 883 . 






Seq. No. 


4 8029 


Seq. ID 


OJ000315_31. 0410.C14 


Gene No . 


lUziyy 


Strand 


+ 


Start 


540 


End 


1643 


Name 


OJ000315_31.0410.C14 .ol.gp 


Method 


AAT/GAP 


Start 


54 0 


End 


815 


GI 


64040 1.R1084 


Score 


225 


Exons 


540 . . 642, 769 . .815 






GI Descrip. 


.'4191784 4.0e-32 (AC005917) 


putative WD-40 repeat protein 




[Arabidopsis thaliana] 1 






Seq. No. 


48029 


Seq. ID 


OJ000315_31. 04 10. CI 4 


Gene No. 


102198 


Strand 


+ 


Start 


540 


End 


1643 


Name 


OJ000315 31 . 04 10 . C14 . ol . gs 


Method 


GENSCAN 


Start 


576 


End 


1313 


GI 


none 


Score 


.71 


Exons 


576. .642, 1026. .1132, 1235.. 


1313 




Seq. No. 


48029 


Seq. ID 


OJ000315_31.0410.C14 


Gene No. 


102198 


Strand 


+ 


Start 


540 


End 


1643 


Name 


OJ000315 31.0410.C14.ol.np 


Method 


AAT/NAP 


Start 


598 


End 


1643 


GI 


4191784 


Score 


282 


Exons 


598. .642, 769. .813, 1026. .1132, 1235.. 


1313, 1589. .1643 


GI Descrip. 


(AC005917) putative WD-40 repeat protein [Arabidopsis thalia 


Seq. No. 


48029 


Seq. ID 


OJ000315_31.0410.C14 


Gene No . 


102198 


Strand 


+ 



49720 




Start 


540 




End 


164 3 


Name 


OJ000315 31 


.•0410.C14.ol.tc 


Method 


TBLASTX : Cress 


Start 


766 




End 


1 C A O 

1642 


GI 


none 




Score 


bl 


Exons 


766. .816, 1014. .1130, 1025. .1132, 1227. 


. lol J, 1ood..1d4z 


Seq. No. 


48029 




Seq. ID 


OJ000315_31.0410.C14 


Gene No. 


102198 




Strand 


+ 


Start 


540 




End 


1643 


Name 


OJ000315_31 


.0410.C14 .ol. ts 


Method 


TBLASTX : Soybean 


Start 


*1 A 1 A 

1U 1 4 




End 


1639 


GI 


none 




Score 


161 


Exons 


1014. .1130, 


1014. .1130, 1025., 


.1135, 1227. .1313, 1586. .1639 


Seq. No. 


48029 




Seq. ID 


OJ000315_31.0410.C14 


Gene No. 


102198 




Strand 


+ 


Start 


540 




End 


1643 


Name 


OJ000315 31 


.0410. C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1017 - 




End 


1643 • 


GI 


none 




Score 


187 


Exons 


1017. .1130, 


1023. .1130, 1025., 


.1132, 1225. .1335, 1227. .1313, 




1234 . .1341, 


1580.. 1639, 1586.; 


.1642, 1587. .1643 


Seq. No. 


48030 




Seq. ID 


OJ000315_31.0410.C15 


Gene No. 


102199 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ000315 31 


.0410.C15.ol.np 


Method 


AAT/NAP 


Start . 


1 




End 


740 


GI 


4191784 




Score 


423 


Exons 


1..73, 226. 


.329, 419. .558, 643. .740 




GI Descrip. 


(AC005917) putative WD-40 repeat protein [Arabidopsis thali* 


Seq. No. 


48030 




Seq. ID 


OJ000315__31.0410.C15 


Gene No. 


102199 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ000315 31 


.0410.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 




End 


758 


GI 


none 




Score 


61 


Exons 


3. .71, 4. .75, 4. .66, 9. .77, 222. .329, 224. .328, 409. .555, 




413. .559, 413. .499, 416. .559, 


417. .566, 


640. .741, 641. .715, 




666. .758 








Seq. No. 


48030 




Seq. ID 


OJ000315_31.0410.C15 


Gene No. 


102199 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ000315 31 


.0410. C15. ol.tm 


Method 


TBLASTX: Maize 


Start 


10 




End 


720 


GI ■ 


none . 




Score 


4 9.;- 


Exons 


10. .36,. 51. 


.74, 222. .329, 224. 


,.328, 408 


;..554, 409. .555, 




413. .559, 413. .487, 416. .556, 


'640. .720, 


641. .715 


Seq. No. 


48030 




Seq. ID 


OJ000315_31.0410.C15 


Gene No. 


102199 




Strand 


-f 


Start 


1 




End 


758 


Name 


OJ000315 31 


.0410.C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


13 




End 


719 


GI 


none 




Score 


105 



49721 



Exons 13.. 75, 13.. 72, 15.. 77, 222..2'66, 224.. 265, 261.. 329, 269.. 328, 

273.-335, 274. .348, 404. .559, 408. .560, 409. .573, 413. .559, 
415. .561, 640. .717, 641. .715, 648. .719 



Seq. No. 48030 Seq. ID 

Gene No. 102199 Strand 

Start 1 ' End 

Name OJ000315_31 . 04 10 . C15 . ol . gs Method 

Start 20 End 

GI none Score 

Exons 20.. 73, 371.. 577 



OJ000315_31.0410.C15* 
+ 

758 

GENSCAN 

577 

.45 



Seq. No. 


48031 


Seq. ID 


OJ000315__31.0410.C16 


Gene No. 


102200 


Strand 


+ 


Start 


119 


End 


540 


Name 


OJ000315 31.0410.C16.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


540 


GI 


none 


Score 


.98 


Exons 


119. .236, 409.. 540 






Seq. No. 


48031 


Seq. ID 


OJ000315_31.0410.C16 


Gene No. 


102200 


Strand 


+ . 


Start 


119 


End 


540 


Name 


OJ000315 -31.0410.C16.ol.np 


Method 


AAT/NAP 


Start 


119 


End 


537 


GI 


4191784 


Score 


247 


Exons 


119.. 236, 409.. 537 








(AC005917) putative WD-4 0 repeat protein [Arabidopsis thaliana] 


Seq. No. 


48031 


Seq. ID 


OJ000315_31.0410.C16 


Gene No. 


102201 


Strand 


+ 


Start 


1307 


End 


2538 


Name 


OJ000315 31.0410.C16.o2.gs 


Method 


GENSCAN 


Start 


1307 


End 


2305 


GI 


none 


Score 


.43 


Exons 


1307. .1452, 1799. .2171, ■ 2270. , 


;2305 




Seq. No. 


48031 


Seq. ID 


OJ000315_31.0410.C16 


Gene No. 


102201 


Strand 


+ 


Start 


1307 


End 


2538 


Name 


OJ000315 31.0410.C16.o2.np 


Method 


AAT/NAP 


Start 


1658 


End 


2538 


GI 


7441481 


Score " 


503 


Exons 


1658. .1733, 1816. .2189, 2428., 


.2538 




GI Descrip. 


probable calmodulin - rice gi 1 1235664 | gb | AAA98 933.. 1 1 (U37936) 




novel calmodulin-like protein 


[Oryza sativa] 



gi| 3171148 |gb|AAC18355.1 | (AF064456) calmodulin-like protein 
[Oryza sativa subsp. indica] gi | 6969639 | gb | AAF33852 . 1| 
(AF231026) calmodulin-like protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48031 

102202 

2988 

OJ000315_31.0410.C16.o3.tm 

119 

none 



Seq. ID OJ000315_31.0410.C16 
Strand 
End 

Method 
End 
Score 



5603 

TBLASTX: Maize 

523 

128 ■ 



119. .238, 120. .236, 199. .270, 394. .522, 394. .522, 401. .523 



49722 




Seq. No. 


48031 








Seq. ID 


6.J000315 


_31.0410.C16 


Gene No. 


102202 








Strand 






Start 


2988 








End 


5603 




Name 


OJ000315 31. 


,0410, 


,C16.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


120 








End 


522 




GI 


none 








Score 


120 




Exons 


120. .236, 394. .522, 408. 


. 500 








Seq. No. 


48031 








Seq. ID 


OJ000315 


_31.0410.C16 


Gene No. 


102202 








Strand 






Start 


2988 








End 


5603 




Name 


OJ000315 31. 


0410, 


.C16.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1614 








End 


2186 




GI 


none 








Score 


104 




Exons 


1614 . .1733, 


1658, 


. .1735, 


1811 . 


.2182, 1815. .2186, 


1992 . .2186 


Seq. No. 


48031 








. Seq. ID 


OJ000315 


_31.0410.C16 


Gene No. 


102202 








Strand 






Start 


2988 








End 


5603 




Name 


OJ000315 31. 


0410, 


,C16.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1652 








End 


2209 




GI 


none 








Score 


107 




Exons 


1652. .1735, 


1811. 


. .20.83, 


1815 . 


.2186, 1992. .2186, 


2147 . . 2209 


Seq. No. 


'48031 








Seq. ID 


OJ000315 


_31.0410.C16 


Gene^No . 


102202 








' Strand 






Start 


2988 








End 


5603 




Name 


OJ000315 31. 


0410. 


.C16.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1658 








End 


2186 




GI 


none 








Score 


104 




Exons 


1658. .1735, 


1658. 


. .1735, 


1662 . 


.1721, 1664. .1732, 


1811 . .2182, 




1811. .2182, 


1815, 


. .2186, 


1815 . 


.2186, 1992. .2186, 


1992 . .218 6 


Seq. No. 


48031 








Seq. ID 


OJ000315 


_31.0410.C16 


Gene No. 


102202 








Strand 






Start 


2988 








End 


5603 




Name 


OJ000315 31. 


0410. 


,C16.ol. 


ts 


Method 


TBLASTX : 


Soybean'" 


Start 


1658 








End 


2186 




GI 


none 








Score 


104 




Exons 


1658. .1735, 


1664. 


, .1735, 


1811 . 


.2182, 1815. .2186, 


1992 . .2186 


Seq. No. 


48031 








Seq. ID 


OJ000315 


_31.0410.C16 


Gene No. 


102202 








Strand 






Start 


2988 








End . 


5603 




Name 


OJ000315 31. 


0410. 


,C16.ol. 


gp 


Method 


AAT/GAP 




Start 


.2676 








End 


3457 




GI 


28059 1.R1084 






Score 


•969 




Exons 


2676. .3062, 


3236. 


, .3310, 


3391. 


.3457 







GI Descrip. ' 6005956/ref | NP_009171 . 1 | pYVHl | 2.0e-15 S. cerevisiae YVH1 
protein-tyrosine phosphatase ortholog 

>gi_57 64099_gb_AAD51134 . 1__AF119226_1 (AF119226) dual-specificity 
tyrosine phosphatase YVH1 [Homo sapiens] f 

Seq. No. 48031 Seq. ID OJ000315_31 . 04 10 . C16 

Gene No. 102202 Strand 

Start 2988 End 5603 

49723 



Name 

Start 

GI 

Exons 



OJ000315_31.0410.C16.o3.gs 

2988 

none 

2988. .3062, 3236. .3310, 3577, 
4660. .4749, 4832. .4957, 5063, 



Method GEN SCAN 
End 5116 
Score .94 

,3690, 4039. .4146, 4252. .4374, 
.■5116 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48031 

102202 

2988 

OJ000315_31 . 0410.C16.o3.np 

2988 

7446371 

2988.. 3062, 3236.. 3310, 3391 
42S2..4374, 4660. .4749, 4832 



Seq. ID OJ000315_31.0410.C16 
Strand 

End 5603 . 

Method AAT/NAP 
End 5603 
Score 1217 

.3447, 3577. .3690, 4039. .4146, 
.4957, 5063. .5116, 5253. .5603 
probable serine/threonine kinase (EC 2.7.1.-) SNFL1 - sorghum 
gi | 2632252 | emb | CAA73067.il (Y12464) serine/threonine kinase 
[Sorghum bicolor] 



4 8031v " 

102202 

2988 

OJ000315_31. 

2997 

none 

2997. .3065, 
3238. .3321, 
.3693, 
.4129, 
4252. .4374, 
4660. .4752, 
.5117, 
.5340, 



3574. 
4037. 



5046. 
5251. 



0410.C16.o2. tm 



3004... 3063, 3227. 

'3385.. 3450, 3392. 

3577. .3693, 3578. 

4038. .4133, 4039. 

4252. .4371, 4259. 

4661. .4750, 4829. 

5048. .5122, 5052. 
5253. .5339 



Seq. ID OJ000315_31.0410.C16 
Strand 

End 5603 
Method TBLASTX: Maize 
End 5340 
Score 91 

.3328, 3236.. 3313, 3237. .3317, 

.3448, • 3400. .3453, 3405. .3455, 

.3694, 3579. .3698, 3998. .4129, 

.4158, 4117. .4161, 4118. .4147, 

.4375, 4659. .4751, 4660. .4749, 

.4960, 4829. .4957, 4876. .4968, 

.5117, 5063. .5122, 5244. .5315, 



Seq. No. 48031 
Gene No. 102202 
Start 2988 

Name . OJ000315_31 . 04 10 . C16 . o2 . ts 

Start 4039 
GI none 

Exons 4039. .4158, 4040. .4123, 4118. 

4660. .4752, 4661. .4750, 4829. 
4900. .4974, 5048. .5122, 5049. 
5253. .5339, 5256. .5342 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 31.0410.C16 



5 603 

TBLASTX: Soybean 
5342 
78 

4147, 4250. .4369, 4252. .4371, 
4957, 4833.-4958, 4838. .4960, 
5144, 5251. .5334, 5251. .5334, 



Seq. No. 48031 

Gene No. 102202 

Start 2988 

Name OJ000315_31 . 04 10 . C16 . o2 . tc 

Start . 1 4660 

GI none 

Exons 4660.. 4752, 4661.. 4750, 4829. 

5048. .5125, 5049. .5135, 5253. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4957, 4836 
.5339, 5266 



OJ000315 31.0410.C16 



5603 

TBLASTX: Cress 
5340 ' 
63 

4958, 4847. .4960, 
5340 



Seq. No. 48032 Seq. ID 

Gene No.. 102203 Strand 

Start 496 End 

Name OJ000315_31 . 04 10 . C17 . ol . gs Method 



OJ000315_31.0410.C17 
+ 

5546 
GENSCAN 



49724 



Start 
GI 

Exons 



496 End 5546 

none Score .88 

496. .701, 2588. .3714, 4100. .4349, 4461. .4546, 4641. 

5288..S423, 5461. .5546 



4798, 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48032 Seq. ID 

102203 Strand 

4 96 End 

OJ000315_31 .0410. C17 . o2 . np Method 

267 6 End 

7489524 Score 



OJ000315_31.0410.C17 
+ 

5546 
AAT/NAP 
5351 
1545 



2676. .3818, 4075. .4349, 4461. .4546, 4641. .4798, 4889. .4965, 
5288. .5351 

probable auxin transport protein - rice 

gi|3377509|gb|AAC39514.1| (AF056027) auxin transport protein 
REH1 [Oryza sativa] 



48032 

102204 

7876 

OJ000315_31.0410.C17.o2.gs 

7876 

none 



Seq. ID OJ000315_31.0410.C17 



Strand 
End 

Method 

End 

Score 



+ 

12467 
GENSCAN 
12467 
.88 



7876. .8010, 8512. .9242, 9620. .9672, 9797. .9861, 994 1 .. 100.1 9, 
10437. .10736, 1157 0 .. 11736, 11783 .. 11974 , 12402.. 12467 



Seq. No. 48032- Seq. ID 

Gene No. 102204 Strand 

Start 7876 End 

Name OJ000315_31 . 04 10 . C17 . ol . gp Method 

Start 8749 End 

GI 4714793 Score 

Exons 8749.. 9242, 9620.. 9672, 9797.. 9861, 9941. 

GI Descrip. 6005956/ref | NP_00917 1 . 1 | pYVHl | 2.0e-15 S. 

protein-tyrosine phosphatase ortholog 

>gi_5764099_gb_AAD51134.1_AF119226_l (AF119226) dual-specificity,, 
tyrosine phosphatase YVH1 [Homo sapiens] 



OJ.000315_31.0410.C17 
+ 

12467 
AAT/GAP 
10029 
1251 

.10029 

cerevisiae YVH1 



Seq. No. 


48032 




Seq. ID 


OJ000315 


Gene No. 


102204 




Strand 


+ 


Start 


7876 




End 


12467 


Name 


OJ000315 31.0410.C17 


.o3.gp 


Method 


AAT/GAP 


Start 


11672 




End 


11930 


GI 


2275895 




Score 


427 


Exons 


11672. .11930 








Seq. No. 


48032 




Seq. ID 


OJ000315; 


Gene No. 


102205 




Strand 


+ 


Start 


18033 




End 


19057 


Name 


OJ000315 31.0410.C17 


. o4 . gs 


Method 


GENSCAN 


Start 


18033 




End 


19057 


GI 


none 




Score 


.82 


Exons 


18033. .18186, 18855. 


.19057 






Seq. No. 


48032 - . 




Seq. ID 


OJ000315 


Gene No. 


102206 




Strand 




Start 


1976 




End 


3401 



49725 



Name 


OJ000315 31 . 0410 . C17 . ol . np 


Method 


AAT/NAP 




Start 


1976 


End 


3401 




GI 


5852084 


Score 


88 




Exons 


1976. .2059, 3354. .3401 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


48032 


Seq. ID 


OJ000315 


_31.0410.C17 


Gene No. 


102207 


Strand 


- 




Start 


11141 


End 


11330 




Name 


OJ000315 31.0410.C17.o2.gp 


Method 


AAT/GAP 




Start 


11141 


End 


11330 




GI 


4714794 


Score 


278 




Exons 


11141 . . 11330 








Seq. No. 


48032 


Seq. ID 


OJ000315 


31.0410.C17 


Gene No. 


102208 


Strand 






Start 


13234 


End 


17461 




Name 


OJ000315 31.0410.C17.o4 .gp 


Method. • 


AAT/GAP 




Start 


13234 


End 


14245 




GI 


31161 1.R1084 


Score 


1362 




Exons 


13234. .13579, 13688 .. 13787 , 


13870. .13997, 14091 


. . 14245 


GI Descrip. 


1 639722 " 8 . 0e-68 (L27484) calcium-dependent protein kinase [Zea 




mays] 1 








Seq. No. 


48032 


Seq. ID 


OJ000315_ 


_31.0410.C17 


Gene No'. 


102208 


Strafld 






Start 


13234 


End 


17461 




Name 


OJ000315 31.0410.C17.o3.np 


Method 


AAT/NAP 




Start 


13478 


End 


15364 




GI 


7428008 


Score 


1983 




Exons 


13478. .13579, 13688 13787 , 


13870. .13997, 14091 


. .14258, 




14 331. .144 4 6, 14581. .15364 








GI Descrip. 


calcium-dependent protein kinase (EC 2 


.7.1.-), 






calmodulin-independent - maize (fragment) 






gil 639722 |gb IAAA61682.il (L27484) calcium-dependent protein 




kinase [Zea mays] 








Seq. No. 


48032 


Seq. ID 


OJ000315_ 


_31.0410.C17- 


Gene No. 


102208 


Strand 






Start 


13234 


End 


17461 




Name 


OJ000315 31.0410.C17.o4.np 


Method 


AAT/NAP 




Start 


15184 


End 


17461 




GI 


7106836 


Score 


269 




Exons 


15184. .15257, 16404. .16597, 


16704. .16942, 17068 


. .17203, 




17313. .17461 








GI Descrip. 


(AF151057) HSPC223 [Homo sapiens] 






Seq. No..' 


48032 


Seq. ID 


OJ000315_ 


_31.0410.C17 


Gene No. 


102209 


Strand 






Start 


22132 


End 


22301 




Name 


OJ000315 31.0410.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


2675 


End 


5384 




GI 


none 


Score 


344 




Exons 


2675. .3049, 2676.. 2903, 2961 


..3050, 3080.. 3202, 


3081. .3245, 




3126.. 32,45, 3366.. 3512, 3389 


. .3481, 3575. .3637, 


3579. .3638, 




4114. .4179, 4219. .4350, 4221 


. .4352, 4221. .4364, 


4456. .4563, 




4458. .4553, 4639. .4791, 4640 


. .4804, 4886. .4966, 


4887. .4961, 



49726 



4888..4965, 5271. .5384, 5288. .5359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
U GI 
l3 Exons 



Seq. No. 
Gene No. 
iy Start 
*3 Name 
fjj Start 

1" GI 
!„ Exons 

s 4 Seq. No. 

M= Gene No. 

[j Start 

p5 Name 

b,- Start 

^ GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48032 

102209 

22132 

OJ000315_31. 

2675 

none 

2675. .3013, 

48032 

102209 

22132 

OJ000315_31. 

2679 

none 

2679. .3050, 

48032 

102209 

22132 

OJ000315_31. 

3015 

none 

3015. .3050, 
3126. .3248 

48032 

102209 

22132 

OJ000315_31. 

3080 

none 

3080. .3205, 

48032 

102209 

22132 

OJ000315_31. 

3594 

none 

3594. .3638, 
4426. .4563, 
4801. .4941, 

48032 

102209 

22132 

OJ000315_31. 

4227 

none 

4227. .4349, 
4639. .4716, 



0410.C17.o3.tm 
2676.. 3014 

0410.C17.o3.ts 
2702. .3049 

0410.C17.o8.tm 
3016. .3048, 3017, 



0410.C17.o5.ts 



3081. .3245, 3126. 



0410.C17.o2.ts 



4114. .4137, 4189, 
4455.. 4562, 4555: 
4885. .4962, 4886. 



0410.C17.o5.tm 



4228. .4350, 4230. 
4640. .4717 



Seq. ID OJ000315_31.0410.C17 
Strand 

End 22301 

Method TBLASTX : Mai ze 

End 3014 

Score 425 



Seq. ID OJ000315_31.0410.C17 
Strand 

End 22301 

Method TBLASTX : Soybean 

End 3050 

Score 363 



Seq; ID OJ000315_31.0410.C17 
Strand 

End 22301 

Method TBLASTX: Maize ' 

End 3248 

Score 55 

.3049, 3080. .3202, 3081.. 3245, 



Seq. ID OJ000315_31.0410.C17 
Strand 

22301 

TBLASTX : Soybean 
3245 
245 



End 

Method 
End 
Score 
.3239 



Seq. No. 
Gene No. 
Start 



48032 

102209 

22132 



Seq. ID OJ000315_31.0410.C17 
Strand 

End - 22301 

Method TBLASTX: Soybean 

End 5354 

Score 75 

.4350, 4206. .4343, 4212. .4352, 
.4797, 4640. .4804, 4640. .4798, 
.4963, 5271.. 5354 

Seq. ID OJ000315_31. 0410.C17 
Strand 

End 22301 

Method TBLASTX : Maize 

End 4717 

Score 206 

.4352, 4426. .4563, 4458. .4553, 



Seq. ID OJ000315_31.0410.C17 
Strand 

End 22301 



49727 



Name 

Start 

GI 

Exons 



OJ000315_31.0410.C17.o4 . tw 

4251 

none 

4251. .4337, 
4886. .4942 



4261. .4350, 4264, 



Method TBLASTX : Wheat 
End 4942 
Score 87 

.4341, 4637. .4804, 4639. .4794, 



OJ000315 31.0410.C17 



Seq. No. 48032 Seq. ID 

Gene No. 102209 . Strand 

Start 22132 End 

Name OJ000315_31 . 04 10 . C17 . o9 . tm Method 

Start 4718 End 

GI none Score 

Exons 4718. .4804, 4723. .4794, 4886. .4963, 4886. .4960, 4888. .4962, 
5274.. 5351 



22301 

TBLASTX: Maize 

5351 

106 



Seq. No. 48032 

Gene No. 102209 

Start 22132 

Name OJ000315_31 . 04 10 . C17 . o2 . tm ' 

Start 8805 

GI none 

Exons 8805.. 8858, 8806.. 8871, 8913. 

9158.. 9247, 9618.. 9692, 9621. 



Seq. ID OJ000315_31.0410.C17 
Strand 

End 22301 

Method TBLASTX : Maize 

End 9692 

Score 81 

,9242, 8920. .9240, 9147. .9242, 
,9671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48032 
102209 " 
22132 

OJ000315_31.0410.C17.o4.ts 
8824 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 31.0410.C17 



22301 

TBLASTX : Soybean 
11087 

none Score 4 6 

8824. .8871, 8916. .8990, 8920. .8991, 9043. .9240, 9103. .9237, 
9108. .9242, 9618. .9692, 9789. .9860, 9790. .9870, 9934. .10017, 
9938. .10012, 10547. .10666, 10552 .. 10704 , 10679 .. 1072 9, 
10880. .11035, 10920. .11087, 10920. .11075 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



48032 
102209 
22132 

OJ000315_31.0410.C17.o6. tm 

10477 



OJ000315 31.0410.C17 



none 

10477. 

10559. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10500, 10478. .10516, 1051 1 .. 10735, 10554 .. 1064 9, 
10651, 10561. .10734, 10680 .. 10736, 10918 .. 11007 , 



22301 

TBLASTX: Maize 

11009 

37 



10918. . 11007, 10919. . 11008, 10920.. 11009 



Seq. No. 48032 
Gene No. 102209 
Start 22132 

Name OJ000315_31 . 0410 . C17 . ol . tc 

Start 13529 
GI none 
Exons 13529. 

14091. 

14579. 



13579, 13691. .13786, 13869. . 13997, 13875 
14243, 14206.. 14265, 14 328 .. 14 44 7 , 14334 
15385, 14583.. 15386 



Seq. ID OJ000315_31.0410.C17 
Strand 

End " 22301 
Method TBLASTX : Cress 
End 15386 
Score 75 

13997, 
14447, 



Seq. No. 
Gene No. 



48032 
102209 



Seq. ID OJ000315_31.0410.C17 
Strand 



49728 




Start 


22132 




End 


22301 




Name 


OJ000315_31 . 04 10 . CI 7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13529 




End 


14180 




GI 


none 




Score 


56 




Exons 


13529.-13579/ 13535. 


. 13582/ 


13725. .137! 


37, 13844 . .13969, 






*i o o c o 1 o. n o q i o o c n 

13852 . . 1 J9o 6, Uoo9. 


. 14 014/ 


13869. .13997, 14067. .14180 




Seq. No. 


48032 




Seq. ID 


OJ000315_31.0410 


.C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ000315 31.0410.C17 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


13529 




End 


15388 




GI 


none 




Score 


56 




Exons 


13529 .. 13579, 13748. 


. 13786, 


13869. .13997, 13882. .14001, 






13900 .. 13959, 13976. 


. 13999, 


14067. .1424 3, 14 092 .. 1414 2, 






14206 .. 14265, 14328. 


.14447/ 


14 334. .14 4 47, 14579. .15388, 






14583 . . 15386 










Seq. No. 


48032 




Seq. ID 


OJ000315_31.0410 


.C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ0003l5_3l. 04 10 .CI 7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13532 




End 


13997 




GI 


none 




Score 


53 




Exons 


13532. .13582, 13532. 


. 13579, 


13686. . 13787, 13688 .. 1378 6, 






13869. . 13997, 13872. 


.13994 


■> • 






Seq. No. 


48032 




Seq. ID 


OJ000315_31.0410 


.C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ000315_31 . 04 10 . C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


14086 




End 


15407 




GI 


none 




Score 


106 




Exons 


14086. .14256, 14088. 


. 14252, 


14328. .14468, 14331 .. 14447, 






14573 .. 15073, 14579. 


. 15385, 


14610. . 15407 




Seq. No. 


48032 




Seq. ID 


OJ000315J31.0410 


.C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ000315_31 . 0410 . CI 7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14582 




End 


14932 




GI 


none 




Score 


225 




Exons 


14582. .14932, 14595. 


. 14 906 








Seq. No. 


48032 




Seq. ID 


'OJ000315_31.0410, 


.C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ000315_31 . 0410 . CI 7 


. o2 . tw 


Method 


TBLASTX: Wheat * 




Start 


14936 




End 


15214 




GI 


none 




Score 


265 




Exons 


14936. . 15214, 14937. 


. 15191 








Seq. No. 


48032 




Seq. ID 


OJ000315J31.0410. 


■ C17 


Gene No. 


102209 




Strand 






Start 


22132 




End 


22301 




Name 


OJ000315 31.0410.C17 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


16405 




End 


16723 





49729 



GI 


none 




Score 


118 




Exons 


16405 16605, 16424.. 


16600, 


16429. .16605, 16700. .16723 




Seq., No. 


48032 . 




Seq. ID 


OJ000315_31.0410. 


C17 


Gene No. 


102209 




Strand 






Start 


22 132 




End 


22301 




Name 


OJ000315_31 . 04 10 . CI 7 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


16731 




End 


16943 




GI 


none 




Score 


210 




Exons 


167 31.. 16916, 167 39.. 


16921, 


16740. .16943, 16750. .16941 




Seq. No. 


48032 




Seq. ID 


OJ000315_31.0410. 


C17 


Gene No. 


102209 




Strand 






Start 


22 132 




End 


22301 




Name 


OJ000315_31 . 0410 . CI 7 . 


o5 . gs 


Method 


GEN SCAN 




Start 


22132 




End 


22301 




GI 


none 




Score 


.77 




Exons 


22132. .22165, 22291. . 


22301 








Seq. No. 


48033 




Seq. ID 


OJ000315_31.0410". 


C18 




102210 




Strand 


+ 




Start 


439 




End 


519 




Name 


OJ000315 31.0410.C18, 


ol.gp 


Method 


AAT/GAP 




Start 


439 




End 


519 * 




GI 


5867 1.R1084 




Score- 


107 




Exons 


439. .519 










GI Descrip. 


1 4 64 986/sp | P35132 | UBC9_ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 18 57_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 88 4_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 

Seq. No. 48033 Seq. ID OJ000315_31 . 04 10 . C18 

Gene No. 102211 Strand 

Start ' 1 End ' 1415 

Name OJ000315_31 . 04 10 . C18 . ol . np Method AAT/NAP 

Start 1 End 1415- 

GI 4493893 Score 56 

Exons 1..64, 403. .548, 1380. .1415 

GI Descrip. (AL034558) predicted using hexExon; MAL3P2.15 (PFC0230c) , 
Hypothetical protein len: 3979 aa [Plasmodium falciparum] 



Seq. No. 48033 

Gene No. 102211 

Start 1 

Name ' OJ000315_31 . 04 10 . C18 . ol . gs 

Start 71 

GI none 

Exons 71 . . 151 " 



Seq. ID OJ000315_31.0410.C1E 
Strand 

End 1415 

Method GEN SCAN 

End 151 

Score .75 



Seq. No. 48034 Seq. ID 

Gene No. 102212 Strand 

Start 347 End 

Name OJ000315_31 . 04 10 . CI 9 . ol . gs Method 

Start 347 End 



OJ000315_31.0410.C19 
+ 

971 

GENSCAN 
971 



49730 



GI none 

Exons 347.. 436, 744.. 823, 893.. 971 

Seq. No. 48034 

Gene No. 102213 

Start 2845 

Name OJ000315_31 . 04 10 . C19 . ol . np 

Start 2845 

GI 6063554 

Exons 2845.. 3075, 3730.. 3761, 4398. 
GI Descrip. 



Score 



.97 



Seq. ID OJ000315_31.0410.C19 
Strand + 

4567 
AAT/NAP 
4567 
170 



End 

Method 
End 
Score 
.4567 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


48034 


Seq. ID 


OJ000315_31.0410.C19 




Gene No. 


102214 


Strand 






Start 


2816 


End 


4384 




Name 


OJ000315 31.0410.C19.o2.gs 


Method 


GENSCAN 




Start ' 


2816 


End 


4384 




GI 


none 


Score 


.65 




Exons 


2816. .2882, 2887. .2982, 3002 


..3358, 4266.-4384 




Seq. No. 


48034 


Seq. ID 


OJ000315__31.0410.C19 




Gene No. 


102215 


Strand 






Start 


4959 


End 


5231 




Name 


OJ000315 31.0410.C19.ol.gp ' 


Method 


AAT/GAP 


c : - 


Start 


4959 


End 


5231 


I Li 


GI 


61605 1.R1084 


. Score 


442 




Exons 


4959.. 5231 








GI Descrip. 


? 5852170/emb|AL1172 65. 1 IOST17804 1 . 0e- 


137 Oryza sativa 


w 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 ' 




Seq. No. 


48034 


Seq. ID 


OJ000315_31.0410.C19' 




Gene No. 


102216 


Strand 






Start 


5766 


End 


5973 


""4 


Name 


OJ000315 31.0410.C19.o3.gs 


Method 


GENSCAN 


Li ' 


Start 


.5766 


End 


5973 




GI 


none 


Score 


.87 




Exons 


5766. .5973 






f 1 


Seq. No. 


48035 


Seq. ID 


OJ000315_31.0410.C20 




Gene No. 


102217 


Strand 


+ 




Start 


1 


End 


2259 




Name 


OJ000315 31.0410.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2020 




GI 


7362779 


Score 


273 




Exons 


1..48, 190. .275, 415. .522, 897. .941, 1060. .1148, 1511. .1571, 






1935. .2020 








GI Descrip. 


(AL162 691) transporter-like 


protein [Arabidopsis thaliana] 




Seq. No. 


48035 


Seq. ID 


OJ000315_31.0410.C20 




Gene No. 


102217 


Strand 


+ 




Start 


1 


End 


2259 




Name 


OJ000315 31.0410.C20.ol.gp 


Method 


AAT/GAP 




Start 


1056 


End 


2259 




GI 


2798274 


Score 


797 




Exons 


1056. .1148, 1511. .1554, 1935 


. .2259 





49731 



OJ000315_31.0410.C20 
+ 

7550 
AAT/NAP 
7550 
1269 



Seq. No. - 48035 Seq. ID 

Gene No*. 102218 Strand 

Start 3771 End 

Name O JO 0 0 3 1 5_3 1 . 0 4 1 0 . C2 0 . o 3 . np Me t hod 

Start 3771 End 

GI 6069646 Score 

Exons 3771.. 3851, 6556.. 7550 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gil '6907 112 | dbj | BAA90 639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 ' genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410.C20 


Gene No. 


102219 




Strand 


+ 


Start 


14047 




End 


15017 


Name 


OJ000315_31 


.0410.C20.o5.np 


Method 


AAT/NAP 


Start 


14047 




End 


15017 


GI 


7362779 




Score 


235 


Exons 


14047. .1418 


8, 14497 .. 14584, 


14717. .14818, 14 898. .15017 


GI Descrip. 


(AL162691) 


transporter- like 


protein [Arabidopsis thaliana] 


Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410.C20 


Gene No. 


102220 




Strand 




Start 


1763 




End 


5001 


Name 


OJ000315 31 


. 0410.C20.o2.np 


Method 


AAT/NAP 


Start 


1763 




End 


5001 


GI 


5852093 




Score 


92 


Exons 


1763. .1798, 


3510. .3636, 4928 


. .5001 




GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 




Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410.C20 


Gene No. 


102221 




Strand 




Start 


5754 




End 


15002 


Name 


OJ000315 31 


.0410.C20.o2.gs 


Method 


GEN SCAN 


Start 


5754 




End ' 


14398 . 


GI 


none 




Score 


.69 ■■ 


Exons 


5754. .5780, 


6594.. 6763, 6848 


..6983, 7035. .7163, 7256. .7415, 




8254. .8407, 


8550. .11700, 11734. .1254 9, 


12626. .12873, 




12994. .1304 6, 134 48. .13534, 


13871. .13948, 14394. .14 398 


Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410.C20 


Gene No. 


102221 




Strand 




Start 


5754 




End 


15002 


Name 


OJ000315 31 


.0410.C20.o3.tm 


Method 


TBLASTX: Maize 


Start 


6939 




End 


7517 


GI 


none . 




Score 


90 


Exons 


6939. .7064, 


7044. .7271,.. 7056 


..7292, 7097. .7318, 7326. .7517, 




7334. .7444 








Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410.C20 


Gene No. 


102221 




Strand 




Start 


5754 




End 


15002 


Name 


OJ000315 31 


.0410.C20.o6.tw 


Method 


TBLASTX: Wheat 


Start 


7071 




End 


7424 


GI 


none 




Score 


199 



49732 



Exons 



7071.. 7268, 7389.. 7424 



Seq. No. 48035 
Gene No. 102221 
Start 5754 

Name OJ000315_31 . 04 10 . C20 . o4 . np 

Start 8542 
GI 7444451 
Exons 8542.. 8945, 8973.. 12925 

GI*'- Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000315_31.0410.C20 
Strand 

15002 
AAT/NAP 
12925 
4313 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



48035 

102221 

5754 

OJ000315_31.0410.C20.ol.ts 

8593 

none 



Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX : Soybean 

End 9216 

Score 146 



8593.-8964, 8603.. 8992, 8968.. 9216, 8972.. 9022, 9073.. 9198, 
9089. .9214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48035 

102221 

5754 

OJ000315_31.0410.C20.o5. tm 

8599 

none 



Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX : Mai ze 

End 8 97 6 

Score 127 



8599..8886, 8648. .8887, 8893. .8976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



48035 

102221 

5754 

OJ000315_31.0410.C20.ol. tw 

8980 

none 



Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX : Wheat 

End 9417 

Score 51 



8980,. 9417, 8981:. 9067, 9046 9360, 9095.. 9412 



48035 

102221 

5754 

OJ000315_31.0410.C20.o4 . tm 

9008' 
none 

9008.. 9298, 9010.. 9303 



Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX : Maize 

End 9303 

Score 172 



Seq. No. 48035. 

Gene No. 102221 

Start 5754 

Name OJ000315_3l'. 04 10 . C20 . o3 . tc 

Start 9289 

GI none 

Exons 9289.. 9531 



Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX : Cress 

End 9531 

Score 182 



Seq. No. 
Gene No. 
Start 



48035 

102221 

5754 



Seq. ID OJ000315_31. 0410.C20 
Strand 

End 15002 



49733- 



Name 


/^TAAA"51C O 1 

OJ000315 31. 


04 10 . C20 . ol . tm 


Method 


TBLASTX : Maize 




Start 






End 


a n a 0 

97 98 




GI 


none 




Score 


1 a a 

123 




Exons 


OOCO A -7 A O 

9352 . ,97 9o, 


AC/'") A 1 "7 O *"' 

9542 . .97/b 








Seq. No. 


48035 




Seq. ID 


OJ000315_31. 0*410 


.C20 


Gene No. 


102221 




Strand 






btart 


c: n r / 




End 


15002 




Name 


OJ000315 31. 


a /i 1 a 0 a _ 0 4... 

0410. C20 . o3 . tw. 


Method 


TBLASTX: Wheat 




Start 


94 lo 




End 


9931 




GI 


none 




Score 


55 




Exons 


94 lb . . 9600, 


AC O <T A A O A ft/"00 

9586. . 9930 , 9622 . 


.9726, 9638. .9778, 9833. .9931 


Seq. No. 


a 0 a a c 

48035 




Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 




Strand 


- 




Start 


5754 




End 


15002 




Name 


OJ000315 31. 


A /| 1 A 0 0 A _ A J_ _ 

0410. C20 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


9595 




End 


10098 




GI 


5509260 




Score 


1 A A 

122 




Exons 


9595 . . 10098 , 


A /" A O A 1 "7 A A A 1 A 

9608 . . 9772, 9812 


..9961, : 


9862. . 10062 




GI Descrip. 












Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 




Strand 


- 




Start 


C 1 C A 

5/54 




End 


15002 




Name 


/'■n ~r a a a a 1 cr 

OJ000315 31-. 


0410 . C20 . o2 . tc 


Method- 


TBLASTX : Cress 




Start 


9712 




End. 


9994 




GI 


none 




Score 


130 




Exons 


mio a a 0 1 
9 / 12 . .9981, 


All*} A A O A A O A 1 

9 / 13 . , 9982 , 9881 . 


.9994 






Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 




Strand 






Start 


CH C A 

0/54 




End 


15002 




Name 


OJ000315 31. 


A >1 "1 A /""> A A _ O 1 

0410 . C20 . 08 . tm 


Method 


TBLASTX: Maize 




Start 


9802 




End 


10059 




GI 


none 




Score 


109 




Exons 


a 0 a a 1 aa c n 

98 02. . 1QU5 9, 


AO/1A 1AACT 

9842 . . 10051 








Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 




Strand 






Start 


5/54 




End 


15002 




Name 


y-\ t A A A A 1 C A 1 

OJ000315 31. 


0410.C20.ol. tc 


Method 


TBLASTX: Cress 




Start 


10717 




End 


11163 




GI 


none 




Score 


62 




Exons 


1 A "7 1 *7 T A A /I /I 

10 71/. . 10944 


, 10721. . 10861, 10951. . 11163, 10976., 11152 




Seq. No. . 


48035 




Seq. ID 


OJ000315J31.0410 


.C20 


Gene No. 


102221 




Strand 






Start 


C *7 C /I 
■5754 




End 


15002 




Name 


OJ000315_31 . 


0410.C20.o5.ts 


Method 


TBLASTX: Soybean 




Start 


10735 




End 


11151 




GI 


none 




Score 


143 




Exons 


10735. .10935 


, 10951. .11151 








Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 




Strand 






Start 


5754 




End 


15002 





49734 




Name 


OJ000315 31.0410.C20 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


10738 




End 


11065 


GI 


none 




Score 


94 


Exons 


1U / Jo . . 1094 4 , lU/4^. 


. iu y ju , 


10945. .11058, 10952. .11065 


beq. no. 


/i q n c; 




Seq. ID 


OJ000315_31.0410 


Gene No. ■ 


102221 




Strand 




Start 


5754 




End 


15002 


Name 


OJ000315 31.0410.C20 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


10753 




End 


11355 


GI 


none 




Score 


111 


Exons 


10753. .10860, 10897. 


.11160, 


11182. .11355, 11183. .11335 



Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


Gene No. 


102221 




Strand 




Start 


5754 




End 


15002 


Name 


OJ000315 31.0410.C20 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


11154 




End 


11586 


GI 


none 




Score 


'83 


Exons 


11154. .11333, 11155. 


.11343, 


11197. .11328, 11368. .11475, 




11376. .11501, 11488. 


.11586 







Seq. ID OJ000315_31.0410.C20 
Strand 

End 15002 

Method TBLASTX: Wheat . 

End 12051 

Score 133 
11724. .11921, 11725. . 12051, 



If, Seq. No. 


48035 




Seq. ID 


OJ000315_31.0410 


Iy Gene No. 


102221 




Strand 




- Start 


5754 




End 


15002 


tl Name 


OJ000315 31.0410.C20.o7.tm 


Method 


TBLASTX: Maize 


SJ Start 


11878 




End 


12399 


U GI 


none 




Score 


105 . 


' a Exons 


11878. . 


.12021, 11879. .12022, 


12007. 1 121 


20, 12008-. . 12118, 




12283. . 


.12399 







Seq. No. . 48035 

O Gene" No. 102221 

f5 Start 5754 

}i Name . OJ000315_31 . 0410 . C20 . o2 J tw 

2.!; Start 11674 

is .GI none 

f3 Exons 11674. .11943, 11675 .. 1174 6, 

hi 11726.. 12040 



Seq. No. 


48035 






Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 






Strand 






Start 


5754 






End 


15002 • 




Name 


OJ000315 31.0410.C20 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12271 






End 


12588 




GI 


none . 






Score 


91 




Exons 


12271. . 


.12588, 12359. 


.12559 








Seq. No. 


48035 






Seq. ID 


OJ000315_31.0410 


.C20 


Gene No. 


102221 






Strand 






Start 


5754 






End 


15002 




Name 


OJ000315 31.0410.C20 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12403 






End 


12847 




GI 


none 






Score 


98 




Exons 


12403. . 


.12588, 12404. 


.12544, 


12443. .125 


89, 12605. .12715, 






12660. . 


.12725, 12725. 


.12847 









49735 



Seq. No. 48035 
Gene No. 102221 
Start 5754 

Name OJ000315_31 . 04 10 . C20 . o4 . ts 

Start 14068 
GI none 
Exons 14068. 

14748. 

14899. 



14193, 14358. .14402, 
14828, 14759. . 14791, 
14985, 14901. .15002 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 31.0410.C20 



15002 

TBLASTX: Soybean 
15002 
62 

14524. . 14586, 14701 .. 14745, 
14 8 98. . 14 981, 14 8 99. . 15000, 



Seq. No. 48036 

Gene No. 102222 

Start 101 

Name OJ000315_31 . 04 10 . C21 . ol . ts 

Start 100 

GI none 
Exons 



End 

Method 
End 
Score 

100. .159, 101. .163, 239. .352, 239. .286, 381. .467, 382. .459, 
1010. .1144, 1051. .1134, 1247. .1357, 1252. .1347, 1980. .2090 



Seq. ID OJ000315_31. 041*0. C21 
Strand + 

2094 

TBLASTX: Soybean 
2090 
92 



Seq. No. 48036 Seq. ID 

Gene No. 102222 Strand 

Start 101 End ' 

Name OJ000315_31 .0410. C21 . ol . gp Method 

Start 101" ' End 

GI none Score 
Exons 



OJ000315_31.0410.C21 
+ 

2094 
AAT/GAP 
2094 
1083 



101. .163, 251. .300, 384. .459, 959. .1132, 1247. 
1977. .2094 



1334, 1802. .1887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48036 

102222 

101 

OJ000315_31.0410.C21.ol.gs 

101 

none 



Seq. ID OJ000315 31.0410.C21 



Strand 
End 

Method 

End 

Score 



+ 

2094 
GENSCAN 
2084 
.6 



101. .163, 959. .1132, 1247. .1334, 1802. .1887, 1977. .2084 



48036 Seq. ID 

102222 Strand 

101 End 

OJ000315_31 . 04 10 . C21 . ol . tm Method 

101 End 

none Score 



OJ000315_31. 0410.C21 
+ 

2094 

TBLASTX: Maize 

2090 

79 



101. .163, 112. .162, 230. .301, 239. .304, 261. .317, 373. .459, 
381. .464, 953. .976, 1055. .1144, 1060. .1122, 1246. .1299, 
1246. .1335, 1250. .1381, 1944. .2090. 



Seq. No. 48036 Seq. ID OJ000315_31 . 0410 . C21 

Gene No. 102222 Strand 

Start 101 End 

Name OJ000315__31 . 04 10 . C21 . ol . np Method 

Start 101 End 

GI 6630695 Score 

Exons 101. .163, 251. .300, 384. .459, 959. .1132, 1247. .1334, 1802. .1887 

1977.. 2088 

GI Descrip. (AP000969) ESTs C97915 <C01 13 ) 
region of the predicted gene, 
sativa] 



OJ000315_ 
+ 

2094 
AAT/NAP 
2088 
396 



C26087 (C11614) correspond to a 
hypothetical protein [Oryza 



49736 



Seq. No. 


48037 


Seq. ID 


OJ000315_31.0410 


.C23 


Gene No. 


102223 


Strand 






C 4- -a v+- 

otart 


1 


End 


Joy 




Name 


OJ000315 31.0410.C23.ol.np 


Method 


TV 7\ rn / X T TV T""i 

AAT/NAP 




Of ^ ~- 4- 

b tar l 


1 


End 


nr ft 

359 




r~> t 
bJ. 


6498423 


Score 






Exons 


1..89, 152. .359 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


^sativa] 




Seq. No. 


48037 


Seq. ID 


OJ000315_31.0410 


.C23 


Gene No . 


102223 


Strand 






b tart 


1 


End 


359 




Name 


OJ000315 31.0410.C23.ol.gp 


Method 


AAT/GAP 




C 1 -1- -v- 4- 

btart 


141 


End 


c c 
ODD 




Lrl 


426600 


Score 


ODO 




Exons 


141. .355 








Seq. No. 


- 48037 


Seq. ID 


OJ000315_31.0410 


.C23 


Gene No . 


102223 


Strand 






Start 


1 


End 


o c r\ 

35 9 




Name 


OJ000315 31.0410.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


153 


End 


"3 C *5 

353 






none 


Score 


IDA 

180 




Exons 


153. .353, 158. .349 








Seq. No. 


48038 


Seq. ID 


OJ000315_33.0410' 


.CI * 


Gene No. 


102224 


Strand 






C 4- v- 4- 

btart 


1 


End 


o a r\ 




Name 


OJ000315 33.0410.Cl.ol.np 


Method 


TV t\ m / vi tv r\ 

AAT/NAP 




Start 


1 


End 


c> /~ r\ 

8 60 






6907089 


Score 


1354 




Exons 


1. .860 








bi Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48038 


Seq. ID 


OJ000315_33.0410 


.CI 


Gene No . 


' 102224 


Strand 






O 4- -i *-4- 

btart 


1 


End 


8 60 




Name 


OJ000315 33.0410.Cl.ol.gs 


Method 


GENSCAN 




O 4- 4- 

btart 


60 


End 


8 60 






none 


Score 


. 94 




Exons 


60. .860 








Q /-> Ma 

oeq. in o . 


48039 ■ 


Seq. ID 


OJ000315_33.0410 


. LZ 




102225 


Strand 


+ 




Start 


1 


End 


839 




Name 


OJ000315. 33.0410.C2.ol.np 


Method 


AAT/NAP 




Start' 


1 


End . 


839 




GI 


7228457 


Score 


1321 




Exons 


1. .839 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyproteiri . 


, (AF098806) [Oryza 




sativa] 








Seq. No. 


48039 


Seq. ID 


OJ000315_33.0410. 


.C2 


Gene No. 


102225 


. Strand 


+ 




Start 


1 


End 


839 





49737 



Name 

Start 

GI 

Exons 



OJ000315_33 . 04 10 . C2 . ol . tw Method 
48 End 
none Score 

48. .491, 49. .504, 50. .511, 50. .505 



TBLASTX: Wheat 

511 

199 



Seq. No. 48039 Seq. ID 

Gene No. 102225 Strand 

Start 1 End 

Name- OJ000315_33 . 04 10 . C2 . ol . ts Method 

Start 8 9 End 

GI none Score 

Exons 89.. 313, 320.. 454 



OJ000315_33.0410.C2 
+ 

839 

TBLASTX : Soybean 

454 

117 



Seq. No. 48039 Seq. ID 

Gene No. 102225 Strand 

Start 1 End 

Name OJ000315_33 . 04 10 . C2 . ol . gs Method 

Start 104 End 

GI * none Score 

Exons 104 . .768 



OJ000315J33.0410.C2 
+ 

839 

GENSCAN 

768 

.58 



Seq. No. 48039 Seq. ID 

Gene No. 102225 Strand 

Start 1 End 

Name OJ000315_33 . 0410 . C2 . ol . tm Method 

Start 17 9 End 

GI * none Score 

Exons 179.. 535, 214.. 525, 428.. 535- 



OJ000315_33.0410.C2 
+ 

839 

TBLASTX: Maize 

535 

381 



Seq. No. 48039 Seq. ID 

Gene No. 102225 Strand 

Start 1 End 

Name OJ000315_33 . 0410 . C2 . o2 . tw Method 

Start 512 End 

GI none Score 

Exons 512.. 823, 520.. 810 



OJ000315__33.0410.C2 
+ 

839 

TBLASTX: Wheat 

823 

332- 



Seq. No. 48039 ' Seq. ID 

Gene No. 102225 Strand 

Start 1 End 

Name O JO 0031 5_3 3.0410.C2.o2.tm Me t hod 

Start 562 End 

GI none Score 

Exons 562.. 837, 563.. 838 



OJ000315_33.0410.C2 
+ 

839 

TBLASTX: Maize 

838 

269 



Seq. No. 48039 Seq. ID 

Gene No. 102225 *' Strand 

Start 1 End 

Name OJ000315__33 . 04 10 . C2 . o2 . ts Method 

Start 608 End 

GI none Score 

Exons 608.. 832, 616.. 831 



OJ000315_33.0410.C2 
+ 

839 

TBLASTX : Soybean 

832 

195 



Seq. No. 48040 Seq. ID 

Gene No. 102226 Strand 

Start 121 End 

Name OJ000315 33 . 04 10 . C3 . ol . tc Method 



OJ000315__33.0410.C3 
778 

TBLASTX: Cress 



49738 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 



103 
none 

103. .294, 116. .262, 331. .378 

48040 

102226 

121 

OJ000315_J33.0410.C3.ol.ts 

113 

none 



End 
Score 



378 
123 



Seq. ID OJ000315_33.0410.C3 

Strand 

End 778 

Method TBLASTX : Soybean 

End 601 

Score 122 



113. .262, 121. .267, 283. .459, 448. .600, 488. .601 



48040 

102226 

121 

OJ000315_33.0410.C3.ol.gs 

121 

none 

121. .697 



Seq. ID OJ000315_33.0410.C3 

Strand 

End 778 

Method GENSCAN 

End 697 

Score .94 



Seq. No. 48040 
Gene No. 102226 
Start 121 

Name OJ000315_33 . 04 10 . C3 . ol . gp 

Start 263 
GI 23392_1.R1084 
Exons 263.. 778 

GI Descrip. ' 34 82979/emb | CAA20535 . 1 | 6.0e-10 (AL031369) putative protein 
[Arabidopsis thaliana] >gi_4 5 67258_gb_AAD23672 . 1_AC007070_21 
(AC007070) hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000315_33.0410.C3 

Strand 

End 778 

Method AAT/GAP 

End 778- 

Score 972 



Seq. No. 


48040 


Seq. ID 


OJ000315_33.0410 


.C3 


Gene No. 


102226 


Strand 






Start 


121 


End 


778 




Name 


OJ000315 33.0410.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


295 


End 


633 




GL 


no'he ■ ' 


Score 


69 * , 




Exons 


295.-378, 296. .379, 379. .633, 473. .616 






Seq. No. 


48041 


Seq. ID 


OJ000315_33.0410 


.C6 


Gene No. 


102227 


Strand 


+ 




Start 


1 


End 


365 




Name 


OJ000315 33.0410.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


362 




GI 


5669157 


Score 


146 




Exons 


1..111, 266. .362 








GI Descrip. 


(AF156683) plasma membrane 


proton ATPase [Nicotiana 






plumbagini folia] 








Seq. No. 


48041 


Seq. ID 


OJ000315_33.0410 


.C6 


Gene No. 


102227 


Strand 


+ 




Start 


1 


End 


365 




Name 


OJ000315 33.0410.C6.dl.gs 


Method 


GENSCAN 




Start 


74 


End 


365 




GI 


none 


Score 


. 99 




Exons 


74. .111, 266. .365 









4 9739 



Seq. No. 


48042 


Seq. ID 


OJ000315 33. 0410. C7 


Gene No. 


102228 


Strand 


+ 


Start 


458 


End 


3128 


Name 


• -OJ000315 33.0410.C7.ol.gp 


Method 


AAT/GAP 


Start 


458 


End* 


1817 


GI 


5004764 


Score 


649 


Exons 


458. .749, 1741. .1817 






GI Descrip. 


34 8297 9/emb|CAA20535.1 | 6. 


0e-10 (AL031369) putative protein 




[Arabidopsis thaliana] >gi 


4567258 gb AAD23672.1 AC007070 21 




(AC007070) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


48042 


Seq. ID 


OJ000315_33.0410.C7 


Gene No. 


102228 


Strand 


+ 


Start 


458 


End 


3128 


Name 


OJ000315 33.0410.C7.ol.gs 


Method 


GENSCAN 


Start 


518 


End 


2217 


GI 


none -. 


Score 


.83 


Exons 


518. .749, 1276. .1422, 1741 


..2028, 2105 


. .2217 


Seq. No. 


48042 


Seq. ID 


OJ000315_33.0410.C7 


Gene No. . 


102228 


Strand 


+ 


Start 


458 


End 


3128 ' ' 


Name 


OJ000315 33.0410.C7.ol.np 


Method 


AAT/NAP 


Start 


614 


End 


3128 


GI 


7488100 


Score 


518 


Exons 


614. .749, 1654 . .2028,- 2105 


..2185, 2989 


.".3128 



GI Descrip. probable EREBP-4 -" Arabidopsis thaliana 

gi 12245108 | emb | CAB10530 . 1 | (Z97343) EREBP-4 like protein 
[Arabidopsis thaliana] gi | 7268501 | emb | CAB78752 . 1 | (AL161546) 
EREBP-4 like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48042 Seq. ID OJ000315_33 . 0410 . C7 

102229 Strand 
392 End 4955 

OJ000315_33 . 04 10 . C7 . o2 . np Method AAT/NAP 

: 392 End 2816 

140506 Score- 112 • 

392. .416, 2627. .2816 ■ 

PROBABLE INTRON MATURASE gi | 82531 | pir | | JQ0201 hypothetical 65K 
protein (trnK intron) - rice chloroplast gi 1 11959 | emb | CAA34008 | 
(X15901) ORF542; ORF within trnK intron [Oryza sativa] 
gi | 226626 | prf | I1603356B trnK intron ORF 542 [Oryza sativa] 



48042 

102229 

392 

OJ000315_33.0410,C7.ol.tm 

499 

none 

499. .543, 661. .744, 665. .748, 
2091.. 2177, 2097.. 2177, 2098, 
2990. .3130, 2992. .3159 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 33. 0410. C7 



4955 

TBLASTX: Maize 
3159 
151 

1739. .2029, 1740. .2045, 
2181, 2977.. 3132, 2988. 



3152, 



Seq. No. 
Gene No. 
Start 
Name 



48042 

102229 

392 

OJ000315 



33.0410.C7.ol.ts 



Seq. ID 

Strand 

End 

Method 



OJ000315_33.0410.C7 
4955 

TBLASTX: Soybean 



49740 



Start 
GI 

Exons 



664 End 2169 

none Score 121 

664. .747, 665. .748, 1736. .2038, 1738. .1890, 1740. .2030, 

1740. .2054, 2103. .2156, 2104. .2169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48042 

102229 

392 

OJ000315_33.0410.C7.ol.tc 

665 

none 



665. .748, 670. .747, 1743. .1913, 1751 
1922. .2020 



Seq. ID OJ000315_33.0410.C7 
Strand 

End 4 955 

Method TBLASTX: Cress ' 

End 2027 

Score 140 

1882, 1917. .2027, 



Seq. No. 48042 

Gene No. 102229 

Start 392 

Name OJ000315_33 . 04 10 . C7 . ol . tw. 

Start - 670 

GI none 
Exons 



Seq. ID OJ000315_33.0410.C7 
Strand 

End 4955 

■Method TBLASTX : Wheat 

End 2051 

Score 133 



670. .747, 671. .748, 1736. .2029, 1740. .2051, 1740. .2042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48042 

102229 

392 

OJ000315_33.0410.C7.o3.np 
875 

6598797 

875. .903, 4126. .4229, 4438. 



Seq. ID OJ000315_33. 0410.C7 
Strand 

End 4955 

Method AAT/NAP 

End 477 6 

Score 161 
.4776 



(AF024504) putative acyl-CoA synthetase [Arabidopsis thaliana] 



48042 
102229 
392 

OJ000315_33.0410.C7 . o2 . gp 
2979 

uC-osrocyp003allal • - 
2979. .3485 

r 2149018/gb|Q70541|OSU70541 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 



Seq. ID OJ000315_33.0410.C7 
Strand 

End 4 955 

Method AAT/GAP 

End 3485 

Score 912 



48042 Seq. ID 

102229 Strand 
392 ~ End 
OJ000315_33 . 04 10 . C7 . o2 . gs Method 
4059 End 
none Score 
4059. .4211, 4438. .4675, 4930. .4955 

48043 Seq. ID 

102230 Strand 
1 End 
OJ000315_33.0410.C8.ol.gp Method 
1 End 
uC-osf Icyp023h04bl Score 
1..78, 204. .255, 383. .403, 491. .544, 709. .741 



OJ000315_33.0410.C7 

4955 
GENSCAN 
4955 
.78 



OJ000315_33.0410.C8 
+ 

741 

AAT/GAP 
741 
322 



49741 



GI Descrip. '3063637 2.0e-31 (AF056204) thioesterase homolog [Gossypium 
hirsutum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48043 
102230 



Seq. ID OJ000315_33.0410.C8 
Strand + 



1 End 741 

OJ000315_33.0410.C8 .ol .np Method AAT/NAP 

20 End 741 

7484735 Score 132 

20. .78, 204. .255, 491. .544, 714. .741 

thioesterase homolog - upland cotton (fragment) 

gi I 3063637 | gb I AAC14125.il (AF056204) thioesterase homolog 

[Gossypium hirsutum] 



Seq. No. 48044 Seq. ID 

Gene No. 102231 Strand 

Start 1 End 

Name OJ000315_33 . 04 10 . C9 . ol . np Method 

Start 1 ■ End 

GI 6498441 ' Score 

Exons 1..677, 849. .2228, 2322. .2410 

GI Descrip. (AP000815)' EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000315_33.0410.C9 
+ 

2410 
AAT/NAP 
2410 
3404 





Seq. No". 


48044 


Seq. ID 


OJ000315_33.0410 


.C9 




Gene No. 


102231 


„. • Strand 


+ 






Start ■ 


1 


End 


2410 






Name 


OJ000315 


33.0410.C9.ol.gs Method 


GENSCAN 




LJ 


Start 


74 


End 


2272 






GI 


none 


Score 


. 61 




i" j ; 


Exons 


74 . .480, 


603. .2272 








Seq. No. 


48044 


Seq. ID 


OJ000315__33.0410 


,C9 


V. Ji 


Gene No. 


102231 


Strand 


+ 




\. 1 


Start 


1 


End 


2410 






Name 


OJ000315 


33 . 0 4 10 . C9 . o2 . tw Method 


TBLASTX: Wheat 






Start 


549 


End 


983 * • 






GI 


none 


Score 


231 






Exons 


549. .800, 


S49..773, 614. .799, 834. .983, 845. .982 






Seq. No. 


48044 


Seq. ID 


pJ000315._33.0410 


.C9 




Gene No. 


102231 


Strand 


"+ 






Start 


1 


End 


2410 






Name 


OJ000315 


33. 0410.C9.ol.ts Method 


TBLASTX: Soybean 






Start 


672 


End 


1238 






GI 


5666795 


Score 


64 






Exons 


672. .770, 


846. .983, 1038. .1238 








GI Descrip. 


4206306 2 


.0e-10 (AF049110) prpol [Zea 


mays] - • 





Seq. ■ No. 48044 Seq. ID 

Gene No. 102231 Strand 

Start 1 End 

Name OJ000315_33 . 04 10 . C9 . o4 . tw Method 

Start 986 End 

GI none Score 

Exons 986.. 1162, 1038.. 1298 



OJ000315_33.0410.C9 
+ 

2410 

TBLASTX: Wheat 

1298 

194 



49742 



Seq. No. 


48044 








Seq. ID 


OJ000315 


_33.0410 


.C9 


Gene No. 


102231 








Strand 


+ 






Start 


1 








End 


2410 






Name - 


OJ000315 33 


.0410. 


C9 . ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


14 91 








End 


1853 






GI 


none 








Score 


372 






Exons 


14 91. . 1814 , 


1520 . 


. 1801 , 


1718 . . 


1834, 1806. .1853 






Seq. No. 


48044 








Seq. ID 


OJ000315 


_33.0410 


C9 


Gene No. 


102231 








Strand 


+ 






Start 


1 








End 


2410 






Name 


OJ000315 33 


.0410. 


C9 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1628 








End 


2029 






GI 


none 








Score 


380 






Exons 


1628 . . 2029, 


1629 . 


. 2009 












Seq. No. 


48044 








Seq. ID 


OJ000315 


_33.0410, 


C9 


Gene No. 


1U2231 








Strand 


+ 






Start 


1 








End 


2410 






Name 


OJ000315_33 


.0410. 


C9.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2034 








End 


2285 






GI 


none 








Score 


82 






Exons 


2034 . . 2114 , 


2036. 


.2113, 


2120 . . 


2275, 2121. .2276, 


2133. .2285 


Seq. No. 


48045 








Seq. ID 


OJ000315 


_33.0410, 


C10 


Gene No. 


102232 








Strand 


+ 






Start 


1 








End 


7062 






Name 


OJ000315 33 


.0410. 


C10.o2 


.np 


Method 


AAT/NAP 






Start 


1 








End 


4687 






GI 


5042454 








Score 


290 






Exons 


1..83, 1397 


. .149E 


, 2844 


. .3035, 


3252.. 3378, 4075 


. .4240, 






4627. .4687 
















GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No.. 


. 48045 








Seq. ID 


OJ000315 


_33.0410. 


C10 


Gene N'o.i, - - 


102232 ; 








Strand 


+ 






Start 


1 








End 


7062 






Name 


OJ000315 33 


.0410. 


C10.o3 


. np 


Method 


AAT/NAP 






Start 


3896 








End 


7062 






GI 


6721516 








Score 


290 






Exons 


3896. .3932, 


5267. 


.5755, 


6950. . 


7062 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa]' 






Seq. No. 


48045 








Seq. ID. 


OJ000315 


_33.0410. 


C10 


Gene No. 


102233 








Strand 


+ 






Start 


7535 








End , 


13939 






Name 


OJ000315 33 


.0410. 


C10.o2 


.gs 


Method 


GENSCAN 






Start 


7535 








End 


13939 






GI 


none 








Score 


.51 






Exons 


7535. .8150, 


8165. 


.9573, 


10463. 


.10616, 


11611. .11 


844, 12642. .13939 


Seq. No. 


48045 








Seq. ID 


OJ000315 


_33.0410. 


C10 


Gene No. 


102233 








Strand 


+ 






Start 


7535 








End 


13939 






Name 


OJ000315 33 


.0410. 


C10.o4 


.np 


Method 


AAT/NAP 






Start 


7535 








End 


13936 







49743 



GI 6907089 Score 4346 

Exons 7535.. 8794, 8895.. 9505, 12690.. 13936 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] , 

Seq. No. 48045 V Seq. ID OJ000315_33 . 04 10 . C10 

Gene No. 102234 Strand 

Start 1 End 7254 

Name OJ000315_33 . 04 10 . C10 . ol . np Method AAT/NAP 

Start 1 End . 2995 

GI 6907089 Score " 3885 

Exons 1..1635, 1736.. 2995 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 48045 Seq. ID OJ000315_33 . 04 10 . C10 

Gene No. 102234 Strand 

Start 1 End 7254 

Name OJ000315_33 .0410. C10 . ol . gs Method GENSCAN 

Start 9 jt . End 7254 

GI none . Score .41 

Exons 9.. 1073, 1089.. 1686, 1736 . . 187 9,' 18 94 .. 2365 , 2380.. 2799, 

2866. .3014, 3314. .3472, 3492. .3553, 3638. .3760, 4124. .4229, 
5572.. 5637, 5730.. 5926, 628 9 .. 638 6, 6959 .. 7050, 7151.. 7254 ' 

Seq. No. 48045 Seq. ID OJ000315_33 . 04 10 . C10 

■Gene No. 102235 Strand 

Start 10215 End 10596 

Name OJ000315_33 . 04 10 . C10 . ol . gp Method AAT/GAP 

Start 10215 End 10596 

GI uC-osflcyp033a04bl Score 663 

Exons 10215. .10596 

GI Descrip. 1 601 6845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. - 48045 . Seq. ID OJ000315_33 . 04 10 . C10 

Gene No.'.' " 102236 Strand 

Start 14565 End 20799 

'Name OJ000315_33 . 04 10 . C10 . o5 . np Method'. AAT/NAP 

Start 14565 ' End 20520 

GI 7228457 Score 8687 

Exons 14565. .16115, 16182 .. 17148, 17271 .. 18106, 18170 .. 20092, 
20154. .20520 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 

Seq. No. 48045 Seq. ID OJ000315_33 . 0410 . C10 

Gene No. 10.2236 Strand 

Start 14565 End 20799 

Name OJ000315_33 . 04 10 . C10 . o4 . gs Method 'GENSCAN 

Start 17294 End 20799 

GI none Score .42 

Exons 17294. .18106, 18 170 .. 1982 6, 1984 4 .. 20591 , 20628. .20799 



Seq. No. 48045 

Gene No. 102237 

Start 20746 

Name OJ000315 33 . 04 10 . C10 . o5 . tm 



Seq. ID OJ000315_33. 0410. C10 
Strand 

End 20810 

Method TBLASTX : Mai ze 



49744 



Start 


14562 




End 


14705 




GI 


none 




Score 


126 




Exons 


145 62.. 14705, 14566. 


. 14700 








•Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315_33. 04 10. CIO 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


14574 




End 


15152 




GI 


none 




Score 


77' 




Exons 


14574 . . 14699, 14578 . 


. 14700, 


14 7 60. . 15128, 14 8 66. .15123, 






14886.. 15152, 14893. 


. 15150 








Seq. No. 


48045 




Seq. ID 


OJ000315_33 . 0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315 33 . 0410 .C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15157 




End ' 


15558 




GI 


none 




Score 


211 




Exons 


15157.. 15558, 15177. 


. 15557 








Seq. No. 


48045 




Seq. ID 


OJ000315_33. 0410 


.C10 


Gene No. 


102237 




Strand 


— 




Start v 


207-4 6 ■ 




End 


20810 




Name 


OJ000315_33. 04 10. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


15355 




End./ 


15686 




GI 


none 




Score 


208 




Exons 


15355.. 15 67 8, 15363. 


. 15686 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315_33. 04 10. C10 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


15888 




End 


16200 




GI 


none 




Score 


65 




Exons 


15888 . . 16148, 16024 . 


. 16200 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410, 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315 33. 0410. C10 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


15948 




End 


16514 




GI 


5666795 




Score 


68 




Exons 


15948. .16148, 16203. 


.16340, 


16416. .16514 




GI Descrip. 


4206306 2-0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


48045 




. Seq. ID 


OJ000315_33.0410, 


.C10 


Gene No. 


102237 




Strand-. - 






Start .. 


20746 




End 


20810 




Name 


OJ000315 33. 0410. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16203 




End 


16664 




GI 


none 




Score 


78 




Exons 


16203. .16352, 16204. 


.16341, 


1637 6. . 164 08, 1638 6. .16637, 






16387. .16572, 16413. 


.16664 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410. 


.C10 


Gene No. 


102237 




Strand 







49745 




Start 


20746 




End 


20810 




Name 


OJ000315_33. 0410. CIO 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17026 




End 


17313 




GI 


none 




Score 


60 




Exons 


17026. .17313,^ 17219. 


. 17308 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


. 102237 




Strand 






Start 


2074 6 




End 


20810 




Name 


OJ000315_33 . 0410 . C10 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


17077 




End 


17449 




GI 


none 




Score 


83 




Exons 


17077 .. 17307, 17303. 


. 17449, 


17307. .17432 




Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


2074 6 




End 


20810 




Name 


OJ000315_33. 0410 .CIO 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17200 


- 


End 


17585 




GI 


none 




Score 


200 




Exons 


17200.. 173 94, 17306. 


. 17584, 


17307. .17585 




Seq. No; 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315_33 . 0410 .C10 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


1732'4 




End 


17635 




GI 


none 




Score 


186" 




Exons 


17324 .. 17 635, 17337. 


. 17627 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 




Name 


OJ000315_33 . 0410 . C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17612 




End 


17968 




GI 


none 




Score 


73 




Exons 


17612.. . 17728, 17612. 


. 17968, 


17622.. 17933 




Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


2074 6 




End 


20810 




Name 


OJ000315_33 . 0410 .C10 . 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


17636 




End 


18098 




GI 


none 




Score 


207 




Exons 


17636.. 18097, 17642.. 


. 18097, 


17643. .18098 




Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No.* 


102237 




. Strand 






Start 


2074 6 




End 


20810 




Name 


OJ000315__33. 04 10. C10. 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


17693 




End 


18058 




GI 


none 




Score 


107 




Exons 


17693. . 17827, 17834.. 


.18058 








Seq. No. 


48045 




Seq. ID 


OJ000315_33.0410 


.C10 


Gene No. 


102237 




Strand 






Start 


20746 




End 


20810 





49746 



Name 

Start 

GI 

Exons 



OJ000315_33.0410.C10.o2.tw Method 
18263 End 
none Score 



TBLASTX: Wheat 

18749 

83 



18263. . 18748, 18290 18529, 18294 18554 , 18576. .18749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48045 

102237 

20746 

OJ000315_33.0410.C10.o6.tw 

19487 : 

none 



Seq. ID OJ000315_33. 0410. CIO 
Strand 

End 20810 

Method TBLASTX : Wheat 

End , 19825 

Score 94 



19487. .19744, 19521 .. 197 60 , 19727 .. 19825, 19728. .19808 



Seq. No. 


48045 


Seq. ID 


OJ000315 


33 . 0410 


bene no . 


102237 


Strand 






Start 


20746 


End 


20810 




Name 


OJ000315 33.0410.C10.o4.tm 


Method 


TBLASTX : 


Maize 


btart 


19589 


End 


lyoo / 




(IT 


none 


Score 






Exons 


1958 9. . 19837, 19590. .19739 








Seq. No. 


48045 


Seq. ID 


OJ000315 


_33.0410 


Gene No. 


102237 


Strand 






Start 


20746 


■ End 


20810 




Name 


OJ000315 33.0410.C10.o6.np 


Method 


AAT/NAP 




Start 


20746 


End' 


20810 




GI 


5042454 


Score 


72 




Exons 


20746. .20810 








GI Descrip. 


(AC0077.89) putative polyprotein [Oryza 


sativa] 




Seq. No. 


48046 


Seq. ID 


OJ000315 


_33.0410 


Gene No. 


102238 


Strand 






Start 


1 


End 


1657 




Name 


OJ000315 33.0410.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1378 




GI 


■ 7228457 


Score 


1909 




Exons 


1..950, 1012. .1-378 








GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 48046 

Gene No. 102238 

Start 1 

Name OJ000315_33 . 04 10 . Cll . ol . gs 

Start 126 

GI none 

Exons 126.. 1449, I486. .1657. 



Seq.. ID. OJ00.0315__33. 0410. Cll 
Strand 

End 1657 

Method GENSCAN 

End 1657 

Score . 67 



Seq. No. 48046 

Gene No. 102239 

Start 1604 

Name OJ000315_33 . 04 10 . Cll . ol . tw 

Start 332 

GI none 
Exons 



Seq. ID OJ000315_33. 0410. Cll 
Strand 

End 1855 

Method TBLASTX: Wheat 

End 670 

Score 102 



332. .589, 366. .605, 572. .670, 573. .653 



49747 



Seq. No. 48046 Seq. ID 

Gene No. 102239 Strand 

Start 1604 End 

Name OJ000315_33 . 0410 . Cll . ol. tm -Method" 

Start 434 End 

GI none Score 

Exons 434.. 697, 435.. 680 



OJ000315_33. 0410. Cll 
1855 

'TBLASTX: Maize 
697 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exon's 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48046 

102239 

1604 

OJ000315_33.0410.Cll.o2.np 

1604 

5042454 

1604. .1670, 1830. .1855 



48047 

102240 

135 

OJ000315_33.0410.C12.ol.gs 
none 

135. .278, 764. .1090 

48047 

102241 

2436 

OJ000315_33.0410.C12.o2.gs 

2436 

none 

2436. .2810, 2983. .3081, 4210. 
5629.. 6293, 6430.. 6697 



48047 

102241 

2436 

OJ000315_33. 

2447 

none 

2447. .2575, 
2735. .2809, 



0410.C12.o3.tm 



2606. .2677, 
2764. .2808 



2625. 



Seq. ID 


OJ000315 


Strand 




End 


1855 


Method 


i\ 7\ m / VI TV r\ 

AAT/NAP 


End 


1855 


Score 


77 


iin [Oryza 


sativa] 


Seq. ID 


OJ000315 


Strand 


+ 


End 


1090 


Method 


GENSCAN 


End 


1090 


Score 


.47 


Seq. ID 


OJ000315 


Strand 


+ 


End 


6703 


Method 


GENSCAN 


End 


6697 


Score 


.74 


.4347, 4457. .4762, 


Seq. ID 


OJ000315 


Strand 


+ 


End 


6703 


Method 


TBLASTX:! 


End 


2809 


Score 


79 


.2735, 2660. .2734, 


Seq. ID 


OJ000315_ 


Strand 


+ 


End 


6703 


Method 


AAT/NAP 


End 


4807 


Score 


590 


.4807 





33.0410.C12 



2706. .2807, 



33.0410.C12 



48047 
102241 
2436 

OJ000315_33.0410.C12.ol.np 
2588 
7485058 

2588. .2810, 2983. .3081, 4457. 
hypothetical protein - Arabidopsis thaliana 
gi|2245064|emfo|CAB10487.1| (Z97342) hypothetical protein 
[Arabidopsis thaliana] gi | 7268458 | emb | CAB80978 . 1 | (AL161545) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



48047 
102241 



Seq. ID OJ000315_33.0410.C12 
Strand + 



49748 




Start 


2436 








End 


6703 


Name 


OJ000315 33. 


0410 


. C12 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2616 








End 


3086 


GI 


- none 








Score 


172 


Exons 


2616 . . 2756, 


2663 


. . 2755, 


2736 . 


.2810, 2747. .2809, 2980. .3018, 




2982 . .3017, 


3033 


. . 3086, 


3034 , 


, .3081 




Seq. No. 


48047 








Seq. ID 


OJ000315_33.0410.C12 


Gene No. 


102241 • 








Strand 


+ 


Start 


2436 








End 


6703 


Name 


OJ000315_33 . 


0410 , 


. C12 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4198 








End 


4510 


GI 


none 








Score 


187 


Exons 


4198 . .4347, 


4209, 


. .4346, 


4216 . 


.4371, 4221. .4349, 4456. .4509, 




4457 . . 4510 












Seq. No. 


48047 








Seq. ID 


OJ000315 33.0410.C12 


Gene No. 


102241 








Strand 


+ 


Start 


2436 








End' 


6703 


Name 


OJ000315 33. 


0410 , 


,C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4491 








End 


4 783 


GI 


none 








Score 


203 


Exons 


4491 . . 4769, 


44 96 , 


. .4783, 


4501 . 


.4779 




Seq. No. 


48047 








Seq. ID 


OJ000315 33.0410.C12 


Gene No. 


102241 








Strand 


+ r 


Start 


2436 








End 


6703 


Name 


OJ000315_33. 


0410 . 


.C12.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


4507 








End 


4773 


GI 


none 








Score 


190 


Exons 


4507 . . 4773, 


4586 , 


, .4 771 








Seq. No. 


48047 








Seq. ID 


OJ000315 33.0410.C12 


Gene No. 


102241 








Strand 


+ 


Start 


2436 








End 


6703 


Name 


OJ000,315_33 . 


0410 . 


*C12 . ol 


. tm 


Method 


TBLASTX: Maize 


Start ' - 


4541 








.End 


4806 


GI 


none * 








Score 


•353 


Exons 


4541 . .4798, 


4543 . 


, .4806, 


4552 . 


.4806 




Seq. No. 


48047 








Seq. ID 


OJ000315_33.0410.C12 


Gene No. 


102241 








Strand 


+ 


Start 


2436 








End 


6703 


Name 


OJ000315 33. 


0410. 


,C12.o2 


.np 


Method 


AAT/NAP 


Start 


5408 








End 


6622 


GI 


6503090 








Score 


869 


Exons 


5408. .6293, 


6430. 


, . 6622 








GI Descrip. 


(AF191494) nucleotide excision repair 


protein XP-F homolog 




[Arabidopsis 


thaliana] 








Seq. No. 


48047 








Seq. ID 


OJ000315_33. 0410.C12 


Gene No. 


102241 








Strand 


+ 


Start 


2436 








End 


6703 


Name 


OJ000315 33. 


0410. 


C12.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5411 








End 


5982 


GI 


none 








Score 


85 


Exons 


5411. .5491, 


5425. 


.5490, 


5695. 


.5859, 5878.. 5982, 5887.. 5976 



49749 



Seq. No. 48047 

Gene No. 102241 

Start . 2436 

Name OJ000315_33 .0410. C12 . o2 . tm 

Start 6411 

GI none 

Exons 6411.. 6518, 6424.. 6522, 6426. 

6521. .6703, 6522. .6683, 6524. 



Seq. ID OJ000315_33.0410.C12 

Strand + 

End 6703 

Method TBLASTX : Mai ze 

End 6703 

Score 96 

.6518, 6428. .6541, 6511. .6609, 
.6700 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



48048 

102242 

1 

OJ000315_33. 0410.C13.ol.np 
1 

6013183 

1..179, 446..5S6, 651. .911, 



Seq. ID OJ000315_33.0410.C13 

Strand + 

End 5425 

Method AAT/NAP 

End 1658 

Score 1186 
1131. .1.354, 1451. .1658 



(AF160500) repair endonuclease [Arabidopsis thaliana] 



48048 
102242 
1 

OJ000315_33.0410.C13.o2.tm 
2 

none 



Seq. ID OJ0003i5_33.0410.C13 
Strand + 

5425 

TBLASTX: Maize 
911 
270 



End 

Method 
End 
Score 

2.. 181, 3. .179, 6. .203, 8. .181, 434. .508, 435.-533," 435. .557, 
442.-558, 448.. 585, 650. .898, 651..911 



Seq. No. 48048 ^ Seq. ID 

Gene No. 102242 ; Strand' 

Start 1 End 

Name OJ000315_33 .0410. C13 . o3 . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 121, 3.. 122 



OJ000315_33.0410.C13 
+ 

5425 

TBLASTX : Soybean 

122 

183 



Seq. No. 48048 Seq. ID 

Gene No. 102242 Strand 

Start 1 ' End 

Name OJ000315_33 . 04 10 . C13 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42. .179, 446. .556, 651. .911, 1131 

2531. .2930, 3018. .3204, 3285. .3611, 3763 

4639. .4734 



OJ000315_33.0410.C13. - 
+ 

5425 
GENSCAN 
4734 
.73 

1354, 1451.. 1642, 2054.. 2286 
3913, 4003.. 4140, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48048 

102242 

1 

OJ000315_33.0410.C13.ol.ts 

502 

none 



■Seq. ID OJ000315_33.0410.C13 

Strand + 

End 5425 

Method TBLASTX : Soybean 

End 848 

Score 61 



502. .564, 515. .565, 648. .845, 650. .847, 651. .848 



Seq. No. 
Gene No. 
Start 



"48048 

102242 

1 



Seq. ID OJ000315_33.0410.C13 
Strand + 
End 5425 



49750 



Name 
Start 
GI ' 
Exons 



0 JO 0031 5_3 3.0410.C13.ol.tm Method TBLASTX : Mai ze 
1181 End 1681 

none Score 270 

1181. .1354, 1182. .1355, 1183. .1356, 1184. .1357, 1197. .1355, 
1439. .1657, 1446. .1661, 1449. .1661, 1454. .1681 



Seq. No. 48048 Seq. ID OJ000315_33 . 0410 . C13 

Gene No. 102242 Strand + 

Start 1 End 5425 

Name OJ000315_33 . 04 10 . C13 . o2 . ts Method TBLASTX : Soybean 

Start 1478 End 1661 

GI none Score 84 

Exons 1478.. 1534, 1479.. 1535, 1500.. 1535, 1538.. 1651, 1539.. 1661, 
1542. .1658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48048 

102242 

1 

OJ000315_33.0410.C13.o2.np 

3745 

7485216 

3745.. 3913, 4003.. 4140, 4995. 



Seq. ID OJ000315_33.0410.C13 

Strand + 

End 5425 

Method AAT/NAP 

End 5425 

Score 181 
.5056, 5336. .5425 ■ 



hypothetical protein - Arabidopsis thaliana 
gi|2245119|ena3|CAB10541.1| (Z97343) TRP-185 like protein 
[Arabidopsis thaliana] gi | 7268513 | emb | CAB78764 . 1 | (AL161546) 
TRP-185 like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48049 Seq. ID 

102243 Strand 
1 End 
OJ000315_33.0410.C15.ol.np Method 
1 End 
7485216 Score 
1..48, 114.:203, 379..438, 508. .702, 
1386. .1542, 1872. .1981, 3211. .3342 
hypothetical protein - Arabidopsis thaliana' 

gi|2245119|emb|CAB10541.1| (Z97343) TRP-185 like protein- . 
[Arabidopsis thaliana] gi | 7268513 | emb | CAB78764 . 1 | (AL161546) 
TRP-185 like protein [Arabidopsis thaliana] 



OJ000315_33.0410.C15 
+ 

5953 
AAT/NAP 
3342 
445 

956. .1153, 1228. .1298, 



Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48049 Seq. ID 

102243 Strand 
1 End 
OJ000315_33.0410.C15.o3.np Method 
1 End 
5917664 Score 
1..64, 4798. .5072, 5748. .5953 

(AF159296) extensin-like "protein [Lycopersicon esculentum] 



OJ000315_33.0410.C15 
+ 

5953 
AAT/NAP 
5953 
102 



48049 Seq. ID 

102243 Strand 
1 End 
OJ000315_33. 0410.C15.o2.np Method 
1 End 
7507813 Score 
1..31, 1078. .1153, 1228. .1298, 1386. 

hypothetical protein T14B4.1 - Caenorhabditis elegans 



OJ000315_33.0410.C15 
+ 

5953 
AAT/NAP 
1859 
189 

1542, 1692. .1859 



49751 




gi 1 1213530 I gb I AAA91244.il (U50191) coded for by C. elegans cDNA 
yk2fl0.5; coded for by C. elegans cDNA yk2fl0.3; coded for by C. 
elegans cDNA ykl8g6.5; coded for by C. elegans cDNA ykl9e8.5; 
coded for by C. elegans cDNA ykl9e8.3; coded for by C. elegans 







_ r*vxi 7\ . .1.0 £1 f\ 

cDNA ykzrlO 


. 3 ; coded ror> 








Seq. No. 


48049 




Seq. ID 


OJ000315 33.0410.C15 




Gene No. 


102243 




Strand 


+ 




Start 


1 




End 


5953 




Name 


OJ000315 33 


. 0410 . C15 . ol . gs 


Method 


GENSCAN 




Start 


1002 




End 


1859 




GI 


none 




Score 


.98 




Exons 


1002. . 1153, 


1228. .1298, 1386 


..1542, 16 


92. .1859 . 




Seq. No. 


4 804 9 




Seq. ID 


OJ000315 33.0410.C15 




Gene No. 


10224 4 




Strand 






Start 


3700 




End 


5318 




Name 


OJ000315 33 


.0410. C15 . ol . tm 


Method 


TBLASTX: Maize 




Start 


976 




End . 


1437 




GI 


none 




Score 


210 




Exons 


976. .1155, 


998. .1159, 1221.. 


1298, 1225 


. .1296, 1383. .1436, 






1384 . .1437 








M 


Seq. No. 


48049 




Seq. ID 


OJ000315_33.0410.C15 




Gene No. 


102244 




Strand 






Start 


3700 




End 


5318 


i - = 


Name 


OJ000315_33 


. 0410 . C15 . o2 . gs 


Method 


GENSCAN 


• : e~ 


Start : 


3700 




End 


5318 


%.J 


GI 


none 




Score 


.49 




Exons 


3700. .4280, 


4578. .4621, 4710 


..4746, 4772. .5318 




Seq. No. 


48050 




Seq. ID 


OJ000315_33.0410.C16 




Gene No. 


102245 




Strand 


+ 




Start 


5 




End 


3280 


- — 


Name 


OJ000315 33 


.0410.C16.ol.np 


Method 


AAT/NAP 




Start 


5 




End 


3280 


z , 


GI 


7378769 




Score 


1594 




Exons 


5. .297, 419 


..556, 642.. 776, 


902. .1081, 


1266. .1472, 1592. .1711, 


f ^ 




2011. .2130, 


2528.. 2650, 3232 


. .3280 






GI Descrip. 


(AJ132891) H+-ATPase [Medicago truncatula] 




Seq. No. 


48050 




Seq. ID 


OJ000315_33.0410.C16 




Gene No. 


102245 




Strand 


+ 




Start 


5 




End 


3280 




Name 


OJ000315 33 


.0410.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


42 




End 


2653 




GI 


none 




Score 


166 




Exons • 


42. .281, 61 


..276, 431. .499, 


431.. .559, 


469. .534, 639. .803, 






642. .806, 898. .1029, 899. .1084,. 901. .1083, 1262. .1471, 






1263. .1472, 


1266. .1472, 1589 


..1714, 15 


89. . 1714, 1593. . 1715, 






2010. .2129, 


2011. .2136, 2527 


..2643, 2527. .2649, 2528.-2653 




Seq. No. 


48050 




Seq. ID 


OJ000315_33.0410.C16 




Gene No. 


102245 




Strand 


+ 




Start 


5 




End 


3280 




Name 


OJ000315 33 


.0410.C16.ol.gs 


Method 


GENSCAN 




Start 


61 




End 


2650 



49752 



GI 

Exons 



none Score .91 

61. .297, 419. .556, 642. .776, 902. .1081, 1266. .1472, 1592. .1714, 
2528. .2650 



Seq.. No. ' 48050 Seq. ID 

Gene No. 102245 Strand 

Start 5 End 

Name OJ000315_33 . 04 10 . C16 . ol . tm Method 

Start 96 End 

GI none * Score 
Exons 



OJ000315_33.0410..C16 
+ 

3280 

TBLASTX: Maize 

2653 

149 



96. .275, 96. .278, 97. .279, 182. .289, 208. .288, 431. .499, 
469. .561, 639. .803, 642. .815, 899. .1084, 901. .1074, 1227. .1262, 
1263. .1472, 1265. .1471, 1588. .1713, 1589. .1714, 2008. .2112, 
2010. .2159, 2011. .2160, 2527. .2649, 2528. .2653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48050 Seq. ID 

102245 Strand 

5' End 

OJ000315_33. 04-10. C16.o2.tw Method 

150 End 

none Score 



OJ000315_33.0410.C16 
+ 

3280 

TBLASTX :'Wheat 

1033 

72 



150. .260, 443. .493,' 448. .561, 642. .806, 651. .803, 898. .1032, 
899.. 1033, 901.. 1029 



Seq. No. 48050 
Gene No. 102245 
Start 5 

Name OJ000315_33 . 04 10 . CI 6 . ol . ts-' 

Start 699 
GI none 

Exons 699.. 806, 699.. 797, 899.. 1084, 

1263. .1472, 1278. .1472, 1397.. 
2008. .2124, 2010. .2129, 2011., 



Seq. ID OJ000315_33.0410.C16 

Strand + 

End 3280 

Method TBLASTX: Soybean 

End 2653 

Score 126 

901. .1083, 967. .1092, 1262. .1471, 
1474, 1588. .1713, 1589. .1714, 
2160, 2527.. 2649, 2528. .2653 



Seq. No. 48050 

'Gene No. 102245 

Start 5 

Name " OJ000315_33 . 0410 . C16 . ol . tw 

Start 1034"' 

GI none 

Exons 1034.. 1084, 1263. .1472, 1265. 

1589. .1714, 1589. .1714 



Seq. ID OJ000315_33.0410.C16 

Strand + 

End 3280 

Method TBLASTX : Wheat 

End 1714 

Score 69 

.1471, 1400. .1474, 1588. .1650, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48051 Seq. ID 

102246 Strand 
1 End 
OJ000315_33 .0410. C17 . ol . np Method 
1 End 
7436370 Score 
1..75, 906. .1084, 1146. .1177 

H+-transporting ATPase (EC 3.6.1.35) - common ice plant 
gi|1814407|gb|AAB41898.1| (U84891) H+-transporting ATPase 
[Mesembryanthemum crystallinum] 



OJ000315_33.0410.C17 
+ 

1177 
AAT/NAP 
1177 
236 



48051 

102246 

1 



Seq. ID OJ000315_33.0410.C17 
Strand + 
End 1177 



49753 




Name 


OJ000315_33 . 0410 .CI 7 . 


ol . gs 


Method 


GENSCAN 




Start 


244 




End 


1084 




GI 


none 




Score 


. 49 




Exons 


244 . . 257/ 1008 . . 1084 










Seq. No. 


48051 




Seq. ID 


OJ000315_33.0410. 


C17 


Gene No. 


102246 




Strand 


+ 




Start 


1 




End 


1177 




Name 


OJ000315 33.0410.C17. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


868 




End 


1177 




GI 


none 




Score 


247 




Exons 


8 68.. 1080, 90 4.. 1083, 


918 . 


1082, 1141. 


.1176, 1142 . . 1177 




Seq. No. 


48051 




Seq. ID 


OJ000315 33.0410. 


C17 


Gene No. 


102246 




Strand 


+ 




Start 


1 




End 


1177 




Name 


OJ000315_33 . 04 10 . C17 . 


o 1 . t s. 


Method 


TBLASTX : Soybean 




Start 


877 




End 


1177 




GI 


none 




Score 


247 




Exons 


877 . . 1080, 904 . . 1083, 


918 . . 


1082, 1140. 


. 1175, 1141 . . 1176, 






'1142 . . 1177 










Seq. No. 


48051 




Seq. ID 


OJ000315J33.0410. 


C17 


Gene No. 


102246 




Strand 


+ ■ 




Start 


1 




End 


1177 




Name 


OJ000315 33.0410.C17. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


904 




End 


1177 




GI 


none 




Score 


242 




Exons 


904. .1083, 918. .1082, 


1133 . 


.1177, 1142 


. .1177 




Seq. No. 


48051 




Seq. ID 


OJ000315_33.0410. 


C17 


Gene No. 


102246 




Strand 


+ 




Start 


1 




End 


1177 




Name 


OJ000315_33 . 0410 .CI 7 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


904 




■ End 


1177 




GI . 


none 




Score 


'24 8 




Exons 


904.. 1083, 917.. 1081, 


918 . . 


1082, 1138. 


. 1176, 1142 . . 1177 




Seq. No. 


48052 




Seq. ID 


OJ000315_33.0410. 


C19 


Gene No. 


102247 




Strand 


+ 




Start 


298 




End 


2575 




Name 


OJ000315 33.0410.C19. 


ol.gp 


Method 


AAT/GAP 




Start 


298 




End 


2382 




-GI 


4478 1.R1084 




Score 


1875 




Exons 


298. .375, 452. .490, 755.-877, 1513. .1605, 1699. .2382 




GI Descrip. 


, 2245107/emb|CAB10529 


.11 2. 


Oe-53 (Z97343) thioesterase like 




protein [Arabidopsis 


thaliana] ' 






Seq. No. 


48052 




Seq. ID 


OJ000315_33.0410. 


C19 


Gene No . 


102247 




Strand 


+ 






298 




End 


2575 




Name 


OJ000315 33.0410.C19. 


ol . gs 


Method 


GENSCAN 




Start 


310 




End 


1923 




GI 


none 




Score 


.84 




Exons 


310. .375, 755. .877, 1513. .1605, 1699.. 


1923 




Seq. No. 


48052 




Seq. ID 


OJ000315_33.0410. 


C19 



49754 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102247 Strand + 

298 End 2575 

OJ000315_33.0410.C19.ol.np Method AAT/NAP 
310 End 2575 

7488215 Score 334 

310. .375, 452. .490, 755 877,. 1513 1605, 1699. .1841, 2389. .2575 
probable thioesterase - Arabidopsis thaliana 

gi|2245107|emb|CAB10529.1| (Z97343) thioesterase like protein 
[Arabidopsis thaliana] gi | 72685001 emb | CAB78751 . 1 1 (AL161546) 
thioesterase like protein [Arabidopsis thaliana] 



Seq. No. 48052 Seq. ID 

Gene No. 102248 Strand 

Start 2131 End 

Name OJ000315_33 . 04 10 . C19 . ol . tm Method 

Start 310 End 

GI none . Score 
Exons 



OJ000315_33.0410.C19 
2364 

TBLASTX: Maize 

1843 

95 



310. .375, 311. .376, 312. .380, 446. .490, 449. .490, 754. .876, 
755. .877, 1511.'. 1603, 1512. .1604, 1513.. 1611, 1696.. 1842, 
1697.. 1843, 1698.. 1832 



Seq. No. 48052 

Gene No. 102248 

Start 2131 

Name . OJ000315_33 . 04 10 . C19 . ol . tc 

Start. 754 

GI none 
Exons 



Seq. ID OJ000315_33.0410.C19 
Strand 

End 2364 

Method TBLASTX.: Cress 

End 1842 

Score 94 



754. .813, 755. .814, 817. .876, 821. .877, 1512. .1598, 1513. .1611, 
1696. .1842, 1698. .1826 



Seq. No. 48052 

Gene No. 102248 

Start 2131 

Name OJ000315_33 . 04 10 . C19 . o2 . gs 

Start 2131 

GI none 

Exons 2131. .2364 



Seq. ID OJ000315_33.0410.C19 
Strand 

End 2364 

Method GENS CAN 

End 2364 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48053 Seq. ID 

102249 Strand 

1 End 

OJ000315_33.0410.C20,ol.np . Method 

1 End 

6013183 Score 
1..112, 239. .607, 662. .779 

(AF160500) repair endonuclease [Arabidopsis thaliana] 



OJ000315_33.0410.C20 
+ 

779 

AAT/NAP 
779 
235 



48053 

102249 

1 

OJ000315_33.0410.C20.ol.tm 
21 

none 



Seq. ID OJ000315_33.0410.C20 

Strand + 

End 779 

Method TBLASTX : Maize 

End 436 

Score 112 



21. .113, 22. . 129, 23. .124, 236. .262, 257. .322, 259. .312, 
302. .436, 302. .436 



Seq. No. 



48053 



Seq. ID OJ000315 33.0410.C20 



49755 





Gene No. 


102249 






Strand 


+ 






Start 


1 






End 


779 






Name 


OJ000315 33 


0410.C20.ol 


. gs 


Method 


GENSCAN 






Start 


242 






End 


656 






GI 


none 






Score 


.42 






Exons 


242 . . 656 














Seq. No. 


48054 






' Seq. ID 


OJ000315_ 


_33.0410.C21 




Gene No. 


102250 






Strand 


+ 






Start 


603 






End 


1221 






Name 


OJ000315 33. 


0410.C21.ol 


. np 


Method 


AAT/NAP 






Start 


603 






End 


1221 






GI 


6815053 






Score 


547 






Exons 


603. .935, 985. .1221 












GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


48054 






Seq. ID 


OJ000315 


33.0410.C21 




Gene No. 


102250 






Strand 


+ 






Start 


603 






End 


1221 






Name 


OJ000315 33. 


0410.C21.ol 


.gs 


Method 


GENSCAN 






Start 


819 






End 


1180 






GI 


hone 






Score 


.49 






Exons 


819. .944, 985. .1180 










S3. 


Seq. No. 


48054 






Seq. ID 


OJ000315 


33.0410.C21 




Gene No. 


102251 






Strand 






• = 


Start 


2991 






End 


3288 






Name 


OJ0003.15 33. 


0410.C21.o2 


.gs 


Method 


GENSCAN 






Start 


2991 






End 


3288 




y 


GI 


none 






Score 


.83 






Exons 


2991. .3200, 


3229. .3288 










!l 


Seq. No. 


48055 






Seq. ID 


OJ000315_ 


_33.0410.C22 




Gene No. 


102252 






Strand 


+ 






Start 


2306 






End 


6807 






Name 


OJ000315 33. 


0410.C22.o2 


. gs 


Method 


GENSCAN 




X 


Start 


2306 






End 


6687 




i 


GI 


none 






Score 


.77 






Exons 


2306. .2377, 


2811. .3017, 


3156. 


.3226, 3685. .3809, 


3904 . .4007, 






4124. .4195, 


4307. .4452, 


4538. 


.4652, 4665. .4805, 


5235. .5372, 






6312. .6399, 


6563. . 6687 












Seq. No. 


48055 






Seq. ID 


OJ000315_ 


_33.0410.C22 




Gene No . 


102252 






Strand 


+ 






Start 


2306 






End 


6807 






Name 


OJ000315 33. 


0410.C22.ol 


.gp 


Method 


AAT/GAP 






Start - 


3564 






End 


6807 






GI 


none 






Score 


2251 






Exons 


3564 . .3809, 


3904 . .4031, 


4124 . 


.4195, 4307. .4452, 


4538. .4652, 






4726. .4805, 


5235. .5372, 


6312. 


.6399, 6563.. 6807 






Seq. No. 


48055 






Seq. ID 


OJ000315_ 


_33.0410.C22 




Gene No. 


102253 






Strand 


+ 






Start 


10572 






End 


10887 






Name 


OJ000315 33. 


0410.C22.o3 


■ gp 


Method 


AAT/GAP 






Start 


10572 






End 


10887 






GI 


5161 1.R1084 






Score 


608 





49756 





Exons 


10572 . . 10887 








GI Descrip. 


'3668080 1.0e-101 (AC004667) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


48055 


Seq. ID 


OJ000315_33. 0410.C22 




Gene No. 


102254 


Strand 






Start 


12 


End 


542 




Name 


OJ000315 33 . 0410 . C22 . ol . gs 


Method 


GEN SCAN 




Start 


12 


End 


542- 




GI 


none 


Score 


. 71 




Exons 


12 . . 542 








Seq. No. 


48055 


Seq. ID 


OJ000315_33 . 0410 . C22 




Gene No. 


102255 


Strand 






Start 


6820 


End 


7968 




Name 


OJ000315_33 . 0410 .C22 . o3 . gs 


Method 


GEN SCAN 




Start 


6820 


End 


7968 




GI 


none 


Score 


. 98 




Exons 


6820 . . 7968 








Seq. No. 


48055 


Seq. ID 


OJ000315_33.0410.C22 




Gene No . 


102255 


Strand 






Start 


6820 


End 


7968 


'3 


Name 


OJ000315 33.0410.C22.ol.np 


Method 


AAT/NAP 




Start 


6.823 


End 


7833 


fl 


GI ■ . ■ 


4902849 


Score 


1405 




Exons 


6823. .7833 








GI Descrip. 


(AJ006940) phosphoribosyl pyrophosphate synthase [Spinacia 


.« 




oleracea] 








Seq. No. 


48055 


Seq. ID 


OJ000315_33.0410.C22 




Gene No. 


102256 


Strand 






Start 


9125 


End 


9226 




Name 


OJ000315 33.0410.C22.o3.tm 


Method 


TBLASTX: Maize 


x 


Start 


105 


End 


479 


J 


GI 


none 


Score 


99 




Exons 


.105. .272, 270. .377, 372. .479 






1 


Seq. No. 


48055 


Seq. ID 


OJ000315_33.0410.C22 




Gene No. 


102256 


Strand 




'3 


Start 


9125 


End 


9226 




Name 


OJ000315 33.0410.C22.o2.ts 


Method . 


TBLASTX : Soybean 




Start 


5234 


End 


6374 




GI 


4397117 


Score 


186 




Exons 


5234. .5371, 5235. .5375, 6312. 


.6374 






GI Descrip. 










Seq. No. 


48055 


Seq. ID 


OJ000315_33.0410.C22 




Gene No. 


102256 


Strand 






Start 


9125 


End 


9226 




Name 


OJ000315 33.0410.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


6820 


End 


7059. 




GI 


none . 


Score 


98 




Exons 


6820. .7059, 6821. .6916, 6947. 


.7024 





Seq. No. 48055 Seq. ID OJ000315_33 . 04 10 . C22 

Gene No. 102256 Strand 



49757 



3 



Start 


9125 








End 


9226 


Name 


OJ000315 33 


.0410. 


C22 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


r o o n 

6826 








End 


7761 


GI 


none 








Score 


522 


Exoris 


6826 . . 7458, 


C O O *7 

682 7 . 


n A E o 


T 4 C ft 

/459 . 


.7761, 7460.. 7747 


Seq. No. 


48055 








Seq. ID 


OJ000315_33.0410.C22 


Gene No. 


102256 








Strand 




Start 


n i o e 

yi2o 








End 


9226 


Name 


OJ0UU315 33 


.0410. 


C22 . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


684 1 








End 


7813 


GI 


none 








Score 


176 


Exons 


6841. . 7458 , 


6842 . 


"J A O T 

. 7021 , 


707 9 . 


.7459, 7459. .7761, 7460. .7813 


Seq. No. 


48055 








Seq. ID 


OJ000315_33.0410.C22 


Gene No. 


102256 








Strand 




Start 


9125 








End 


9226 


Name 


OJ000315 33 


0410 . 


C22 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7222 








End 


7621- 


GI 


none 








Score 


168 


Exons 


7222 . . 7458 , 


~7 O O "3 

/223 . 




t /i r A 

/4o9 . 


.7620, 7475. .7621 


Seq. No. 


48055 








Seq. ID 


OJ000315_33.0410.C22 


Gene No. 


102256 








Strand 




Start 


9125 








End 


9226 


Name 


OJ000315 33 


0410. 


C22.o2 


.gp 


Method 


AAT/GAP 


Start 


9125 








End 


9226 


GI 


90742 1.R10E 


34 






Score 


103 


Exons 


9125. .9226 













:j GI Descrip. 



Seq. No. 

Gene No. 
: Start 
" Name 

Start 

GI 

Exons 

GI Descrip. 



'5734616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



48056 
102257 
1 

OJ000315_33.0410.C23.ol.gp 
1 - • 
5161_1.R1084 
1..129, 203. .354, 475. .755 

•3668080 1.0e-101 (AC004667) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000315_33.0410.C23 
Strand 

End • 817 

Method AAT/GAP 

End 755 

Score 926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48056 
102257 
1 

OJ000315_33.0410.C23.ol.np 

1. 

3668080 
1..129, 203. .354, 475. .817 

(AC004 667) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000315_33.0410.C23 
Strand 

End 817 

Method AAT/NAP 

End 817 

Score 341 



48056 

102257 

1 

OJ000315_33.0410.C23.ol.gs 
34 

none 



Seq. ID OJ000315_33.0410.C23 

Strand 

End ' 817 

Method GENSCAN 

End 765 

Score .46 



49758 




Exons 34.. 129, 497.. 765 



Seq. No. 


48056 


Seq. ID 


OJ000315_33.0410.C23 


Gene No. 


102257 


Strand 




Start 


1 


End 


817 


Name 


OJ000315 


33 . 04 10 . C23 . ol . tm Method 


TBLASTX : Mai ze 


Start 


34 


End 


529 


GI 


none 


Score 


130 


Exons 


34 . . 135, 


A r~ 1 A /" A T O A 1 O *T A /" A 

35. .136, 36. .137, 186. .362, 


203 . . 361, 4 60 . . 528, 




a n 1 coi 


4/o..D^y, 4/D..OZO 




Seq. No. 


48056 


Seq. ID 


OJ000315_33.0410.C23 


Gene No. 


102257 


Strand 




Start 


1 


End 


817 


Name 


OJ000315 


33.0410.C23.ol.ts Method 


TBLASTX : Soybean 


Start 


34 


End 


532 


GI 


none 


Score 


86 


Exons 


34. .135, 


35. .130, 194. .355, 201. .362, 


203. .361, 471. .515, 



473. .532 



Seq. No. 48056 Seq. ID 

Gene No. ' 102257 Strand 

Start 1 End 

Name OJ000315_33 . 0410 . C23 . ol . tc " Method 

^Start 34 End 

GI • none Score 

Exons 34.. 135, 35.. 130, 203.. 235 



OJ000315 33.0410.C23 



817 

TBLASTX : Cress 

235 

87 - 



Seq. No.' 48057 ■ Seq. ID 

Gene No. 102258 Strand 

Start 1 End 

Name OJ000315_33 . 04 10 . C25 . ol . np Method 

Start 1 End 

GI 6539586 Score 

Exons 1..700 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000315_33.0410.C25 
+ 

700 

AAT/NAP 
700 
1045 



Seq. No. 48057 Seq. ID 

Gene No. 102258 Strand 

Start 1 End 

Name OJ000315_33 . 0410 . C25 . ol . gs Method 

Start 158. End 

GI none Score- 

Exons 158.. 675 



OJ000315_33.0410.C25 
+ 

700 

GENSCAN 

675 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48058 Seq. ID 

102259 Strand. 
6059 ' . End 

OJ000115_38 . 04 03 . C2 . ol . np Method 
6059 End 
6505722 Score 
6059. .6320, 6366. .7002, 7143. .7286, 
(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 6513849 | dbj | BAA87876 . 1 1 (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



OJ000115_38.0403.C2 
+ 

9563 
AAT/NAP 
7760 
469 
7401. .7760 



Seq. No. 



48058 



Seq. ID OJ000115_38 .0403.C2 



49759 1 




Gene No. 


102259 




Strand 


+ 




Start 


6059 




End 


9563 




Name 


OJ000115 38.0403..C2 


. o3 .gs 


. Method 


GENSCAN 




Start 


7149 




End 


9563 




GI 


none 




Score 


. 58 . 




Exons 


7149. .7286, 7398.-7799, 9414. .9563 






Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


.C2 


Gene No. 


102260 




Strand 


+ 




Start 


12387 




End 


14634 




Name 


OJ000115 38. 0403. C2 


.o4 .gs 


Method 


GENSCAN 




Start 


12387 




End 


14634 




GI 


none 




Score 


.92 




Exons 


12387. .13463, 14012 


. .14158, 


14266. .14634 




Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


• C2 


Gene No. 


102261 . 




Strand 


+ 




Start 


15431 




End 


16468 




Name 


OJ000115 38. 0403. C2 


. o5 . gs 


Method 


GENSCAN ■ 




Start 


15431 




End 


16468 




GI 


none 




Score 


.58 




Exons 


15431. .15512, 15932 


. .16053, 


16091. .16468 ' 




Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


.C2 


Gene No. 


102262 




Strand 






Start 


6262 




End 


6966 




Name 


OJ000115 38. 0403. C2 


. o2 . gs 


Method 


GENSCAN 




Start 


6262 




End 


6966 




GI 


none 




Score 


1 




Exons 


6262. .6966 










Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


.C2 


Gene No. 


102263 




Strand 






Start 


19494 




End 


27979 




Name 


OJ000115 38. 0403. C2 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


9989 




End 


10469 




GI 


none 




Score 


125 




Exons 


9989. .10048, 10084. 


. 10245, 


10275. .10469 




Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


.C2 


Gene No. 


102263 




Strand 






Start 


19494 




End 


27979 




Name 


OJ000115 38 . 0403.C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10362 . 




End 


10701 




GI 


none 




Score 


120 




Exons 


10362. .10454, 10450 


. .10701, 


10478. .10690, 10579. .10698 




Seq. No. 


48058- 




Seq. ID 


OJ000115_38.0403 


.C2 


Gene No . 


102263 




Strand 






Start 


19494 




End 


27979 




Name 


OJ000115 38. 0403. C2 


. 06 . gs 


Method 


GENSCAN 




Start 


19494 




End 


27979 




GI ... 


none 




Score 


.55 




Exons" 


19494. .19568, 21291 


. .21315, 


* 21343. .21401, 21879. .21954, 






27417. .27531, 27685 


. .27853, 


27974.. 27979 




Seq. No. 


48058 




Seq. ID 


OJ000115_38.0403 


.C2 



49760 



Gene No. 102263 Strand 

Start 19494 End 27979 

Name OJ000115_38 . 0403 . C2 . o2 . gp Method AAT/GAP 

Start 23051 End 23462 

GI 59410_1.R1084 Score 674- 

Exons 23051. .23462 

GI Descrip. ' 24 99945/sp | Q4258 6 | PYR5_ARATH 3.0e-51 URIDINE 5 1 1 -MONOPHOSPHATE 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 1 ' -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi__107 6363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 
orotidine-5 1 '-phosphate decarboxylase (EC 4.1.1.23) - 
Arabidopsis thaliana >gi_4 4 3818_emb_CAA5068 6_ (X7i842) pyrE-F 
[Ara 1 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exbns 

GI Descrip. 



48059 Seq. ID 

102264 Strand 

1 End 

OJ000115_38 . 0403 . C3 . ol ."hp Method 

1 End 

5295955 Score 



OJ000115_38.0403.C3 
+ 

3952 
AAT/NAP 
3952 
1712 



1..28, 396. .492, 1367. .1440, 1983. .2097, 2778 3180, ' 3260 3335, 
3375.. 3952 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] ■ ^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48059 
102264 
1 

OJ000115_38 .04 03.C3.ol.gs 
338 
none 

338..424, 603. .643, 1111. .1147, 1226 
2521. .2602 



Seq. ID OJ000115_38.0403.C3. 
Strand + 

3952 
GENSCAN 
2602 
.61 

.1440, 1983. .2106, 



End 

Method 

End 

Score 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48059 

102265 • ' ' 

2297 

OJ000115_38.04 03.C3.o2.np 

2297 

3746069 



Seq. ID OJ000115_38.0403.C3 
. Strand - 
End 7123 
Method AAT/NAP 
End 7123 
Score 94 

2297. .2381, 2472. .2562, 4968. .5156, 7078. .7123 

(AC005311) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 48059 

Gene No. 102265 

Start 2297 

Name OJ000115J38 . 0403 . C3 . o2 . gs 

Start 2936 

GI none 

Exons 2936.. 3068, 3112.. 3193, 3286. 

6817.. 6919, 6938.. 7009 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C3 
7123 

GENSCAN ... 

7009 

.64 



,3444, 4356. .4451, 5902. .5970, 



Seq.' No. 
Gene No. 
Start 



48059 

102265 

2297 



Seq. ID OJ000115_38.0403.C3 
Strand 

End 7123 



49761 



Name 


OJUUUllo Jo . U4 Uo . Co . Ol . tm 


Method 


TBLASTX : Mai 


Start 


A O /I O 


T-l ,_ J 

End 


c o n *7 
OzU / 


GI 


none 


Score 


1 lz 


Exons 








Seq. No. 


48060 


Seq. ID 


OJ000115_38 


Gene No. 


102266 


Strand ' 




C4- 3 v-+- 


y o4t 


hna 


i o t 
lUz / 


Name 


OJUUUllo oo . U4 U j . 04 .Ol.CfS 


Method . 


GENbCAN 


btart 




Ena 


lUz / 


Gl 


none 


Score 


^ Q 

. /o 


Exons 


yb4 . . 10-^7 






beg. wo. 


4 0 U Ol 


beq. J.U 


UJUUUllo Jo 


uCllC LNU • 


J. \J C. £. \J / 


OIL alivj. 


+ 


Start 


905 


End 


4452 


Name 


OJ000115 38.0403.C5.ol.np 


Method 


AAT/NAP 


Start 


905 


End 


4452 


GI 


6598488 


Score 


660 


Exons 


905.. 985, 2695.. 3349, 3907. 


.4108, 4191. 


. 4452 


GI Descrip. 


(AC005770) unknown protein 


[Arabidopsis 


thaliana] 





Seq. No. 


48061 




Seq. ID 


OJ000115 




Gene No. 


102267 




Strand 


+ 




Start 


905 




End 


4452 




Name 


OJ000115 38. 


Q403.C5..ol.gs 


Method 


GENSCAN. 


: s? 


Start 


2561 




End 


4449 




GI 


none 




Score 


.93 




Exons 


2561. .3349, 


3907. .4449 








Seq. No. 


48061 




Seq. ID 


OJ000115 




Gene No. 


102268 




Strand 


+ 




Start 


5213 




End 


11810 




Name 


OJ000115 38. 


0403.C5.o2.gs 


Method 


GENSCAN 




Start 


5213 




End 


11586 


ass 


GI 


none 




Score 


.56 




Exons 


5213. .5407, 


6681.. 6758, 6915. 


.7035, 7113. .7199, 






10061. . 10174 


, 10303.. 11586 








Seq. No. 


48061 




Seq. ID 


OJ000115 




Gene No. 


102268 




Strand 


+ 




Start 


5213 




End 


11810 




Name 


OJ000115 38. 


0403.C5.o2.np 


Method 


AAT/NAP 




Start 


8913 




End 


11589 




GI 


6598488 




Score 


727 




Exons 


8913. .8990, 


10393. .11260, 11319.. 11589 





GI Descrip. (AC005770) unknown protein [Arabidopsis thaliana] 



Seq. No. 48061 Seq. ID OJ000115_38 . 0403 . C5 

Gene No. 102268 Strand' + 

Start 5213 End 11810 

Name OJ000115_38 . 04 03 . C5 . ol . gp Method AAT/GAP 

Start 10234 End . - 10896 

GI 52898_1.R1084 Score 1269 

Exons 10234 . .10896 

GI Descrip. 1 4 67 8310/emb | CAB4 1101 . 1 | 2.0e-31 (AL049655) putative protein 
[Arabidopsis thaliana] 1 



49762 




Seq. No. 


48061 


Seq. ID 


OJ000115_38 . 0403.C5 


Gene No. 


102268 


Strand 


+ 


Start . 


5213 


End 


11810 


Name 


OJ000115 38..0403.C5. 


o2.gp Method 


AAT/GAP 


Start 


11290 


End 


11810 


GI 


27770 1..R1084 


Score 


977 


Exons 


11290. .11810 






GI Descrip. 


, 4521193/dbj | ABO 134 50 . 1 1 ABO 134 50 l,0e- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 1 




Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 


Gene No. 


102269 


Strand 


+ 


Start 


19216 


End 


20925 


Name 


OJ000115 38. 0403. C5. 


o4.gp Method 


AAT/GAP 


Start 


19139 


End 


19512 


GI 


94395 1.R1084 


Score 


712 


Exons 


19139. . 19512 . 






GI Descrip. 


■4115534/dbj'l BAA36410 | 9.0e-36 (AB012114) UDP-glycose : f lavonoi 




glycosyl trans f erase 


[Vigna mungo] ' 




Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 


Gene No. 


102269 


Strand 


+ 


Start 


19216 


End 


20925 


Name 


OJ000115 38. 0403. C5 . 


o4.np Method 


AAT/NAP 


Start 


19210 


End 


20682 


GI 


4335714 


Score 


829 


Exons 


19210.. 20682 






GI Descrip. 


(AC006248) putative 


glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 


Gene No. 


102269 


Strand 


+ 


Start 


19216 


End 


20925 


Name 


OJ000115 38. 0403. C5. 


o5.gs Method 


GENSCAN 


Start 


19216 


End 


20700 


GI 


none 


Score' 


.68 


Exons 


19216.. 20700 






Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 


Gene No. 


102269 


Strand 


+ 


Start 


19216 


End 


20925 


Name 


OJ000115 38. 0403. C5. 


o5.gp Method 


AAT/GAP 


Start 


19503 


End 


19961 


GI 


2312149 


Score 


713 


Exons 


19503. .19961 






Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 


Gene No . 


102269 


Strand 


+ . - 


Start 


19216 


End 


20925" ' 


Name 


OJ000115 38. 0403. C5. 


o6.gp Method 


AAT/GAP 


Start 


20211 


End 


20925 


GI 


5851004 


Score 


1353 


Exons 


20211. .20925 






GI Descrip. 


41 15534 /dbj | BAA36410 | 9.0e-36 (AB012114) UDP-glycose : flavonoid 




glycosyl transferase 


[Vigna mungo] 




Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403.C5 



49763 



Gene No. 102270 Strand + 

Start 26788 End 28237 

Name OJ000115_38 . 04 03 . C5 . o7 . gs Method GENSCAN 

Start 26788 End 28237 

GI none Score . 66 

Exons 26788. .27300, 27434.. 28237 



Seq. No. 48061 Seq. ID 

Gene No. 102271 ' Strand 

Start 12075 End 

Name OJ000115_38 . 04 03 . C5 . o3 . gs Method 

Start 12075 End 

GI • none Score 
Exons 12075. 

13249. 

14464 . 



OJ000115_38.0403.C5 

17541 
GENSCAN 
17541 
.66 



12122, 12435. 
13473, 13850, 
14699, 15081. 



,12590, 12940. .13064, 1314 9 .. 13221, 
,13981, 14117. .14248, 14320 14408, 
,15158, 15213. .15325, 15443 15551, 



15957. .16062, 17391. .17541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48061 Seq. ID OJ000115_38 . 04 03 . C5 

102271 Strand 

12075 End 17541 

OJ000115_38.0403.C5.o3.gp Method AAT/GAP 

15582 End 15828 

3761181 Score 425 

15582.. 15828 

4521193/dbj IAB013450.il AB'01'3450' 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 48061 Seq. ID 

-Gene No. 102272 Strand 

Start 17900 End 

Name OJ000115_38 . 0403 . C5 . o4 . gs Method 

Start 17900 End 

GI none Score 

Exons 17900.. 18169 



OJ000115_38.0403.C5 

18314 
GENSCAN 
18169 
.92 



Seq. No. 48061 

Gene No. 102272 

Start 17900 

Name OJ000115_38 . 0403 . C5 . o3 . np 

Start 17954 

GI 7106512 

Exons 17954.. 18314 

GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C5 

18314 
AAT/NAP 
18314 
562 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 48061 

Gene No. 102273 

Start 21784 

Name OJ000115_38 . 04 03 . C5 . 06 . gs 

Start 21784 

GI none 

Exons 21784. .21859, 23482 .. 23619, 
25474. .25680 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C5 

25680 
GENSCAN 
25680 
.47 



24452. .24530, 24554 24671, 



Seq. No. 
Gene No. 



48061 
102274 



Seq. ID 
Strand 



OJ000115 38. 0403. C5 



49764 




Start 


28213 


End 29622 




Name 


OJ000115_38.04 03.C5.o4 . tm 


Method TBLASTX : Mai ze 




Start 


2639 


End 10674 




GI 


none 


Score 256 




Exons 


2639.-2869, 2708. .2869, 2876. 


.2923, 2882.. 2914, 10333.. 


10359, 




10375 .. 10437, 104 16 .. 104 63, 1 


0420. .10593, 10422. .10592, 






10587 .. 10649, 10594 .. 10647 , 1 


0645. .10674, 10645. .10674 




Seq. No. 


48061 


Seq. ID OJ000115 38.0403 


.C5 


Gene No. 


102274 


Strand 




Start 


28213 


End 29622 




Name 


OJ000115 38.0403.C5.o3.ts 


Method TBLASTX : Soybean 




Start 


2693 


End 10805 




GI 


none 


Score 301 




Exons 


2693. .3070, 10416 .. 10805, 104 


17. . 10794 







Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403 


.C5 




Gene No. 


102274 


Strand 








Start 


28213 


End 


29622 






Name 


OJ000115 38.0403.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


2951 


End 


11586 






GI 


none 


Score 


129 






Exons 


2951. .3121, 3194. .3361, 3904 


..4119, 4222. .4323, 10675.. 


10929, 






10710. .10928, 10929. .11033, 


10933. .11283, 11109. .11282, 




U h 




11320. .11463, 11328. .11462, 


11491. .11586 




T: 5 
: »s 


Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403 


.C5 


il 


Gene No. 


102274 


Strand 








Start 


28213 


End 


29622- 






Name 


OJ000115 38.0403.C5.o2.tc 


Method 


TBLASTX: Cress 






Start 


3194 


End 


11283 




ri = 


GI 


none 


Score 


115 






Exons 


3194. .3352, 3907. .4119, 10843 .. 10929, 


10921. .11283, 11070. .11282 


V_l! 


Seq. No. 


48061 


Seq. ID 


OJ000115_38.0403 


,C5 




' Gene No. 


102274 


Strand 








Start 


28213 


End 


29622 




i 1 


Name 


OJ000115 38.0403.C5.o2.ts 


Method 


TBLASTX : Soybean 






Start 


3284 


End 


11463 




: 


GI 


none 


Score 


65 




■a :r 


Exons 


3284.. 3352, 3907.. 4119, 3945 


..4106, 4228.-4323, 11005.. 


11283, 






11010. .11282, 11320. .11463, 


11325. .114 


62 





Seq. No. 


48061 








Seq. ID 


OJ000115 


_38.0403 


Gene No. 


102274 








Strand 






Start 


28213 








End 


29622 




Name 


OJ000115 38. 


0403. C5 


ol. tc 


Method 


TBLASTX: 


Cress 


Start 


19206 








End 


27285 




GI 


none 








Score 


268 




Exons 


19206. 


.19340 


, 19207. 


.19389, 


19402. . 195 


63, 19438 


. .19569, 




19488. 


.19568 


, 19570. 


.19683, 


19591. .197 


01, 26785 


. .26976, 




26787. 


.26954 


, 26788. 


.26970, 


27009. .271 


10, 27010 


. .27162, 




27010. 


.27147 


27154. 


.27273, 


27164. .272 


80, 27174 


. .27281, 




27175. 


.27285 












Seq. No. 


48061 








Seq. ID 


OJ000115 


_38.0403 


Gene No. 


102274 








Strand 







49765 



Start 
Name 
Start 
GI 

Exons 



28213 

OJ000115_38 . 0403 . C5 . o2 . tm 
19222 
none 
19222. 
19438. 
27010. 



End 

Method 

End 

Score 



29622 

TBLASTX: Maize 

27180 

249 



.19389, 19225. .19305, 19230 19340, 19426 19596, 
.19593, 26803. .26976, 2 6811 26954 , 27010 27180, 
.27180 



Seq. No. 48061 
Gene No. 102274 
Start 28213 

Name OJ000115_38 . 0403 . C5 . ol . 

Start 19509 
GI none 

Exons 19509. . 19712, 19510. 

27100. .27318, 27100. 
27325. .27378, 27325. 



tw 



.19734, 
.27318, 
.27378 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19741. 

27162. 



OJ000115 38. 0403. C5 



29622 

TBLASTX: Wheat 
27378 
281 

19794, 19759. . 19794, 
27323, 27315. .27377, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•48061 
102274 
28213 

OJ000115_38. 0403.C5.ol.ts 

19540 

none 

19540. .19716, 19735. .19869-, 

20254 . .20475, 20259 .. 20471, 

27343. .27393, 27422 27526, 

27802. .27963, 28097.. 28213 

48061 

102274 

28213 

OJ000115_38.04 03.C5.o5.tm 

19960 

none 

19960. .20193, 20035 .. 20181, 
20278. .20358, 274 40 27475, 
27796. .27900, 27803.. 27907 

48061 

102274 

28213 

OJ000115_38. 0403.C5.o3.tc' 

20022 

none 

20022. .20105, 20035 .. 20205, 
27407. .27475, 27574 .. 27 657 , 
27802. .27948 



OJ000115 J8.0403.C5 



Seq. ID 

.Strand 
End 

Method 

End 

Score 
19846 
20551 

27581. .27748, 27797 .. 28102, 



29622 

TBLASTX: Soybean 
28213 
118 

19977, 20029. .202€8, 
20670, 27058. .27264/ 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20253. .20357,' 20260 
27512. -.27748, 27587 



OJ000115_38.0403.C5 
29622 

TBLASTX: Maize 

27907 

156 

20364, 
27748, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C5 
29622 

TBLASTX: Cress 

27961 

123 



20257. .20454, 20259 .. 204 05 , 
27587. .27727, 27800 .. 27961, 



Seq. No. 48061 

Gene No. 102274 

Start 28213 

Name OJ000115_38 . 04 03 . C5 . o2 . tw 

Start 20125 

GI none 

Exons 20125. .20175, 20250 .. 20453, 
27793.-27966, 27794.. 27967 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000115_38.0403.C5 
29622 

TBLASTX: Wheat 

27967 

60 



20251. .20451, 27 677 .. 27754 , 



49766 



Seq. No. 


48061 


Seq. ID 


OJ000115 


_38. 


.0403. 


C5 


Gene No. 


102274 


Strand 










Start 


28213 


End 


29622 








Name 


OJ00011o_3o .0403. Co. o3. tm 


Method 


TBLASTX : ] 


Maize 




Start 


20367 


End 


28221 








GI 


none 


Score 


81 








Exons 


20367 .. 20426, 20367 20489, 


20368. .20511, 20500 


. .20559, 






20500 .. 20559, 20557 20697 , 


20598. .20696, 27910 


. . Z c 


)AQA 






27911 28105, 27974 .. 28105, 


28169. .28219, 28174 


. . Z c 


iZZl 




Seq. No. 


48061 


Seq. ID 


OJ000115 


*3 Q 
JO , 


A/l AO 


C5 


Gene No. 


102274 


Strand 










Start 


28213 


End 


29622 








Name 


OJ000115 38.0403.C5.o5.np 


Method 


AAT/NAP 








Start 


28213 


End 


29553 








GI 


7340868 


Score 


228 








Exons 


28213. .28291, 28339.-28488, 


29366. .29553 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48061 


Seq. ID 


OJ000115 


_38 . 


. 0403 . 


C5 


Gene No. 


102274 


Strand 










Start 


28213 


End 


29622 








Name 


OJ000115 38.0403.C5.o8.gs 


Method 


GENSCAN 








Start 


28578 


End 


29622 








GI 


none 


Score 


.48 








Exons 


28578. .28600, 29341.. 29622 












Seq. No. 


48062 


Seq. ID 


OJ000115_ 


38 ; 


. 0403 . 


C6 


Gene No. 


102275 


Strand 


+ 








Start 


1 


End 


2501 








Name 


OJ000115 38.0403.C6.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


-J VJ ± 








GI 


7106516 


Score 


65 








Exons 


1..37, 150. .314, 2472. .2501 












GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48062 


Seq. ID 


OJ000115_ 


_38\ 


.0403. 


C6 


Gene No . 


102275 


Strand 


+ 








Start 


1 


End 


2501 








Name 


OJ000115 38.0403.C6.ol.gs 


Method 


GENSCAN 








Start 


180 


End 


298 








GI 


none 


Score 


.82 








Exons 


180. .298 












Seq. No. 


48062 


Seq. ID 


OJ000115_ 


_38. 


,0403. 


C6 


Gene No. 


. 102276 


Strand 


+ ' 








Start 


5278 


End 


7529 








Name 


OJ000115 38.0403.C6.o3.gs 


Method 


GENSCAN 








OLal L 


5278 


End 


7529 








GI 


none 


Score 


. 98 








Exons 


5278. .6265, 6445. .7529 












Seq. No. 


48062 


Seq. ID 


OJ000115_ 


_38. 


0403. 


C6 


Gene No. 


102276 


Strand 


+ 








Start 


5278 


End 


7529 








Name 


OJ000115 38 .0403.C6.o3.np 


Method 


AAT/NAP 









49767 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5278 End 7510 

5902444 Score 2367 
5278.. 7510 

(AB030283) GAG-POL. precursor [Oryza sativa] 



48062 

102277 

572 

OJ000115_38.0403.C6.o2.gs 

572 

none 



Seq. ID OJ000115_38.0403.C6 
Strand 

End 7819 

Method GENSCAN 

End 4184 

Score .52 



572. .706, 1449. .1682, 1815. .1937, 1999. .2159, 3774. .3849, 
3960. .4184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48062 
102277 
572 

OJ000115_38.0403.C6.o2.np 
1897 
7340868 
1897. .2087, 7792. .7819 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000115_38.0403.C6 
Strand 

End 7819 

Method AAT/NAP 

End ■ 7819 

Score 217 



48062 

102277 

572 

OJ000115_38.0403.C6.ol.tw 

7178 

none 

7178. .7498, 7179. .7505 



Seq. ID OJ000115_38.0403.C6 
Strand 

End - 7819 

Method TBLASTX : Wheat 

End 7505 

Score 288 



48062 
102277 
572 

OJ000115_38.0403.C6.ol.gp 
7658 

uC-osflcyp088bl2bl 
7658.. 7770 

1 5257255/dbj | AP000364.il AP000364 3. Oe-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. ID OJ000115_38.0403.C6 
Strand 

End 7819 

Method AAT/GAP 

End 7770 

Score 155 



48063 
102278 
4574 

OJ000115_38.0403\C7.ol.np 
4574 
7248392 
4574. ..4654, 5402.. 5880 ' 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ000115_38.0403.C7 

Strand + 

End 5880 

Method AAT/NAP 

End 5880 

Score 342 



48063 

102279 

64 

OJ000115_38 . 04 03 . C7 . ol . gs 
64 

none 



Seq. ID OJ000115_38.0403.C7 
Strand 

End 5717 

Method GENSCAN 

End 5717 

Score .7 



64. .479, 691. .800, 1515. .1554, 2397. .2673, 2752. .2831, 



49768 



2884. .2964, 3166. .3333, 5453. .5494, 5578. .5717 

Seq. No. 48063 Seq. ID. OJ000115_38 . 04 03 . C7 

Gene No. 102279 Strand - 

Start 64 '■ End " 5717 

Name OJ000115_38 . 0403 .C7 . ol . gp Method AAT/GAP 

Start 3650 End 3758 

GI. uC-osflcyp088bl2bl Score 149 

Exons 3650.. 3758 

GI Descrip. * 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 





Seq. No. 


48064 


Seq. ID 


OJ000115_ 


38 . 04 03 


. C8 




Gene No. 


102280 


Strand 


+ 








Start 


172 


End 


3641 








Name 


OJ000115 38.0403.C8.ol.gs 


Method 


GENSCAN 








Start 


172 


End 


3547 








GI 


none 


Score 


.42 








Exons 


172. .273, 297. .439, 536. .1257, 1271.. 


1584, 1618. 


.2692, 








2734.. 3009, 3175.. 3400, 3412 


. .3547 










Seq. No. 


48064 


Seq. ID 


OJ000115_ 


38 . 0403 


. C8' 




Gene No. 


102280 


Strand 


+ 






'-J 


Start 


172 


End 


3641 






i "l 


Name 


OJ000115_38 . 0403.C8 .ol .np 


Method 


AAT/NAP 






h 


■ Start 


519" 


End 


3641 








GI 


5902445 


Score 


4890 






~. 21 


Exons 


519.. 2821, 2848.. -3641 










: , £ 


GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






i ~5 


Seq. No. 


A o r\ C A 


Seq. ID 


OJ000115_ 


38 . 0403 


C8 




Gene No. 


102281 


Strand 


+ 






y 


Start 


7979 


End 


8760 






5 


Name 


OJ000115 38.0403.C8.o3.gs 


Method 


GENSCAN 








Start 


7979 


End 


8760 








GI 


none 


Score 


.72 








Exons 


7979. .7994, 8360. .8760 












Seq. No. 


48064 


Seq. ID 


OJ000115_ 


38.0403 


C8 




Gene No. 


102282 


Strand 


+ 






C3 


Start 


11044 


End 


18417 








Name 


OJ000115 38.0403.C8.o4.gs 


Method 


GENSCAN 








Start 


11044 


End 


17883 








GI 


none 


Score 


.94 








Exons 


11044. .11128, 14360. .14396, 


14505. .14571, 14651. 


. 14844, 








15914. .16074, 16440. .16522, 


16606. .16662, 17142. 


.17250, 








17368. .17420, 17782. .17883 












Seq. No. 


48064 


Seq. ID 


OJ000115_ 


38.0403. 


C8 




Gene No. 


102282 


Strand 


+ 








Start 


11044 


End 


18417 








Name 


OJ000115 38.0403.C8.o4 .np 


Method 


AAT/NAP 








Start 


16348 


End 


18417 








GI 


3309575 


Score 


424 








Exons 


16348. .16522, 16606 .. 16662 , 


17142. .17250, 17368. 


. 17420, 








17782. .17862, 17953 .. 18065, . 


18342. .18417 







GI Descrip. (AF060553) calcium sensor homolog [Arabidopsis thaliana] 

4 9769 




gi I 4538989 I emb I CAB39731.il (Y18870) CBL4 protein [Arabidopsis 
thaliana] 



C 1 « My* 

beq. NO. 


a o r\ a a 
4 oU 64 




Seq. ID 


OJ000115_38.0403.C8 


Gene No . 


i r\ o o o *d 




Strand 




Start 


3972 




End 


6874 


Name 


OJ000115 jo 


.04 03. Co . o2 . gs 


Method 


GENSCAN 


Start 


3972 




End 


6874 


GI 


none 




Score 


.57 


Exons 


3972 . .4423, 


44 95 i . 4 593, 4 672 . 


.4840, 5187. .5427, 5616. .5905 




5990 . . 6315, 


6685 . . 6874 






oeq. no. 


48064 




Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102283 




Strand 




Start 


3972 




End 


6874 


Name 


OJ000115 38 


.0403.C8.o2.np 


Method 


AAT/NAP 


Start 


3975 




End 


6874 


GI 


6691716 




Score 


2803 . 


Exons 


3975. .4423, 


4495. .4610, 4740. 


.4840, 4912. .5099, 5177. .5318 




5394. .5540, 


5615. .5800, 5996. 


.6874 




GI Descrip. 


(AP000492) : 


hypothetical protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


48064 




Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102284 




Strand 




Start 


9867 




End 


12780 


Name 


OJ000115 38 


.0403.C8.o3.np 


Method 


AAT/NAP 


Start 


9867 




End ' : 


12780 


GI 


7510076 




Score 


111 


Exons 


9867. .9942, 


10015. . 10257, 124 7 9. . 12780 




GI Descrip. 


hypothetical protein Y50E8A.i 


- Caenorhabditis elegans 


Seq. No. 


48064 




Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102284 




Strand 




Start 


9867 




End 


12780 


Name 


OJ000115 38 


.0403.C8.ol.gp • 


Merthod 


AAT/GAP 


Start 


9908" 




End 


10267 


GI 


2309883 




Score 


500 


Exons 


9908. .10267 








GI Descrip. 


2149018/gb|U70541|OSU70541 5. 


Oe-25 Oryza sativa putative 




ADP-glucose 


pyrophosphorylase 


subunit 


SH2 and putative 




NADPH-dependent reductase Al 


genes, complete cds 


Seq. No. 


48064 




Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 




Strand 




Start 


18773 




End 


19299 


Name 


OJ000115 38 


.0403.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


429 




End 


789 


GI 


none 




Score 


418 


Exons 


429. .788, 436. .789, 443. .787 






Seq. No. 


48064 




Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 




Strand 




Start 


18773 




End 


19299 


Name 


OJ000115 38, 


.0403.C8.o3.ts 


Method 


TBLASTX: Soybean 


Start 


504 




End 


869 



49770 



GI 

Exons 



none 

504. .728, 735. .869 



Score 



128 



Seq. No. 48064 

Gene No. 102285 

Start 18773 

Name OJ000115_38 . 0403 . C8 . o2 . tm 

Start 593 

GI none 

Exons 593.. 940, 594. .950 

Seq. No. 48064 

Gene No. 102285 

Start 18773 

Name OJ000115_38 . 0403 . C8 . ol . tw 

Start 819 

GI none 

Exons- 819. .1238, 831. .1163, 869. 



Seq. ID OJ000115_38 .0403.C8 
Strand 

End 19299 

Method TBLASTX: Maize 

End 950 

Score 367 



Seq. ID OJ000115_38.0403.C8 
Strand 

19299 

TBLASTX: Wheat 
1238 
500 



End 

Method 
End 
Score 
1237 



Seq. No. 
Gene No. 
Start 
Name 
['3 Start 

?r 5 Exons 

Seq. No. 

L'=P Gene No . 
[J Start 
i ~= Name 
IT* Start 
Iy GI 

Exons 

y Seq. No. 
Lj. ' Gene No. 
r =* Start 

Name 
=3 Start 
□ GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48064 

102285 

18773 

OJ000115_38 . 0403 . C8 . o3 . tm 

978 

none 



Seq. ID OJ000115_38.0403.C8 
Strand 

End 19299 

Method TBLASTX: Maize 

End 1362 

Score 291 



978. .1268, 987. .1184, 1016. .1258, 1264. .1362 



48064 

102285 

18773 

OJ000115_38. 0403.C8.ol.ts 

.1083 
none 



Seq. ID OJ000115_38 .0403.C8 
Strand 

End 19299 

Method TBLASTX : Soybean 

End 1515 

Score 171 



1083. .1271/ 1130. .1255, 1161. .1265, 1267. .1515, 1341. .1481 



48064 

102285 

18773 

OJ000115__38. 0403.C8 . o3 . tw 

1284 

none 

1284. .1697, 1285. .1713 

48064 • 
102285' 
18773 

OJ000115_38 .0403.C8 .o2.ts 

1711 

none 



Seq. ID OJ000115_38.0403.C8 
Strand 

End 19299 

Method TBLASTX : Wheat 

End 1713 

Score 387 



Seq. ID OJ000115_38.0403.C8 
Strand 

End 19299 

Method TBLASTX : Soybean 

End 2129 

Score 82 



1711. .1839, 1749. .1835, 1881. .2129, 1885. .2127 



48064 

102285 

18773 

OJ000115_38.04 03.C8.o4: tw 

1750 

none 



Seq. ID OJ000115_38.0403.C8 
Strand 

End 19299 

Method TBLASTX : Wheat 

End 2172 

Score 384 



49771 




Exons 


1750. .2172, 


1755, 


, .2096 








Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








'Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38 


. 0403. 


C8 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


1803 








End 


2076 


GI 


none 








Score 


125 


Exons 


1803. . 1973, 


1804 . 


.1974, 


1978 . 


.2076, 2010. .2075 


Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38 


.0403. 


C8 .o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


2188 








End 


2487 


GI 


none 








Score 


123 


Exons 


2188. .2322, 


2389. 


.2487 








Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38 


.0403. 


C8.pl. 


tm 


Method 


TBLASTX: Maize 


Start 


2484 








End 


2817 


GI 


none 








Score 


436 


Exons 


2484 . .2810, 


2485. 


.2817 








Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38, 


.0403. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2490 








End 


2903 


GI 


none 








Score 


348 


Exons 


2490. .2801, 


2491. 


.2811, 


2686. 


.2826, 2850. .2903, 2858. .2902 


Seq. No. 


48064 








Seq. ID 


OJ00011.5_38.0403.C8 


Gene No. 


102285 








Strand 




Start- 1 *- • ' 


18773 








End 


• 19299 


Name 


OJ000115 38. 


. 0403. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2975 








End 


3248 


GI 


none 








Score 


95 


Exons 


2975. .3082, 


2976. 


.3074, 


3065. 


.3139, 3069. .3152, 3162. .3248 


Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38, 


.0403. 


C8 .06. 


tw 


Method 


TBLASTX: Wheat 


Start 


3018 








End 


3632 


GI 


none 








Score 


271 


Exons 


3018 . .3317, 


3038. 


. 3127, 


3179. 


.3310, 3495.,. 3632 


Seq. No. 


48064 








Seq. ID 


OJ000115_38.0403.C8 


Gene No. 


102285 








Strand 




Start 


18773 








End 


19299 


Name 


OJ000115 38. 


.0403. 


C8 .o7 . 


tm 


Method 


TBLASTX : Maize 


Start 


3399 








End 


3593 


GI 


none 








Score 


94 


Exons 


3399. .3512, 


3491. 


.3592, 


3492. 


.3593 





49772 



Seq. No. 48064 Seq. ID 

Gene No. 102285 Strand 

Start 18773 End 

Name OJ000115_38 . 04 03 . C8 . o7 . tw Method 

Start 64 64 End 

GI none Score 

Exons 6464.. 6754 



OJ000115_38.0403.C8 
19299 

TBLASTX: Wheat 

6754 

188 



Seq. No. 48064 
Gene No. 102285 
Start 18773 
Name OJ000115_38 . 04 03 .C8 . 

Start 15934 
GI none 
Exons 15934 . 

16441. 

16603. 

17139. 

17146. 

17779. 

17959. 



,16023, 15935. 

,16524, 16442. 

,16641, 16603, 

,17243, 17140. 

,17247, 17361. 

,17862, 17780. 
,18039 



o4 . tm 



,16024, 
,16522, 
,16653, 
,17229, 
,17423, 
17911, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 38. 0403. C8 



19299 

TBLASTX: Maize 
18041 
99 

15936. .16022, 15937 .. 16029, 
16445. .16528, 164 4 6 .. 16529, 
16604. .16657, 16636 .. 16665 , 
17141. .17242, 17145. .17249, 
17363. .17431, 17369 17425 , 
17785. .17862, 17958 1804 1, 



Seq. No. 48064 

Gene No. 102285 

Start 18773 

Name OJ000115_38 . 04 03 . C8 . 08 . tw 

Start 17139 

GI none 

Exons 17139. .17243, 17140 .. 17235, 
17361. .17423, 17788. .17862 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C8 
19299 

TBLASTX: Wheat 

17862 

136 



17141. .17236, 17354. .17431, 



Seq. No. 48064 

Gene No. 102285 

Start 18773 

Name OJ000115_38 . 04 03 . C8 . o5 . gs 

Start 18773 

.GI none 

Exons 18773. .18958, 19082.. 19299 



Seq. ID OJ000115_38.0403.C8 
Strand 

End 19299 

Method GENSCAN 

End 19299 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48065 

102286 

2655 

OJ000115_38.04 03.C9.o2.np 

2655 

5107831 



Seq. ID OJ000115_38.0403.C9 
Strand +' 
End 14348 
Method AAT/NAP 
End 14348 
Score 36 

2655. .2712, 5393. .5462, 5900. .6040, 6555. .6783, 14328. .14348 
(AF149413) contains similarity to protein kinase domains (Pfam 
F00069, Score=162.6, E=6.8e-45, N=l) and leucien rich repeats 
(Pfam PF00560, Score=210.7, E=2.2e-59, N=10) [Arabidopsis 
thaliana] 



Seq. No. 48065 Seq. ID 

Gene No. 102286 Strand 

Start . 2655 End 

Name OJ000115_38 . 04 03 . C9 . o4 . np Method 

Start 8576 End 



OJ000115_38.0403.C9 
+ 

14348 

AAT/NAP 

11227 



49773 



GI 5042458 Score 280 

Exons 8576.. 8598, 10160 10522, 11198.. 11227 

GI .Descrip. (AC007789) putative geranylgeranyl pyrophosphate synthase [Oryza 
sativa] 



Seq. No. 48065 Seq. ID 

Gene No. 102286 Strand 

Start 2655 End 

Name OJ000115_38 . 0403 . C9 . o4 . gs * Method 

Start 11744 End 

GI none Score 

Exons 11744. .13246 



OJ000115_38.0403.C9 
+ 

14348 
GEN SCAN 
13246 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000115 38. 0403. C9 



48065 
102286 
2655 

OJ000115_38.04 03.C9.o5.np 
11765 
6850873 
11765.. 13243 

(AL132959) putative protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

14348 
AAT/NAP 
13243 
1169 



48065 Seq. ID 

102286 Strand 

2 655 • End 

OJ000115_38 . 0403 . C9 . ol . gp Method 

12673 End 

61547J..R1084 Score 
12673. .12951 

'2160166 3.0e-09 (AC000132) No definition line found 
[Arabidopsis thaliana] ' 



OJ000115_38.0403.C9 
+ 

14348 
AAT/GAP 
12951 
486 



48065 

102287 

560 

OJ000115_J38.0403.C9.ol.-gs 

560 

none 

560. .1438, 1534. .2395, 2615. 
5063. .5208, 5709. .5717 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_38.0403.C9 

5717 
GENSCAN 
5717 
.73 



.4483, 4661. .4708, 4797. .4934, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



48065 Seq. ID OJ000115_38 . 0403 . C9 

102287 Strand 

560 End 5717 

OJ000115_38 . 04 03.C9.ol.np Method AAT/NAP 

563 End 4467 

6539553 Score 6747 • 

563. .4467 

(AP000836) Similar to Oryza australiensis ' retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | db j | BAA88206 . 1 I (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



48065 Seq. ID 

102288 Strand 

7019 End 

OJ000115_38 . 0403.C9.o2.gs Method 



OJ000115_38.0403.C9 

8921 
GENSCAN 



49774 




Start 


7019 


End 


8921 




GI 


none 


Score 


. 95 




Exons 


7019.. 7363, 7600.. 7749, 7860. 


. 8921 






Seq. No. 


4 oUoo 


Seq. ID 


OJ000115_ 


38 . 0403 . C9 


Gene No. 


102288 


Strand 






btarc 


7019 


End 


8921 




Name 


OJ000115 38.0403.C9.o3.np 


Method 


AAT/NAP 




Start 


7034 


End 


8831 




GI 


6505722 


Score 


551 




Exons 


7034.. 7357, 7597.17749, 7860. 


.8651, 8736.. 8.831 




GI Descrip. 


(AB032123) ribosomal RNA apurinic site 


specific 


lyase [Triticum 




aestivum] gi | 6513849 | dbj | BAA87876. 1 | (AB032124) 


ribosomal RNA 




apurinic site specific lyase 


[Triticum 


aestivum] 





Seq. No. 48065 Seq. ID 

Gene No. 102289 Strand 

Start 9042 End 

Name OJ000115_38 . 0403 . C9 . o2 . tw Method 

Start 699 End 

GI none Score 

Exons 699.. 1085:, 737.. 1084, 778.. 1086, 1100. 



OJ000115_38.0403.C9 
11524 

TBLASTX : Wheat • 

1175 

356 

1174, 1104. .1175 





















a; 


o e q . in o . 


4 O U OD 








oeq ■ lu 


UJUUU11D OO.UfiUJS 




U 1 


Liene wo . 


1 UZZ o i? 








o urano 








Start 


9042 








End 


11524 






Name 


OJ000115 38 


.0403 


.C9.o6 


. ts 


Method 


TBLASTX : Soybean 




i j 


o car c 


O Z / 








End 


1168 








none 








Score 


79 






Exons 


827. .1036, 


906. . 


1031, 


1055. , 


,1168, 1062 


. .1142 




: n? 


Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


,C9 




Gene No. 


102289 








Strand 








Start 


9042 








End 


11524 






Name 


OJ000115 38 


.0403 


.C9.o6 


. tm 


Method 


TBLASTX: Maize 






Start 


1031 








End 


1370 






GI 


none 








Score 


206 






Exons 


1031. .1369, 


1032 


. .1370 










%. 


Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 




Gene No. 


102289 








Strand 








Start 


9042 








End 


11524 






Name 


OJ000115 38 


.0403 


.C9.o4 


. ts 


Method 


TBLASTX : Soybean 






Start 


.1181 








End 


1526 






GI 


none' 








Score 


124 






Exons 


1181. .1525, 


1326 


. .1526 












v Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 




Gene No. 


102289, 








Strand 








Start 


9042 








End 


11524 






Name 


OJ000115 38 


.0403 


.C9.o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


1379 








End 


1923 






GI 


none 








Score 


48 






Exons 


1379. .1564, 


1389 


. .1511 


, 157E 


J.. .1923, 1603.. 1776 






Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 




Gene No. 


102289 








Strand 







49775 




Start 


9042 








End 


11524 




Name 


/*\ t ft ft ft i i c oe> 

OJ000115 38 


ft yi ft ft 

. 0403 


. C9 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


14 60 








End 


1924 




GI 


none 








Score 


52 




Exons 


1 A /'"ft ~\ r- / l 

14 60 . . 1567, 


1567 


. . 1923, 


1574 . 


.1672, 1606. .1788, . 1742. .1924 


Seq. No. 


4 8065 








Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102289 








Strand 


- 




Start 


9042 








End 


11524 




Name 


OJUOOllo 3o 


ft. A f\ "D 

. 04U3 


/—i ft -.o 
C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1594 








End 


ft ft c o 

205o 




GI 


5509260 








Score 


58 




Exons 


i r ft / ft ft i - ft 

1594 . . 2058 , 


1613 


. 1672, 


174 5. 


.1840, IE 


589. . 1957 




GI Descrip. 
















Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102289 








Strand 


- 




Start 


9042 








End 


11524 




Name 


OJ000115 38 


. 04 03 


C9 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


1705 








End 


1965 




GI 


none 








Score 


62 




Exons 


1705 . . 1965/ 


1 O ft C 


1 ft /" o 

. 1963 










Seq. No. 


48065 








Seq. ID 


OJ00011'5_38.0403 


.C9 


Gene No. 


102289 








Strand 






Start 


9042 








End ; 


11524 




Name 


A TAH A1 1 C ft ft 

OJ000115 38 


ft ji ft o 

. 0403 . 


C9 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1978 








End 


2733 




'GI 


none 








Score 


200 




Exons 


1 ft 1 ft ft ft 1 1 

1978 . . 2217 , 


1979 . 


.2137, 


1995 . 


.2225, 1998. .2195, 2246. .2725 




o o ^ n ft ~7 ft ~5 

2269 . .2733 














Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102289 








Strand 






Start 


9042 








End 


11524 




Name 


-r ft ft ft 1 1 r~ ft ft 

OJ000115_38 


. 0403 . 


C9 . o5 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2383 








End 


2781 ■ 




GI 


none 








Score 


38 




Exons 


ft ft ft ft ft C C /" 

2383 . . 2556, 


ft C 1 ft 

2510 . 


ft C A O 

. 2548 , 


2557 . 


.2781, 2603. .2773 




Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102289 








Strand 






Start 


9042 








End 


11524* 




Name 


/~\ T ft ft ft -1 1 t~ ft ft 

OJ000115 38 


. 0403 . 


C9 . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


2569 








End 


3003 




GI 


none 








Score 


76 




Exons 


ft C z'" ft ft ft ft ft 

2569 . . 3003, 


2594 . 


. 2752 










Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102289 








Strand 








J \J *i £~ 








End 


11524 




Name 


OJ000115 38 


.0403. 


C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2734 








End 


2925 




GI 


none 








Score 


186 




Exons 


2734. .2925, 


2734. 


.2925 










Seq. No. 


48065 








Seq. ID 


OJ000115_38.0403 


C9 



49776 



Gene No. 102289 

Start 9042 

Name OJ000115_38 . 04 03 . C9 . o7 . ts 
Start ., 2791 

GI none 

Exons 2791.. 3039, 3022.. 3177 

Seq. No. 48065 

Gene No. 102289 

Start 9042 

Name OJ000115_38 . 04 03 . C9 . o3 . tm 

Start 3204 

GI none 
Exons 



Strand 
End 

Method 

End 

Score 



11524 

TBLASTX : Soybean 

3177 

88 



Seq. ID OJ000115_38.0403.C9 
Strand 
End 

Method 
End 
Score 



11524 

TBLASTX: Maize 

3526 

395 



3204. .3371, 3205. .3519, 3206. .3499, 3272. .3526 



Seq. No. 48065 Seq. ID 

Gene No. 102289 Strand 

Start 9042 End 

Name OJ000115_38 . 0403 .C9 . o4 . tm Method 

Start 4025 ' End 

GI none Score 

Exons 4025.. 4330, 4027.. 4338 



OJ000115_38.0403.C9 
11524 

TBLASTX: Maize 

4338 

297 



Seq. No. 48065 Seq. ID 

Gene No. 102289 Strand 

Start 9042 . End 

Name OJ000115_38 . 0403 . C9 . o4 . tw Method 

Start 4087 End 

GI none .Score 

Exons 4087.. 4473, 4088.. 4462 



OJ000115_38.0403.C9 
11524 

TBLASTX: Wheat 

4473 

258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ... 

Exons 



48065 Seq. ID 

102289 Strand 

9042 End 

OJ00.0H5_38 . 04 03 . C9 . o3 . gs Method 

9042 End 

none Score 



OJ000115_38.0403.C9 

11524 
GENSCAN 
11524 
.6 



9042. .9108, 9269. .9343, 9776. .9875, 10044 .. 10170 , 10230 1054 9, 
10587. .10673, 11302 .. 114 70, 11516. .11524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48065 
102290 
11837 
OJ000115 
11837 
none 
11837 
11957 
12464 
12724 



38.0403.C9.ol.tm 



11908, 
12025,. 
12532, 
12849, 



11842. 
12137. 
12583. 
12731. 



,11922, 
, 12307, 
12666, 
, 12850 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11893. .12009, 
12145. . 12528, 
12628. . 12654, 



OJ000115 38. 0403. C9 



13258 

TBLASTX: Maize 
12850 
77 

11924. .12025, 
12161. . 12643, 
12673. .12723, 



Seq. No. 48065 Seq. ID 

Gene No. 102290 Strand 

Start 11837 End 

Name OJ000115_38 . 04 03 . C9 . ol . ts Method 

Start 12128 End 

GI . . none Score 



OJ000115_38.0403.C9 
13258 

TBLASTX : Soybean 

12913 

398 



49777 




Exons 


12128 . . 12304, 12148 . 


. 12474, 


12161. .12490, 12487. .12519, 






12488. .12520, 12521. 


. 12643, 


12580. .12654, 12700 .. 12846, 






12731 . . 12874, 12838 . 


. 12897, 


12851. .12913 




Seq. No. 


48065 




Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102290 




Strand 






Start 


11837 




End 


13258 




Name 


OJ000115_38.0403.C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


12145 




End 


13246 




GI 


none 




Score 


236 




Exons 


12145 . . 12387, 12167 . 


. 12388, 


12385. .12528, 12395 12532 , 






12620. . 12643, 12737 . 


. 12793, 


12851. . 12904, 12856. .12897, 






rt, r\ r*S rt * *■ rt rt rt rt 

12982. . 13245, 12983. 


. 13246 








Seq. No. . 


48065 




Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102290 




Strand 






Start 


11837 




End 


13258 




Name 


OJ000115_38 . 0403. C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12661 




End , 


12913 




GI 


none 




Score ' 


290 




Exons 


12661. . 12897, 12689. 


. 12913, 


12746. . 12907 




Seq. No. 


48065 




Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102290 




Strand 






Start 


11837 




End 


13258 




Name 


OJ000115_38 . 04 03 . C9. 


o2 . tm 


Method " 


.TBLASTX: Maize 




Start 


12967 




End 


■ 13258 




GL 


none 




Score 


4 63 




Exons 


12967. .13239, 12968. 


. 13258 








Seq. No. 


48065 




Seq. ID 


OJ000115_38.0403 


.C9 


Gene No. 


102290 




Strand 






Start 


11837 




End 


13258 




Name 


OJ000115 38 . 0403.C9. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


12980 




End 


13243 




GI 


,none 




Score 


117 




Exons 


12980. . 13060/ 12994. 


. 13053, 


13061. .1324 3, 13061. .13105, 






13087 . . 13242 










Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102291 




Strand 


+ 




Start 


1536 




End 


3763 




Name 


OJ000315 26. 0406. C2. 


ol . gs 


Method 


GENSCAN 




Start 


1536 




End 


3763 




GI 


none 




Score 


.57 




Exons 


1536. .1729, 1966.. 2342, 2409 


..2646, 2698. .2774, 3149. .3279 




3586.. 3763 










Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102292 




Strand 


+ 




OLaJ.1. 


4758 




End 


4972 




Name 


OJ000315 26. 0406. C2. 


o2.gs 


Method 


GENSCAN 




Start 


4758 




End 


- 4972 




GI 


none 




Score 


.72 




Exons 


4758. .4846, 4891. .4972 








Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 



49778 




Gene No. 


102293 




Strand 






Start 


2010 




End 


2297 




Name 


OJ000315 26. 


0406.C2.ol.np 


Method 


AAT/NAP 




Start 


2010 


End 


2297 




GI 


7340702 




Score 


232 




Exons 


2010. .2297 










GI Descrip. 


(AL162507) ATP-dependent ' RNA 


helicase- 


like protein [Arabidc 




thaliana] . 










Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102294 




Strand 






Start 


6460 




End 


7061 




Name 


OJ000315_26. 


0406.C2.o3.qs 


Method 


GENSCAN 




Start 


6460 




End 


7061 




GI 


none 




Score 


.77 




Exons 


6460 . . 6572, 


6938. .7061 








Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


,C2 


Gene No. • 


102295 




Strand 






Start 


13609 




End 


15018 




Name 


OJ000315 26. 


0406.C2.o2 .ts 


Method 


TBLASTX: Soybean 




Start , 


1998 




End 


2300 ' 




GI 


none 


*'.'' 


Score 


96 




Exons 


1998 . .2141, 


2007. .2174, 2014. 


.2175, 2214. .2300, 2247. .2297 


Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


.Gene No. 


102295 




Strand 






Start 


13609 




End 


15018 




Name 


OJ000315 26. 


0406.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


2007 




End 


2300 




GI 


none 




Score 


134 




Exons 


2007. .2174, 


2011. .2175, 2229. 


.2300 






Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102295 




Strand 






Start 


13609 




End 


15018 




Name 


OJ000315_26. 


0406.C2.o2 . tm 


Method 


TBLASTX: Maize 




Start 


2091 




End' ' 


2303 




GI 


none 




Score 


85 




Exons 


2091. .2144, 


2091.. 2303, 2092. 


.2181, 2226. .2303 




Seq. No. 


48066 




Seq. ID 


QJ000.315_26.0406 


.C2 


Gene No. 


102295 




Strand 






Start 


13609 




End 


15018 




Name 


OJ000315 26. 


0406.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


13609 




End 


14628 




GI . . 


none 




Score 


80 




Exons 


13609. .13683 


, 13669. .13767, 13774 .. 14469, 13903 13995 , 






13916. .14470 


, 14515. .14628 








Seq. No. 


48066 




Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102295 




Strand 






Start 


13609 




End 


.15018 




Name 


OJ000315 26. 


0406.C2.o2.np 


Method 


AAT/NAP 




Start 


13609 




End 


15018 




GI 


6983690 




Score 


998 




Exons 


13609. .14658 


, 14855.. 15018 









49779 



GI Descrip. (AJ132636) AE9 stearoyl-ACP desaturase [Gossypium hirsutum] 



Seq. No. 


48066 


Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


AT 

102295 


Strand 






Start 


13609 


End 


15018 




Name 


OJ000315 26. 0406.C2.ol . tw 


Method 


TBLASTX: Wheat 




Start 


13624 


End 


14011 




GI 


none 


Score 


119 




Exons 


13 624.. 13764, 13 62 4.. 137 64, 


137 65. .13809, 137 65 .. 14 010, 






13903. . 13986, 13916. .14011 








Seq. No. 


4 8066 


Seq. ID 


OJ000315_26.0406 


. C2 


Gene No. 


102295 


Strand 






Start 


13609 


End 


15018 




Name 


OJ000315 26 . 0406 . C2 . ol . tc 


Method 


TBLASTX: Cress 




Start 


1364 5 


End 


14628 




GI 


none 


Score 


306 




Exons 


13645.. 137 67, 137 74.. 14469, 


13916. .14455, 14515. .14628 




Seq. No. 


48066 


Seq. ID 


OJ000315_26.0406 


.C2 


Gene No. 


102295 


Strand 






Start 


13609 


End 


15018 




Name 


OJ000315_26. 0406.C2 .ol . ts 


Method 


TBLASTX: Soybean 




Start 


13669 


End 


14 616 




GI 


none 


Score 


40 




Exons" 


13669. . 13767, 13774 14469, ' 


13777.'. 13812, 1391 6 .. 14470, 






14515. . 14616 








Seq. No. 


48067 


Seq. ID 


OJ000315 26.0406, 


. C3 


Gene No. 


102296 


Strand 


'+ 




Start 


1969 


End 


2025 




Name 


OJ000315_26 . 04 06 . C3 . ol . gp 


Method 


AAT/GAP 




Start 


1969 


End 


2025 




GI 


3759960 


Score 


57 




Exons 


1969. .2025 








Seq. No. 


48067 


"Seq. ID 


OJ000315_26.0406, 


.C3 


Gene No. 


102297 


Strand 






Start 


1175 


End 


1294 




Name 


OJ000315 26.0406.C3.ol.np 


Method 


AAT/NAP 




Start 


1175 


End 


1294 




GI. 


7106528 


Score 


68 




Exons 


1175. .1294 








GI Descrip. 


(AP001278) EST D4077 4 {S2920 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


48067 


Seq. ID 


OJ000315_26.0406. 


,C3 


Gene No. 


102298 . 


Strand 






Start 


1239 


End 


1910 




Name 


OJ000315 26.0406.C3.o2.gs 


Method 


GENSCAN 




Start 


1239 


End 


1910 




GI 


none., . 


Score 


.59 




Exons 


1239'. .1348, 1715. .1910 








Seq. No. 


48068 


Seq. ID 


OJ000315_26.0406. 


■ C5 


Gene No. 


102299 


Strand 


+ 




Start 


3255 


End 


5220 





49780' 



Name OJ000315_26 . 0406 . C5 . ol . gp Method AAT/GAP 

Start 3255 End 5220 

GI 1042_1.R1084 Score 1242 

Exons" 3255.. 331-4, 3420.. 3617, 3743.. 3795, 40-41.. 4096, 4210.. 4262, 

4898.. 5220 

GI Descrip. 1 1835731 3.0e-61 (U86018) photosystem II 10 kDa polypeptide 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48068 

102299 

3255 

OJ000315_26.0406.C5.ol.gs 

3482 

none 



Seq.. ID OJ000315_26.0406.C5 

Strand + 

End 5220 

Method GENSCAN 

End 4992 

Score .72 



3482. .3617, 3743. .3795, 4041. .4096, 4210. .4262, 4898. .4992 



Seq. No. 48068 

Gene No. 102299- ' 

Start 3255 

Name OJ000315_26 . 04 06 . C5 . ol . np 

Start 3494 

GI" 7443194 

Exons 3494.. 3617, 3743. .3795, 4041. 
GI Descrip. photosystem II 10K protein 



Seq. ID 

Strand 
•End 

Method 

End 

Score 
.4096, 



OJ000315_ 
+ 

522 0- - 
AAT/NAP 
4989 
535 ■ ' 
4210. .4262, 



26. 0406. C5 



4898. .4989 



rice gil 1835731 | gb | AAB4 67 18 . 1 | 



.(U86018) photosystem II 10 kDa polypeptide [Oryza sativa] 



Seq. No. 48068 ~ Seq. ID 

Gene No. . 102300 Strand 

Start 6139 End 

Name OJ000315_26 . 04 06 . C5 . o2 . gs Method 

Start 6139 End^ 

GI none Score 

Exons 6139.. 6254, 6393.. 6476 



OJ000315_26.0406.C5 
+ 

6476 
GENSCAN 
6476 
.66 



Seq. No. 


48069 






Seq. ID 


OJ000315 


_26.0406, 


.C6 


Gene No. 


102301 






Strand 


+ 






Start 


44 






End 


355 






Name 


OJ000315 26. 0406. C6 


.ol 


.gs 


Method 


GENSCAN 






Start 


44 






End 


355 






GI 


none 






Score 


.57 






Exons 


44. .157, 228. .355 














Seq. No. 


48069 






Seq. ID 


OJ000315^ 


_26.0406, 


.C6 


Gene No. 


102302 






Strand 








Start 


1022 






End 


1161 






Name 


OJ000315 26. 0406. C6 


.o2 


.gs 


Method 


GENSCAN 






Start 


1022 






, End 


1161 






GI 


none 






Score "' 


. 65 






Exons 


1022. .1161 















Seq. No. 48070 

Gene No. 102303 

Start 18 

Name OJ000315_26 . 04 06 . C8 . ol . gs 

Start 18 

GI none 
Exons 



Seq. ID OJ000315_26.0406.C8 



Strand 
End 

Method 

End 

Score 



+ 

7893 
GENSCAN 
7893 
.44 



18. .243, 572. .629, 1108. .1196, 2139. .2221, 3088. .3174, 



49781 



3765. .3873, 4258. .4434, 5746.-5899, 7815. .7893 



Seq. No. 48070 
Gene No. 102303 
Start 18 

Name OJ000315_26. 0406.C8 .ol .gp 

Start .68 
GI 28152_1.R1084 
■Exons 68.. 243, 572.. 661, 738.. 1233 

GI Descrip. 1 4 17 6420/dbj | BAA37 1 67 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ000315_26.0406.C8 

Strand + 

End 78 93 

Method AAT/GAP 

End 1233 

Score 1444 





Seq. No. 


48070 


Seq. ID 


OJ000315 


26 


.04 06. 


C8 




Gene No. 


102303 


Strand 


+ 










Start 


18 


End 


i o n *5 

7893 










Name 


OJ000315 26.0406.C8.ol.np 


Method 


"ft TV m / 11 7\ T""V 

AAT/NAP 










Start 


1116 


End 


C f\ Q C. 










GI 


7242910 


Score 


73 










Exons 


1116. .1180, 4193. .4373, 4990. 


.5086 












Gi Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 










Seq. No. 


48070 


Seq. ID 


OJ000315_ 


_26 , 


,04 06. 


C8 




Gene No. 


102304 


Strand 


+ 










Start 


9180 


End 


9947 








\J 


Name 


OJ000315 26.0406.C8.o2.np 


Method 


"TV "TV m J XT TA J~\ 

AAT/NAP 








L\ I 


Start 


9180 


End 


9947 










GI 


7523502 


Score 


167 - 








fi 


Exons 


9180. .9277, 9588. .9683, 9730. 


.9947 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








a 


Seq. No. 


48070 


Seq. ID 


OJ000315_ 


_26 , 


. 0406 . 


C8 


f y 


Gene No. 


102305 


Strand 












Start 


9001 


End 


9883 








5 

r : " 


Name 


OJ000315 26.0406.C8.o2.gs 


Method 


GENSCAN 








■asr 


Start 


9001 


End 


9883 










PT 


none 


Score 


.8 










Exons 


9001.. 9117, 9536. . 9625/ 9650. 


.9883 












Seq. No. 


48071 


Seq. ID 


OJ000315_ 


_26. 


.0406. 


C9 




Gene No. 


102306 


Strand 


+ 








L. ~2 


Start 


222 


End 


320 










Name 


OJ000315 26.0406.C9.ol.gs 


Method 


GENSCAN 










Start 


222 


End 


320 










GI 


■ none 


Score 


.4 










Exons 


222.. 320 














Seq. No. 


48072 


Seq. ID. 


OJ-000315_ 


26. 


,0406. 


CIO 




Gene No. 


102307 


Strand 


+ 










Start 


1525 


End 


1673 










Name 


OJ000315 26.0406.C10.ol.np 


Method 


AAT/NAP 










Start 


1525 


End 


1673 










GI 


4587514 


Score 


126 










Exons 


1525. .1673 














GI Descrip. 


(AC007060) Similar to W08.E3.3 


gi 13880615 putative GTP-binding 



protein from C. elegans cosmid gb|Z92773. 
from this gene. [Arabidopsis thaliana] 



EST gb|AA597331 comes 



49782 



Seq. No. 48072 Seq. ID OJ000315_26 . 0406 . CIO 

Gene No. 102308 Strand 

Start 1438 End 1614 

Name OJ000315_26 . 0406 . CIO . ol . gp Method AAT/GAP 

Start - 1438 End 1614 

GI 33691_1.R1084 Score 329 

Exons 1438.. 1614 

GI Descrip. ' 4587514/gb | AAD25745. 1 | AC007060_3 2.0e-74 (AC007060) Similar to 
W08E3.3 gi_3880615 putative GTP-binding protein from C. elegans 
cosmid gb_Z92773. EST gb_AA597331 comes from this gene. 
[Arabidopsis thaliana] 1 



Seq. No. 48073 Seq. ID 

Gene No. 102309 Strand 

Start 176 End 

Name OJ000315_26 . 0406 . Cll . ol . gs Method 

Start 176 End 

GI none .Score 
Exons .. 



OJ000315_26. 0406. Cll 
+ 

3865 
GENSCAN 
3865 
.77 



176:. 343, 426. .549, 763. .881, 939. .1037, 1161. .1274, 1875.'. 1939, 
2192. .2213, 3185. .3277, 3627. .3677, 3767. .3865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



48073 
102309 
176 

OJ000315_26. 0406. Cll. ol.np 
176 

4587514 

176. .343, 426..5'49, 763. .854, 
2027. .2142, 2553. .2628, 3185. 
(AC007060) Similar to W08E3.3 
protein from C. elegans cosmid gb|Z92773. 
from this gene. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_26.0'406'.C11 
+ 

3865 
AAT/NAP 
3862 
1310 

939. .1037, 1161. .1274, 1875. .1939, 
3277, 3627. .3677, 3767. .3862 
gi I 3880615 putative GTP-binding 

EST gb|AA597331 comes 



4 8073 
102309 

176 ... . 

OJ000315_2 6.0406.Cll.ol.gp 
793 

15492 1.R1084 



OJ000315_ 
+ 

3865 
AAT/GAP 
3811 
1098 
.1939, 2027 



26. 0406. Cll 



Seq. ID 
Strand 
End' 
Method 
End 

_ Score 
793. .854, 939. .1037, 1161. .1274, 1875. 
2553. .2628, 3185. .3277, 3627. .3677, 3767. .3811 

M587514/gb|AAD25745.1|AC007060_3 1.0e-100 (AC007060) Similar to 
W08E3.3 gi_3880615 putative GTP-binding protein from C. elegans 
cosmid gb_Z92773. EST gb_AA597331 comes from this gene. 
[Arabidopsis thaliana] 1 



.2142, 



Seq. .No. ' 


48073. 


Seq. ID 


OJ000315_ 


_26.0406 


.Cll 


Gene No. 


102310 


Strand 


+ 






Start 


5889 


End .. 


6047 






Name 


OJ000315 26. 0406. Cll .o3.gs 


Method 


GENSCAN 






Start 


5889 


End 


6047 






GI 


none 


Score 


.99 






Exons 


5889. .6047 










Seq. No. 


48073 


Seq. ID 


OJ000315_ 


_26.0406 


.Cll 


Gene No. 


102311 


Strand 


+ 






Start 


14603 


End 


15911 







49783 




Name 


OJ000315_26. 0406.C11 . o3 ,np 


Method 


AAT/NAP 


Start 


14603 


End 


15911 


GI 


5777617 


Score 


67 


Exons 


14 603 . . 14 637, 15814 . .15911 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


48073 


Seq. ID 


OJ000315 26.0406.C11 


Gene No. 


102312 


Strand 




Start 


4424 


End " 


6639 


Name 


OJ000315_2 6. 04 06. CI 1 ,o2 .gs 


Method 


GENS CAN 


Start 


4424 


End 


5563 


GI 


none 


Score 


.86 


Exons 


4424 . . 5563 






Seq. No. 


48073 


Seq. ID 


OJ000315_26.0406.C11 


Gene No. 


102312 


Strand 




Start 


4424 


End 


6639 


Name 


OJ000315_2 6-.0406.Cll.o2.np 


Method 


AAT/NAP 


Start 


4436 


End 


6639 


GI 


6957725 


Score 


885 


Exons 


4436. . 5481, 6615 . . 6639 






GI Descrip. 


(AC021640) putative stearoyl- 


acyl carrier protein desatur'ase 




[Arabidopsis thaliana] 






Seq. No. 


48073 


Seq. ID 


OJ000315_26.0406.C11 


Gene No. 


102312 


Strand 




Start 


4424 


End 


6639 


Name 


OJ000315 26.0406.Cll.o2.gp 


Method 


AAT/GAP 


Start 


5785 


End 


6068 


GI 


569110 


Score 


526 


Exons 


5785 . . 6068 






Seq. No. 


48073 


Seq. ID 


OJ000315_26.0406.C11 


Gene No. 


102313 


Strand 




Start 


16679 


End 


17322 


Name 


OJ000315 26.0406.Cll.o4 .np 


Method 


AAT/NAP 


Start 


16679 


End 


17322 


GI 


6016690 


Score 


317 


Exons 


16679. .16787, 16909.. 17322 






GI Descrip. 


(AC009991) unknown protein [Arabidopsis 


i thaliana] 


Seq. No. 


48073 


Seq. ID 


OJ000315_26.0406.C11 


Gene No. 


102314 


Strand 




Start 


17497 


End 


18162 • 


Name 


OJ000315 26.0406.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


151 


End 


3870 


GI " 


none 


Score 


291 


Exons 


151. .294, 176. .346, 176. .346, 


178. .357, 


243. .359, 423. .557, 




423.-542, 424. .543, 425... 565, 


759. .869, 


765. .854, 800. .859, 




933. .1040, 936. .1034, 937. .1047, 938. .1048, 1155. .1277, 




1158. .1283, 1159. .1281, 1160. 


.1282, 1875. .1940, 1916. .1939, 




2039. .2137, 2039. .2140, 2041. 


.2142, 2044. .2142, 2551. .2631, 




2554. .2631, 3177. .3278, 3182. 


.3283, 318 


4. .3279, 3544. .3576, 




3626. .3676, 3627. .3677, 3757. 


.3870, 3766.-3864 


Seq. No. 


48073 


Seq. ID 


OJ000315_2 6. 04 06.C11 


Gene No. 


102314 


Strand 





49784 




Start 


17497 




End 


18162 


Name 


OJ000315 26.0406.Cll.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


■168 




End 


3864 


GI. 


none 




Score 


87 


Exons 


168. .344, 175. .294, 176 


. . 355, 


240. .347 


, 423. .557, 425. .574, 




425. .571, 759. .869, 765 


. . 854 , 


915. .1055, 1136. .1282, 1158.. 




1875. . 1940, 2039.. 2134, 


2043 . 


.2123, 2044. .2136, 2551. .2631, 




2565. .2630, 3182. .3283, 


3184 . 


.3279, 3611.. 3676, 3627.. 3677, 




3757 ...3864, 3767.. 3826 








Seq. No. 


48073 




Seq. ID 


OJ000315_26. 0406. Cll 


Gene No. 


102314 




Strand 




Start 


17497 




End 


18162 


Name 


OJ000315 26 . 0406 . Cll . o2 , 


. tc 


Method 


TBLASTX: Cress 


Start 


175 




End 


538 


GI 


none 




Score 


278 


Exons 


175. .294, 176. .355, 176, 


. .400, 


423. .536, 431. .538, 442. .537 


Seq. No . 


48073 




Seq. ID 


OJ000315_26. 0406. Cll 


Gene No. 


102314 




Strand 




Start 


17497 




End 


18162 


Name 


OJ000315 26. 0406. Cll. ol. 


, tw 


Method 


TBLASTX : Wheat 


Start 


458 




End 


1916 


GI 


none 




Score 


141 


Exons 


458. .556, 459..5S7, 762. 


. .869, 


765. .854 


, 915... 1055, 933.. 103' 




937.. 1038, 938... 1039, 1158.. 1283, 1160 


..1276, 1875.. 1916 


Seq. No. 


48073 




Seq. ID 


OJ000315_26. 0406. Cll 


Gene No. 


102314 




Strand 




Start 


17497' 




End 


18162 


Name 


OJ000315 26. 0406. Cll. o3. 


. tc 


Method 


TBLASTX: Cress 


Start 


3611 




End 


3867 


GI 


none 




Score 


70 


Exons 


3611. .3673, 3627. .3677, 


3766. 


.3867, 3767.. 3826 


Seq. No. 


48073 




Seq. ID 


OJ000315_26. 0406. Cll 


Gene No. 


102314 




Strand 




Start . r 


17497 




End 


18162 


Name 


OJ000315 26. 0406. Cll. ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


4433 




End 


5449 


GI 


none 




Score 


100 


Exons 


4433. .4519, 4505. .4606, 


4601. 


.4912, 4641. .4877, 4904. .5326, 




4929. .5327,' 5324. .5449, 


5325. 


.5369 




Seq. No. 


48073 




Seq. ID 


OJ000315_26. 0406. Cll 


Gene No. 


102314 




Strand 




Start 


17497 




End 


18162 


Name 


OJ000315 26. 0406. Cll. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4451 




End 


14124 


GI 


none 




Score 


44 


Exons 


4451. .4591, 4553. .4591, 


4592. 


.4681, 4592. .4837, 4641. .4838, 




14008. .14124 








Seq. No. 


48073 




Seq. ID 


OJ000315_2 6.04 0 6.C11 


Gene No. 


102314 




Strand 




Start 


17497 




End 


18162 


Name 


OJ000315 26. 0406. Cll. ol. 


tm 


Method 


TBLASTX: Maize 



49785 



Start 
GI 

JSxons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 475 
none 

4475. .4594, 4601. .4912, 4641, 
5331.. 5372, 5339.. 5461 



End 54 61 .i> 

Score 97 

,4874, 4922.. 5326, 4929.. 5327, 



48073 

102314 

17497 

OJ000315_26.04 06.Cll.ol. tc 

4502 
none 



Seq. ID OJ000315_26.0406.C11 
Strand 

End 18162 

Method TBLASTX : Cress 

End 5461 

Score 87 

4502. .4594, 4601. .4912, 4641. .4874, 4904. .5326, 4929. .5327, 
5324. .5461, 5325.-5369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' . 

Exons 



48073 

102314 

17497 

OJ000315_26. 04,06. Cll.o3.ts 

16640 

none 

16640. .16786, 16661 .. 16783, 
17197. .17271 



Seq. ID OJ000315_26.0406.C11 
Strand 

End 18162 

' Method TBLASTX: Soybean 

End 17271 

Score 93 
16908. .16958, 16954 .. 17097 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
.'Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48073 Seq. ID 

102314 Strand 

17497 . End 

OJ000315_2 6.0406.Cll.o5.np Method 

17497 End 

5777617 Score 
17497. .17615, 17978. .18162 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000315_2 6.04 06.C11 

18162 
AAT/NAP 
18162 
76 



48074 Seq. ID 

102315 Strand 

1 End 

OJ000315_12 . 04 12 . C2 . ol . np Method 

1 End 

7441408 Score 
1..74, 314. .370, 544. .600, 702. .793, 
myosin-like protein my4 - 
gi | 24 4 4178 | gb | AAB71528 . 1| 
[Helianthus annuus] 

48074 

102315 Strand 

1 End 

OJ000315_12 . 04 12 . C2 . ol . gs Method 

544- End 

none Score 
544. .600, 702. .782, 946. .1064, 1432. .1546 



12. 0412. C2 



OJ000315_ 
+ 

1546 
AAT/NAP 
1543 
'247 
1359. .1543 
common sunflower 
(U94784) unconventional myosin 



Seq. ID OJ000315_12.Q412.C2 
+ 

1546 
GENSCAN 
1546 
.67 



48074 Seq. ID 

102316 Strand 

2989 End 

OJ000315_12 . 04 12 . C2 . o3 . np Method 

298 9 End 

6630699 Score 



OJ000315_12.0412.C2 
+ 

3977 
AAT/NAP 
3977 
80 



49786 



Exons 

GI Descr.ip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2989.. 3060, 3686.. 3977 
(AP000969) hypothetical protein [Oryza sativa] 



gil 6721536 | dbj IBAA89566. 1 | 
[Oryza sativa] 

48074 

102317 

8979 

OJ000315_12 . 04 12 . C2 . o4 . gs 

8979 

none 

8979. .9266 



(AP001073) hypothetical protein 



Seq. ID OJ000315_12.0412.C2 

Strand + 

End 9266 

Method GENSCAN 

End 9266 

Score .71 



Seq. No. 48074 Seq. ID 

Gene No. 102318 Strand 

Start 1973 End 

Name OJ000315_12 . 0412 . C2 . o2 . gs Method 

Start 1973 End 

GI " none Score 

Exons 1973.. 3082 



OJ000315_12.0412.C2 

3082 
GENSCAN 
3082 
.56 



Seq. No. 


48074 


Seq. ID 


OJ000315_12.0412 


.C2 


Gene No. 


102318 


Strand 






Start 


1973 


End 


3082 




Name 


OJ000315 12. 0412. C2 


,o2.np Method 


AAT/NAP 




Start 


2000 


End 


3067 




GI 


5031283 


Score 


739 




Exons 


2000. .3067 








GI Descrip. 


(AF139500) unknown 


[Prunus armeniaca] 






Seq. No. 


48074 


Seq. ID 


OJ000315_12.0412 


.C2 


Gene No. 


102319 


Strand 






Start 


3836 


End 


9735 




Name 


OJ000315 12. 0412. C2 


. o2.tm Method 


TBLASTX: Maize 




Start 


306 


End 


1546 




GI 


none 


Score 


64 




Exons 


306. .371, 311. .391, 


313. .372, 540. .596, 


543. .602, 544 . . 


603, 




544. .603, 704. .784, 


704. .745, 705. .785, 


708. .782, 1429. 


.154 



1430. .1546, 1442. .1543 



Seq. No. 48074 

Gene No. 102319 

Start 3836 

Name OJ000315_12 . 04 12 . C2 . ol . tc 

Start 2000 

GI none 

Exons 2000.. 2086, 2150.. 2185, 2186. 
2630. .2737 



OJ000315_12.0412.C2 
9735 

TBLASTX: Cress 

2737 

88 



Seq. ID 
Strand 
End 

Method • 
End 
Score 

.2320, 2187. .2297, 2342. .2440, 



Seq. No. 48074 

Gene No. 102319 

Start 3836 

Name OJ000315_12 .0412. C2 . ol . ts 

Start 2000 

GI none 

Exons 2000.. 2089, 2150.. 2176, 2195. 

2531. .2596, 2600. .2854, 2637. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000315 12. 0412. C2 



9735 

TBLASTX: Soybean 
3026 
92 

2311, 2202. .2303, 2306. .2431, 
2849, 2942. .3019, 2943. .3026 



49787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48074 Seq. ID 

102319 Strand 

3836 ' " End 

OJ000315_12.0412.C2.ol.tm Method 

2024 End 

none Score 



OJ000315_12.0412.C2 
9735 

TBLASTX: Maize 

3035 

108 



2024. .2089, 2180. 
2399.. 2431, 2531. 
2945. .3019, 2946. 



,2296, 2181.. 2297, 2331.. 2393, 2345.. 2431, 
,2596, 2585. .2722, 2630. .2710, 2741. .2818, 
,3035 



Seq. No. 48074 
Gene No. 102319 
Start 3836 

Name OJ000315_12 . 04 12 . C2 . ol . tw 

Start 2541 
GI none 

Exons 2541.. 2600, 2546.. 2602, 2582. 

2721.. 2942, 2933.. 3019, 2940. 
5643. .5726 



Seq. ID OJ000315_12.0412.C2 
Strand 

End 9735 

Method TBLASTX : Wheat 

End 5726 

Score 55 

.2692, 2690. .2941, 2702. .2842, 
.3041, 3012.. 3041, 5523.. 5615, 



Seq. No. 


48074 Seq. ID 


OJ000315_ 


_12, 


.0412 


-C2 


Gene No. 


102319 Strand 










Start 


3836 End 


9735 








Name 


OJ000315 12.0412.C2.o4.np Method 


AAT/NAP 








Start 


3836 End 


, 6584 


... 






GI 


6069653 Score 


833 








Exons 


3836.-3863, 4500. .5433, 5586. .6584 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48074 Seq. ID 


OJ000315_ 


12 , 


.0412 


.C2 


Gene No. 


102319 Strand 










Start 


3836 End 


9735 








Name 


OJ000315 12.0412.C2.o5.np Method 


AAT/NAP 








Start 


6162 End 


9735 








GI 


5777623 Score 


1072 








Exons -.. 


6162. .6208, 7725. .7982, 8781. .9289, 9468. .9735 








GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 








Seq. No. 


48075 Seq. ID 


OJ000315_ 


12. 


,0412 


.C3 


Gene No. 


102320 Strand 


+ 








Start 


456 End 


.830 








Name 


OJ000315 12.0412.C3.ol.gs Method 


• GENSCAN 








Start 


456 • End 


830 








GI 


none Score 


.56 








Exons 


456. .555, 731. .830 










Seq. No. 


48075 ■ Seq. ID 


OJ000315_ 


12. 


0412 


.C3 


Gene No. 


102321 Strand 


+ 








Start 


1316 End 


1740 








Name 


OJ000315 12.0412.C3.ol.gp Method 


AAT/GAP 








Start 


1316 End 


1740 








GI 


4878407 Score 


654 . 








Exons 


1316. .1740 










GI Descrip. 


6069643/dbj IAP000616.il AP000616 1.0e-152 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 



49788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48075 
102322 
7818 

OJ000315_12.0412.C3.o3.np 
.7818 
4432818 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7818. .7840, 8981. .9329, 9404. .9564 

(AC006593) ethylene reponse factor-like AP2 domain transcription 
factor [Arabidopsis thaliana] 



OJ000315__12.0412.C3 
+ 

9564 
AAT/NAP 
9564 
322 



Seq. No. 48075 Seq. ID 

Gene No. 102322 Strand 

Start 7818 End 

Name OJ000315_12 . 04 12 . C3 . o3 . gs Method 

Start 8798 End 

GI none Score 

Exons 8798.. 9205, 9239.. 9358 



OJ000315_12.0412.C3 
+ 

9564 
GENSCAN 
9358 
.64 



Seq:- No. 48075 Seq.' ID 

Gene No. 102323 Strand 

Start 12043 End 

Name OJ000315_12 . 04 12 . C3 . o2 . gp Method 

Start 12043 End 

♦ v GI none ; Score 

Exons 12043.. 12458 



OJ000315_JL2.0412.C3 
+ • 

12458 
AAT/GAP 
12458 
667 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48075 Seq. ID 
102324 K Strand 

16337 End- 

OJ000315_12 . 04 12 . C3 . o4 . gp Method 

16337 End 

none Score 
16337. .16701 



OJ000315_12.0412.C3 
+ 

16701 
AAT/GAP 
16701 
657 



48075 Seq. ID OJ000315_ 

102325 Strand + 

20823 End 24468- 

OJ000315_12 . 04 12 . C3 . 06 . np Method AAT/NAP 

20519 End 21092 

7447301 Score 492 
20519. .21092 

glutathione transferase (EC 2.5.1.18) - rice 

gi|2944088|gb|AAC05216.1| (AF050102) glutathione 
[Oryza sativa] 



12. 0412. C3 



s-transf erase 



48075 

102325 

20823 

O'J000315_12.0412.C3.o6.gs 

20823 

none 



Seq.. ID OJ000315_12.0412.C3 

Strand + 

End 24468 

Method GENSCAN 

End 24468 

Score .48 



20823. .20946, 2 1964 .. 22206, 22274 .. 224 31 , 22629 .. 22702 , 
22873. .22927, 22986 .. 23078 , 23162 .. 23235 , 24390.. 24468 



Seq. No. 
Gene No. 
Start 



48075 

102325 

20823 



Seq. ID OJ000315_12.0412.C3 
Strand + 
End 24463 



49789 






Name 


OJ000315 12.0412.C3.o7.np 


Method 


AAT/NAP 






Start 


22330 


End 


24433 






GI 


6513925 


Score 


353 






Exons 


22330. .22467, 22629 22702, 


22873. .22927, 23004 


. .23078, 






23162. .23235, 23326 .. 23374 , 


23921. .24005, 24242 


; .24298, 






24390. .24433 










GI Descrip. 


(AC011664) unknown protein [Arabidopsis thaliana] 




Seq. No. 


48075 


Seq. ID 


OJ000315_ 


_12.0412.C3 




Gene No. 


102325 


Strand 


+ 






Start 


20823 


End 


24468 






Name 


OJ000315 12.0412.C3.o6.gp 


Method 


AAT/GAP 






Start 


23312 


End 


23716 






GI 


2309861 


Score 


748 






Exons 


23312. .23716 










beq. No. 


48075 


Seq. ID 


OJ000315_ 


_12.0412.C3 




Gene No. - 


102326 


Strand 








Start 


1 


End 


7532 






Name 


OJ000315 12.0412.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4360 






GI 


4680186 


Score 


404 




M 


Exons 


1..78, 1131. .1287, 1894. .2044, 4326. .4360 




%2 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 






Seq. No. 


48075 


Seq. ID 


OJ000315_ 


_12.0412.C3 


f y 


Gene No. 


• 102326 


Strand 








Start 


1 


End 


7532 




U 


Name 


' OJ000315 12.0412.C3.o2.gs 


Method 


GENS CAN 






Start 


2484 


End 


7532 




k: r 


GI 


none 


Score 


.54 




i y 


Exons 


2484.. 2639, 3034.. 3160, 3754 


..3866, 4204. .4367, 


4678. .4702, 






4753. .4894, 4987. .5069, 5219 


..5460, 6878. .6905, 


7515. .7532 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



48075 Seq. ID 

102326 Strand 
1 End 
OJ000315_12 . 04 12 . C3 . o2 . np Method 
2511 End 
5922620 Score 
2511. .2641, 3754. .4117, 4689. .4852, 
(AP0004 92) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000315_12.0412.C3 

7532 
AAT/NAP 
4937 
414 
4890. .4937 



Seq. No. 48075 Seq. ID 

Gene No. 102327 Strand 

Start 10715 End 15739 

Name OJ000315_12 . 04 12 . C3 . o4 . gs Method GENSCAN 

Start 10715 End 15739 

GI none Score .69 

Exons " 10715. . 10746, 11102 .. 11195, 128 64 .. 1304 3, 14340 

14695. . 14819, 15166 .. 15307 , 15387 .. 15530 , 15616 



OJ000315 12. 0412. C3 



14680, 
15739 



Seq. No. 



48075 



Seq. ID OJ000315 12. 0412. C3 



49790 




Gene No . 




Strand 






Start 


10715 


End 


15739 




Name 


OJ000315_12.0412.C3.o3.gp 


Method 


AAT/GAP 




btart 




End 


15025 




GI 


LIB3475-Q0D-P1-K1-B10 


Score 


772 




Exons 


14 4 dZ . . 14 o 1 y / 14940. .loUzo 








GI Descrip. 


4Dl^oy4/gD 1 AADzl /4 / . 1 | 5 . Ue 


-14 (AC006569) hypothetical 


pr« 




[Arabidopsis thaliana] 1 








Seq. No. 


4 0 y / 0 


Seq. ID 


OJ000315_12.0412, 


. C3 


Gene No. 


102327 


Strand 






Start 


10715 


End 


15739 




Name 


OJ000315 12.0412.C3.o4 .np 


Method 


AAT/NAP 




Start 


14597 


End 


15730 




GI 


4512694 


Score 


372 




Exons 


14597. .14819, 14 94 6 .. 15005 , 


15240. .15307, 15616.. 15730 




GI Descrip. 


(AC006569) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


48075 


Seq. ID 


OJ000315_12.0412, 


,C3 


Gene No. 


102328 


Strand 






Start 


16439 


End 


19126 




Name 


OJ000315 12.0412. C3.o6.tm 


Method 


TBLASTX: Maize 




Start 


2288 


End 


2522 




GI 


none 


Score 


129 




Exons 


2288.. 2410, 2300.. 2407, 2307 


..2408, 2407. .2514, 2409. .2522, 




2409. .2513, 2411. .2521 








Seq. No. 


48075 


Seq. ID 


OJ000315_12.0412. 


C3 


Gene No. 


102328 


Strand 








16439 


End 


19126 




Name 


OJ000315 12.0412.C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


9020 


End 


9414 




GI 


none 


Score 


222 




Exons 


9020.. 9220, 9028.. 9207, 9236 


..9268, 9236. .9286, 9355. .9414 


Seq. No. 


48075 ' 


Seq. ID 


OJ000315_12.0412. 


C3 


Gene No. 


102328 


Strand 






otart 


16439 


End 


19126 




Name 


OJ000315 12.0412.C3.o5.ts 


Method 


TBLASTX: Soybean 




btart 


9023 


End 


9202 




bl 


none 


Score 


194 




Exons 


9023.. 9202, 9028.. 9201 








Seq. No. 


48075 


Seq. ID 


OJ000315_12.0412. 


C3 


Gene No. 


102328 


Strand 






Start 


16439 


End 


19126 




Name 


OJ000315 12.0412.C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


9023 


End 


9223 




bl 


none 


Score 


186 




Exons 


9023.. 9223, 9025.. 9222 








Seq. No. 


48075 


Seq. ID 


OJ000315__12.0412. 


C3 


Gene No. 


102328 


Strand 






Start 


16439 


End 


19126 




Name 


OJ000315 12.0412.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


14475 


End 


15532 




GI 


none 


Score 


76 





49791 




Exons 


14475. .14618, 14479. 


, . 14535, 


14534. . 14560, 14627 


. . 14677, 






14690 . . 14800, 14694 , 


, . 14822, 


14695. .14820, 14699 


. . 14821, 






14936. . 15007, 14943. 


. 15029, 


14946. .15008, 14950 


. . 15009, 






15115.. . 15165, 15116 . 


.15166, 


15237. '. 15311, 15238 


. . 1530,9, 






15394..154 65, 15401. 


. 15466, 


15466. . 15531, 15467 


. . 15532 




Seq. No. 


48075 




Seq. ID' 


OJ000315 


__12. 0412 


.C3 


Gene No. 


102328 




Strand 








Start 


16439 




End 


19126 






Name 


OJ000315 12 . 0412 .C3 . 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15255 




End 


15713 






GI 


none 




~~ Score 


58 






Exons 


15255. .15329, 15256. 


. 15309, 


15394. . 15531, 15401 


. . 15550, 






15614. .15712, 15615. 


. 15713 










Seq. No. 


48075 




Seq. ID 


OJ000315 


_12 . 0412 


.C3 


Gene No. 


102328 




Strand 








Start 


16439 




Erid 


19126 






Name 


OJ000315 12 . 0412 .C3 . 


o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


16436 




End 


16625 






GI 


none 




Score 


64 






Exons 


16436 . . 16492, 16440 . 


. 16490, 


16446. .16616, 16525 


.'.16617, 






16526 . . 16621, 16527 . 


. 16625 










Seq. No. „ . 


48075 




Seq. ID 


OJ000315 


_12.0412 


.C3 


Gene No. 


102328 . 




Strand 








Start 


16439 




End 


19126 






Name 


OJ000315_12 . 0412 ,C3 . 


o5 .gs 


Method 


GENSCAN 






Start 


16439 




End 


18871 






GI 


none 




Score 


.49 






Exons 


16439. . 16753, 16833. 


. 16952, 


17026. .17169, 17272 


. . 17371, 






17482 . .18230, 18304 . 


. 18453, 


18535. .18585, 18746 


. . 18871 




Seq. No. 


48075 




Seq. ID 


OJ000315_ 


_12.0412 


.C3 


Gene No. 


102328 




Strand 








Start 


16439 




End 


19126 






Name 


OJ000315 .12. 0412. C3. 


o5.np 


Method 


AAT/NAP 






Start 


16442 




End 


17910 






GI 


4006868 




Score 


347 






Exons 


16442. . 16753, 16833. 


. 16934, 


17011. .17169, 17272 


. . 17371, 






17482. .17576, 17768. 


.17910 










GI Descrip. 


(Z99707) putative protein [Arabidopsis 


thaliana^ 


] 




Seq. No. ■ 


48075 




Seq. ID 


OJ000315_ 


JL2.0412. 


.C3 


Gene No. 


102328 




Strand 








Start 


16439 




End 


19126 






Name 


OJ000315 12. 0412. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16825 




End 


17100 






GI 


none 




Score 


39 






Exons 


16825. .16851, 16848. 


.16925, 


16851. .16925, 16855, 


. .16938, 






• 16856. .16939, 16914. 


.16955, 


16914. .16955, 17014, 


. . 17094, 






17021. .17095, 17023. 


. 17100 










Seq. No. 


48075 




Seq. ID 


OJ000315_ 


JL2.0412, 


.C3 


Gene No. 


102328 




Strand 








Start 


16439 




End 


19126 






Name 


OJ000315 12. 0412. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 





49792 




Start 


16872 




End 


17615 




GI 


none 




Score 


74 




Exons 


16872. . 16943, 17044 


. . 17178, 


17264. .17347, 17272 .. 17373, 






17475 . . 17615, 17506 


. . 17604 








Seq. No. 


48075 




Seq. ID 


OJ000315_12.0412 


.C3 


Gene No. 


102328 




Strand 






Start 


16439 




End 


19126 




Name 


OJ000315_12. 0412.C3 


. o5 . gp * 


Method 


AAT/GAP 




Start 


18297 




End 


19126 




GI 


none 




Score 


1074 




Exons 


18297 . . 18453, 18535 


. . 18585, 


18X46. . 19126 




Seq. No. 


48075 




Seq. ID 


OJ000315_12.0412 


.C3 


Gene No. 


102329 




Strand 






Start 


20532 




End 


21104 




Name 


OJ000315 12 . 0412 . C3 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


20532 




End 


21101 




GI 


none 




Score 


55 




Exons 


20532 . .20582, 20580 


. . 20600, 


20709. .208 


i55, 20723. .20809, 






20865 . .21083, 20868 


. .21101 








Seq. No. 


48075 




Seq. ID 


OJ000315_12.0412 


. C3 


Gene No. 


102329 




Strand 






Start 


20532 




End 


21104 




Name 


OJ000315_12 . 0412..C3 


.o2..ts 


Method 


TJ3LASTX : Soybean 




Start 


20532 




End 


21104 




GI 


none 




Score 


56 




Exons 


20532. .20582, 20580 


. . 20600, 


20709. .20849, 20865. .21104 




Seq. No. 


48075 




Seq. ID 


OJ000315_12.0412 


,C3 


Gene No. 


102329 




Strand 






Start 


20532 




End 


21104 




Name 


OJ000315_12 . 0412.C3 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


20700 




End 


21095 




GI 


none 




Score • 


128 




Exons 


20700 . . 20855, 20798 


. .21094, 


20865. .'21095 




Seq. No.' 


48075 




Seq. ID 


OJ000315_12.0412 


.C3 


Gene No. 


102330 




Strand 






Start 


22641 




End 


24433 




Name 


OJ000315 12. 0412. C3 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


22641 




End 


24433 




GI 


none 




Score 


70 




Exons 


22641 . . 22703, 22865 


. 22927, 


23001. .23081, 23003. .23083, 






23153. .23236, 23311 


. 23373, 


23321. .23371, 23920 .. 24 009, 






23921 . . 24004,' 24240 


. 24296, 


24241. ,24297, 2424 1 .. 24297, 






24245. .24304, 24410 


. 24433 








Seq. - No . 


4 8075 




Seq. ID 


OJ000315_12.0412 


C3 


Gene"'~No / 


102330 




Strand 






Start 


22641 




End 


24433 




Name 


OJ000315 12. 0412. C3. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


22865 




End 


23992 




GI 


none 




Score 


77 




Exons 


22865. .22927, 23001. 


.23081, 


23153. .23236, 23315 .. 23371, 






23329. .23370, 23918. 


.23992 









49793 



Seq. No. 48075 
Gene No. 102330 
Start 22641 

Name OJ000315_12 . 04 12 . C3 . o3 . tm 

Start 22883 
GI none 
Exons 22883. .22927, 

23162. .23230, 

23311. .23373, 

23921. .24004, 

24241. .24297 



22983. .23078, 
23165. .23236, 
23315. .23374, 
23925. .24008, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
23001. .23081, 
23167. .23235, 
23336. .23374, 
24240; .24287, 



OJ000315 12. 0412. C3 



24433 

TBLASTX: Maize 
24297 
64 

23003 
23172 
23920 
24240 



.23080, 
.23237, 
.24015, 
.24296, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48076 Seq. ID 

102331 Strand 

2005 End 

OJ000315_12 . 0412 . C4 . ol . gs Method 

2005 ' End 

none Score 

2005. .2012, 2033. .2419, 2495. .2837 



OJ000315_12.0412.C4 

+ - 

2837 

GENS CAN, 

2837 

.84 



Seq. No. 48076 Seq. ID 

Gene No. 102332 ... * Strand 

Start 3523 End 

Name- OJ000315_12 . 04 12 . C4 . o2 . gs Method 

Start * 3523 End 

GI none ** Score 

Exons 3523.. 4788 



OJ000315_12.0412.C4 
+ 

4788 
GENSCAN 
4788 
.65 



Seq. No. 48076 Seq. ID OJ000315_12 . 04 12 . C4 

Gene No. 102333 Strand + 

Start 5451 End 6885 

Name OJ000315_12 . 04 12 . C4 . o3 . gs Method GENSCAN 

Start 5451 End 6885 

GI none Score .45 

Exons 5451. .5801, 5954. .6068, 6150. .6231, 6437. .6488, 6584. .6638, 
6684. .6885 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48077 Seq. ID OJ000315_12 . 04 12 . C5 

102334 Strand 

1 End 2238 

OJ000315_12 . 0412 . C5 . ol . np Method AAT/NAP 

1 End 2238 

7485695 Score 667 

1..41, 649.. 2238 

hypothetical protein F18A5.40 - Arabidopsis thaliana 
gi | 4455294 | emb | CAB36829 . 1 i (AL035528) putative protein 
[Arabidopsis thaliana] gi I 7268069 | emb | CAB784 07 . 1 | (AL161537) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48077 Seq. ID 

102334 Strand 

1 End 

OJ000315_12.0412.C5.ol.gs Method 

685 End 

none Score 
685. .2181 



OJ000315_12.0412.C5 

2238 
GENSCAN 
2181 
.93 



49794 



Seq. No. 


48077 






Seq. ID 


OJ000315_12.0412. 


.C5 


Gene No . 


iU2oo4 






Strand 






Start 


1 






End 


2238 




Name 


OJUUUJIb 12 


.0412. C5 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


T A A 

I Z 4 






End 


1992 




GI 


none 






Score 


7 6 




Exons 


TO/I 1 a 1 A 

I 24 . . 1 U / 4 , 


O O A 1 A A A 

830 . . 1042 , 


1537 . 


1 /" O A 1 *7 1 1 

. 1680, 1771 


. . 1992 




Seq. No. 


48077 






Seq. ID 


OJ000315_12.0412. 


C5 


Gene No. 


102334 






Strand 






Start 


1 






End 


2238 




Name 


OJ000315 12 


A /I 1 A ~ 1 

. 04 12 . C5 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


n aa 






End 


2148 




GI 


none 






Score 


85 




Exons 


T A A 1 mo 

7 90.. 1038 , 


"7 A A 1 A A C 

799 . . 1035 , 


1 A C 1 

1051 . 


1 "1 T A "1 A A 1 

.1179, 1091, 


..1195, 1708. .1845, 




1 t a a inert 

17 92 . . 1959, 


1 A A A A 1 A O 

1999 . . 2148 










Seq. No. 


48077 






Seq. ID.-:* 


vOJ000315_12 . 0412 . 


C5 


Gene No. 


1 A A "D O / 

102334 






Strand 






Start 


1 






End 


2238 




Name 


/-\ T A A A O 1 C 1 O 

OJ000315 12 


. 04 12 . C5 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


T A "3 

7 93 






' End 


2073 




GI 


none 






Score 


87 




Exons 


7 93 114 3, 


830 . . 1135.-, 


1819 . 


. 2073 






Seq. No. 


48077 






Seq. ID 


OJ000315 12.0412. 


C5 


Gene No. 


102334 






Strand 






Start 


1 






End 


2238 




Name 


/"\ T A A A A 1 C 1 A 

OJ000315 12 


. 04 12 . C5 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


814 






End 


2208 




GI 


none 






Score 


64 




Exons 


O 1 A 1 A A A i 

o 14 . . 1U2 9, i 


□ 1 A 1 A A A 

8 14 . . 1290, 


Q A A 

824 . . 


1 A A "~> 1 VI n A 

1093, 1480 . . 


, 1689, 1708. . 1899, 






1 "~1 O f~ A A A O 

1 /86 . . 2208 












Seq. No. 


48078 






Seq. ID 


OJ000315_12.0412. 


C6 


jGene No . 


^. • 1U2 33b 






Strand 


+ 




Start 


r eft 

boo 






End 


830 




Name 


/"NTAAAA1C i a 

OJ0U031b 12 


. 04 12 . C6 . ol 


.gp 


Method 


AAT/GAP 




Start 


end 

658 






End 


830 




GI 


none 






Score 


292 




Exons 


f CO O A A 

658 . . 830 












Seq. No. 


48078 






Seq. ID 


OJ000315_12.0412. 


C6 


Gene No . 


102336 






Strand 






Start 


892 






End 


3179 




Name 


OJ000315 12 


.0412.C6.ol 


.gs 


Method 


GENSCAN 




Start 


892 






End 


3008 




GI 


none 






Score 


. 91 




Exons 


892. .1177, 1262. .1380, 


2368 


..2543, 2619.. 3008 




Seq. No. 


48078 






Seq. ID 


OJ000315_12.0412. 


C6 


Gene No. 


102336 






Strand 






Start 


892 






End 


3179 




Name 


OJ000315 12, 


.0412.C6.ol 


.np 


Method 


AAT/NAP 




Start 


1030 






End 


3179 




GI 


7452420 






Score 


177 





49795 



Exons 1030.. 1177, 2383.. 2573, 2608.. 2897, 3129.. 3179 

GI Descrip. hypothetical protein A_TM018A10 . 10 - Arabidopsis thaliana 

gi|2252871|gb|AAB62869.1| (AF013294) A_TM018A10 . 10 gene product 

[Arabidopsis thaliana] 



Seq. No. 48078 ■ Seq. ID 

Gene No. 102336 Strand 

Start - 8 92 End 

Name OJ000315_12 . 04 12 . C6 . ol . tc Method 

Start 1288 End 

GI none Score 
Exons 



OJ000315_12.0412.C6 
3179 

TBLASTX: Cress 

2913 

67 



1288. .1371, 1289. .1363, 2374. .2418, 2439. .2549, 2464. .2544, 
2620. .2733, 2627. .2737, 2707. .2913 



Seq. No. 48078 

Gene No. 102336 

Start 892 

Name OJ000315_12 . 04 12 . C6 . o2 . gp 

Start 2458 

GI 21176_1.R1084 

Exons 2458.. 2543, 2619.. 3021 

GI Descrip. '2252871 1.0e-19 (AF013294) 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_12.0412.C6 

3179 
AAT/GAP 
3021 
875 



No definition line found 



Seq. j; No. 48079 Seq. ID 

Gene' No. 102337 Strand 

Start • 135 End 

Name OJ000315_12 . 04 12 . C7 . ol . gs Method 

Start 135 End 

GI none Score 

Exons 135.. 359, 509.. 562, 1230.. 1379, 2664.. 



3786. .3883, 3994. .4097, 4207. .4491, 9279 
11632. .11706 



OJ000315_12.0412.C7 
+ 

16168 
GENSCAN 
11706 
.59 

2773, 3299.. 3588, 

9404, 11394. .11583, 



Seq. No. 48079 
Gene No. 102337 
Start 135 

Name OJ000315_12 . 0412 . C7 . ol . np 

Start 294 

GI 7445063 

Exons 294. .386, 509. .562, 1230. .1 

4021. .4097, 4207. .4352, 440 

GI Descrip. ycea hypothetical protein - 
gi|4377040|gb|AAD18873.1| ( 
[Chlamydophila pneumoniae] 
conserved hypothetical prot 



Seq. ID OJ000315_12.0412.C7 
Strand + 
End 16168 • 

Method AAT/NAP 
End 4 7 98 

Score 340 
391, 2624. .2711, 3786. .3883, 
1..4491, 4636. .4798 

Chlamydia pneumoniae (strain CWL029) 
AE001655) YceA hypothetical protein 
gi 17188 951 | gb | AAF37 908.1 | (AE002165) 
ein [Chlamydophila pneumoniae AR39] 



Seq. No. 


48079 






Seq: ID 


OJ000315 


Gene No. 


102337 






Strand 


+ 


Start 


135 






End 


16168 


Name 


OJ000315 12, 


.0412, 


,C7.ol.gp 


Method 


AAT/GAP 


Start 


4111 






End 


4670 


GI 


, 4878485 






Score 


786. 


Exons 


• 4111. .4491, 


4636. 


,.4670 






Seq. No. 


48079 






Seq. ID 


OJ000315 


Gene No. 


102337 






Strand 


+ 



12. 0412. C7 



49796 



Start 
Name 
Start 
GI 

Exons 



135 End 16168 

OJ000315_12. 0412.C7 .o2.gp Method AAT/GAP 

4736 End . 4991 

702824 Score 489 
4736.\'4991 



Seq. No. 48079 Seq. ID 

Gene No. 102337 . Strand 

Start 135 End 

Name - OJ000315_12 . 0412 .C7 . o3 .np Method 

Start 8365 End 

GI 4539658 Score 

Exons 8365.. 8430, 8703.. 8827, 9380.. 9536 
GI Descrip. 



OJ000315_12.0412.C7 
+ 

16168 
AAT/NAP 
9536 
197 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48079 Seq. ID 

102337 Strand 

135 .End 

OJ000315_12 . 04 12 . C7 . o2 . np Method 

8703 End 

4539658 Score 



OJ000315_12.0412.C7 
+ 

16168 . 
AAT/NAP ' 
14606 
196 



8703. .8827, 9380. .9547, 14560. .14606 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 48079 Seq. ID 

Gene No. 102337 Strand 

Start* 135 End * ■ • 

Name OJ000315_12 . 04 12 . C7 . o3 . gp Method 

Start 9570 End 

GI LIB3475-004-P1-K2-A5 Score 

Exons 9570.. 9820 

GI Descrip. ' 5777 612/emb | AJ245900 . 1 | OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



OJ000315_12.0412.C7 
+ 

16168 
AAT/GAP 
9820 
418 



Seq. No. 


48079 


Seq. ID 


OJ000315_12 


.0412. C7 


Gene No. 


102337 


Strand 


+ 


r 


Start 


135 


End 


16168 


Name 


OJ000315 12.0412.C7.o4.np 


Method 


AAT/NAP 




Start 


9859 


End 


11203 




GI 


6630699 


Score 


76 




Exons 


9859. .9880, 11119. .11203 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 | dbj I BAA8 9566.il 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


48079 


Seq. ID 


OJ000315_12 


0412. C7 


Gene No. 


102337 


Strand 


+ 




Start 


135 


End 


16168 




Name 


OJ000315 12.0412.C7.o3.gs 


Method 


GENSCAN 




Start 


13978 


End 


16168 




GI 


none 


Score 


.52 




Exons 


13978. . 14482, 14587 .. 14 977, 


15164. .15232, 15784. . 1( 


5168 


Seq. No. 


48079 


Seq. ID 


OJ000315_12, 


0412. C7 


Gene No. 


102337 


Strand 







49797 



Start 135 • End 16168 

Name OJ000315_12 . 04 12 . C7 . 06 . np Method. AAT/NAP 

Start 14074 End 15245 

GI 4097547 Score 371 

Exons 14074. .14482, 14587 14956, 15047 ... 15113, 15198.. 15245 

GI Descrip. (U64906) ATFP3 [Arabidopsis thaliana] 

Seq. No. 48079 Seq. ID OJ000315_12 . 04 12 . C7 

Gene No. 102338 Strand 

Start 11341 End 13214 

Name OJ000315_12 . 04 12 . C7 . o5 . np Method AAT/NAP 

Start 11341 End 13111 

GI 5922620 Score 137 

Exons 11341. .11500, 13078.. 13111 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 <C05.r4 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48079 Seq. ID 

102338 Strand 

11341 End 

OJ000315_12.0412.C7 .o2 .gs Method 

12326 End 

none " Score 



OJ000315_12.0412.C7 

13214 
GENSCAN 
13214 
.91 



12326. .12467, 12992 .. 13060, 13162. .13214 



48079 

102339 

16504 

OJ000315_12. 0412.C7.ol.ts 

302 

none 



Seq. ID OJ000315_12.0412.C7 
Strand 
End 

Method 
End 
Score 



16901 

TBLASTX: Soybean 

4326 

87 



302. .382, 303. .389, 506. .547, 508. .546, 1221. .1385, 1229. .1375, 
4205. .4324, ' 4213. .4326 



Seq. No. 48079 
Gene No. 102339 
Start 16504 

Name OJ000315_12 . 04 12 . C7 . ol . tm 

Start 1245 
GI none 

Exons 1245.. 1379, 1245.. 1379, 1246. 

2655. .2735, 2661. .2723, 2736. 
3786. .3884, 3992. .4060, 4005. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1380, 2651 
.2771, 3782 



OJ000315 12. 0412. C7 



16901 

TBLASTX: Maize 
4065 
200 

2725> 2653. 
3868, 3784, 



,4058, 4005.. 4064, 4006. 



,2709, 
.3867, 
.4065 



Seq. No. 48079 
Gene No. 102339 
Start 16504 

Name OJ000315_12 . 04 12 . C7 . ol . tw 

Start 4000 
GI none 

Exons 4000.. 4095, 4008.. 4094, 4011, 

4210. .4254, 4217. .4480, 4262. 
4405. .4494, 4414. .4494 



Seq. ID . OJ000315_12.0412.C7 
Strand 

End 16901 
Method TBLASTX : Wheat 
End 4 4 94 

Score 156 

.4118, 4021. .4101, 4208.. 4276, 
.4330, 4276. .4335, 4284.. 4352, 



49798 



Seq. No. 48079 

Gene No. 102339 

Start 16504 

Name " OJ000315_12 . 0412 . C7 , 

Start 14095 

GI none 

Exons 14095. .14310, 14122, 
14365. .14397, 14401, 



ol.tc 



. 14310, 
.14484, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14130 

14403 



OJ000315 12. 0412. C7 



16901 

TBLASTX: Cress 
14705 
102 

14312, 14338. .14382, 
14486, 14416. . 14484, 



14 585. .14704, 14 586. .14705 



Seq. No. 


48079 






Seq. ID 


OJ000315_12.0412 


. C7 


Gene No. 


102339 






Strand 






Start 


16504 






End 


16901 




Name 


OJ000315_12 . 


0412 . C7 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


14119 






End 


14705 




GI 


none 






Score 


84 




Exons 


14119. .14244 


, 14122 


. . 14310, 


14251. .14484, 14586. .14705 




Seq. No?' 


48079 






Seq. ID 


OJ000315_12.0412 


. C7 


Gene No. 


rt rt rt rt rt 

102339 






Strand 






Start 


16504 






End 


16901 




Name 


OJ000315 12. 


0412 .C7 


. o4 . gs 


Method 


GENSCAN 




Start 


16504 






End 


16901 




GI 


none 






Score 


.71 




Exons 


16504 . .16584 


, 16824 


. . 16901 








Seq. No. 


-48080 






Seq. ID 


OJ000315_12.0412 


.C8 


Gene No. 


102340 






Strand 






Start 


1703 






End 


2566 




Name 


OJ000315 12. 


0412. C8 


.ol.gs 


Method 


GENSCAN 




Start 


1703 






End 


2545 




GI 


none 






Score 


1 




Exons 


1703. .2545 












Seq. No. 


48080 






Seq. ID 


OJ000315_12.0412 


.C8 


Gene No. 


102340 






Strand 






Start 


1703 






End 


2566 




Name ' 


OJ000315 12. 


0412. C8 


. ol .np 


Method 


AAT/NAP 




Start 


1715 






End 


2566 




GI 


7441249 






Score 


888 




Exons 


1715. .2566 













GI Descrip. probable . plasma membrane intrinsic protein - rice 

gi I 3135543 | gb IAAC16545.il (AF062393) aquaporin [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000315_12.0412.C8 
Strand 
End 

Method 
End 
Score 

1730. .1846, 1862. .2101, 1869. .2045, 2144. .2353, 2148. .2354, 
2337.. 2477, 2339.. 2530 



48080 

102341 

3084 

OJ000315_12.0412.C8.ol'.tc 

1730 

none 



7736 

TBLASTX: Cress 

2530 

211 



Seq. No. 
Gene No. 
Start 
Name 



48080 

102341 

3084 

OJ000315 



12.0412.C8.ol.ts 



Seq. ID OJ000315_12.0412.C8 
Strand 

End 7736 

Method TBLASTX : Soybean 



49799 



Start 
GI 

Exons 



1730 End 2512 

none Score 52 

1730. .1843, 1755. .1844, 1862. .2056, 1869. .2045, 2147. .2350, 

2148. .2351, 2360. .2512, 2363.-2458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48080 
102341 
3084 

OJ000315_12.0412.C8.ol . tw 
1730 



Seq. ID OJ000315_12.0412.C8 
Strand 

7736 
. TBLASTX: Wheat 
2542 
38 



- End 
Method 
End 

none Score 
1730. .1807, 1805. . 1843, 1806. .1844,, 1862. .2101, 1869. .2045, 
2054. .2134, 2147. .2350, 2148. .2351, 2276. .2365, 2360. .2542, 
2363. .2479 



Seq. No. 48080 " 

Gene No. ' 102341 
Start 3084 

Name OJ000315_12 .0412. C8 . ol . tm 

Start 1730 
GI none 

Exons 1730.. 1843, 1754.. 1831, 1862. 

2148. .2354, 2276... 2365, 2342. 
2395. .2511 



Seq. ID OJ000315_12.0412.C8 
Strand 

End 7736 
. Method TBLASTX : Mai ze 
End 2512 
Score 75 

.2101, 1869. .2045, 2144. .2353, 
.2512, 2360. .2455, 2376.-2477, 



Seq. No. 48080 

Gene No. 102341 

Start 3084 

Name OJ000315_12 . 0412 . C8 . o2 . gs 

Start 3084 

GI none 

Exons 3084.. 3179, 3320.. 3386, 3584, 



OJ000315_12.0412.C8 

7736 
GENSCAN 
7727 
.63 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3879, 4952. .5012, 5058. .5126, 



6044. .6070, 6229. .6280, 7370. .7727 



Seq. No. 48080 

Gene -No. 102341 

Start 3084 

Name . OJ000315JL2 . 04 12 . C8 . ol . gp 

Start 4729 

GI 21187JL.R1084 

Exons 4729.. 5012, 5297 
GI Descrip. 



OJ000315 12. 0412. C8 



Seq. ID _ 
Strand 

End ' 7736. 

Method AAT/GAP 
End 7606 
Score 1079 
.5350, 7370. .7606 
1 6069643/dbj IAP000616. 1 IAP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



48080 
102341 
3084 

OJ000315_12.0412.C8.o2. tm 
4831 
none 

4831. .4857, 4952. .4978, 
5065. .5094, 5302. .5373, 
7408. .7515, 7510. .7575, 
7622. .7720, 7623. .7730, 

48081 
102342 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4955. .4978, 
7359. .7400, 
7512. .7580, 
7629. .7736 



OJ000315_12.0412.C8 
7736 

TBLASTX: Maize 
7736 
34 

4971. .5015, 4976. .5014, 
7360. .7404, 7407. .7496, 
7513. .7581, 7615. .7731, 



Seq. ID 
Strand 



OJ000315 12. 0412. C9 



49800 



Start 
Name 
Start 
GI 

Exons 



OJ000315_12.0412.C9.ol.tm 
1 

none 



End 

Method 

End 

Score 



2569 

TBLASTX: Maize 

713 

60 



1..51, 2. .73, 3. .68, 65. .205, 152. .703, 158. .286, 271. .528, 
294. .533, 327. .713, 329. .688, 606. .704 



Seq. No. 48081 

Gene No*. 102342 

Start 7 

Name OJ000315_12 . 0412 ,C9 . ol . gs 

Start 7 

GI none 

Exons 7.. 1443, 1763.. 1974, 2417. 

Seq. No. 48081 

Gene No. 102342 

Start 7 

Name OJ000315_12 . 04 12 . C9 . ol . tw 

Start 203 

GI none 
Exons 



Seq. ID OJ000315_12.0412.C9 
Strand 

2569 
GENSCAN 
2569 
.71 



End 

Method 
End 
Score 
.2569 



Seq. ID OJ000315_12.0412.C9 
Strand 

End 2569 

Method ' TBLASTX : Wheat 

End 670 

Score 86 

203. .286, 203. .460, 205. .441, 332. .442, 438. .536, 440. .670, 
458. .670 



Seq. No. 48081 

Gene No. 102342 ' 

Start 7 

Name OJ000315_12 . 04 12 . C9 . o2 . tm 

Start ' 7 93 

GI none 
Exons 



Seq. I'D OJ000315_12.0412.C9 
Strand 

End 2569 

Method TBLASTX: Maize 

End 1191 

Score 195 



793. .1182, 794. .1189, 799. .1191, 1002. .1190 



Seq. No. 48082 

Gene No. 102343 

Start 2525 

Name OJ000315_12 . 0412 . C10 . o2 . gp 

.Start 2434 

GI 75345_1.R1084 

Exons 2434.. 2880 

GI Descrip. f 2914703 7.0e-25 (AC003974) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ000315_12. 0412. C10 
Strand + 
End 2880 
Method AAT/GAP 
End ^ 2880 
Score 84 6 



Seq. No. 48082 

Gene No.- 102343 

Start 2525 

Name OJ000315_12 . 04 12 . C10 . o2 . gs 

Start 2525 

GI none 

Exons 2525.. 2827 



Seq. ID OJ000315JL2. 0412. C10 

Strand + 

End 2880 

Method GENSCAN 

End 2827 

Score .53 



Seq. No. 48082 

Gene No. 102344 

Start 1 

Name OJ000315_12 . 04 12 . C10 . ol . np 

Start 1 

GI 3327870 
Exons 



Seq. ID OJ000315_12. 0412. C10 
Strand 

End ' 1262 

Method AAT/NAP 

End 1262 

Score 264 



1..30, 462. .552, 641. .820, 1204. .1262 



49801 



GI Descrip. (AB012913) COPl-Interacting ProteinI 7 (CIP7) [Arabidopsis 
thaliana] 



Seq. No. 


48082 




Seq. ID 


OJ000315_12. 0412. C10 


Gene No. 


102344 




■ Strand 




Start 


1 




End 


1262 


Name 


OJ000315_12 .0412. CIO. ol . 


,gs 


Method 


GEN SCAN 


Start 


139 




End 


1262 


GI 


none 




Score 


.87 


Exons 


139. .333, 432. .552, 641. 


, .820, 


1204. .1262 


Seq. No. 


48082 




Seq. ID 


OJ000315 12. 0412. C10 


Gene No. 


102345 




Strand 


_ 


Start 


1269 




End 


1786 


Name 


OJ000315_12 .04 12. C10. ol. 


gp 


Method 


AAT/GAP 


Start 


1269 




End 


1786 


GI 


none 




Score 


992 


Exons 


1269.. 1786. 








Seq. No. 


48082 




Seq. ID 


OJ000315_12. 0412. C10" 


Gene No. 


102346 




Strand 




Start 


2901 




End 


5554 


Name 


OJ000315_12 . 0412 . C10 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


403 




End 


1284 


GI 


none 




Score 


148 


Exons 


403.. 555, 411.. 554, 622'. 


.822, 


632. .802, 


634;. 816, 635. .829, 




1198. .1284, 1203. .1262 








Seq. No. 


48082 




Seq. ID 


OJ000315_12. 0412. C10 


Gene No. 


102346 




Strand 




Start 


2901 " 




End 


5554 


Name 


OJ000315_12. 0412.C10.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


439 




End 


1268 


GI 


none 




Score 


84 


Exons 


439. .555, 468. .554, 634. 


.678, 


694. .816, 


698. .823, 1203. .1268 


Seq. No. 


48082 . 




Seq. ID 


OJ000315_12. 0412. C10 


Gene No. 


102346 




Strand 




Start 


2901 




End 


5554 


Name 


OJ000315 12 . 0412 . C10 . o3 . 


gp 


Method 


AAT/GAP 


Start 


2901 




End 


3980 . 


GI 


5003128 




Score 


1073 


Exons 


2 901.. 33 60, 3859.. 3980 








GI. Descrip. ■ 


4 914 4 52/emb | CAB4 3692 . 1 | 


l.Oe- 


24 (AL050398) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


48082 




Seq. ID 


OJ000315_12. 0412. C10 


Gene No. 


102346 




Strand 




Start 


2901 




End ' • 


5554 


Name 


OJ000315 12. 0412. C10. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3215 




End 


4230 


GI 


none 




Score 


57 


Exons 


3215.. 3322, 3859.. 3963, 


3860. 


.3958, 3952. .4053, 3956. .4048, 




4143. .4229, 4147. .4230 








Seq. No. 


48082 




Seq. ID 


OJ000315_12. 0412. C10 


Gene No. 


102346 




Strand 





49802 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2901 End 5554 

OJ000315_12 . 04 12 . CIO . o2 . np Method AAT/NAP 
3221 End 5554 

7486097 Score 576. 

3221. .3360, 3859. .4056, 4137. .4256, 4355. .4492, 5392. .5554 
hypothetical protein F24L7.16 - Arabidopsis thaliana 
gi|2914703|gb|AAC04493.1| (AC003974) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48082 
102346 
2901 

OJ000315_12..0412.C10.ol.tm 
3325 



OJ000315 12. 0412. C10 



none 

3325, 

4141, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3378, 3859.. 4053, 3863.. 4054, 3864.. 4058, 4137 
4263, 4161.. 4265, 4349.. 4504, 4371.. 4505, 4372 



5554 

TBLASTX: Maize 

5554 

227 



,4271, 
,4506, 



4378. .4506, 5401. .5553, 5406. .5552, 5414. .5554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48082 

102346 

2901 

OJ000315 

3389 

none 



12.0412.C10.o3.gs 



Seq. ID OJ000315_12.0412.G10 
Strand 

End 5554 

Method GENSCAN 

End 5525 

Score .56 



3389. .3415, 4137. .4265, 4375.-4452, 5406. .5525 



48082 

102346 

2901 

OJ000315_12.0412.C10.ol.ts 

3859 

none 



Seq. ID OJ000315JL2. 0412. C10 
Strand 
End 

Method 
End 
Score 



5554 

TBLASTX: Soybean 

5513 

44 



3859. .3969, 3860. .3970, 3952. .4053, 3956. .4051, 4143. .4268, 
4144. .4257, 4346. .4498, 4383, .4490, 5415. .5513 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



48083 

102347 

1 

OJ000315_12.0412.Cll.ol.np 
1 

7486097 



Seq. ID OJ000315__12.0412.C11 
Strand 

End 2935 

Method AAT/NAP 

End 2932 

Score 64 6 



1..136, 212. .427, 529. .597, 1104. .1356, 1450. .1499, 1801. .1906, 
1979. .2057, 2133. .2380, . 2473. .2590, 2675. .2772, 2901..2932 
hypothetical protein F24L7.16 - Arabidopsis thaliana 
gi|2914703|gb|AAC04493.1| (AC003974) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 48083 Seq. ID 

Gene No. 102347 Strand 

Start 1 End 

Name OJ000315_12 . 0412 . Cll . ol . gs Method 

Start 7 End 

GI none Score 
Exons 



OJ000315_12. 0412. Cll 

2935 
GENSCAN 
2772 
.81 



7. .133, 215. .424, 520. .597, 1162. .1392, 1450. .1499, 1801. .2057, 
2133. .2380, 2679. .2772 



49803 




Seq. No. 48083 

Gene No. 102347 

Start 1 

Name OJ000315_12 . 04 12 . CI 1 . ol 

Start 2511 

GI none 

Exons 2511.. 2591, 2515.. 2592, 

Seq. No. ' 48083 

Gene No. 102347 

Start 1 

Name OJ00'0'315_12 . 0412 .Cll . ol 

Start 2511 

GI none 

Exons 2511.. 2588, 2511.. 2591, 




Seq. ID OJ000315_12. 0412. Cll 
Strand 

End 2935 

.tm Method TBLASTX : Maize 

End 2932 

Score 98 
2664. .2780, 2665. .2793, 2900. .2932 

Seq. ID OJ000315_12. 0412. Cll 

Strand - 

End 2935 

.ts Method TBLASTX: Soybean 

End 2759 

Score 62 
2515. .2592, 2664. .2759, 2665. .2757 



Seq. No. 48083 ■ ' - Seq. ID 

Gene No. 102347 Strand 

Start 1 ■ End ■ 

Name OJ000315_12 . 04 12 . Cll . ol . tc ' 'Method 

Start 2532 End 

GI none Score 
Exons 



OJ000315_12. 0412. Cll 
2935 

TBLASTX: Cress 

2932 

66 ' 



2532. .2573, 2533. .2574, 2562. .2591, 2563. .2592, 2664. .2780, 
2665.. 2793, 2900.. 2932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48083 • Seq. ID 

102347 Strand 

1 End 

OJ000315_12.0412.Cll.ol.gp Method 

2553 End 

5003129 Score 



OJ0003.15_12.0412.C11 
2935 

AAT/GAP . 

2935 

302 



2553. .2590, 2675. .2772, 2901. .2935 

2914703 7.0e-25 (AC003974). unknown protein [Arabidopsis 
thaliana}. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48084 
102348 
1282 

OJ000315_12.0412.C12.ol.np 
1282 
133912 
1282. .1448, 2647. .2672 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S2 gi | 70859 | pir | | R3RZ2 
ribosomal protein S2 -'rice chloroplast gi | 1 1974 | emb | CAA33989 | 
(X15901) ribosomal protein S2 [Oryza sativa] 

gi I 226692 |prf | | 1603356T ribosomal protein S2 [Oryza sativa] ' 



Seq. ID OJ000315_12.0412.C12 

Strand + 

End 2946 

Method . AAT/NAP 

End 2672 

Score 176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48084 Seq. ID 

102348 Strand 

1282 End 

OJ000315_12 .0412. C12 . o3 . np Method 

1889 End 

6723781 Score 
1889. .2298, 2860. .2946 

(AJ271079) cytochrome b6f complex subunit IV [Oenothera elata 
subsp. hookeri] 



OJ000315_12.0412.C12 
+ 

2946 
AAT/NAP 
2946 
157 



49804 




Seq. No. 


48084 


Seq. ID 


OJ000315_12 . 0412 . CI 2 


Gene No. 


102349 


Strand 


+ 


Start 


2968 


End 


3172 


Name 


OJ000315 12 . 04 12 . C12 . ol . gp 


Method 


AAT/GAP 


Start 


2968 


End 


3172 


GI 


uC-osf Im202113d07bl 


Score 


361 


Exons 


2968 . . 3172 






GI Descrip. 


'3063460 5.0e-36 (AC003981) 


F22013 . 22 


[Arabidopsis thaliana 


Seq. No. 


48084 


Seq. ID 


OJ000315_12.0412.C12 


Gene No. 


102350 


Strand 




Start 


675 


End 


1009 


Name 


OJ000315 12 . 0412 . C12 . ol . gs 


Method 


GENSCAN 


Start 


675 


End 


1009 


GI 


none 


Score 


. 84 


Exons 


675 . . 1009 






Seq. No. 


48084 


Seq. ID 


OJ000315_12.0412.C12 


Gene No. 


102351 


Strand ' 




Start 


1543 


End 


2944 


Name 


OJ000315 12.0412.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


124 8 


End 


1447 


GI 


none 


Score 


213 


Exons 


1248. .1439, 1281. .1412, 1288 


. . 1446, 12 


:88 . .1446, 1289. . 1447 


Seq. No. L 


48084 


Seq. ID 


OJ000315_12 . 0412 . C12 


Gene No . 


102351 


Strand 




Start 


1543 


End 


2944 


Name 


OJ000315 12.0412.C12.o2.np 


Method 


AAT/NAP 


Start 


1543 


End 


2944 


GI 


82520 


Score 


99 


Exons 


1543. .1623, 2896. .2944 






GI Descrip. 


hypothetical 16K protein (rbcL-psal intergenic region) - ri< 




chloroplast gi 111994 |emb|CAA34006| (X15901) ORF133 [Oryza 




sativa] gi | 226615 | prf | | 1603356AM ORF 133 [Oryza sativa] 


Seq. No,. 


48085 


Seq. ID 


. OJ000315_12.0412.C13 


Gene No. 


102352' 


Strand 


+ 


Start 


1 


End 


5584 


Name 


OJ000315 12.0412.C13.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


2029 


GI 


uC-osflm202113d07bl 


Score 


594 . 


Exons 


1..290, 1984. .2029 






GI Descrip. 


'3063460 5.0e-36 (AC003981) 


F22013.22 


[Arabidopsis thaliana; 


Seq. No. 


48085 


Seq. ID 


OJ000315_12.0412.C13 


Gene No. 


102352 


Strand 


+ 


Start 


1 


' End 


5584 


Name 


OJ000315 12.0412.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5392 


GI 


2494118 


Score 


1730 


Exons 


1..290, 1984. .2129, 2222. .2378, 2623.. 


2681, 2806. .2965, 




335-7.. 3506, 3594.. 3730, 3823 


..3970, 4061. .4185, 5127. .5184, 



5291. .5392 

GI Descrip. (AC002376) Strong similarity to Arabidopsis myosin MYA1 
(gb|Z28389). [Arabidopsis thaliana] 



49805 



Seq. No. 48085 Seq. ID 

Gene No. 102352 Strand 

Start 1"" End 

Name OJ000315__12 .0412. C13 . bl . tc Method 

Start 38 End 

GI none Score 
Exons 



OJ000315_12.0412.C13 
+ 

5584 

TBLASTX: Cress 

5392 

315 



38. .286, 39. .290, 1980. .2129, 1984. .2130, 2220. .2378, 
2220. .2378, 2303. .2395, 2613. .2681, 2614. .2679, 2800. .2967, 
2804. .2965, 3354. .3506, 3356. .3508, 3539. .3730, 3594. .3725, 
3809. .3982, 3820. .3975, 3822. .3986, 4079. .4183, 4084. .4185, 
4085. .4183, 5112. .5180, 5125. .5184, 5277. .5375, 5288. .5392, 
5290. .5391 



Seq. No. 48085 

Gene No. 102352 

Start 1 

Name OJ000315_12 . 04 12 . C13 . ol . gs 

Start 81 

GI none 
Exons 



Seq. ID OJ000315_12.0412.C13 
Strand + 

5584 
GENSCAN 
5584 



End 

Method 
End 
Score • 



81.. 290, 1984 . ."2129, 2222.. 2353, 2806.. 2965, 3357.. 3506, ' 
3755. .3969, 4084. .4185, 5127. .5184, 5291. .5392, 5549. .5584 



Seq. No. 48085 

Gene No. 102352 

Start 1 

Name. OJ000315_12 .0412. C13 . olTtm 

Start 2613 

GI none 
Exons 



Seq. ID" OJ000315_12.0412.C13 

Strand + 

;JZnd 5584 

*" Method TBLASTX: Maize 

End 2953 

Score 70 



2613. .2672, 2623. .2682, 2625. .2672, 2819. .2953, 2819. .2950 



Seq. No. 48085 Seq. ID 

Gene No. 102352 Strand 

Start 1 End 

Name OJ000315_12 .0412. C13 . o2 . tm Method 

Start 3615 End 

GI none Score 
Exons 



OJ000315_12.0412.C13 
+ 

5584 

TBLASTX: Maize 

3982 

125 



3615. .3731, 3617. .3739, 3806:. 3982, 3820. .3975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48086 
102353 
1 

OJ000315_12. 0412.C14 .ol.np 
1 

724 3-765 
1..45, 252. .419, 500. .631 

(AF233886) unconventional myosin XI [Vallisneria gigantea] 



Seq. ID OJ000315_12.0412.C14 

Strand + 

End 631 

Method AAT/NAP 

End 631 

Score 339 



48086- 
102353 
1 

OJ000315_12.0412.C14 .ol. tc 

251 

none 



Seq. ID OJ000315__12.0412.C14 

Strand + 

End 631 

Method TBLASTX : Cress 

End 631 

Score 206 



251. .418, 252. .419, 499. .630, 539. .631 



Seq. No. 
Gene No. 



48086 
102353 



Seq. ID OJ000315_12.0412.C14 
Strand + 



49806 






Start 


1 


End 


631 






Name 


OJ000315 12 . 04 12 . C14 . ol . gs 


Method 


GEN SCAN 






Start 


252 


End 


631 






GI 


none 


Score 


. 95 






Exons 


252 . .419, 500 . . 631 










Seq. No. 


4 8087 


Seq. ID 


OJ000315 18.0413 


. CI 




Gene. No. 


102354 


Strand 


+ 






Start 


497 


End 


2455 






Name 


/-\ -r A A A A "1 f~ 1 A A jl "1 A /"> 1 ^ "1 

OJ000315 18 . 04 13 . CI . ol . np 


Method 


AAT/NAP 






Start 


4 97 


End 


2455 






GI 


A f A A 1 T f\ 

4 68017 9 


Score 


2225 






Exons 


>im A 1 O A A *3 /" 1 a >i c c 

497. .2130, 2361. .2455 










GI Descrip. 


(AF111709) polyprotem [Oryza 


sativa subsp. indica] 






Seq. No. 


48087 


Seq. ID 


OJ000315_18.0413 


.CI 




Gene No. 


102354 


Strand 


+ 






Start 


A A T 

4 9/ 


End . 


2455 






Name 


OJ000315^18 . 04 13 . CI . ol . gs 


Method 


GENSCAN 






Start 


507 


End 


2210 






GI 


none 


Score 


. 98 






Exons 


COT A A T A 

507 . .2210 










Seq. No. 


48087 


Seq. ID 


OJ000315_18.0413 


.CI 




Gene No. 


102354 


■Strand 


+ 




in 


Start 


4 97 


End • 


2455 




: Li 


Name 


OJ000315_18 .0413.Cl.ol.ts 


Method 


TBLASTX : Soybean 




f 


Start 


515 


End 


876 






GI 


none 


Score 


52 




- — 


Exons 


f- -J tT /"AC C 1 /" O "7 C CI T A fT [T A 

515. .625, 516. .875, 518. .553, 


584. .874 


, 745. .876 




fit 


Seq. No. 


48087 


Seq. ID 


OJ000315JL8.0413 


.CI 




Gene No. 


102354 


Strand 


+ 






Start 


4 97 


End 


2455 






Name 


OJ000315_18 . 0413 . CI . o3 . tw 


Method 


TBLASTX: Wheat 






Start 


588 


End 


890 




r'~ 


GI 


none ■ 


Score ' 


377 






Exons 


coo 0 n a c a a' 00*3 

588 . .890, 590 . . 883 








f T 


Seq. No. 


48087 


Seq. ID 


OJ000315_18.0413 


.CI 


P 


Gene No. 


102354 


Strand 


+ 






Start 


A O T 

4 97 


End 


2455 






Name 


OJ000315 18 . 0413 . CI . o3 . tm 


Method " 


TBLASTX: Maize 






Start 


609 


End 


956 






GI 


none 


Score 


335 






Exons 


609 956, 701 . . 955 










Seq. No. 


48087 


Seq. ID 


OJ000315_18.0413 


.CI 




Gene No. 


102354 


Strand 


+ 






Start 


497 


End 


2455 






Name 


OJ000315 18,0413. CI. o2.tw 


Method 


TBLASTX: Wheat 






Start 


891 


End 


1316 






GI 


none 


Score 


583 






Exons 


891.;1316, 923. .1312, 954. .1316 








Seq. No. 


48087 


Seq. ID 


OJ000315_18.0413 


.CI 




Gene No. 


102354 


Strand 


+ 





49807 



Start 
Name 
Start 
GI 

Exons 



4 97 End 

OJ000315_18 . 04 13 . CI . o3 . ts Method 

897 End 

none Score 
897. .1142, . 914. .1027 



2455 

TBLASTX : Soybean 

1142 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48087 Seq. ID 

102354 Strand 

4 97 End ■ 

OJ000315__18 . 0413 .CI . ol . tm Method 

962 End 

none Score 

962. .1321, 963. .1322, 963. .1325 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX: Maize 

1325 

475 



Seq. No. 48087 Seq. ID 

Gene No. 102354 Strand 

Start 4 97 End 

Name OJ000315_18 . 04 13 . CI . ol . tw Method 

Start 1347 . . End 

GI none Score 

Exons 1347.. 1883, 1403.. 1882 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX: Wheat 

1883 

624 



Seq. No. 48087 Seq. ID 

Gene No. 102354 Strand 

Start 497 End 

Name OJ000315_18 . 04 13 . CI . o4 . tm ■ Method 

Start 1533 End 

GI - none Score 

Exons 1533.. 1847, 1560.. 1697, 1643.. 1846 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX: Maize 

1847 

271 



Seq. No. 48087 Seq. ID 

Gene No. 102354 Strand 

Start 4 97 End 

Name OJ000315_18 . 04 13 . CI . o2 . ts Method 

Start 1671 End 

GI none Score 

Exons. 1671.. 1931, 1676.. 1930 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX: Soybean 

1931 

275 



Seq. No. 48087 Seq. ID 

Gene No. 102354 Strand 

Start 4 97 End 

Name OJ000315_18 . 04 13 . CI . o2 . tm Method 

Start 1848 End 

GI none Score 

Exons 1848.. 2132, 1859.. 2119 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX : Maize 

2132 

373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48087 Seq. ID 

102354 Strand 

4 97 End 

OJ000315_18 . 04 13 . CI . o4 . tw Method 

1889 End 

none Score 

1889. .2119, 1890. .2132, 1896. .2120 



OJ000315_18.0413.C1 
+ 

2455 

TBLASTX: Wheat 

2132 

284 



Seq. No. 
Gene No. 
Start 



48088 

102355 

60 



Seq. ID OJ000315_18.0413.C2 
Strand + 
End 11259 



49808 




Name 


OJ000315 18.0413.C2.ol.gp 


Method 


AAT/GAP 




btart 


60 


End 


441 




GI 


uC-osflcyp033a04bl 


Score 


679 




Exons 


60. .441 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 APQ00570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


48088 


Seq. ID 


OJ000315_18 


. 0413 .C2 


Gene No. 


102355 


Strand 


+ 




Start 


60 


End 


11259,, 




Name 


OJ000315 18.0413.C2.ol.gs 


Method 


GENSCAN 




Start 


238 


End 


11259 




GI 


none 


Score 


.54 




Exons 


238. .309, 1301. .2039, 2482. .2584, 3924 


..4250, 5238 


. .5322, 




5565.. 6159, 6245. .7454, 7500. 


.10051, 10841. . 11259 




Seq. No. 


48088 


Seq. ID 


OJ000315_18 


.0413.C2 


Gene ■ No. 


102355 


Strand 


+ 




Start 


60 


End 


11259 




Name 


OJ000315 18.0413. C2.o2.np 


Method 


AAT/NAP 




Start 


5565 


End 


10065 




GI 


4680179 


Score 


5337 




Exons 


5565.. 6630, 6664.. 10065 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica 


] 


Seq. No. 


48088 


Seq. ID 


OJ000315_18 


.0413. C2 


Gene No. 


102356 


Strand 


+ 




Start 


12273 


End 


13843 . 




Name 


OJ000315 18.0413.C2.o5.gp 


Method 


AAT/GAP 




Start 


12095 


End 


12476 




GI 


uC-osflcyp033a04bl 


Score 


691 




Exons 


12095. .12476 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


48088 


Seq. ID 


OJ000315_18 


.0413. C2 


Gene No. 


102356 


Strand 


+ 




bt art 


12273 


End 


13843 




Name 


OJ000315 18.0413.C2.o2.gs 


Method 


GENSCAN 




Start 


12273 


End 


13843 




GI 


none 


Score 


.59 




Exons 


12273. .12344,. 13181. .13843 








Seq. No. 


48088 


Seq. ID 


OJ000315_18 


.0413..-C2 


Gene No. 


102357 


Strand- 


+ 




Start 


15097 


End 


21011 




Name 


OJ000315 18.0413.C2.o3.np 


Method 


AAT/NAP 




Start 


15097 


End 


21011 




GI 


7248395 


Score 


2375 




Exons 


15097. .15181, 17447. .18016, li 


3060. .18898, 19645. .20091, 




20289. .20433, 20469. .21011 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48088 


Seq. ID 


OJ000315_18 


.0413. C2 


Gene No. 


102357 


Strand 






Start 


15097 ■ 


End 


21011 




Name 


OJ000315 18.0413.C2.o6.gp 


Method 


AAT/GAP 





49809 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



15803 End 16184 

uC-osflcyp033a04bl Score 647 

15803. .16184 

'6016845/dbj I AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 ' 



48088 Seq. ID 

102357 Strand 

15097 End 

OJ000315_18 . 04 13 . C2 . o5 . np Method 

19197 End 

7248395 Score 



OJ000315_18.0413.C2 
+ 

21011 
AAT/NAP 
21011 
1122 



19197. .19253, 19698 20091 , 2028 9 20433, 20469. 
(AP001389) hypothetical protein [Oryza sativa] 



21011 



48088 Seq. ID 

102358 Strand 

1 " End " 

OJ000315_18 . 0413 . C2 . ol . np Method 

1 . End 

4680186 Score 
1. .193, 1004. .1058 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000315_18.0413.C2 

1058. 
AAT/NAP 
1058 

327 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315 18. 0413. C2 



48088 
102359 
1976 

OJ000315_18 . 0413 . C2 . o2 . gp 
1976 

61605_3.R1084 
1976. .2281 

f 1402920/emb|CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidops 
thaliana] ' 



2281 
AAT/GAP 
2281 
458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48088 Seq. ID OJ000315_18 . 04 13 . C2 

102360 Strand 

2803 ' End 3237 

OJ000315_18.0413.C2.o3.gp Method AAT/GAP ■ 

2803 End 3237 

2428185 Score 572 

2803. .3237 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone:tl7804 

48088 Seq. ID OJ000315_18 . 04 13 . C2 

102361 ' Strand 

3260 . End 3989 

OJ000315_18.0413.C2.o4 . gp Method AAT/GAP 

3260 End 3989 

101153_1.R1084 Score 448 

3260. .3483, 3955. .3989 

•5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



48088 

102362 

14659 



Seq. ID 

Strand 

End 



OJ000315 18. 0413. C2 



15078 



49810 



Name 


OJ000315 18 


.0413 


.C2.o3. 


gs 


Method 


GEN SCAN 




Start 


14659 








End 


15078 




GI 


none 








Score 


1 




Exons 


14659. .15078 












Seq. No. 


48088 








Seq. ID 


OJ000315_18 .0413 


.C2 


Gene No. 


102363 








Strand 






Start 


21299 








End 


21553 




Name 


OJ000315 18 


.0413 


.C2.o4 . 


np 


Method 


AAT/NAP 




Start 


21?99 








End 


21553 




GI 


7106513 








Score 


200 




Exons 


21299. .21407, 21510. .21553 








GI Descrip. 


(AP001278) 


hypothetical 


. protein [Oryza 


sativa] 




Seq. No. 


48088 








Seq. ID 


OJ000315 18.0413, 


.C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




Name. * 


OJ000315 18 


.0413, 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


5798 








End 


6158 




GI 


none 








Score 


278 




Exons 


5798 . . 6157, 


5799, 


. . 6158 










Seq. No. 


48088 








Seq. ID 


OJ000315 18.0413. 


,C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




-Name 


OJ000315 18 


.■0413, 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6655 








End 


7008 




GI 


. none 








Score 


188 




Exons 


6655 . . 7008 














Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413, 


,C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




Name 


OJ000315 18 


.0413. 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


6691 








End 


7113' 




GI 


none 








Score 


164 




Exons 


6691 . . 6900, 


6747 , 


- ..6.8 9.9, 


6945 .. 


..7058, 6946. .7113 




Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413, 


,C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




Name 


OJ000315 18 


.0413, 


,C2.o4 . 


tw 


Method . 


TBLASTX: Wheat 




Start 


7228 








End 


7710 




GI 


none 








Score 


52 




Exons 


7228. .7278, 


7332, 


, .7667, 


7333. 


.7710 






Seq. No. 


48088 








Seq. ID 


OJ000315JL8.0413. 


C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




Name 


OJ000315 18 


.0413. 


,C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start , 


7240 








End 


7529 




GI 


none 








Score 


269 




Exons 


7240. .7527, 


7338. 


.7529 










Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413. 


C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 





49811 




Name 


/^taaaoic 10 

OJOUUolo lo 


A A 1 "3 


. C2 . o3 . 


, tm 


Method 


TBLASTX: Maize 




Start 


T C A T 

/o9 1 








End 


8088 






none 








Score 


167 




Exons 


/oy / . . / lib, 


/ bUo 


. . / /ol , 


/ / O O . 


O A O O if 

. 0U00 , It 


S48..7976, 8004. .8054 


Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413 


.C2 


Gene No. 


102364 








Strand 






Start 










End 


■24421 




Name 


/"NTAAA01C TO 

OJUOUolo lo 


A A 1 D 

. 04.13 


. C2 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1 bol 








End 


8046 




GI 


none 








Score 


57 




Exons 


/bo 1 . . /boo, 


"7 ^ E O 

/ bo3 


. . / boz , 


neon 
/ DO / . 


.8046, 7689. .7727, 7755. .8 


045 


Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413 


.C2 


Gene No. 


102364 








Strand 


- 




Start 


zoboo 








End 


24421 




Name 


OJUUUolo lo, 


. U4 lo 


. Cz . 00 . 


tw 


Method 


TBLASTX: Wheat 




Start 


n n c n 

/ / oy 










O A C 1 

0U0I 




GI 


hone 








Score 


378 




Exons 




/ / bl 


O A A C 

. . 804 o 










Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413 


.C2 


Gene No. 


102364 








Strand 


- 




Start 


ZOOOO 








End 


24421 




Name 


OJ000315 18, 


A /I 1 *3 

. 0413 


. C2 . o3 . 


tw 


Method 


- TBLASTX: Wheat 




Start 


O A H A 

oOoz 








End 


O A O A 

84 84 




GI 


none 








Score 


575 




Exons 


O A ^ A O/IO/I 

oOoz . . 8484 , 


O A A A 

80y4 


O A O "3 

. .8483 










Seq. No. 


48088 








Seq. ID 


OJ000315JL8.0413 


.C2 


Gene No. 


102364 








Strand 


- 




Start 


z jooo 








End 


24421 




Name 


/"NTAAAOIC -1 O 

OJ000315 lo . 


A A T *3 

, 0413 


. C2 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


0 1 0 0 
8133 








End 


O A A C 

84 9b 




GI 


none 








Score 


482 




Exons 


oljJ . . o4o 0, 


8134 


O A O "7 

. . 84 0 7 , 


010/! 
0 1 3 4 .• 


.8496 






Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413 


,C2 


Gene No. 


102364 








Strand 






btart 










End 


24421 




Name 


OJU00315 lo. 


A /I 1 O 

0413 


. C2 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


O A O *7 

o4o / 








End 


9054 




GI 


none 








Score 


646 




Exons 


o4o / . . yuoo, 


oci 0 


A A E /I 

. . yuo4 










Seq. No. 


48088 








Seq. ID 


OJ000315__18.0413 


,C2 


Gene No. 


102364 








Strand 






Start 


O O ^" o c 








End 


24421 




Name 


OJ000315 18. 


04 13 . 


. C2 . ol . 


tc 


Method 


■ TBLASTX: Cress 




Start 


O 1 f T 
O/6I 








End 


9078 




GI 


none 








Score 


89 




Exons 


8761. .8934, 


8935, 


. .9078, 


8937. 


. 9077 






Seq. No. 


48088 








Seq. ID 


OJ000315_18.0413, 


.C2 


Gene No. 


102364 








Strand 






Start 


23635 








End 


24421 




Name 


OJ000315 18. 


0413. 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 





49812 




Start 


8842 


End 


9102 




GI 


none 


Score 


295 




Exons 


8842. .9102, 8847. .9101 








Seq. No. 


48088 


Seq. ID 


OJ000315 18.0413 


.C2 


Gene No. 


102364 


Strand 


- 




Start 


23635 


End 


24421 




Name 


OJ000315 18 . 04 13 . C2 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


8900 


End 


9192 




GI 


none 


Score 


86 




Exons 


8900.. 9067, 8901. .9188, 8902. 


. 9192 






Seq. No. 


48088 


Seq. ID 


OJ000315_18.0413 


.C2 


Gene No. 


102364 * 


Strand 






Start 


23635 


End 


24421 




Name 


OJ000315 18 . 04 13 . C2 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


9061 


End 


13576 




GI 


none 


Score 


693 




Exons 


90 61.. 9 687, 9117.. 95 75, -9433. 


.9684, 13178. .13576, 13187 


. . l: 




13192 .. 134 64 , 13451. .13573 








Seq. No. 


48088 


Seq. ID 


OJ000315_18.0413 


,C2 


Gene No.. 


102364 


Strand 






Start 


23635 


End 


24421 




Name 


OJ000315 18.0413.C2.ol.tm 


Method 


-TBLASTX: Maize 




Start 


9241 


End 


13729; 




GI 


none 


Score 


231 




Exons 


9241. .9402, 9249. .9395, 9400. 


.9840, 9402. .9824, 13178.. 


132: 




13195. .13284, 1328 9 .. 13729, 1329L. 13713 




Seq. No. 


48088 


Seq. ID 


OJ000315_18.0413 


.C2 


Gene No.. 


102364 


Strand 






Start 


23635 


End 


24421 




Name 


OJ000315 18.0413.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9687 


End , 


13909 




GI 


none 


Score 


325 




Exons 


9687. .9956, 9688 .. 10020, ' 9691 , 


..9999, 13576. . 13845, 13577..: 




13580. .13888 








Seq. No. 


48088 


Seq. ID 


OJ000315_18.0413 


.C2 


Gene No. 


102364 


Strand 






Start 


23635 


End 


24421 




Name 


OJ000315 18.0413.C2.o6.np 


Method 


AAT/NAP 




Start 


23635 


End 


24421 




GI 


1184100 


Score 


77 




Exons 


23635. .24131, 24377. .24421 








GI Descrip. 


(U45958) pistil extensin-like 


protein 


[Nicotiana alata] 




Seq. No. 


48089 


Seq. ID 


OJ000315_18.0413 


,C3 


Gene No . 


102365 


Strand 






Start 


444 


End 


1002 




Name 


OJ000315 18.0413.C3.ol.np 


Method 


AAT/NAP 




Start 


444 


End 


1002 




GI 


7487906 


Score 


86 




Exons 


444. .550, 941. .1002 








GI Descrip. 


hypothetical protein YUP8H12R. 


,3 - Arabidopsis thaliana 





gi|3152595|gb|AAC17076.1| (AC002986) Similar to D. melanogaster 



49813 



sno gene gb|U95760. EST gb|N97148 and gb|Z26221 come from this 
gene. [Arabidopsis thaliana] 



Seq. No. 48089 Seq. ID 

Gene No. . 102365 Strand 

Start 444 End 

Name OJ000315_18 . 0413. C3 . ol . gs Method 

Start 448 End 

GI none Score ■ 

Exons 448.. 550, 941.. 994 



OJ000315_18.0413.C3 

1002 
GENSCAN 
994 
.89 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48090 Seq. ID 

102366 Strand 

92 End 

OJ000315_18.0413.C4 .ol.np Method 

92 End 

6456434 Score 
92. .210 

(AB02534 3) lupeol synthase- [Olea europaea] 



OJ000315_18.0413.C4 
+ 

210 

AAT/NAP 
210 
79 



48090 Seq. ID 

102367 Strand 
6125 End 
OJ000315_18.0413.C4 .o2.gp Method 
6125 End 
29435_1.R1084 Score 
6125. .6404, 6923. .7 900, 10362. .10538 

*4337195/gb|AAD18109| 1.0e-112 (AC006403) putative protein 
kinase [Arabidopsis thaliana] 1 



OJ000315_18.0413.C4 
+ 

11099 
AAT/GAP 
10538 
2756 



Seq. No. 


48090 






Seq. ID 


OJ000315 


Gene No. 


102367 






Strand 


+ 


Start 


6125 






End 


11099 


Name 


OJ000315 18 


.0413.C4 


. o2 . gs 


Method 


GENSCAN 


Start 


6987 






End 


10701 


GI 


none 






Score 


.87 


Exons 


6987. .7900, 


. 10362. . 


10701 






Seq. No. 


48090 






Seq. ID 


OJ000315 


Gene No. 


102367 






Strand 


-+ 


Start 


6125 






End 


11099 


Name 


OJ000315 18 


.0413.C4 


. o4 . np 


Method 


AAT/NAP 


Start 


6987 






End 


10698 


GI 


4337195 






Score 


1479 


Exons 


6987. .7900, 


10362. . 


10698 






GI Descrip. 


(AC006403) 


putative 


protein 


kinase [Arabidopsis 


Seq. No. ' 


48090 






Seq. ID 


OJ000315 


Gene No. 


102367 






Strand. 


+ 


Start 


6125 






End 


11099 


Name 


OJ000315 18 


.0413.C4 


. o3. gp 


Method 


AAT/GAP 


Start 


10581 






End 


11099 


GI 


none 






Score 


1002 


Exons 


10581. . 11099 








Seq. No. 


48090 






Seq. ID 


OJ000315_ 


Gene No. 


102368 






Strand 





49814 






Start 


977 


End 


6494 




Name 


OJ000315_18.0413.C4 .ol.gp 


Method 


AAT/GAP 




Start 




End 


467 




GI 


uC-osf Im202002g05bl 


Score 


733 




Exons 


92 . . 4 67 








GI Descrip. 


6045133/dbj I BAA85266 . 1 \ 1 . Oe 


-11 (AB033334) cycloartenol 






synthase [Luffa cylindrical 1 








Seq. No. 


a o> r\ c\ r\ 

4 8090 


Seq. ID 


OJ000315_18.0413.C4' 




Gene No. 


102368 


Strand 






Start 


977 


End 


6494 




Name 


OJ00031D 18 . 04 13 . C4 . ol . gs 


Method 


GENSCAN 




Start 


C\ "1 1 


End 


6494 




GI 


none 


Score 


.46 




Exons 


977. .1039, Hob. .3680, 3919.. 


4013, 4136.. 4369, 5598.-5789, 






6217 . . 64 94 








Seq. No. 


4 8090 


Seq. ID 


OJ000315_18.0413.C4 




Gene No . 


102368 


Strand 






O -4- -s v4- 

btart 


977 - 


End 


6494 




Name 


OJ000315 18.0413.C4.o2.np 


Method 


AAT/NAP 




Start 


1483 


. End 


3285 




GI ;" 


7489501 


Score 


723 


E! Ji 


Exons 


1483. .1672, 1751. .3285 






v3 


GI Descrip. 


NBS-LRR type resistance protein - rice 


(fragment) 


fn 




gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistanc 


fy 




protein [Oryza sativa] 








Seq. No. 


48090 


Seq. ID 


OJ000315_18.0413.C-4 


a is? 


Gene No. 


102369 


Strand 




W 


Start 


9621 


End 


18432 




Name 


OJ000315 18.0413.C4.o4.ts 


Method 


TBLASTX : Soybean 




Start 


1750 


End 


2623 




GI 


none 


Score 


133 


f 5- 


Exons 


1750.*. 1875, 1816.. 1992, 1882. 


.1989, 2266. .2622, 2267. .2623 




Seq. No. 


48090 


Seq. ID 


OJ000315_18~.0413.C4 




Gene No. 


102369 


Strand 




L _J 


C +- -\ v~+- 

btart 


9621 


End 


18432 




Name 


OJ000315 18.0413.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


2347 


End 


2643 




GI 


none 


Score 


.81 




Exons 


2347. .2643, 2365. .2616 








Seq. No. 


48090 


Seq. ID 


OJ000315_18.0413.C4 




Gene No. 


102369 


Strand 






Start 


9621 


End 


18432 




Name 


OJ000315 18.0413.C4 ,'ol. tm - 


Method 


TBLASTX: Maize 




Start 


6977 


End 


10771 




GI 


none 


Score 


46 




Exons 


6977. .7054, 6979. .7041, 6987. 


.7055, 7019. .7174, 7020. .7145, 






7029. .7199, 7049. .7180, 7155. 


.7484, 7165. .7800, 7187. .7900, 






7194. .7925, 7463.'. 7915, 7910. 


.7933, 10362. .10712, 10363.. 10 






1054 8. .10712, 10713. .10769, 10715. .10771 




Seq. No. 


48090 


Seq. ID 


OJ000315_18.0413.C4 




Gene No. 


102369 


Strand 





49815 




Start 


9621 




End 


18432 


Name 


OJOOOJlO 10 


. 04 13 . C4 . oo . tw 


Method 


TBLASTX: Wheat 


Start 


/" A Q A 

6980 




End 


7355 




none 




Score 


57 


Exons 


£T A Q A Trt/I o 

byoU. . / 0 4 o , 


/" Afl 1 ' 1 f\ A C\ 1AOA 

6981 . .704 9, 7020 . 


.7127, 7044. .7145, 7060. .7170, 




nil/* nice 

1 lib . . / ooo, 


/ 139 . . 1 ZZl , 7146 . 


.7223, 7306. .7329 


Seq. No. 


A o a a A 
4 8090 




Seq. ID 


OJ000315_18.0413.C4 


Gene No . 


1 A A O A 

10z369 




Strand 




Start 


9621 




End 


18432 


Name 


OJ000315_18 


■0413.C4.ol.ts 


Method 


TBLASTX: Soybean 


b tar t 


/ 0 64 




End 


10545 


GI 


none 




Score 


123 


Exons 


/064 . . 1 113 , 


7065. .7226, 7071. 


.7226, 7244 . .7426, "7245. .7925, 




/z4 8 . . / 4 87 , 


7523. .7915, 7572. 


.7916, 7581. .7631, 7584. .7631, 




icon t/too 

/oby . . / boo, 


10362. .10532, 10363.. 10527 


, 10363.. 10545 


Seq. No. 


48090 




Seq. ID 


OJ000315_18.0413.C4 


Gene No. 


102369 




Strand 




Start 


y bzi 




End' 


18432 


Name 


OJ000315 18 


.0413.C4 .o3.tc 


Method 


TBLASTX: Cress 


Start 


7118 




End 


7514 


GI 


none 




Score 


37 0 


Exons 


/ 118 . . / 201, 


7203. .7514, 7250. 


.7426 




Seq. No. 


A O A A A 

4 8090 




Seq. ID 


OJ000315_18 .0413.C4 ' 


Gene No. 


102369 




Strand 




Start 


9621 




End 


18432 


Name 


OJ000315 18 


.0413.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


7518 




End 


10760 


GI 


none . 




Score 


109 


Exons 


7518. .7601, 


7523. .7597, 7598. 


.7915, 7602.. 7925, 10363 .. 10398 , 




10363. .10395, 10410. .10589, 10410. .107 60, 10414. .10755 


Seq. No. 


48090 




Seq. ID 


OJ000315_18.0413.C4 


Gene No. 


102369 




Strand 




Start 


'9621 




End 


18432 


Name 


OJ000315 18 


.0413.C4 .o2.tw 


Method 


TBLASTX: Wheat 


Start 


7620 




End 


10629 


C T 


none 




Score 


205 


Exons 


7620. .7859, 


7857.. 7901, 10363 


. . 10629, 


10380. .104 30, 104 88. .1058 9 


Seq. No. 


48090 




Seq. ID 


OJ000315_18.0413.C4 


Gene No . 


102369 




Strand 




Start 


9621 




End 


18432 


Name 


OJ000315 18 


.0413. C4 .06. np 


Method 


AAT/NAP 


Start 


9621 




End 


16230 


GI 


7340884 




Score 


144 


Exons 


9621. . 9664, 


11967. .11995, 16058. .16230 




GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 




transposase 


. (AB013982) [Oryza sativa] 




Seq. No. 


48090 




Seq. ID 


OJ000315__18.0413'.C4 


Gene No. 


102369 




Strand 




Start 


9621 




End 


18432 


Name 


OJ000315 18, 


.0413.C4.o5.ts 


Method 


TBLASTX : Soybean 


Start 


10545 




End 


10715 



49816 



GI 

Exons 



none 
10545. 



10715, 10546. .10701 



Score 



210 



Seq. No. 48090 Seq. ID 

Gene No. 102369 Strand 

Start 9621 End 

Name OJ000315_18 . 04 13 . C4 . o3 . gs Method 

Start 11299 " End 

GI none Score 

Exons ' 11299. .11465, 1204 4 12287 , 12445 

13409. .13476, 13598 .. 13925 , 13968 



OJ000315 18. 0413. C4 



18432 - 
GEN SCAN 
18432 
.7 

12657, 12812. .13297, 
14044, 14383. .14554, 



14631. .14701, 15019. .15106, 15387 .. 154 52 , 18430. .18432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48090 

102369 

9621 

OJ000315_18 . 04 13 . C4 . o4 . gp 
11619 ' * - 
5334 1.R1084 



Seq. ID OJ000315_18.0413.C4 
Strand 

End 18432 

Method AAT/GAP 

End 12977 

Score 1996 



11619. .12311, 12445. .12657, 12812. .12977 

'4204265 5.0e-70 (AC005223) 45643 [Arabidopsis thaliana] 1 



48090 
102369 
.9621 

OJ000315_18.0413.C4 .o2.tm 
11939 
none 
11939, 
12037. 
12409. 
12810. 
13212. 



, 11971, 
, 12132, 
,12666, 
13238, 
13298, 
13411. . 13485, 



11948. 
12138, 
12444. 
13108. 
13386. 
13584. 



.12010, 
.12326, 
.12665, 
.13221, 
.13454, 
.13682, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

11981 

12139 

12791 

13202 

13409 



OJ000315 18. 0413. C4 



18432 

TBLASTX: Maize . 
13684 
44 

12124, 12036. .12227, 
12312, 12156. .12314, 
13237, 12807. .13211, 
13297, 13212. . 13298, 
13477, 13410. .13478, 



13585. .13683, 13598. .13684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48090 

102369 

9621 

OJ000315_18 .0413.C4.o5.np 

11988 

7025862 



Seq. ID OJ000315_18.0413.C4 
Strand 

End 18432 

Method AAT/NAP 

End 13835 

Score 750 



11988. .12311, 12445. .12657, 12812 .. 13297 ,. 13370 .. 13835 
(AC024128) unknown protein [Arabidopsis thaliana] 



48090 Seq. ID 

102369 " Strand 

9621 End 

OJ000315__18 .0413.C4 .o2.tc Method 

12141 End 

none Score 



OJ000315_18.0413.C4 
18432 

TBLASTX :Cr'Sss 

13123 

144 



12141. .1232 6, 12439. .12666, 12445. .12672, 124 94. .12679, 
12524. . 12670, 12788 .. 13021, 12807 .. 13022 , 13076.. 13123 



Seq. No. 48090 Seq. ID 

Gene No. 102369 Strand 

Start 9621 End 

Name OJ000315 18 . 04 13 . C4 . o2 . ts Method 



OJ000315_18.0413.C4 
18432 

TBLASTX: Soybean 



49817 



Start 
GI 

Exons 



12147 
none 



End 
Score 



12685 
158 



12147. .12326, 124 42 12657 , 12442 .. 12666, 12444 .. 12665, 
12497.. 12685 



Seq. No. 48090 

Gene No. 102369 

Start 9621 

Name OJ000315_18 . 0413 . C4 . ol . tw 

Start 12161 

GI . none 

Exons 12161. .12295, 12180 12314 , 
12494. .12664 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_18.0413.C4 
18432 

TBLASTX: Wheat 

12666 

73 



12180. .12326, 12409. .12666, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 

GI Descrip. 



48090 

102369 

9621 

OJ000315_18.0413.C4.o3.ts 

12788 
none 



Seq. ID OJ000315_18. 0413.C4 



Strand 
End 

Method 

End." 

Score 



18432 

TBLASTX: Soybean 

13241 

163 



12788. .13054, 12807 .. 13022, 13028 .. 13153, 13194. .13241 



48090 
102369 
9621 

OJ000315 
13262 
25369JL.R1084 
13262. .13297, 13409.. 
14383. .14554, 14631.. 
' 6015437/dbj IAB008112 
complete cds 1 



5_18.0413.C4.o5.gp 



13476, 
14701, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13598 

15387 



13895, 
15507 



OJ000315 18. 0413. C4 



18432 
AAT/GAP 
15507* 
1418 

13968. 



14044, 



HAB008112 4.0e-09 Homo sapiens PEX1 mRNA, 



48090 

102369 

9621 

OJ000315_18.0413.C4 .o3.tm 
13722 
none 
13722, 
13798. 
13963, 
14383, 



Seq.. ID OJ000315_18.0413.C4 

Strand/, - 

End. 18432 

Method TBLASTX: Maize 

End 14703 

Score 111 



,13808, 13723. .13809, 13724 .. 13810 , 13724. 
,13896, 13798. .13893, 13811 .. 13894 , 13812. 



,14052, 13968. .14051, . 14375. 
,14442, 14432. . 14545, 14434, 



14434, 14379. 
14550, 14436. 



14534. .14 560, 14 622 .. 14702, 14 64 4. .14703 



48091 
102370 . 
3307 

OJ000315_18.0413.C5.o3.'np 
2749 
1708137 
2749. .2770, 



,13822, 
,13895, 
.14441, 
.14537, 



18. 0413. C5 



Seq. ID OJ000315_ 
Strand + 
End 7408 
Method AAT/NAP 
End 7408 
Score 114 
5625. .5749, 6240. .6337, 7210. .7408 
POTENTIAL HEME-BINDING PROTEIN gil 21474 97 | pir | | S73153 
hypothetical protein 10 - Porphyra purpurea chloroplast 
gil 1276698 (U38804) hypothetical chloroplast ORF 10. [Porphyra 
purpurea] 



49818 




Seq. No. 


48091 








Seq. ID 


OJ000315_18.0413. 


C5 


Gene No. * 


102370 








Strand 


+ 




Start 


3307 








End 


7408 




Name 


OJ000315 18. 


A A 1 O 

0413 . 


C5 . o2 . 


gs 


Method 


GENSCAN 




Start 


*3 "5 f\ 1 

3307 








End 


5494 * 




GI 


none 








Score 


.96 




Exons 


3307 . . 3500, 


3816. 


.4 401, 


4 995 . 


.5080, 5317. .5494 




Seq. No. 


4 8091 








Seq. ID 


OJ000315_18 .0413. 


Co 


Gene No. 


102370 








Strand 


+ 




Start 


3307 








End 


7408 




Name 


OJ000315 18. 


0413. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


3416 








End 


5491 




GI 


2980762 








Score 


443 




Exons 


3416. .3524, 


3902. 


.4401, 


4995. 


.5080, 5317. .5491 




GI Descrip. 


(AL022198) hypothetical 


. protein [Arabidopsis thaliana] 




Seq. No. 


48091 








Seq. ID 


OJ000315 18.0413. 


C5 


Gene No. 


102370 








Strand 


+ 




Start 


3307 








End 


7408 




Name 


OJ000315 18. 


0413. 


CS.ol. 




Method 


AAT/GAP 




Start 


6678 








End 


7191 




GI 


none 








Score 


967 




Exons 


6678. .7191 














Seq. No.. 


48091 








Seq. ID 


OJ000315_18.0413. 


C5 


Gene No. 


102371 








Strand 






Start 


53 








End 


453 




Name 


OJ000315 18. 


0413. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


53 








End 


453 




GI 


none 








Score 


.65 




Exons 


53. .130, 142 


:. .453 










Seq. No. 


48091 








Seq. ID 


OJ000315_18.0413. 


C5 


Gene No. 


102371 








Strand 






Start . 


53 








End 


453 




Name 


OJ000315 18. 


0413. 


C5.o2. 


tm. 


Method 


TBLASTX: Maize 




Start 


56 








End 


378 




GI 


none 








Score 


162 




Exons 


56. .145, 148 


. .378 












Seq. No. 


48091 








Seq. ID 


OJ000315_18.0413. 


C5 


Gene No. 


102372 








Strand 






Start 


4120 








End 


5731 




Name 


OJ000315 18. 


0413. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4120 








End 


5731 




GI 


none 








Score 


125 




Exons 


4120. .4200, 


4122. 


.4202, 


4205. 


.4402, 4240. .4401, 4262. .4402 




4263. .4409, ■ 


4263. 


.4412, 


4273. 


.4431, 4994. .5083, 4995. .50 


81 




5312. .5491, 


5314 . 


.5496, 


5315. 


.5497, 5636. .5731, 5639. .5728 


Seq. No. 


48091 








Seq. ID 


OJ000315__18.0413. 


C5 


Gene No. 


102372 








Strand 






Start 


4120 








End 


5731 




Name 


OJ000315 18. 


0413. 


CS.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


5330 








End 


5716 




GI 


none 








Score 


188 





49819 





Exons 


5330. .5497, 5330. .5488, 5394.. 


,5495, 5636.. 5716 






Seq. No. 


48091 


Seq. ID 


OJ000315_18.0413 


.C5 




Gene No. 


102373 


Strand v 








Start 


7211 


End 


7348 






Name 


OJ000315 18.0413.C5 .o3. tm 


Method 


TBLASTX: Maize 






Start 


7211 


End 


7348 






GI 


none 


Score 


71 






Exons 


7211. .7252, 7213. .7251, 7244.. 


7348, 7255.. 7347 






Seq. No. 


48092 


Seq. ID 


OJ000315_18.0413 


. C7 




Gene No. 


102374 


Strand 


+ 






Start 


1827 


End 


6383 






Name 


OJ000315 18.0413.C7 .ol.np 


Method 


AAT/NAP 






Start 


1827 


End 


6371 






GI 


7486497 


Score 


1375 






Exons 


1827. .1897, 2292. .2561, 5002.. 


5332, 5577. .6371 






GI DescripT 


hypothetical protein F6E21.60 


- Arabidopsis thaliana 








gi | 7270016 I emb | CAB7 9832.1 1 (AL161578) 


1, 3-beta-glucanase-like 






protein [Arabidopsis thaliana] 










Seq. No. 


48092 


Seq. ID 


OJ000315 18.0413 


.C7 




Gene No. 


102374 


Strand 


+ 






Start 


1827 


End 


6383 




. — 


Name 


OJ000315 18.0413.C7.ol.gs 


Method 


GENSCAN 






Start 


-2215 


End 


6383 




ru 


GI 


none 


Score 


1 




□ 


Exons 


2215. .2561, 5002. .5332, 5577.. 


6383 








Seq. No. 


48092 


Seq. ID 


OJ000315_18.0413 


.C7 




Gene No. 


102375 


Strand 


+ 




ia i a 
: r; 


Start 


9849 


End 


11264 




3 


Name 


OJ000315 18.0413.C7.o3.gs 


Method 


GENSCAN 




£3 


Start 


9849 


End 


11112 






GI 


none 


Score 


.98 






Exons 


9849.. 10000, 10943.. 11112 










Seq. No. 


48092 


Seq. ID 


OJ000315_18.0413 


.C7 




Gene No. 


102375 


Strand 


+ 




: : 


Start 


9849 


End 


11264 






Name 


OJ000315 18.0413.C7.o2.np 


Method 


AAT/NAP 






Start 


9855 . . 


End 


11264 






GI 


7486095 


Score 


390 






Exons 


9855. .10000, 10943. .11112, 11210. .11264 






GI Descrip. 


hypothetical protein F24L7.13 


- Arabidopsis thaliana 








gi|2914700|gb|AAC04490.1| (AC003974) 26S proteasome regulatory 






subunit '[Arabidopsis thaliana] 










Seq. No. 


48092 


Seq.- ID 


OJ000315_18.0413 


,C7 




Gene No. 


102376 


Strand' 










7228 


End 


9061 






Name 


OJ000315 18.0413.C7.o4.tc 


Method 


TBLASTX: Cress 






Start 


2290 


End 


2544 






GI 


none 


Score 


206 






Exons 


2290. .2544, 2298. .2534 










Seq. No. 


48092 


Seq. ID 


OJ000315__18.0413, 


.C7 



49820 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102376 
7228 

OJ000315_18, 

2295 

none 

2295. .2561, 



0413.C7.o3.ts 



Strand 
End 

Method 

End 

Score 



9061 

TBLASTX : Soybean 

5247 

238 



2296. .2550, 4978.-5247, 5000. .5245 



48092 
102376 
7228 

OJ000315_18.0413.C7.o2.tm 
2298 
none 

2298. .2561, 2299. .2562, 4990. .5133, 5000. .5134 



Seq. ID- OJ000315_18.0413.C7 
Strand - . 

9061 

TBLASTX: Maize 
5134 
261 



End 

Method 

End 

Score 



48092 
102376 - 
7228 

OJ000315_18, 

4978 

none 

4978. .5160, 
5577. .5660 

48092 

102376 

7228 

OJ000315_18. 

5194 

none 

5194. .5289, 
5976. .6278, 

48092 

102376 

7228 

OJ000315_18. 

5619 

none 

5619. .5861, 

48092 

102376 

7228 

OJ000315_18. 

5984 

none 

5984. .6277, 

4 8092 

102376 

7228 

OJ000315_18 . 

6056 

none 

6056. .6313, 



0413.C7.ol.tc 



Seq. ID OJ000315_18. 0413.C7 
Strand 

End 9061 

Method TBLASTX : Cress 

End 5660 

Score 218 
5000. .5200, 5176. .5277, 5177. .5278, 5276. .5329, 



Seq. ID OJ000315_18.0413.C7 
Strand 

End 9061 

Method TBLASTX: Maize 

End 6278 

Score 178 

.5939, 5575. .5655, 5576. .5926, 
. 6253 



0413.C7.ol.tm 



5195. .5332, 5574, 
5976. .6137, 5984, 



0413.C7,.o2.ts 
5627. .5863 

0413.C7.ol.ts 
5985. . 6299 

0413.C7.o2. tc 
6057. .6278 



Seq. ID OJ000315_18.0413.C7 
Strand 

End 9061 

Method TBLASTX : Soybean 

End 5863 

Score 328 



Seq. ID OJ000315_18.0413.C7 
Strand 

End 9061 

Method TBLASTX : Soybean 

End 6299 

Score 339 



Seq. ID OJ000315_18.0413.C7 
Strand 

End 9061 

Method TBLASTX : Cress 

End 6313 

Score 244 



49821 



jbss. 



Seq. No. 


48092 




Seq. ID 


OJ000315_18.0413 


,C7 


Gene No. 


102376 




Strand 






Start 


7228 




End 


9061 




Name 


OJ000315 18. 


0413.C7.o2.gs 


Method 


GENSCAN 




Start 


7228 




End 


9061 




GI 


none 




Score 


.93 




Exons 


7228 . . 7302, 


8087.. 8191, 8197.. 8505, 8933.. 9061 




Seq. No. 


48092 




- Seq. ID 


OJ000315 18.0413 


.C7 


Gene No. 


102377 




Strand 






Start 


n O A A 

9804 




End 


11259 




Name 


OJ000315 18. 


0413.C7.o4.ts 


Method 


TBLASTX: Soybean 




Start 


9804 




End 


11233 




GI 


none 




Score 


153 




Exons 


AAA/ A AA A 

9804 . . 9989, 


10953. . 11108, 


10956. . 11141 


, 11213.. 11233 




Seq. No. 


48092 




Seq. ID 


OJ000315 18.0413 


.C7 


Gene No. 


102377 




' Strand 






Start 


9804 




End 


11259 




Name 


OJ000315 18. 


0413.C7.o3.tc 


Method 


TBLASTX: Cress 




Start 


9867 




End 


11259 




GI 


none 




Score 


153 




Exons 


9867. .9989, 


10939. . 10971,' 


10953. .11108 


, 10956. .11141, 






11209. .11259 








Seq. No. 


48093 




Seq. ID 


OJ000315 18.041-3 


.C8 


Gene No. 


102378 




Strand 


+ 




Start 


1 




End 


6404 




Name 


OJ000315 18. 


0413.C8.ol.np 


Method 


AAT/NA'P 




Start 


1 




End 


3016 




GI 


7486095 




Score 


2694 





Exons 
1^ GI Descrip. 



•q Seq. No. 
r«H Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..323, 587. .722, 819. .1067, 1162. .1382, 1501. .1759, 1859. .2596, 
2669.. 3016 

hypothetical protein F24L7.13 - Arabidopsis thaliana 
gi|2914700|gb|AAC04490.1| (AC003974) 26S proteasome regulatory 
subunit [Arabidopsis thaliana] 



48093 

102378 

1 

OJ000315_18.0413.C8.ol.gs 

109 

none 

109. .228, 936. .1067, 1162. 
2690.. 3019 



Seq. ID OJ000315_18.0413.C8 

Strand + 

End 6404 

Method GENSCAN 

End 3019 

Score .91 
1382, 1501. .1759, 1859. .2566, 



48093 
102378 
1 

OJ000315_18.0413.C8 .o2.np 
1191 
5295955 



Seq. ID OJ00.0315_18.0413.C8 
Strand + 
End 6404 
Method AAT/NAP 
End 6404 
Score 329 

1191. .1230, 4102. .4233, 5062. .5511, 5777.. 6231, 6287. .6404 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 



48093 



Seq. ID OJ000315 18. 0413. C8 



49822 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102378 Strand + 

1 End 6404 

OJ000315_18 . 04 13 . C8 . ol . gp Method AAT/GAP 

1230- End 3265 

16776_1.R1084 Score 3267 

1230.. 1382, 1501.. 1759, 1859. .2566, 2690. .3265 

'2914700 0.0e+00 (AC003974) tRNA-processing protein SEN3-like 

[Arabidopsis thaliana] ' 



Seq. No. 48093 Seq. ID OJ000315_18 . 04 13 . C8 

Gene No. 102379 Strand 

Start 3435 End 3543 

Name OJ000315_18 . 04 13 . C8 . o2 . gp Method AAT/GAP 

Start 3435 End 3543 

GI uC-osflcyp088bl2bl Score 139 

Exons 3435.. 3543 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ■ 



Seq. No. 48093 Seq. ID 

Gene No. 102380 Strand 

Start 4957 ■ End 

Name OJ000315_18 . 04 13 . C8 . o2 . tm . Method 

Start 11 End 

GI none Score 
Exons 



OJ000315_18.0413.C8 
6220 

TBLASTX: Maize 

908 

149 



11. .118, 12. .146, 13. .120, 47. .151, 138. .323, 142. .324, 
582. .656, 584. .655, 657. .722, 660. .725, 661. .726, 662. .724, 
819.. '908, 819.. 908 





Seq. No. 


48093 


Seq. ID 


OJ000315_18.0413.C8 




Gene No. 


102380 


Strand 






Start 


4957 


End 


6220 




Name 


OJ000315 18.0413.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


608 


End 


2113 


L -J 


GI 


none 


Score 


175 




Exons 


608. .724, 609. .722, 819. .1082, 


822.. 1100, 1003.. 1089, 






1137. .1262, 1141;. 1383, 1159.. 


1383, 1498.. 1782, 1499.. 1759, 


TV 




1500. .1763, 1855. .2112, 1856.. 


2113 






Seq. No. 


48093 


Seq. ID 


OJ000315_18.0413.C8 




Gene No. 


102380 


Strand 






Start 


4957 


End 


6220 




Name 


OJ000315 18.0413.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


660 


End 


980 




GI 


none 


Score 


95 




Exons 


660. .722, 668. .724, 819. .980, 


822. . 977 






Seq. No. 


48093 


Seq. ID 


OJ0'00315_18.0413.C8 




Gene No. 


102380 


Strand 






Start 


4957 


End 


6220 




Name 


OJ000315 18.0413.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


919 


End 


3028 




GI 


none 


Score 


147 




Exons 


919. .1068, 920. .1057, 933. .1082, 933.. 


1139, 1141. .1383, 



1141. .1383, 1322. .1384, 1475. .1759, 1476. .1757, 1498. .1758, 
1854. .2228, 1855. .2466, 1856 .. 2470,- 1857 .. 2543, 2292. .2513, 
2684. .2896, 2689. .2841, 2738. .2905, 2965. .3018, 2972. .3028 



49823 




Seq. No. 


48093 








Seq. ID 


OJ000315_18.0413.C8 


Gene No. 


102380 








Strand 




Start 


4957 








End 


6220 


Name 


OJ000315 18 


. 0413 


.C8 .o4 . 


, tc 


Method 


TBLASTX: Cress 


Start 


1159 








End 


1540 


GI 


none 








Score 


168 


Exons 


1159. . 1383, 


1165 


. . 1383, 


1499. 


.1540 




Seq. No. 


48093 








Seq. ID 


OJ000315 18. 0413. C8 


Gene No. 


102380 








Strand 




Start 


4957 








End 


6220 


Name 


OJ000315 18, 


. 0413 


. C8 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1711 








End 


2226 


GI 


none 








Score 


72 


Exons 


1711. . 1785, 


1712 


. . 1759, 


1851 . 


.2189, IE 


151. .2225, 1855. .2226 




1856 . . 2224 












Seq. No. 


48093 








Seq. ID 


OJ000315_18.'0413.C8 


Gene No. 


102380 








Strand 




Start 


4 957 








End 


6220 


Name 


OJ000315_18 . 


. 0413 


. C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2114 








End ' 


3019 


GI 


none 








Score 


528 


Exons 


2114 . .2467, 


2114 


. .2431, 


2116 . 


.2466, 2684.. 2896, 2710. .2841, 




2965. . 3018, 


2972 


.... 3019 








Seq. No. 


48093 








Seq. ID 


OJ000315_18. 0.413. C8 


Gene No. 


102380 








Strand 




Start 


4 957 








End 


6220 


Name 


OJ000315_18 . 


. 0413 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2296 








End 


3021 


GI 


none 








Score 


224 


Exons 


2296 . . 24 66, 


2297 , 


. .2467, 


2498 . . 


.2527, 2704.. 2838, 2705.. 3019, 




2965 . . 3021 












Seq. No. 


48093 








Seq. ID 


OJ000315_18.0413.C8 


Gene No. 


102380 








Strand 




Start 


4957 








End 


6220 


Name 


OJ000315_18 . 


0413. 


. C8.o2. 


gs 


Method 


GENSCAN 


Start 


4 957 






End 


6220 


GI 


none 








Score 


.44 


Exons 


4957 . . 5469, 


6195, 


, . 6220 








Seq. No. 


48094 








Seq. ID 


OJ000315_18.0413.C9 


Gene No. 


102381 








Strand 


+ 


Start 


475 








End 


1300'' 


Name 


OJ000315 18. 


0413. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


475 








End 


1300 


GI 


none 








Score 


.48 


Exons 


475. .549, 1265. .1300 








Seq. No. 


48094 








Seq. ID 


OJ000315_18 . 0413. C9 


Gene No. 


102382 








Strand 




Start 


1214 








End 


1924 


Name 


OJ000315 18. 


0413. 


C9.ol. 


np 


Method 


AAT/NAP 


Start 


1214 








End 


1924 



4 9824 




GI 


5852172 


Score 


137 


Exons 


1214. .1347, 1885. .1924 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


48095 


Seq. ID 


OJ000315_18 . 0413 .CI 


Gene No. 


102383 


Strand 


+ 


Start 


812 


End 


1825 • 


Name 


OJ000315 18.0413.Cll.ol.np 


Method 


AAT/NAP 


Start 


812 


End 


1825 


GI 


3786005 


Score 


124 


Exons 


812. .978, 1717. .1825 






GI Descrip. 


(AC0054 99) putative phospholipid cytidylyltransf erase 




[Arabidopsis thaliana] 






Seq. No. 


48095 


Seq. ID 


OJ000315_18.0413.C1 


Gene No. 


102384 


Strand 




Start 


1491 


End 


1825 


Name 


OJ000315 18.0413.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1491 . 


' End 


1825 


GI 


26347 1.R1084' 


Score 


633 


Exons 


1491. . 1825 






GI . Descrip. 


•3786005 7.0e-63 (AC005499) 


putative phosphoethanolamine 




cytidylyltransf erase [Arabidopsis thaliana] ' 


Seq. No. 


48095 


Seq. ID 


OJ000315_18.0413.C1 


Gene No. 


102384 


Strand 




Start 


1491 


End 


1825 


Name 


OJ000315 18.0413.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


1495 


End 


1824 


GI 


none 


Score 


353 


Exons 


1495. .1824, 1497. .1820, 1498 


. .1824 




Seq. No. 


48095 


Seq. ID 


OJ000315_18.0413.Ci: 


Gene No. 


102384 


Strand 




Start 


1491 


End 


1825 


Name 


OJ000315 18.0413.Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1602 


End 


1824 


GI 


none 


Score 


93 


Exons 


1602.. 1643, 1603.. 1674, 1678 


..1824, 1679. .1792, 1680. .1817, 




1737. .1817, 1744. .1824 






Seq. No. 


48096 


Seq. ID 


OJ000315_18.0413.C1< 


Gene . No . 


102385 


Strand 


+ 


Start 


1 


End 


1039 


Name 


OJ000315 18.0413.C14 .ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


66 


GI 


uC-osflcypl20al0bl 


Score 


132 


Exons 


1. . 66 






GI Descrip. 


f 6045135/dbj IBAA85267.il 9.0e^.45 (AB033335) oxidosqualene 




cyclase [Luffa cylindrica] * 






Seq. No. 


48096 


Seq. ID 


OJ000315_18.0413.C1' 


Gene No. 


102385 


Strand 


+ 


Start 


1 


End 


1039 


Name 


OJ000315 18.0413.C14 .ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1039 


GI 


2598587 


Score 


167 



49825 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..124, 629.-727, 1010. .1039 

(Y15366) cycloartenol synthase [Medicago truncatula] 



48096 

102385 

1 

OJ000315_18.0413.C14 .ol.gs 
6 

none 
6. . 124 



Seq. ID OJ000315_18.0413.C14 

Strand + 

End 1039 

Method GENSCAN 

End 124 

Score ' .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . 
Exons 



48097 
102386 
1 

OJ000315 _05 . 04 11 . C3 . ol . np 

1 

7436974 



Seq. ID OJ000315_05.0411.C3 
Strand 

1522 
AAT/NAP 
1522 
551 



End 

Method 
End 
Score 

1..388, 750. .805, 914. .995, 1096. .1163, 1314. .1370, 1474. .1522 
AIM1 protein - Arabidopsis thaliana gi | 4337025 | gb IAAD18041 . 1 | 
(AF123253) AIM1 protein [Arabidopsis thaliana] 

gi| 4972047 | emb | CAB43915.il (AL078470) AIM1 protein [Arabidopsis 
thaliana] gi | 72697 99 | emb | CAB7 9659 . 1 | (AL161574) AIM1 protein 
[Arabidopsis thaliana] 



48097 
.102386 
1 

OJ000315_05.0411.C3.ol.tm 
84 

none 



Seq. ID OJ000315_05.0411.C3 
Strand 

End 1522 

Method TBLASTX : Maize 

End 1368 

Score 339 



84. .380, 86. .382, 86. .388, 744. .806, 744. .812, 745. .807, 
752. .823, 901. .996, 910. .996, 912. .1007, 1090. .1161, 1091, 
1315. .1368, 1316. .1366 



, 1162, 



48097 

102386 

1 

OJ000315_05.041I.C3.ol.ts 
84 

none 

84. .386, 84. .230, 86. .385 

48097 

102386 

1 

OJ000315JD5.0411.C3.ol.tc 
8 6 ^ 
none 



Seq. ID OJ000315_05.0411.C3 
Strand 

End 1522 

Method TBLASTX: Soybean 

End 38 6 

Score 174 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



OJ000315_05.0411.C3 
1522 

TBLASTX: Cress 

1212 

78 



86. .385, 213. .386, . 744. .812, 754. .807, 910. .993, 912. .1007, 
1090. .1212 



Seq. No. 48097 Seq. ID 

Gene No. 102386 Strand 

Start 1 End 

Name OJ000315_05 . 04 11 . C3 . ol . gs Method 

Start 86 End 

GI none Score 



OJ000315_05.0411.C3 

1522 
GENSCAN 
1163 
.59 



49826 



fit 



Exons 

Seq. No. 

Gene No . , 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene ■ No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



86. .388, 750. .805, 914. .995, 1096. .1163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ000315 05. 0411. C3 



48097 
102386 
1 

OJ000315_05.0411.C3.ol.gp 
205 

62205_1.R1084 

205. .388, 750/. 805, 914. .995, 
' 4 337025/gb|AAD18041| 1.0e-35 

[Arabidopsis thaliana] >gi_4 972047_emb_CAB4 3915 . 1 
AIM1 protein [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



1522 
AAT/GAP 
1393 
706 

1096.. 1163, 1314. .1393 
(AF123253) AIM1 protein 

AL078470) 



48097 Seq. ID 

102386 Strand 

1 End 

OJ000315_05 . 04 11 . C3 . o2 . ts Method 

744 End 

none Score 



OJ000315_05.0411.C3 
1522 

TBLASTX: Soybean 

1174 

40 



744. .812, 751. .807, 910. .987, 912 .. 1007', 1091 .'. 1174 



OJ000315_05.0411.C4 
929 

AAT/NAP 

759 

115 



48098 Seq. ID 

102387 Strand 
1 End 
OJ000315J35.0411.C4 .ol.np Method 
1 ' End 

7436974 Score 
1..24, 464. .551, 663. .759 

AIM1 protein - Arabidopsis thaliana gi | 4337025 | gb | AAD18041 . 1 | 
(AF123253) AIM1 protein [Arabidopsis thaliana] 

gi|4972047|emb|CAB43915.1| (AL078470) AIM1 protein [Arabidopsis 
thaliana] gi 172697 99 | emb | CAB79659 . 1 | (AL161574) AIM1 protein 
. [Arabidopsis thaliana] 



OJ000315__05.0411.C4 
929 

GENSCAN 

759 

.72 



OJ000315 05. 0411. C4 



48098 ' Seq. ID 

102387 Strand 

1 - End 

OJ000315_05 . 0411 ,C4 . ol . gs Method 

7 3 End"" 

none Score 

73. .257, 480. .551, 663. .759 

48098 Seq. ID 

102387 Strand 
1 End 
OJ000315_05. 0411 .C4 .ol . gp Method 
276 End 
68147_1.R1084 Score 
276.. 297, 474.. 551, 663.. 929 

1 4337025/gb|AAD18041| 2.0e-22 (AF123253) AIM1 protein 
[Arabidopsis thaliana] >gi_4 972047_emb_CAB4 391 5 . 1__ (AL078470) 
AIM1 protein [Arabidopsis thaliana] 1 



929 

AAT/GAP 

929 

634 



48098 Seq. ID 

102388 Strand 

2518 End 

OJ000315 05.0411.C4.ol.tw Method 



OJ000315_05.0411.C4 
6395 

TBLASTX: Wheat 



49827 






Start 


472 


End 


7 60 






GI 


none 


Score 


109 






Exons 


472. .591, 473. .559, 659. .760, 


666. .758 


, 670. .759 






Seq. No. 


48098 


Seq. ID 


OJ000315 05.0411 


. C4 




Gene No. 


102388 * 


Strand 








Start 


2518 


End 


6395 






Name 


OJ000315_05. 0411.C4 . ol. tm 


Method 


TBLASTX: Maize 






Start 


4 78 


End 


757 






GI 


none 


Score 


90 






Exons 


478. .552, 478. .564, 659. .757, 


670. . 756 








Seq. No. 


48098 


Seq. ID 


OJ000315_05.0411 


.C4 




Gene No. 


102388 


Strand 








Start 


2518 


End 


6395 






Name 


OJ000315_05. 0411.C4 ,o2 .gs 


Method 


GENSCAN 






Start 


2518 


End 


6392 






GI 


none 


Score 


.42 






Exons 


2518. .2751, 4169. .4347, 4543. 


.4674, 4759.. -4840, 6319.. 6392 




Seq. No. 


48098 


Seq. ID 


OJ000315_05.0411 ( 


,C4 




Gene No. 


102388 


Strand 








Start 


2518' 


End 


6395 




M 


Name 


OJ000315_05.0411.C4 . o2 .tm 


Method 


TBLASTX: Maize 






Start 


4436 


End ^ 


6395 






GI 


none 


Score 


155 * 




f : § 


Exons 


4436. .4675, 4438. .4677, 4618. 


.4677, 4772. .4843, 4782. .4841 


fa 




4783. .4881, 6318. .6395 










Seq. No. 


48099 


Seq. ID 


OJ000315_05.0411, 


.C5 




Gene No. 


102389 


Strand 


+ 






Start 


1213 


End 


1407 






Name 


OJ000315_05 . 0411 ,C5 . ol .gs 


Method 


GENSCAN 




_, 


Start 


1213 


End 


1407 






GI 


none 


Score 


.57 






Exons 


1213 . . 1407 










Seq. No. 


48099 


Seq. ID 


OJ000315_05.0411. 


,C5 




Gene No. 


102390 " 


Strand 


+ 






Start 


9618 


End 


12028 






Name 


OJ000315 05.0411.C5.ol.np 


Method 


AAT/NAP 






Start 


9515 


End 


11913 , 






GI 


4263696 


Score 


783 






Exons 


9515.. 9657, 10094 .. 10327 , 10529 .. 11219", 


11742. .11913 






GI Descrip. 


(AC006223) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


48099 


Seq. ID 


OJ000315_05.0411. 


C5 




Gene No. 


- 102390 


Strand 


+ 






Start 


9618 


End 


12028 






Name 


OJ000315 05.0411.C5.o3.gs 


Method 


GENSCAN 






Start 


9618 


End 


12028 






GI 


none 


Score 


.73 






Exons 


9618. .11219, 11742. .1182 6, 11891. .12028 








Seq.-' No. 


48099 


Seq. ID 


OJ000315_05.0411. 


C5 




Gene No. 


102390 


Strand 


+ 






Start 


9618 


End 


12028 





49828 




Name OJ000315_05 . 04 11 . C5 . o2 . gp Method AAT/GAP 

Start 10398 End 10813 

GI LIB3431-004-P1-K1-F9 Score 786 

.Exons 10398. .10813 

GI Descrip. ' 4263696/gb | AAD15382 | 9.0e-21 (AC006223) hypothetical protein 
[Arabidopsis thaliana] 1 



O rt rt* M rt 

beq. no. 


48099 




Seq. ID 


OJ000315_05.0411 


.C5 


Gene No . 


102391 




Strand 






Start 


208 




End 


1432 




Name 


OJ000315 05. 0411. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


208 




End 


' 1432 




01 


16843 1.R1084 




Score 


534 




Exons 


208. .316, 1209. .1432 








GI Descrip. 


'2760325 2.0e-17 (AC002130) 


F1N21.10 


[Arabidopsis thaliana; 


Seq. No. 


48099 




Seq. ID 


OJ000315_05.0411 


.C5 


Gene No . 


102392 




Strand 






Start 


10164 




End 


11003 




Name 


OJ000315 05.0411.C5. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


10164 




End 


11003 




GI 


none 




Score 


96 




Exons 


10164. .10286, 10485. 


.10559,- 


10572. .11003, 10587. .10904, 






10589. .10978 










Seq. No. 


48099 




Seq. ID 


OJ000315_05,0411 


.C5 


Gene No. 


102393 




Strand' 






Start 


10967 




End 


12101 




Name 


OJ000315 05. 0411. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10967 




End 


12101 




GI 


none 




Score 


188 




Exons 


10967. .11152, 10967. 


.11008, 


10968. .11012, 11002. . 11106, 






11051. .11137, 11111. 


.11209, 


11126. .11182, 11127. .11219, 






11127. .11219, 11158. 


.11229, 


11727. .11831, 11740. .11832, 






11741. .11830, 11914. 


.12099, 


11919. .12101, 11919. . 12098, 






11924. .12100 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48100 Seq. ID 

102394 Strand 
1 End 
OJ000315_05 . 04 11 . C7 . ol . gp Method 
1 End 
12999_1.R1084 Score 
1..52, 633. .771, 1223. .1575 

M337025/gb|AAD18041| 1.0e-169 (AF123253) AIM1 protein 
[Arabidopsis thaliana] >gi_4 97204 7_emb_CAB4 3915 . 1_ (AL078470; 
AIM1 protein [Arabidopsis thaliana] 1 



OJ000315_05.0411.C7 
+ 

1575 
AAT/GAP 
1575 
1048 



48100 Seq. ID 

102394 Strand 

1 End 

OJ000315_05. 0411.C7 .ol.np Method 

1 End 

7436975 Score 
1..52, 633. .804 

tetraf unctional protein precursor, glyoxysomal - rape 

gi|2832898|emb|CAA04386.1| (AJ000886) Tetraf unctional protein of 



OJ000315_05.0411.C7 
+ 

1575 
AAT/NAP 
804 
177 



49829 






glyoxysomal fatty acid beta- 


■oxidation 


[Brassica 


napus] 




Seq. No. 


48100 


Seq. ID 


OJ000315 


05.0411 


.C7 


Gene No. 


102395 


Strand 


+ 






Start 


7876 


End 


9106 






Name 


OJ000315_05 . 0411 . C7 . o3 . gs 


Method 


GENSCAN 






Start 


7876 


End 


9106 






GI 


none 


Score 


. 85 






Exons 


7876.. 8015, 8640.. 8716, 9051 


. . 9106 








Seq. No. 


48100 


Seq. ID 


OJ000315_ 


05.0411 


,C7 


Gene No. 


102396 


Strand 


+ 






Start 


11973 


End 


16779 






Name 


OJ000315 05.0411.C7.o5.gs 


Method 


GENSCAN 






Start 


11973 


End 


16779 






GI 


none 


Score 


.77 






Exons 


11973. .12135, 12434. .12617, 


13045. .13356, 13527. 


. 14157, 






14176. .14611, 14911. .16317, 


16358. .16779 






Seq. No. 


48100 


Seq. ID 


OJ000315_ 


05.0411 


.C7 


Gene No. 


102396 


Strand 


+ 






Start 


11973 


End 


16779 






Name 


OJ000315 05.0411'.C7.o3.np 


Method 


AAT/NAP 






Start 


13546 


End 


16776 






GI 


6907089 <. ■ 


Score 


4261 






Exons 


13546. .14807, 14911. .16776 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48100 


Seq. ID 


OJ000315 


05.0411 


.C7 


Gene No. 


102397 


Strand 


■f 






Start 


30232 


End 


33506 






Name 


OJ000315 05.0411.C7.o7.np 


Method 


AAT/NAP 






Start 


30232 


End 


31732 






GI 


7363272 


Score 


232 






Exons 


30232. .30299, 31045.. 31732 










■GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48100 - 


Seq. ID 


OJ000315_ 


05. .0411 


.C7 


Gene No. 


102397 


Strand 


+ 






Start 


30232 


. End 


33506 






Name 


OJ000315 05.0411.C7.o8.gs 


Method 


GENSCAN 






Start 


31560 


End 


33506 






GI 


none 


Score 


. 92 






Exons 


31560. .31610, 31875. .31995, 


32726. .3285 


57, 32939. 


. 33506 




Seq. No. 


48100 


Seq. ID 


OJ000315_ 


05. 0411 


. C7 


Gene No. 


102398 


Strand 








Start' 


2138 


End 


5020' 






Name 


OJ000315 05.0411.C7.o2.gs 


Method 


GENSCAN 






Start 


2138 


End 


5020 








none 


Score 


.76 






Exons 


2138. .5020 










Seq. No. 


48100 


Seq. ID 


OJ000315_ 


05.0411 


.C7 


Gene No. 


102398 


Strand 








Start 


2138 


End 


5020 






Name 


OJ000315 05.0411.C7.o2.np 


Method 


AAT/NAP 







49830 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2156 End 

5739323 Score 
2156. .3641, 3789. .5014 
(AF166121) Cf2/Cf5 disease 
vulgare] • 

48100 Seq. ID 

102399 Strand 

11001 End 

OJ000315_05 . 04 11 . C7 . o4 . gs Method 

11001 End 

none Score 
11001. .11372 



5014 
1467 



resistance protein homolog [Hordeum 



OJ000315_05.0411.C7 

11372 
GEN SCAN 
11372 
.92 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315 05. 0411. C7 



Seq. No. 48100 
Gene No. 102400 
Start 17410 

Name • OJ000315_05 . 0411 . C7 . o4 . np 

Start 17410 
GI 7228457 
Exons 17410. . 18960, 

22961.. 23327 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



23327 
AAT/NAP 
23327 
8466 



19027. .19986, 20109 .. 20944 , 21008 .. 228 99, 



Seq. No/"' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48100 Seq. ID OJ000315_05 . 04 11 ..C7 

102401 Strand 
27013 End 33037 

OJ000315_05.0411.C7.o5.np Method AAT/NAP 

27013 End 28742 

6721561 Score 936 

27013. .27775, 27856 .. 27914 , 27 985 .. 28170 , 28673. .28742 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 



-corresponds to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 

27985 

30349 



28173, 
30412 



48100 
102401 
27013. 

OJ000315_05. 0411.C7 .o7 . gs 
27322 
none 

27322. .27727, 27856 .. 27 914 , 
28 4 4 9. .28535, 29541. .29699, 

48100 
102401 
27013 

OJ000315_05.0411.C7.o6.np 
28015 
5852181 

28015. .28173, 28785 .. 29030, 32261. .32289 
(AL117265) zhbOOll.l [Oryza sativa] 



OJ000315 05. 0411. C7 



33037 
GENSCAN 
30412 
.71 

28242. 



,28366, 



Seq. ID OJ000315_05.0411.C7 
Strand 

End 33037 

Method AAT/NAP 

End 32289 

Score 147 



49831 




Seq. No. 


48100 


Seq. ID 


OJ000315_05. 0411 .C7 


Gene No. 


102401 


Strand 




Start ' 


27013 


End 


330.37. 


Name 


OJ000315_05 . 0411 .C7 . 08 . np 


Method 


AAT/NAP 


Start 


31101 


End 


31984 


GI 


5306245 


Score 


193 


Exons 


31101. .31984 






GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


48100 


Seq. ID 


OJ000315_05.04il.C7 


Gene No. 


102401 


Strand 




Start 


27013 


End 


33037 


Name 


OJ000315 05.0411.C7.o9.np 


Method 


AAT/NAP 


Start 


31146 


End 


33037 


GI 


5902448 


Score 


95 


Exons 


31146. .31165, 32710.. 33037 






GI Descrip. 


(AB030283) orf3 [Oryza sativa] 




• '■■ 

Seq. No. 


48100 


Seq. ID 


OJ000315_05.0411.C7 


Gene No/ 


102402 


Strand 




Start 


33758 


End 


33969 


Name 


OJ000315 05.0411.C7.ol0.np 


Method 


AAT/NAP ' 


Start 


33758 


End 


33969 


GI 


6721512 


Score 


70 


Exons 


33758. .33829, 33857.. 33969 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48100 


Seq. ID 


OJ000315_05. 0411.C7 


Gene No. 


102403 


Strand 




Start 


34096 


End 


35273 


Name 


OJ000315 05.0411.C7.ol0.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


771 


GI 


none 


Score 


79 


Exons 


1..48, 3. .53, 5. .52, 6. .83, 


627. .770, 


631. .771, 661. .771 


Seq. No. 


48100 


Seq. IDr. 


. OJ000315_Q5.0411.C7 


Gene No. 


102403 


Strand 




Start 


34096 


End 


35273. 


Name 


OJ000315 05.0411.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


771 ■ 


GI 


none 


Score 


82 


Exons 


2. .52, 3. .53, 627. .770, 627 


..770, 631. 


.771, 661. .771 


Seq. No. 


48100 


Seq. ID 


OJ000315_05.0411.C7 


Gene No. 


lf>2403 


' Strand 




Start 


34096 


End 


35273 


Name 


OJ000315 05.0411.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


2426 


-End 


4720 


GI 


none 


Score 


60 


Exons 


2426. .2458, 2477. .2725, 248 


9. .2620, 2499. .2660, 2564. .2764, 



2564. .2695, 2564. .2767, 2564. .2755, 2564. .2755, 2564. .2746, 

2564. .2746, 2564. .2746, 2567. .2746, 2576. .2746, 2618. .2746, 

2699. .2755, 2700. .2750, 2873. .3010, 2873. .2998, 2882. .3043, 

2882. .3037, 2888. .2992, 2894. .3046, 2900. .2962, 2906. .3046, 

2915. .3034, 3047. .3157, 3050. .3181, 3050. .3181, 3053. .3154, 

3062. .3172, 3062. .3172, 3062. .3184, 3212. .3334, 3215. .3385, 

3425. .3502, 3476. .3643, 3566. .3976, 3704. .3910, 3779. .3979, 



.49832 




3779.-3949, 3782.-3979, 3782. 

3788. .3991, 3788. .3976, 3839. 

4019. .4207, 4037. .4378, 4070. 

4241. .4315, 4484. .4615, 4487. 

4487. .4615, 4523.-4585, 4640. 




.3979, 3782.. 3967, 3785.. 3976, 

.3976, 3857.. 3907, 3998. .4162, 

.4246, 4085. .4198, 4086. .4271, 

.4615, 4487. .4627, 4487. .4615, 

.4720, -4640. .4678, 4640. .4714 



Seq. No. 48100 
Gene No. 102403 
Start • 34096 

Name OJ000315_05 . 04 11 . C7 . ol . ts 

Start 2468 
GI none 

Exons 2468.. 2746, 2492.. 2755, 2564, 

2897. .3100, 2909. .3043, 3017, 
3782.. 3904, 3806.. 3967, 3908, 
4034. .4378, 4484. .4615, 4487, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 05. 0411. C7 



35273' / 
TBLASTX: Soybean 
4720 
45 

2794, 2564. .2689, 2567. .2749, 
3181, 3428.-3529, 3713. .3997, 
3985, 4019. .4207, 4025. .4198, 
4618, 4487. .4618, 4640. . 4720 



Seq. No. '48100 

Gene No. 102403 

Start 34096 

Name OJ000315_05 . 04 11 . C7 . o7 . tw 

Start 2567 

GI none 

Exons 2567. .2746,: 2888. .2953, 3782, 
4058. .4207, 4103. .4219 



OJ000315_05.0411.C7 
35273 

TBLASTX: Wheat 

4219 

93' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3895, 3809. .4198, 3810. .4196, 



Seq. No. 


48100 




Seq. ID 


OJ000315__05.0411. 


.CI 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 


0411.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


2597 




End 


4207 




GI 


none 




Score 


90 




Exons 


2597. .2815, 


2598. .2795, 288 


:8..3100, 4049. .4207 




Seq. No. 


48100 




Seq. ID 


OJ000315JD5.0411. 


.CI 


Gene No. 


102403 




. Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 


0411.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


17419 




End 


18021 




GI 


none 




Score 


71 




Exons 


17419. .17544 


, 17423. .17545, 


17731. .18021, 17732. .18016 





Seq. No. 48100 Seq. ID 

Gene No. 102403 Strand 

Start 34096 End 

Name OJ000315_05 . 04 11 . C7 . o3 . tw Method 

Start 18022 End 

GI none Score 

Exons 18022. . 18402, 18053.. 18403 



OJ000315_05.0411.C7 
35273 

TBLASTX: Wheat 

18403 

237 • 



Seq. No. 48100 

Gene No. 102403 

Start 34096 

Name OJ000315_05 . 04 11 . C7 . o2 . tm 

Start 18208 

GI none 
Exons 



Seq. ID OJ000315_05.0411.C7 
Strand 
End 

Method 
End 
Score 



35273 

TBLASTX: Maize 

18540 

83 



18208. .18420, 18217 .. 18540, 18230. .18511 



4 9833 




Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315_05. 0411 . C7 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


18742 




End 


32877 




GI 


none 




Score 


60 




Exons 


18742 . . 18993, 18947 


. . 19045, 


32737. .32.877 




Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 0411. C7, 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18793 




End 


19359 




GI 


5666795 




Score 


68 




Exons 


18793. .18993, 19048, 


. .19185, 


19261. .19359 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 ' 




Name 


OJ000315 05. 0411. CI. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19048 




End 


19506 




GI 


none 




Score 


88 




Exons 


19048 . .19197, 19049. 


. . 19186, 


19241. .19417, 19258. .19482, 






19285.. 19506 










Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 0411. CI. 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


19864 ~ 




End 


20151 




GI 


none 




Score 


238 




Exons 


19864 . .20151 










Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


■Gene No. 


102403 ~ 




Strand •' 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 0411. C7. 


. o2 . t s 


Method 


TBLASTX: Soybean 




Start 


19915 




End 


20287 




GI 


none 




Score 


83 




Exons 


19915. .20145, 20141. 


, .20287, 


20145. .20270 




Seq. No. 


48100 




Seq. ID 


OJ000315_05.0411 


.C7 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 0411. C7. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


20038 




End 


20423 




GI 


none 




Score 


200 




Exons 


20038. .20232, 20144. 


, .20422, 


20145.. 20423 




Seq. No. 


48100 




Seq. ID 


OJ000315__05.0411 


.CI 


Gene No. 


102403 




Strand 






Start 


34096 




End 


35273 




Name 


OJ000315 05. 0411. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20162 




End 


20473 




GI 


none 




Score 


186 





'49834 




Exons 


20162 . . 20473, 20175 


. . 204 65 










Seq. No. 


48100 




- Seq. ID 


OJ000315 


_05.0411 


.C7 


Gene No.. 


102403 




Strand 








Start 


34096 




End 


35273 






Name 


OJ000315 05. 0411. C7 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


20450 




End 


20806 






GI 


none 




Score 


73 






Exons 


o n / C A O ACT"/ a a a c a 

204 50 .. 20566/ 20450 


. .20806, 


20460. .20771 ' 






Seq. No. 


48100 




Seq. ID 


OJ000315 


_05.0411 


.C7 


Gene No. 


102403 




Strand 








Start 


*3 A A (1 d 

34096 




End 


35273 






Name 


OJ000315 05.04ll.C7 


. ol . tw 


Method • 


TBLASTX : 


Wheat 




Start 


204 74 




End 


20936 






GI 


none 




Score 


218 






Exons 


O f\ A ~l A A A A O C on yl O A 

2U4 /4 . . 20935 , 204o0, 


A A A AC 

. . 20935 , 


20481. .20936 






Seq. No: 


■ 48100 




Seq. ID- 


* OJ000315 


_05.0411, 


.C7 


Gene No. 


102403 




Strand 








Start 


34096 




End 


35273 






Name 


OJ000315 05. 0411. C7 . 


,o4 . ts 


Method 


TBLASTX : 


Soybean 




Start 


20531 




End 


20896 




GI 


none 




Score 


118 






Exons 


20531 20665, 20672. 


... 20896 










Seq. No. 


48100 




* Seq. ID 


. OJ000315 


_05.0411, 


,C7 


Gene No. 


102403 




Strand 








Start 


o a a a f 
3409 d 




End 


35273 






Name 


OJ000315 05. 0411. C7. 


, o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


21101 




End 


21587 






GI 


none 




Score 


166 






Exons 


A 1 1 A 1 A T C O V A "1 1 O A 

21101 2158 6, 21132, 


, . 21392 , 


21414. .21587 






Seq. No. 


48100 




Seq. ID 


OJ000315 


_05.0411. 


,C7 


Gene No. 


102403 




Strand 








Start 


34096 




End 


35273 






Name 


^\TAAAO"lC AC A/11T on 

OJ000315 05. 0411. C7. 


08 . tw 


Method 


TBLASTX: 1 


Wheat 




Start 


22325 




End 


22670 






GI 


none 




Score 


77 






Exons 


O O T) C A A C 1 /" A A /~ A 

22325 .. 22516, 22362. 


. 22517 , 


22521. .22619, 22522 


. . 22602, 






A A Z'" A /" A A "7 A 

2262 6. .22670 


- 










Seq. No. 


48100 




Seq. ID 


OJ000315 


_05.0411. 


C7 


Gene No. 


102403 




Strand 








Start 


34 096 




End 


35273 






Name 


✓*\ ~r rt rt rt -n r* rt r* rt d *i ^ 

OJ000315 05. 0411. C7. 


o9 . gs 


Method 


GENSCAN 






Start 


34096 




End 


35273 






GI 


none 




Score 


.51 






Exons 


O Jl A A /" *^ ji 1 i r rt jI rt rt ^ 

34096. . 34H5, 34893. 


. 35273 










Seq. No. 


48101 




Seq. ID 


OJ000315_ 


_05.0411. 


C8 


Gene No. 


102404 




Strand 








Start 


1 




End 


2657 






Name 


OJ000315 05. 0411. C8 . 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


2657 






GI 


7485749 




Score 


517 







49835 



"Exons 1..36, 596. .922, 1756. .1933, 2577.. 2657 

GI Descrip. hypothetical protein F19B15.30 - Arabidopsis thaliana 

gi|4972046|emb|CAB43914.1| (AL078470) putative transcription 
factor [Arabidopsis thaliana] gi | 7269798 | emb I CAB79658 . 1 | 
(AL161574) putative transcription factor [Arabidopsis thaliana] 





Seq. No. 


a o "i n i 
4 0 101 






Seq. ID 


r\ t/~\ r*n"3ic nc n^iT 

OJ000315_05 .0411 


. C8 




Gene No. 


102404 






Strand 








Start 


1 






End 


2657 






Name . 


OJ000315_05.0411.C8. 


. ol . gs 




Method 


GENSCAN 






Start 


4 uy 






End 


i n o o 

1933 






GI 


none 






Score 


.44 






Exons 


/inn c n n c o i one 

409. .509, 581. .805, 


1756 . 


.1933 








Seq. No. 


48101 






Seq. ID 


OJ000315 05.0411 


. C8 




Gene No. 


102404 






Strand 








Start 


1 






End 


2657 






Name 


OJ000315 05. 0411. C8 . 


,ol.ts 




Method 


TBLASTX: Soybean 






Start 


666 






End 


8 69 






GI 


none 






Score 


50 






Exons 


666. .707, 749. .868, 


750. . 


869 








£3 


Seq. No. 


48101 






Seq. ID 


OJ000315 05.0411, 


. C8 




Gene No . 


102404 






Strand 








Start 


1 






End 


2657 




tn 


Name 


OJ000315 05.0411. C8,ol%tm 




Method 


TBLASTX: Maize 






Start*. 


674 






End 


923 • 




U 


GI 


none 






: . .Score- 


42 






Exons 


674. .739, 743. .916, 


758. . 


904, 


762. .923 






sr. 

i\l 


Seq. No. 


48101 






Seq. ID 


OJ0003l5_05 . 04 ll , 


.C8 


: K? 


Gene No. 


102404 






Strand 








Start 


1 






End 


2657 






Name 


OJ000315 05. 0411. C8. 


ol.tc 




Method 


TBLASTX: Cress 






Start 


812 






End 


2656 




"Li 


C T 


none 






Score 


116 






Exons 


-812.. 919, 851.. 892, 


1771. 


.1932, 1774.. 


1932, 1778..1933, 




- 1 




2576.. 2656 












"Cj 


Seq. No. 


48101 






Seq. ID 


OJ0003l5_05.04ll, 


.C8 




Gene No . 


102404 






Strand 








Start 


1 






End 


2657 






Name 


OJ000315 05. 0411. C8 . 


o2. tm 




Method 


TBLASTX: Maize 






Start 


1755 






End 


2614 






GI 


none 






Score 


148 






Exons 


1755.. 1931, 1756. .1932, 1756. 


.1932, 18 


42. .1934, 2576. .2614 




Seq. No. 


48102 






Seq. ID 


OJ000315_05.0411. 


,C9 




Gene No. 


• 102405 






Strand 


+ 






Start 


3638 






End 


4195 . 






Name 


OJ000315 05. 0411. C9. 


ol.gp 




Method 


AAT/GAP 






Start 


3638 






End 


4195 






GI 


none 






Score 


1091 






Exons 


3638. .4195 














Seq. No. 


48102 






Seq. ID 


OJ000315_05.0411. 


C9 




Gene No. 


102406 






Strand 


+ 





49836 



Start 5693 End 8198 

Name OJ000315J35 . 04 11 . C9 . o2 . np Method AAT/NAP 

Start 5693 End 8198 

GI 7485747 Score 168 

Exons 5693. .5716, 7181.. 7332, 7372. 

7823. .8004, 8035. .8198 
GI Descrip. hypothetical protein F19B15.20 - Arabidopsis thaliana 

gi|4972045|emb|CAB43913.1| (AL078470) putative protein 

[Arabidopsis thaliana] gi 17269797 | emb | CAB79657'. 1 1 (AL161574) 

putative protein [Arabidopsis thaliana] 



.7425, 7526.. 7603, 7652.. 7792, 



Seq. No. 48102 Seq. ID 

Gene No. 102406 Strand 

Start 5693 End 

Name OJ000315_05 . 04 1 1 . C9 . o2 . gp Method 

Start 7271 End 

GI LIB3433-019-P1-K1-H5 Score 

Exons 7271.. 7425, 7526.. 7766 

GI Descrip. 1 4 97204 5 /emb | CAB4 3913 . 1 1 1.0e-17 (AL078470) putative protein 
[Arabidopsis thaliana] 1 



OJ000315_05.0411.C9 
+ 

8198 
AAT/GAP 
7766 
748 



Seq. No. 48102 

Gene No. 102407 

Start 881 

Name OJ000315_05 . 04 11 . C9 . ol . gs 

Start 881 4 

GI none 
Exons 



Seq. ID OJ000315_05.0411.C9 
Strand 

End 3366 

Method GENSCAN 

End 2423 

Score .76 



881. .1003, 1170. .1248, 2092. .2423 



Seq. "No. 48102 

Gene No. 102407 

Start 881 

Name OJ000315_05 . 0411 . C9 . ol . np 

Start 1945 

GI 7378766 . 

Exons 1945.. 2432, 2711.. 2772, 3227. 
GI Descrip. 



Seq. ID OJ000315_05.0411.C9 
Strand 

3366 
AAT/NAP 
3366 
378 



End 

Method 
End 
Score 
.3366 



(AJ277097) putative kinetochore protein [Hordeum vulgare] 



Seq. No. 48102 

Gene No. 102408 

Start 8010 

Name OJ000315_05 . 0411 . C9 . ol . tc 

Start 2083 

GI none 
Exons 



Seq. ID OJ000315_05.0411.C9 
Strand 

End 8357 

Method TBLASTX : Cress 

End 2519 

Score 179 



2083. .2334, 2085. .2375, 2121. .2369, 2365. .2415, 2375. .2404, 
2433.. 2516, 2490.. 2519 



Seq. No. 48102 

Gene No. 102408 

Start 8010 

Name OJ000315_05 . 04 11 . C9 . o2 . tm 

Start 2154 

GI none 
Exons 



Seq. ID OJ000315__05.0411.C9 
Strand 

End 8357 

Method TBLASTX : Mai ze 

End 2415 

Score 218 



2154. .2375, 2155. .2376, 2365. .2415, 2369. .2404 



Seq. No. 
Gene No. 



48102 
102408 



Seq. ID OJ000315_05.0411.C9 
Strand 



49837 



Start 
Name 
Start 
GI - 
Exons 



8010 

OJ000315_05.0411.C9.ol. ts 

2199 

none 

2199.. 2375, 2200.. 2373, 2365, 



End 8357 
Method TBLASTX : Soybean 
End 2415 
Score 135 
.2415, 2369. .2404 



Seq. No. 48102 * 

Gene No. 102408 
Start 8010 

Name OJ000315_05 . 0411 .C9.ol . tm 

Start 7133 
GI none 

Exons 7133.. 7189, 7181.. 7267, 7224, 

7317. .7418, 7319. .7423, 7333. 
7531. .7590, 7644. .7751, 7656. 
7920. .8045, 7922. .8023, 7983. 
8157. .8249, 8161. .8223, 8249, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000315 05. 0411. C9 



8357 

TBLASTX: Maize 
8329 
35 

7328, 7232. .7330, 7316. .7420, 
7440, 7518. .7586, 7524. .7589, 
7739, 7685. .7750, 7755. .7880, 
8180, 8024. .8107, 8044. .8175, 
8329 



Seq. No. 48102 Seq. ID 

Gene No. 102408 Strand 

Start 8010 End 

Name OJ000315_05 . 04 11 . C9 . o3 . gp Method 

Start 8010 End 

GI none Score 

Exons 8010.. 8357 



OJ000315_05.0411.C9 

8357 
AAT/GAP 
8357 
692 



Seq. No. 48103 Seq. ID 

Gene No. 102409 Strand 

Start 1840 End 

Name OJ000315_05 . 04 11 . Cll . ol . gs " Method 

Start 1840 End 

GI none Score 

Exons 1840.. 1890 



OJ000315_05. 0411. Cll 

1890 
GENS CAN 
1890 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48104 Seq. ID 

102410 Strand 

120 End 
OJ000315_05.0411.C12.ol.gs Method 

120 End 

none Score 

120. .289, 834. .920, 1738. .1852, 1886.. 



Seq. No. 48104 Seq. ID 

Gene No. 102411 Strand 

Start 2819 End 

Name OJ000315_05 .0411. C12 . o2 . gs Method 

Start 2819 , End 

GI none Score"' 

Exons .2819.. 2878, 2883.. 3690 

Seq. No. 48105 Seq. ID 

Gene No. 102412 Strand 

Start 1 End 

Name OJ000315_05 1 04 11 . C13 . ol . np Method 

Start 1 End 

GI 6498436 Score 

Exons 1..24, 2067. .2415, 2679. .2800 



OJ000315_05.0411.C12 
+ 

2531 
GENSCAN 
2531 
.73 

1976, 2113. .2531 

OJ000315_05.0411.C12 

3690 
GENSCAN 
3690 
.63 



OJ000315_05.0411.C13 

+ 

12498 
AAT/NAP 
2800 
435 



49838 



GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 48105 

Gene No. 102412 

Start " 1 

Name OJ000315_05 . 04 11 . C13 . ol . gs 

Start 276 

GI none 
Exons 



Seq. ID OJ000315_05.0411.C13 

Strand + 

End 12498 

Method GEN SCAN 

End 11692 

Score .76 



276.. 333, 2103.. 2339, 2679.. 2723, 2804.. 2907, 3198.. 3332, 
4003. .4074, 4365. .4511, 4533. .4648, 5130. .5157, 6427. .6512, 
6671. .6819, 6921. .7017, 7116. .7183, 7259. .7391, 9043. .9136, 
9833..9986, 10095 .. 10238 , 10334 .. 104 07 , 10481 .. 10569, 
11343. .11457, 11684. .11692 



Seq. No. 48105 Seq. ID 

Gene No. 102412 Strand 

Start 1 End 

Name OJ000315_05 . 04 11 . C13 . ol . gp Method 

Start 6351 End 

GI none Score 

Exons 6351.. 6512, 6733.. 6819, 6921.. 6965 



OJ000315_05.0411.C13 
+ 

12498 
AAT/GAP 
6965 
520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48105 Seq. ID OJ000315_05 . 04 11 . C13 

102412 Strand + 

1- End . 12498 

OJ000315_05 . 04 11 . C13 . o.2 . tm Method TBLASTX : Maize 

6716 End 8927 

none Score . 115 t 

6716. .6817, 6732. .6818, 6765. .6818, 6781. .6831, 6934. .7143, 

6935. .7024, 7116. .7184, 7117. .7185, 7223. .7390, 7248. .7391, 

7251. .7322, 7258. .7389, 7261. .7398, 7265. .7390, 8638.-8742, 

8639. .8743, 8643. .8750, 8822. .8920, 8841. .8927, 8841. .8915, 

8843; .8917 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48105 

102412 

1 

OJ000315_05 .0411. C13 . o2 . np 

6724 

6453876 

6724. .6806, 7069. .7183, 7259., 
9043. .9136, 9833. .9986, 10095, 



Seq. ID OJ000315_05.0411.C13 

Strand + 

End 12498 

Method AAT/NAP 

End 12395 

Score 1143 

.7391, 8641. .8740, 8844. .8956, 

..10238, 10334. .10407, 



10481. .10569, 11343. .11457, 12213. .12395 

(AC011717) putative sugar transporter [Arabidopsis thaliana] 



48105 

102412 

1 

OJ000315_05.0411.C13.o2. ts 

6943 

none 



Seq. ID OJ000315_05.0411.C13 

Strand + 

End ""' 124 98 

Method TBLASTX : Soybean 

End 7326 

Score 100 



6943. .7023, 6944. .7024, 7116. .7184, 7117. .7185, 7257. .7316, 
7257. .7325, 7258. .7326 - 



Seq. No. 
Gene No. 
Start 



48105 

102412 

1 



Seq. ID 

Strand 

End 



OJ000315_ 
+ 

12498 



05.0411.C13 



49839 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000315_05.0411.C13.o2.gp Method AAT/GAP 

7099 End 8955 

LIB3434-005-P1-K1-F2 Score 752 

7099. .7183, 7259. .7391, 8641. .8740, 8844. .8955 

'2760325 5.0e-56 (AC002130) F1N21.10 [Arabidopsis thaliana] ' 



48105 

102412 

1 

OJ000315_05. 0411.C13.ol.tc 

7156 

none 

7156.. 7185, 7258.. 7293, 7288. 
8639. .8743, 8841. .8957, 8843. 
9836. .9937 



Seq. ID OJ000315_05.0411.C13 

Strand + 

End. 12498 

Method TBLASTX ; Cress 

End 9937 

Score 47 

.7344, 7345. .7389, 8638. .8742, 
.8980, 9043. .9135, 9044. .9136, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48105 

102412 

1 

OJ0003 

7327 

none 

7327. 

8843. 

9835. 

10327 

11338 

12212 



15 05.0411.C13.ol.ts 



.8742, 8639. 
.9128, 9043. 

9946. 



7389, 8638 
8980, 9036 
9990, 9836.. 9979, 
.10407, 10332. .10412, 10481 
.11469, 11338. .11460, 11343 
.1238.2, 12213.. 12383 



Seq. ID 

Strand 

End 

Method 
End 
Score 
8743, 
9135, 
9990, 



8837. 
9044 . 
10115 
10585, 
11462, 



OJ000315_05.0411.C13 
+ 

12498 

TBLASTX: Soybean 

12383 

88 

8941, 8841. .8957, 
9136, 9830.. 9988, 
.10294, 10132. . 102.39, 
10487. . 10.597, 
12189. .12341, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48105 

102412 

1 

OJ000315_05.0411.C13.o3.gp 
9872 

uC-osflM202062b07bl 

9872. .10238, 10334. .104 07, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10481. .10531 



OJ000315_05.0411.C13 
+ 

12498 
AAT/GAP 
10531 
921 



'2760325 4.0e-29 (AC002130) F1N21. : 10 [Arabidopsis thaliana] 1 



48105 Seq. ID 

102412 Strand 

1 End 

OJ000315_05 . 04 11 . C13 . ol . tm Method 

9950 End 

none Score 



OJ000315_05.0411.C13 
+ 

12498 

TBLASTX: Maize 

10585 

89 



9950. .10015, 9952. .9996, 10005 .. 10031 , 10035 .. 10088, 
10037. .10087, 10075. .10239, 1007 9 .. 1024 9, 10327 .. 104 07 , 
10332. . 10406, 10456. .10566, 104 68 .. 10584 , 1048 1. . 10585 



Seq. No. 48105 

Gene No. 102412 

Start 1 

Name OJ000315_05 . 04 11 . C13 . o3 . tm 

Start 11343 

GI none 

Exons 11343. .11468, 11343 11456, 
12215. .12400, 12216. .12410, 



Seq. ID OJ000315_05.0411.C13 

Strand + 

End 12498 

Method TBLASTX: Maize 

End 12410 

Score 85 
11344. .11469, 12213. . 12398, 
12218. .12406, 12226. .12408 



49840 




Seq. No. 


48105 


Seq. ID 


OJ000315 


_05.0411 


.C13 


Gene No. 


102412 


Strand 


+ 






Start 


1 


, End 


12498 






Name 


OJ000315_05 .0411.C13.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


11.425 


End 


12401 






GI 


none 


Score 


64 






Exons 


11425 114 69, 12204. .12377 


, 12206. .12400, 12212 


. . 12400, 






12213 . . 12401 










Seq. No. 


48105 


Seq. ID 


OJ000315 


_05.0411 


.C13 


Gene No. 


102412 


Strand 


+ 






Start 


1 


End 


12498 






Name 


OJ000315_05 .0411.C13.o4.gp 


Method 


AAT/GAP 






Start 


12148 


End 


12498 






GI 


2312244 


Score 


626 






Exons 


12148 . . 12498 










GI Descrip. 


2760325 2.0e-17 (AC002130) 


F1N21.10 [Arabidopsis thaliana] 


Seq. No. 


48106 


Seq. ID 


OJ000315 


_03.0411 


.C3 


Gene No. 


102413 


Strand 








Start 


566 


End 


2337 






Name 


OJ000315_03 . 0411 . C3 . ol . gs 


Method 


GENSCAN 






Start 


566 


End 


■ 2337 






GI 


none 


Score 


.46 






Exons 


S66..628, 698. .824, 1850.. 


1935, 2233.. 


2337 






Seq. No. 


48107 


Seq. ID 


OJ000315 


_03.0411 


.C5~ 


Gene No. 


102414 


Strand 


+ 






Start 


3796 


End 


5540 






Name 


OJ000315 03.0411.C5.o2.gs 


Method 


GENSCAN 






Start 


3796 


End 


5540 






GI 


none 


Score 


.53 






Exons 


3796. .3819, 3920. .4102, 4520. .4731, 4790. .4971, 


5530. .5540 


Seq. No. 


48107 


Seq. ID 


OJ000315_ 


_03.0411 


.C5 


Gene No. 


102415 


- Strand 


+ 






Start " 


• 12406 


End • , 


12569 






Name 


OJ000315 03.0411.C5.ol.gp 


Method 


AAT/GAP 






Start 


12406 


End 


12569 






GI 


3683 1.R1084 


Score 


185 






Exons 


12406. .12569 










GI Descrip. 


»5734 616/dbj | AP000391 . 1 | AP000391 2.0e- 


45 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


48107 


Seq. ID 


OJ000315_ 


_03.0411. 


.C5 


Gene No. 


102416 


Strand 


+ 






Start 


13697 


End 


15940 






Name 


OJ000315 03.0411.C5.o2.np 


Method 


AAT/NAP 






Start 


13697 


End 


15940 






GI 


2213600 


Score 


1299 






Exons 


13697. .14466, 14977. .15940 










GI Descrip. 


(AC000348) T7N9.20 [Arabidopsis thaliana] 






Seq. No. 


48107 


Seq. ID 


OJ000315_ 


_03.04ll. 


.C5 


Gene No. 


102416 


Strand 


+ 






Start 


13697 


End 


15940 " 






Name 


OJ000315 03.0411.C5.o2.gp 


Method 


AAT/GAP 







49841 




Start 


13791 








End 


14251 


GI 


uC-osflcyp026c05bl 




Score 


858 


Exons 


13791. .14251 










GI Descr.ip . 


' 22136.00 1. 


Oe-27 


(AC000348) 


T7N9 . 20 [Arabidops'is ' thaliana] * 


Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102416 








Strand 


+ 


Start 


13697 








End 


15940 


Name 


OJ000315 03 


.0411 


.C5.o3. 


gp 


Method 


AAT/GAP ' ■ ■ 


Start 


15623 








End 


15940 


GI 


uC-osflcypl74b06bl 




Score 


620 


Exons 


15623. .15940 










GI Descrip. 


'2213600 3. 


Oe-33 


(AC000348) 


T7N9.20 [Arabidopsis thaliana]' 


Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102417 








Strand 




Start 


32 








End 


3467- 


Name 


OJ000315 03 


.0411 


, C5.pl. 


gs 


Method 


GENSCAN 


Start 


32 








End 


3467 


GI 


none 








Score 


.91 


Exons 


32. .1081, 1237. . 


1352, 1444.. 


1483, 1641 


..1760, 2116. .2319, 




2380 . .2635, 


2713 


. . 34 67 








Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102418 








Strand 




Start 


7385 








End 


9168 


Name 


OJ000315_03 


. 0411 


. C5 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


2182 








End 


8624 


GI 


none 








Score 


67 


Exons 


2182. .2316, 


2377 


. .2478, 


2530 


..2637, 2537.. 2638, 2713.. 2988, 




2715. .3002, 


3048 


. .3080, 


3086 


..3121, 7531. .7686, 8145. .8234, 




8253 . . 8624 , 


8260 


. . 8604 








Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102418 








Strand 




Start' 


7385 








End 


9168 


Name 


OJ000315 03 


.0411 


.C5.o3. 


ts . 


Method 


TBLASTX: Soybean 


Start 


2428 








End 


8630 


GI 


none 








Score 


51 


Exons 


2428. .2469, 


2530 


. .2637, 


2531 


..2638, 2713. .2976, 2715. .3002, 




8151. .8240, 


8253 


. .8630/ 


8254 


. .8523 




Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102418 








Strand 




Start * 


7385 








End 


9168 


Name 


OJ000315 03 


.0411 


.C5.o2. 


tc 


' Method 


TBLASTX: Cress 


Start" 


2437 








End 


8976 


GI 


none 








Score 


38 


Exons 


2437. .2637, 


2531 


. .2638, 


2713 


..2979, 2715. .3002, 3048. .3185, 




3192. .3239, 


3345, 


. .3377, 


7519 


..7683, 8160. .8648, 8161. .8283, 




8320. 18553, 


8920, 


. .8976 








Seq. No. 


48107 








Seq. ID 


OJ000315_03.0411.C5 


Gene No. 


102418 








Strand 




Start 


7385 








End 


9168 


Name 


OJ000315 03, 


.0411, 


.C5.o3. 


gs 


Method 


GENSCAN 


Start 


7385 








End 


9168 










49842 





GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .91 

7385. .7600, 7618. .7686, 8130. .8648, 8734. .9168 



48107 

102418 

7385 

OJ000315_03.0411.C5.ol.np 

7453 

1575705 



Seq. ID OJ000315_03.0411.C5 
Strand 

End 9168 

Method AAT/NAP 

End 9168 

Score 809 



7453. .7686, 8130. .8630, 8716. .9168 

(U70480) abscission polygalacturonase [Lycopersicon esculentum] 
gi|2459813|gb|AAC28904.1| (AF001001) polygalacturonase 2 
[Lycopersicon esculentum] 



48107 

102419 

13643 

OJ000315_03.0411.C5.o2.tm 

13643 

none 



Seq. ID OJ000315_03.0411.C5 
Strand 

End 14281 

Method TBLASTX :.Maize 

End ' 14266- '- ' ' * 

Score 782 



13643. .14260, 13655 .. 14257 , 13659 .. 14258 , 13687 .. 14259, 
14162. .14266 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48107 

102419 

13643 

OJ000315_03.0411.C5.o2.ts 

13718 

none 



Seq. ID OJ000315_03.0411.C5 
Strand 

End 14281 

Method TBLASTX : Soybean 

End 14281 

Score 68 



13718. .13816, 13835. . 14281, 13835 .. 14017 , 13858.. 14250 



48107 

102419 

13643 

OJ000315__03.0411.C5.o5.tc 

13835 

none 

13835. .-14086, 13957. .14 07 9 

48107 

102420 

14362 

OJ000315_03.0411.C5.ol.tm 

14362 

none 



Seq. ID OJ000315_03.0411.C5 
Strand 

End 14281 

Method TBLASTX: Cress 

End 14086 

Score . 196 



Seq. ID OJ000315_03. 0411. C5 
Strand 

End 15939 

Method TBLASTX : Maize 

End 15770 

Score 196 



14 362. .14523, 14363. .14 4 4 0, 15037. .15768, 15037. .15768, 
15039. . 15770 



Seq. No. 48107 

Gene No. 102420 

Start 14362 

Name OJ000315JD3 . 04 11 . C5 . o3 . tc 

Start 15007 

GI none 

Exons 15007. .15333, 15037.. 15351 



Seq. ID OJ000315_03. 0411 .C5 
Strand 

End 15939 

Method TBLASTX : Cress 

End 15351 

Score 268 



Seq. No. 



48107 



Seq. ID OJ000315 03. 0411. C5 



49843 




Gene No. 


102420 




Strand 






Start 


14362 




End 


15939 




Name 


OJ000315_03 . 0411 ,C5 . 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


15031 




End 


15939 




GI 


none 




Score 


316 




Exons 


15031. .15351, 15034. 


. 15366, 


15054 . . 15362, 15366. . 15557, 






15385 .. 15558, 15582. 


. 15668, 


15583. . 15939, 15586. . 15927 




Seq. No. . 


48107 




Seq. ' ID 


OJ000315_03. 0411 


.C5 


Gene No. 


102420 




Strand 






Start 


14362 




End 


15939 




Name 


OJ000315_03 . 0411 .C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


15381 




End 


15741 




GI 


none 




Score 


71 




Exons 


15381 . . 15503, 15382 . 


. 15660, 


1538 9. . 15703, 15390. .15656, 






15658 . . 15741 










Seq. No. 


48107 




Seq. ID 


OJ000315_03.0411, 


.C5 


Gene No. 


102420 




Strand 






Start 


• 14362 




End 


15939 




Name 


OJ000315_03.0411.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


15387 




End 


15741 




GI 


none 




Score 


202 




Exons 


15387 . . 15605, 15388 . 


. 15606, 


15597. .15677, 15604. .15741 




Seq. No. 


48107 




Seq. ID 


OJ000315_03.0411, 


.C5 


Gene No. 


102420 




Strand 






Start 


14362 




End 


15939 




Name 


OJ000315_03. 0411.C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15745 




End 


15936 




GI 


none 




Score 


206 




Exons 


15745 . . 15936 










Seq. No. 


48107 




Seq. ID 


OJ000315_03.0411, 


,C5 


Gene No. 


102420 




Strand 






Start 


14362 




End 


15939 




Name 


OJ000315_03'. 0411 ,C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15771 




End 


15939 




GI 


none 




Score 


215 




Exons 


15771. .15938, 15772. 


. 15939, 


15775. .15939 




Seq. No. 


48107 




Seq. ID 


OJ000315_03.0411, 


.C5 


Gene No. 


102420 




Strand 






Start 


14362 




End 


15939 




Name 


OJ000315_03 . 0411 .C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15815 




End 


15939 . 




GI 


none 




Score 


99 




Exons 


15815. .15928, 15815. 


. 15934, 


15816, .15938, 15817. .15939 




Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


,C6 


Gene No. 


102421 




Strand 


+ 




Start 


1584 




End 


1833 




Name 


OJ000315 03. 0411. C6. 


o2 . gp 


Method 


AAT/GAP 




Start 


1584 " 




End 


1833 




GI 


none 




Score 


448 




Exons 


1584 . . 1833 











49844 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48108 

102422 

6116 

OJ000315_03:0411.C6.o2.gs 

6116 

none 

6116. .6165, 6724.. 6938, 6959. 
7818. .7867 

48108 
102423 
11869 

OJ000315_03. 0411.C6.o3.gs 
11869 
none 
11869. 
13843. 
15113. 



Seq. ID OJ000315_03.0411.C6 

Strand + 

End 7867 

'Method - 'GENSCAN 

End 7867 

Score . 6 
.7127, 7133. .7368, 7.469. .7786, 



Seq. ID OJ000315_03.0411.C6 
Strand + 
End 15235 ' 

Method GENSCAN 
End 15235 
Score .58 

11963, 12830. . 12968, 13333 .. 13501, 13651 .. 13775, 
14031, 14137. . 14159, 14243 .. 14340, 14470 .. 14879, 
15235 



Seq. No. 48108 Seq. ID OJ000315JD3 . 04 11 . C6 

Gene No. 102423 Strand + 

Start 11869 End 15235 

Name OJ000315_03 . 0411 . C6 . o2 . np Method AAT/NAP 

Start 13661 End ' 15008 

GI 6721561 . Score 1136 

Exons 13661. .13732, 1384 6 . . 14031 , 14 101 . . 14 159, 14243. .15008 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 48108 Seq. ID 

Gene No. 102424 Strand 

Start 23540 End 30208 

Name OJ000315_03 . 0411 . C6 . o4 . np Method AAT/NAP 

Start 23540 End 30208 

GI 5295955 Score 253 

Exons 23540. .23560, 26974 27101, 

30112. .30208 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ000315_03.0411.C6 
+ 



28048. .28404, 284 98 .. 2 9057 , 



(EBV) genome. (V01555) 



Seq. No. 48108 Seq. ID 

Gene No. 102424 Strand 

Start 23540 End 

Name. OJ000315_03 . 04 11 . C6 . 06 . gp Method 

Start 23674 End 

GI 5816562 Score 

Exons 23674 . .23697, 24019.. 24433 

GI Descrip. 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ000315_03.0411.C6 
+ 

30208 
AAT/GAP 
24433 
.630 



Seq. No. 48108 

Gene No. 102425 

Start 1 

Name OJ000315_03 . 04 11 . C6 . ol . gp 



Seq. ID OJ000315_03.0411.C6 
Strand 

End 376 

Method AAT/GAP 



49845 



Start 
GI 

Exons 



1 

none 
1. .376 



End 
Score 



376 
689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48108 

102426 

1850 

OJ000315_03. 0411.C6.ol.gs 

1850 

none 

1850.. 1961, 2043.. 2128, 2210. 
5074.. 5184, 5308.. 5424, 5523. 

48108 

102426 

1850 

OJ000315_03.0411.C6.ol.np 

1853 

74-85284 

1853. .1961, 2043. 
5074. .5228, 5286. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_03.0411 ,C6 

13518 
GEN SCAN 
5918 
.94 



.2370, 2645. .2849, 
.5918 



4812... 4991, 



Seq. ID 

Strand 

End 

Method 
End. . 
Score 



OJ000315_03.0411.C6 

13518 
AAT/NAP . 
13518 . ' 
■939 



.2154, 2227. 
.5424, 5480. 



.2370, 2645. .2849, 4812. .4991, 
.5685, 5719. .5905, 13431. . 1351E 



hypothetical protein A_TM018A10 . 14 - Arabidopsis thaliana 
gi I 2252863 | gb | AAB62861.il (AF013294) similar to nucleolin 
protein [Arabidopsis thaliana] gi I 7267422 | emb | CAB80892 . 1 1 
(AL161472) putative protein [Arabidopsis thaliana] 



48108 Seq. ID 

102426 Strand 

1850 End 

OJ000315_03. 0411.C6.o3.gp Method 

2029 End 

LIB34 34-055-P1-K1-E8 Score 
2029.. 2128, 2210.. 2371 
'2252863 6.0e-46 (AF013294) 
[Arabidopsis thaliana] 1 

48108 Seq. ID 

102426 " Strand 

1850 End 

OJ000315_03. 0411.C6.o4 . gp Method 

2740 End 

none Score 
2740.. 2849, 3967.. 4288 



OJ000315_03.0411.C6 

13518 
AAT/GAP 
2371 
392 



similar to nucleolin protein 



OJ000315_03.0411.C6 

13518 
AAT/GAP 
4288 
635 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48108 .Seq. ID OJ000315_03 . 04 11 . C6 

102426 Strand 

1850 End -.13518 

OJ000315_03 . 0411 . C6 . o5 . gp Method AAT/GAP 

5510 End 6172 

42562JL.R1084 ' Score 927 

5510. .5934, 6105. .6172 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



48108 

102427 

15788 



Seq. ID 

Strand 

End 



OJ000315 03. 0411. C6 



31829 



49846 



Name 

Start 

GI 

Exons 



OJ000315 03.0411.C6.o3.tm 



Method TBLASTX : Maize 



1708 End 4857 

none .Score 80 

1708. .1788., 1712. .1804, 1716. .1829, 1841. .1903, 1845. .1883, 

1879. .1959, - 1880. .1960, 1923. .1961, 2032. .2i30, 2042. .2143, 

2043. .2129, 2046. .2162, 2206. .2271, 2212. .2277, 2265. .2369, 

2266. .2367, 2267. .2368, 2279. .2371, 2307. .2372, 2623. .2850, 

2628. .2852, 2640. .2852, 2644. .2859, 4789. .4857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48108 

102427 

15788 

OJ000315_03.0411.C6.o7 .tw 

2036 

none 

2036. .2143, 2042. .2143, 2224. 
2628. .2720, 2634. .2720, 2638. 

48108 

102427 

15788 

OJ000315_03.0411.C6.ol.ts 

2042 
none 

2042. .2101, 2108. .2146, 2635. 
2731. .2850, 2748. .2852, 4845. 
5072. .5215, 5074. .5214, 5314. 

48108 

102427 

15788 

OJ000315_03.0411.C6.ol.tc 

4789 

none 

4789. .4992, 4791. .4973, 4811. 
5308. .5409 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_03.0411.C6 
31829 

TBLASTX: Wheat 

2724 

156 



.2382, 2248. .2370, 2258. .2371, 
.2724 



Seq. ID OJ000315_03.0411.C6 
Strand 

End 31829 

Method TBLASTX: Soybean 

End 5645 

Score ' 74 

.2718, 2637. .2759, 2721.. 2852, 
.5000, 4846. .4977, 4848. .4994, 
.5427, 5520. .5573, 5565. .5645 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5008, 



OJ000315 03. 0411. C6 



31829 

TBLASTX: Cress 
5409 
143 

5074. .5217, 5084. .5215, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48108 

102427 

15788 

OJ000315_03.0411.C6.ol.tm 

4857 

none 

4857.. 5000, 4858.. 4986, 5072. 
5074. .5217, 5074. .5217, 5297. 
5520. .5567, 5522. .5569 

48108 

102427 

15788 

OJ000315JD3.0411.C6.o3. tw 

15599 

none 

15599. .15730, 15600. .15725, 
16019. .16192, 16104. .16202 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5215, 5072. 
.5425, 5347. 



OJ000315_03.0411.C6 
31829 

TBLASTX: Maize 
5569 
200 

,5215, 5073.. 5216, 
,5427, 5348..S446, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_03.0411.C6 
31829 

TBLASTX: Wheat 

16207 

66 



15755. . 16207, 15954 .. 16028 , 



Seq. No. 



48108 



Seq. ID OJ000315_03.0411.C6 



49847 




Gene No. 102427 Strand 

Start 15788 End 31829 

Name OJ000315_03i0411.C6.o3.np Method AAT/NAP 

Start 15623 End 23972 

GI 5922631 Score 3776 

Exons 15623. .16810, 16850 .. 18151, 18758 19606, 19721 .. 1 9945 , 

19988. .20377, 22671 22838, 22884 .. 2308 6, 23345.-23589, 

23848. .23972 

. GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the predicted gene.; similar to -prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Cinful-1. (AF049110) 


[Oryza 


sativ 






Seq. No. 


48108 




. Seq. ID 


OJ000315_03.0411 


. C6 


Gene No. 


102427 




Strand 






Start 


15788 




End * 


31829 




Name 


OJ000315JD3* 0411 ,C6. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


15722 




End 


15985 




GI 


none 




Score 


192 




Exons 


15722.. 15985 










Seq. No. 


48108 




■ Seq. ID 


OJ000315_03.0411 


.C6 


Gene No. 


102427 




Strand 






Start 


15788 




End 


31829 




Name 


OJ000315_03. 0411 .C6. 


o4 . gs 


Method 


GENSCAN 




Start 


15788 




End 


31829 




GI 


none 




Score 


.51 




Exons 


15788. .16153, 16505. 


.17545, 


17585. .17842, 17 933. .18 694, 






18863. .19954, 19979. 


.20794, 


20819. .21689, 21722 .. 21944 , 






22301. .22404, 22429. 


. 24008, 


24405. .24677, 28158 .. 28990, 






29028. .29084, 29466. 


.29805, 


29847. .29956, 30051. .30112, 






30114. .30376, 31029. 


.31074, 


31310. .31385, 31715.. 31829 




Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411 


.C6 


Gene No. 


102427 




' Strand 






Start 


15788 




End 


31829 




Name 


OJ000315 03. 0411. C6. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16307 




End 


16690 




GI 


none 




Score 


104 




Exons 


16307. .16690, 16308. 


.16457, 


16373.. 16651 




Seq. No. 


48108 




. Seq. ID 


OJ000315_03.0411 


C6 


Gene No. 


102427 




Strand 






Start 


15788 




End 


31829 




Name 


OJ000315 03. 0411. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


16385 




End 


16690 




GI 


none 




Score 


147 




Exons 


16385. . 16690, 16386. 


.16598 








Seq. No. 


48108 




. Seq. ID 


OJ000315_03.0411 


C6 


Gene No. 


102427 




Strand 






Start 


15788 




End 


31829 




Name 


OJ000315 03. 0411. C6. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


16832 




End 


17153 





49848 






GI 


none 




Score 


78 






Exons 


16832 . . 1 /152, Idooj 


. .17153 










• Seq . No . 


A O 1 A O 

4o 108 




Seq. ID 


OJ000315_03.0411 


. C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 






Name 


UJUUUJlD U3.U411.Cb 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


17192 




End 


17600 ' 






GI 


none 




Score 


37 






Exons 


17192 .. 17257, 17192 


. . 17365 , 


17367. .17579, 17369 17560, 








17373 .. 17600, 17375 


. .17599 










Seq. No. 


48108 




Seq. ID 


ATAf\AT1 C AO A/111 

OJ000315_03. 0411 


.C6 




Gene No. 


102427 




Strand 








Start 


1 C O O O 

15 /bo 




End 


31829 






Name 


0 JO 0031 5_0 3 . 0 4 1 1 . C 6 


. o2 . ts 


Method 


TBLASTX : Soybean 






Start 


17 690 




End 


18115 






GI 


none 




Score 


87 






Exons 


1 i /~ a a 1011c i t mi 

17 690 .. 18115, 17931 


i o a c r 

. .18056 










Seq. No. 


48108 




Seq. ID 


OiTAAAOIC AO A/111 

OJ000315 03.0411 


.C6 




Gene No. . 


102427 




Strand 








Start 


1 C T O O 

15788 




End 


31829 






Name 


OJ000315 03. 0411. C6 


. o2 . tw 


Method 


TBLASTX : Wheat 




v3 


Start 


17745 




End 


18169 




J2 =3. 


GI 


. none 




Score 


''220 






Exons 


17745 .. 18059, 17747 


. . 18169, 


17777. .181 


66 






Seq. No. 


48108 




Seq. ID 


r\ TA A A O 1 C AO A/til 

OJ000315 03.0411 


.C6 


w 


Gene No. 


102427 




Strand 








Start 


1 C *7 O O 

15/88 




End 


31829 




: Li 


Name 


OJ000315 03. 0411. C6 


. o5 . tm 


Method 


TBLASTX : Mai ze 






Start 


17843 




End 


18226 






GI 


none 




Score 


91 




r **£ 


Exons 


1 "7 O /l O 1 O O O ^ ITO/IT 

1 / o 4 3 . . lozzo, 1 /o4 / 


i o a c n 

. .18059 








"t3 


Seq. No. ' 


48108 




Seq. ID 


^kTAAAOIC AO A/111 

OJ000315 03.0411 


.C6 


[=% 


■Gene No. 


102427 




Strand 








Start 


1 C T O O 

lo / 88 




End 


31829 




11 


Name 


TO A A O 1 C A ~> A /I 1 1 O /" 

OJ000315 03. 0411. C6 


. o2 . tm 


Method 


TBLASTX : Maize 




f. rs. 


Start 


1 O O C A 

18254 




End 


18610 






GI 


none 




Score 


224 






Exons 


18254 .. 18 610, 18276 


. .1854 8 










Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411 


.C6 




Gene No. 


102427 




Strand 








Start 


1 C O O O 

15788 




End 


31829 






Name 


ATAAA11 C AO 0/111 /"< /-~ 

OJ000315 03.0411.C6 


. ol . tw 


Method 


TBLASTX: Wheat 






Start .. 


18284 




End 


18740 






GI 


none 




Score 


400 






Exons 


18284 . . 18739, 18285 


. . 18740 










Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411 


.C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 






Name 


OJ000315 03. 0411. C6, 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


18335 




End 


18700 





49849 






GI 


none 




Score 


119 






Exons 


18335 . . 18469, 18476 


. . 18700 










Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


,C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 * 






Name 


OJ000315 03 . 0411 . C6 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


18932 




End 


19387 






GI 


none 




Score 


85 






Exons 


18932. . 19168, 19050 


. . 19166, 


19205. .19387, 19206. .1937 9 






Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


,C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 






Name 


OJ000315 03 . 0411 . C6 


. 08 . tw 


Method 


TBLASTX: Wheat 






Start 


19970 




End 


20368 






GI 


none 




Score 


59 






Exons 


19970. . 20368, 20100 


. . 20243, 


20316.. 20354 






Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 






Name 


OJ000315_03. 0411 .C6 


. o9 . tm 


Method 


TBLASTX: Maize 




Q 


Start 


•20132 




End 


20371 






GI 


none 




Score 


187 . 




TW 


Exons 


20132 . . 20371 










V, 


Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


C6 




Gene No. 


102427 




Strand 






\. -i 


Start 


15788 




End 


31829 




r i £ 


Name 


OJ000315_03 . 0411 .C6 


.ol0. tm 


Method 


TBLASTX: Maize 






Start 


29485 




End 


29739 






GI 


none 




Score 


64 






Exons 


29485 . .29604, 29507 


. .29602, 


29614. .29739, 29616. .29729 






Seq. . No. 


48108 




Seq. ID- 


OJ000315_03.0411. 


C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 




*~ 


Name 


OJ000315_03 . 0411 . C6 


. 06 . tm 


Method 


TBLASTX :Maize 






Start 


30754 




End 


31073 






GI 


none 




Score 


88 






Exons 


30754 . . 30861, 30870 


. . 31073, 


30878. .31009 






Seq. No. 


48108 




Seq. ID 


OJ000315_03.0411. 


C6 




Gene No. 


102427 




Strand 








Start 


15788 




End 


31829 






Name 


OJ000315_03. 0411 ,C6 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


31304 




End 


31489 






GI 


■ none 




Score 


195 






Exons 


31304 . . 31489 












Seq. No. 


48109 




Seq. ID 


OJ000315_03.0411. 


C7 




Gene No. 


102428 




Strand 


+ 






Start 


125 




End 


773 






Name 


OJ000315 03. 0411. CI. 


. ol . gs 


Method 


GEN SCAN 






Start 


125 




End 


773 






GI 


none 




Score 


.96 





49850 



Exons 



125. .288, 560. .773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48109 Seq. ID OJ000315_Q3 . 0411 . C7 

102429 * . Strand 

1 End 715 

OJ000315_03 . 04 11 . C7 . ol . np Method AAT/NAP 

1 End 715 

7340884 Score 145 

1..95, 164. .220, 556. .715 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 48110 Seq. ID 

Gene No. 102430 Strand 

Start 727 End 

Name OJ000315_03 . 04 11 . C8 . ol . gs Method 

Start 727 End 

GI none Score 

Exons 727.. 834 



OJ000315_03.0411.C8 
+ 

834 

GENSCAN 

834 

.86 



Seq. No. 48110 Seq. ID 

Gene No. 102431 Strand 

Start 5500 End 

Name OJ000315_03 . 04 11 . C8 . o3 . gs Method 

Start 5500 End 

GI none r • Score 

Exons 5500.. 6096 



OJ000315_03.0411.C8 
+ 

6096 
GENSCAN 
6096 
.49 



Seq. No. 48110 Seq. ID OJ000315_03 . 04 11 . C8 

Gene No. 102432 Strand + 

Start 9310 End 9368 

Name OJ000315_03 . 04 11 . C8 . ol . gp Method AAT/GAP 

Start 9310 End 9368 

GI LIB3431-030-P1-N1-G8 Score 87 

Exons 9310.. 9368 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence T 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48110 Seq. ID 

102433 Strand 

524 6 End 

OJ000315_03 . 04 11 . C8 . ol . np Method 

5246 End 

7340858 Score 
5246. .5879, 7676. .7703 

(AP001551) Similar to Arabidopsis thaliana chromosome 2 BAC 

clone F4L23 ; hypothetical protein. (AC002387) [Oryza sativa] 



OJ000315_03.0411.C8 

7703 
AAT/NAP 
7703 
524 



48110 

102434 

7813 

OJ000315_03.0411.C8.o4 . gs 

7813 

none 



Seq. ID OJ000315_03.0411.C8 
Strand 

End 9271 

Method GENSCAN 

End 9271 

Score .81 



7813. .7877, 8059. .8151, 8547. .8694, 9147. .9271 



Seq. No. 



48111 



Seq. ID OJ000315_03.0411.C9 



49851 



Gene No. 
Start 
Name 
Start ' - 
GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102435 Strand + 

9557 End 9947 

OJ000315_03 . 04 11 . C9 . o2 . np Method AAT/NAP 

9557 End 9947 ' 

5734617 .. Score 429 
9557. .9947 

(AP000391) hypothetical protein [Oryza sativa]. 



OJ000315 03.0411.'C9* 



48111' 
102436 
1 

OJ000315_03 . 04 11 . C9 . ol . np 
1 

7228438 

1..20, 678. .1099, 2447. .2597, 2690. .2951, 3056. 
3435. .3848, 3934. .4029, 5588. .7572 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) .[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7572 
AAT/NAP 
7572 
3323 



,3354, 



Seq. No. 48111 Seq. ID 

Gene No. 102436 Strand 

Start 1 ' End 

Name OJ000315_03 . 04 1 1 . C9 . ol . gs Method 

Start 678 End 

GI none ■ • Score 

Exons 



OJ000315_03.0411.C9 
7572 

.GENS CAN 
7302 
.41 



678. .998, 1387. .1640, 1704. .2022, 2342. .2443, 2490. .2597, 
2690. .2905, 2952. .3092, 3094. .3354, 3435. .3553, 3626. .3848, 
3953. .4122, 4146. .4300, 4376. .4449, 4934. .5349, 5773.. 6740, 
6872. .7302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48111 Seq. ID OJ000315_03 . 04 11 . C9 

102436 Strand 

1 End 7572 . 

OJ000315JD3 . 04 11 . C9 . ol . gp Method AAT/GAP 

2011 End 4261 

LIB3433-020-P1-K1-A6 Score 758 

2011. .2397, 4219. .4261 

*5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence 1 



Seq. No. 48111 

Gene No. 102437 

Start 9516 

Name OJ000315_03 . 04 11 . C9 . o2 . gs 

Start 9516 

GI none 

Exons 9516. .10176, 10828. .11156, 
14924. . 15150 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000315_03.0411.C9 

15231 
GENSCAN 
15150 
.49 



12134. .12660, . 12772. .13064, 



Seq. No. 48111 Seq. ID 

Gene No. 102437 Strand 

Start 9516 End 

Name . OJ000315_03 . 04 11 . C9 . o2 . gp Method 

Start 14826 End 

GI 3762713 Score 

Exons 14826.. 15231 



OJ000315_03.0411.C9 

15231 
AAT/GAP 
15231 
722 



49852 




Seq. No. 


48111 




Seq. ID 


OJ000315 


_03.0411 


.C9 


Gene No. 


1024.38 




Strand 








Start 


15732 




End 


18638 






Name 


OJ000315 03. 


0411.C9.-o3.gs 


Method 


GENSCAN 






Start 


15732 




End . 


18638 






GI 


none 




Score 


.66 






Exons 


15732. .15971, 16581 .. 16765, 


18614.- - 18638 






Seq, No. 


48111 




Seq. ID 


OJ000315 


_03.0411 


.C9 


Gene No. 


102439 




Strand 








Start 


19203 




End 


'19431 






Name 


-OJ000315 03. 


0411.C9.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


4027 




End 


4209 






GI 


none 




Score 


104 






Exons 


4027. .4146, 


4028. .4147, 4145 


. .4195, 4156. .4209 






Seq. No. 


48111 




Seq. ID 


OJ000315 


_03.0411 


C9 


Gene No. 


102439 




Strand 








Start 


19203 




End 


19431 






Name 


OJ000315 03. 


0411.C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5951 




End 


6328 






GI 


none 




Score 


66 






Exons 


5951. .6124, 


5962.. 6102, 6057 


..6125, 6149.. 6325, 


6174 . . 6326 




6179.. 6328 












Seq. No. 


48111 




Seq. ID 


OJ000315 


_03 . 0411 


C9 


Gene No. 


102439 




Strand 








Start 


19203 1 '■ 




End 


19431 






Name 


OJ000315 03. 


0411.C9.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6026 




End 


6622 






GI 


none 




Score 


222 






Exons 


6026. .6097, 


6144.. 6617, 6155 


. .6622 








Seq. No. 


48111 




Seq. ID 


OJ000315 


_03.0411. 


C9 


Gene No. 


102439 




Strand 








Start 


19203 




End • 


19431 






Name 


OJ000315 03. 


0411.C9.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


12212 




End 


12648 






GI 


none 




Score 


52 






Exons 


12212. . 12328 


, 12226. .12321, 


12338. . 12463, 12341 


. . 12466, 






12515. .12625, 12516 12626, 


12616. . 12648 






Seq. No. 


48111 




Seq. ID 


OJ000315 


J)3.0411. 


C9 


Gene No. 


102439 




Strand 








Start 


19203 




End 


19431 






Name 


OJ000315 03. 


0411.C9.o3.gp 


Method 


AAT/GAP 






Start 


19203 




End .. 


19431 






GI 


none 




Score 


428 






Exons 


19203. .19431 












Seq. No. 


48112 




Seq. ID 


OJ000315 


_02.0411. 


CI 


Gene No. 


102440 




Strand 








Start 


1 




End 


1897 . 






Name 


OJ000315 02. 


0411.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1897 






GI 


1169544 




Score 


898 







''' 49853 



Exons 1..354, 549. .650, 1314. .1444, 1535. .1643, 1752. .1897 

GI Descrip. ERD1 PROTEIN PRECURSOR gi | 54 1859 | pir | | JN0901 endopeptidase Clp 
ATP-binding chain C - Arabidopsis thaliana 

gi I 497629 | dbj | BAA04506 . 1 1 (D17582) ERD1 protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48112 

102440 

1 

OJ000315_02.0411.Cl.ol. tc 
53 

none 



Seq. ID OJ000315_02.0411.C1 
Strand 

End - ' 18*97 ' 
Method TBLAS.TX : Cress 
End 1895 
Score 282 



53. .355, 55. .357, 72. .356, 181. .357, 531. .653, 546. .656, • 
1314. .1445, 1314. .1448, 1512. .1625, 1512. .1640, 1741. .1887, 
1752. .1895, 1755. .1895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48112 
102440 

1 ■ 
OJ000315JD2 .0411.Cl.oI.ts 

62 

none 



Seq. ID OJ000315_02.0411.C1 
Strand 

End 1897 
Method TBLASTX : Soybean 
End 1448 
Score 271 

62. .355, 65. .343, 73. .357, 181.. 366, 531. .653, 532. .651, 
549. .656, 1306. .1446, 1314. .1445, 1314. .1448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48112 

102440 

1 

OJ000315_02.0411.Cl.ol.gs 
73 

none 



Seq. ID OJ000315_02f0411.Cl 
Strand 

End 1897 

Method GENS CAN 

End 1607 

Score .44 



73.-354, 549. .650, 1314. .1501, 1535. .1607 



Seq. No. 48112 

Gene No. 102440 

Start 1 

Name OJ000315_02 . 04 11 . CI . ol . tm 

Start 131 

GI none 
Exons 



Seq. ID OJ000315_02.0411.C1 
Strand 

End 1897 

Method TBLASTX: Maize 

End 144 9 

Score 286 



131. .355, 133. .357, 175. .366, 531. .653, 545. .655, 546.-656, 
553. .687, 1314. .1379, 1315. .1350, 1383. .1448, 1408. .1449 



Seq. No. 48112 
Gene No.* ■ 102440 

Start 1 

Name OJ000315_02 . 04 11 . CI . o2 . tm 

Start 1512 

GI none 
Exons 



Seq. ID -OJ000315_02.0411.C1 
Strand 

End 1897 

Method TBLASTX : Mai ze 

End 1893 

Score 103 



1512. .164 3, 17 64. .188 9, 17 65. .18 93 



Seq. No. 48112 

Gene No. 102440 

Start 1 

Name OJ000315_02 . 04 11 . CI . o2 . ts 

Start 1512 

GI none 
Exons 



Seq. ID OJ000315_02.0411.C1 
Strand 

End 1897 

Method TBLASTX : Soybean 

End 18 95 

Score 124 



1512. .1643, 1747. .1854, 1764. .1895, 1765. .1893 



49854 




Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


.C2 


Gene No. 


102441 


Strand 


+ 




Start 


4504 


End 


12564, - 




Name 


OJ000315 02 . 04 11 . C2 .-pi . gp 


Method 


AAT/GAP 




Start 


4 501 


End 


10173 




GI 


none 


Score 


919 




Exons 


4501.. 4713, 9685.. 9822, 9926 


i. .10007, 10097. .10173 




Seq. No. 


48113- 


Seq. ID 


OJ000315_02.0411 


.C2 


Gene No. 


102441 


Strand 


+ 




Start 


4504 


End 


12564 




Name 


OJ000315 02.0411.C2.o2.gs 


Method 


GENSCAN 




Start 


4504 


End 


12564 




GI 


none 


Score 


.82 




Exons 


4504. .4713, 6609. .6772, 7182 


..7305, 8791. .8884, 8932. .9029, 




9685. .9822, 9926. .10007, 10097. .10173, 


10264. .10370, 






1048 3 . . 10594 , 10694 .. 108 1U , 


10900. .10991, 11042. .11180, 






11280 .. 11358 114 45 .. 1 1680, 


12541. .12564 




Seq. No. 


A O 1 T O 

48113 


Seq. ID 


OJ000315_02.0411 


. C2 


Gene No. 


10.2442 


Strand 


+ 




Start 


20522 


.End 


21825 




Name 


OJ000315 02 . 04 11 . C2 . o4 . gs 


Method 


GENSCAN 




Start 


o n c o o 

20522 .. 


End 


21825 




GI 


none 


Score 


.56 




Exons 


oncoo o ri«c 01 0 v ri 0 o 0 1 0 a 0 

20522 .. 20531, 21027 .. 21302 , 


21371. .21495, 21534 .. 21668, 






2 1 / 63 . .21825 








Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


r* O 

. C2 


Gene No. 


102443 


Strand 


+ 




Start 


29398 


End 


31403 




Name 


OJ000315_02 . 04 11 . C2 . 06 . gs 


Method 


GENSCAN 




Start 


29398 


End 


30552 




GI 


none 


Score 


.99 




Exons 


29398. .29771, 298 67 .. 30092 , 


30181. .30552 




Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


-C2 


Gene No. 


.102443 


Strand 


+ 




Start 


29398 


End 


31403 




Name 


QJ000315 02.0411.C2.o4.np 


Method 


AAT/NAP 




Start 


29543 


End 


31403 




GI 


7362753 


Score 


619 




Exons 


29543. .29771, 298 67 30092, 


30181. .30547, 31357 31403 




GI Descrip. 


(AL162651) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


. C2 


Gene No. 


102444 


Strand 






Start 


711 


End 


1419 . 




Name 


OJ000315 02.0411.C2.ol.gs 


Method 


GENSCAN 




Start 


711 


End 


1419 




GI 


none 


Score 


. 97 




Exons 


711. .756, 827. . 1419 








Seq. No. 


48113 


Seq. ID 


OJ000315JD2.0411 


.C2 


Gene No. 


102445 


Strand 






Start 


13198 


End 


17885 





49855 



Name 

Start 

GI 

Exons 



OJ000315 02.0411.C2.o3.gs 



Method GENSCAN 



13198 End 17885 

none Score .72 

13198. .13383, 13548. .1368 9, 14 114 . . 1428 9, 14 562 14 64 0, 

14713. . 14789, 15165. .15278, 15782. .15883, 16058. .16140, 

16277. .16445, 16535 .. 1 6657 , 16800 .. 16955 , 17061 .. 17242, 

17261. .17885 



Seq. No'. ' 48113 
Gene No. 102445 
Start 13198 

Name OJ000315_02 . 04 11 . C2 . ol . np 

Start 13201 
GI 2708624 

Exons 13201. . 13383, 13548 .. 1364 6, 

14114. .1428 9, 14 396. .14 4 64, 

15165. . 15278, 154 09. . 154 99, 

16058. .16140, 16277. .1644 5, 

17061. .17207, 17550. .17729 
GI Descrip. (AF036618) acetyl-CoA synthetase [Arabidopsis thaliana] 



■ Seq. ID" 0 JO 0031 5_0 2 . 0 4 1 1 . C2 
Strand 

End 17885 
Method AAT/NAP 
End 17729 
Score 2429 
13756. .1384 6, 13963. .14 019, 
14562. .14640, 14713. .14789, 
15617. .15705, 15782. .15883, 
16535. .16657, 168 00. .16955, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48113 
102445 
13198 

OJ000315_02.0411.C2.o2.gp 

13259 . 
21775_2.R1084 

13259. .1-3385, 13549 1364 6, 
14114. .14289, 14396. .14464, 
15165. .15278, 15409 .. 154 99, 
16058. .16140, 16277.. 16365 
'4107276/emb|CAA67130| 0.0e+00 
[Solanum tuberosum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_02.0411.C2 

17885 
AAT/GAP 
16365 
2095 



13756. 
14562. 
15617. 



,13846, 
.14640, 
.15705, 



13963. 
14713. 
15782. 



,14019, 
,14789, 
,15883, 



(X98506) acetyl-CoA synthetase 



Seq. No. 48113 Seq. ID 

Gene No. 102446 Strand 

Start 22224. End 

Name OJ000315_02 . 04 11 . C2 . o3 . tc Method 

Start 221 * End 

GI none - Score 
Exons 



OJ000315_02.0411.C2 
34133 

TBLASTX: Cress 

1216 

117 



221. .301, 824. .979, 826. .981, 1060. .1209, 1061. .1216 



Seq. No. 48113 

Gene No. 102446 

Start 22224 

Name OJ000315_02 . 04 11 . C2 . o4 . tc 

Start 4 666 
GI * hone 
Exons 



Seq. ID OJ000315_02.0411:C2 
Strand 
End 

Method 
End 
Score 



34133' 

TBLASTX: Cress 

10140 

63 



4666. .4710, 9676. .9786, 9684. .9785, 9778. .9822, 9937. .10008, 
9947.. 10009, 10095. .10139, 10108 .'. 10140 



Seq. No. 48113 Seq. ID 

Gene No. 102446 Strand 

Start 22224 End 

Name OJ000315__02 . 04 11 . C2 . ol . ts Method 

Start 9676 End 

GI none Score 



OJ000315_02.0411.C2 
34133 

TBLASTX: Soybean 

11703 

206 



49856 



Exons 



9676.-9822, 9676.. 9801, 9684.. 9821, 9705.. 9827, 9941.. 10009, 
9943. .10008, 10114. .10173, 10129 .. 10173, 10258 .. 10368 , 
10261. .10377, 10487. .10594, 10519 .. 10581, 10678 .. 107 97 , 
10688. .10804, 1-0693 • .10803, 10900 .. 10998 , 10902 .. 10997 , 
11109. .11180, 11111. .11176, 11285. .11359, 11285 .. 11362 , 
11437. .11460, 11444. .11683, 11536. .11703 



Seq. No. 48113 
'Gene- No. . 102446' 
Start 22224 

Name OJ000315J32 . 04 11 . C2 . o3 . tm 

Start 9760 
GI none 
Exons 97 60., 

9925. , 

10258, 

10484 , 

10694, 

10914, 



Seq. ID OJ000315_02.0411.C2 
Strand 

End 34133 
_ Method TBLASTX: Maize 

End 11176 
Score 100 

9837, 9765..9836, 9913.. 10008, 9915.. 10007, 9923.. 10009, 
10008, 10074. .10172, 10095 .. 10169, 10108 10173, 
.10371, 10258. .10395, 10483 10596, 10484 .. 10597 , 
.10609, 10498. .10599, 1067 9 .. 10753, 10693 .. 10767 , 
.10753, 10753. .10806, 10754 .. 108 10 , 10906 .. 10998 , 
.10991, 11111. .11176, 11112. .11174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48113 
102446 
22224 

OJ000315_02.0411.C2.o4 . tm 
11268 



none 
11268. 
11444. 
11878. 



,11360, 11272. 
,11689, 11522. 
,11940, 11927. 



Seq. ID OJ000315_02.0411.C2 
Strand 

End 34133 
Method TBLASTX : Mai ze 
End 12034 
Score ' 131 
,11358, 11273. .11359, 1144 3 .. 11478 , 
,11680, 11533. .11697, 11787 ... 11861 , 
12034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48113 

102446 

22224 

OJ000315_02. 

13195 

none 

13195. .13386 
13549. .13647 
13963. .14022 
14104 . .14292 
14397. .14465 
14709. .14792 
15166. .15276 
15607. .15708 
15782. .15886 
16272. .16445 
16533. .16658 
17062. .17172 



0411.C2.o2.tm 



13198. 
13753, 
13963. 
14113. 
14400. 
14710. 
15409. 
15608. 
.15783. 
16275. 
16535. 
17064. 



.13314, 
.13854, 
.14022, 
.14292, 
.14471, 
.14820, 
.15498, 
.15706, 
.15884, 
.16445, 
.16660, 
.17210, 



Seq. ID OJ000315 
Strand 

End 34133 
Method TBLASTX 
End' 17210 
Score 83 
13229. .13384, 13545 
13754. .13849, 13958 
13965. .14024, 14103 
14114 . .14293, 14396 
14557. .14643, 14559 
15165. .15272, 15165 
15410. .15499, 15422 
15616. .15708, 15780 
16056. .16148, 16058 
16276.. .16446, 16529 
16797\ .16961, 16798 
17065, .17208" * 



02. 0411. C2 



Maize 



. .13649, 
. .14020, 
. .14273, 
. .14464, 
. .14684, 
. .15275, 
. .15499, 
. .15884, 
. .16129, 
. .16660, 
. .16953, 



Seq. No. 48113 Seq. ID 

Gene No. 102446 Strand 

Start 22224 End 

Name OJ000315_02 . 0411 . C2 . o3 . tw Method 

Start 13198 End 

GI none Score 
Exons 



OJ000315_02.0411.C2 
34133 

TBLASTX: Wheat 

13840 

116 



13198. .13314, 13204. .13386, 1322 9 .. 13384 , 13286 .. 13387 , 
13545. .13649, 13552 13647 , 1357 1 .. 13675 , 13753 .. 13836, 



49857 






13754. 


.13840, 


13754 


. . 13837 








Seq. No. 


48113 








Seq. ID OJ000315 


_02.0411 


.C2 


Gene No. 


102446 








Strand 






Start 


22224 








End 34133 






Name 


OJ000315 02. 0411. C2 


o5 . ts 


Method TBLASTX: 


Soybean 




Start 


13198 








End 13342 




GI 


none 








Score 64 






Exons 


13198. 


.13341, 


13219 


. 13326, 


13229 . .13342 






Seq. No. 


48113 








Seq. ID OJ000315 


_02 .0411 


.C2 


Gene No. 


102446 








Strand 






Start 


22224 








End 34133 






Name 


OJ000315 02. 0411. C2 


ol . tc 


Method TBLASTX: 


Cress 




Start 


13204 








End 17624 






GI 


none 








Score 134 






Exons 


13204 . 


13386, 


13229 


. 13384 , 


13545 .. 13649, 13555 


. . 13647, 






13753. 


13854, 


13754 


. 13849, 


13963. .14022, 13965 


. . 14024, 






14104. 


14283, 


14113 


.14292, 


14396. .14464, 14400 


. . 14465, 






14557. 


14646, 


14559 


.14645, 


14709 .. 14792, 14710 


. . 14787, 






15174. 


15278, 


15174. 


.15278, 


15175. .15279, 15409 


. . 15498, 






15410. 


15499, 


15419. 


.15499, 


15607. .15708, 15608 


. . 15706, 






15616. 


15708, 


15768. 


. 15884 , 


15782 .. 15886, 15783 


. . 15866, 






16056. 


16148, 


16058.. 


. 16129, 


16270 . . 16446, 16272 


. . 16445, 






16529. 


16660, 


16535, 


. 16660, 


16797 . . 16967, 16798 


. . 16956, 






17061. 


17114, 


17062. 


.17115, 


17121 . . 17210, 17122 


. . 17208, 






17550. 


17624, 


17551. 


. 17622 








Seq. No. 


48113 








Seq. ID OJ000315 


02 . 0411 


,C2 


Gene No. 


102446 








Strand 






Start 


22224 








End 34133 






Name 


OJ000315 02. 0411. C2. 


o2 . ts 


Method TBLASTX: 


Soybean 




Start 


13342 








End 15279 






GI 


none 








Score 109 






Exons 


13342. . 


13386, 


13545. 


.13649, 


13555. .13647, 13568 


. .13.648, 






13753. . 


13848, 


13754. 


.. 1384 9, 


13755. .13850, 13961 


. .14020, 






13968. . 


14036, 


13968. 


. 14024, 


14104 . . 14283, 14113 


. .14292, 






14396. . 


14464, 


14400. 


.14465, 


14556 . . 14639, ■ 14557 


. . 14643, 






14559. . 


14645, 


14709. 


. 14789, 


14710. .14787, 15171 


. . 15278, 






15171. . 


15278, 


15172. 


. 15279 








Seq. No. 


48113 








Seq. ID OJ000315 


_02 . 0411 


. C2 


Gene No. 


102446 








Strand 






Start 


22224 








End 34133 






Name 


OJ000315 02. 0411. C2. 


ol . tw 


Method TBLASTX: 


Wheat 




Start 


14218 








End 15273 






GI 


none 








Score- 88 






Exons 


' :14218. . 


14292, 


14218. 


. 14292, 


14393. . 14458, 14396 


. . 14464, 






14397. . 


144.65, 


14.557. 


. 14643, 


14559. . 14684, 14709 


. . 14789, 






14710. . 


14820, 


15166. 


. 15246, 


15168 . . 15272, 15168 


. . 15272, 






15172. . 


15273 












Seq. No. 


48113 








Seq. ID OJ000315 


_02.0411 


.C2 


Gene No. 


102446 








Strand 






Start 


22224 








End 34133 






Name 


OJ000315 02. 0411. C2. 


o4 . ts 


Method TBLASTX: 


Soybean 




Start 


15466 








End 17213 







49858 



GI 

Exons 



none 



Score 



56 



154 66. .154 98, 154 67. .154 99, 15607. .15717, 15607. .15708, 

15780. .15884, 15782 .. 15886, 1578 6 .. 15884 , 16056 .. 16124 , 

16058. .16126, 16270. .16446, 16278 .. 1 64 45, 16529 .. 16660, 

16535. .16660, 16777 .. 16956, 16797 .. 16967 , 16800 .. 16958, 

17061. .17114, 17121. .17213, 17122. .17208 



Seq. No. 48113 

Gene No. 102446 

Start 22224 

Name OJ000315_02 . 04 11 . C2 . o2 . tw 

Start 16073 

GI none 

Exons 16073. .16129, 16074 .. 16151, 16086 
16272. .16445, 16273 164 4 6, 16274 



Seq. ID OJ000315_02.0411.C2 
Strand 

End' 34133 
Method TBLASTX : Wheat 
End 16585 
Score 85 

16151, 16272. .16445, 
16447, 16529. .16585 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48113 Seq. ID 

102446 Strand 

22224 'End 

OJ000315_02.0411.C2.o2.np Method 

22027 End 

7248403 Score 
22027. .22053, 



OJ000315_02.0411.C2 

34133 
AAT/NAP 
27100 
109 



24456. .24580, 24665 .. 24751, 27073. .27100 
(AP00138 9) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone ; F20D10;. hypothetical protein (AL035538) [Oryza sativa] 



BAC 



48113 
102446 
22224 
OJ000315 
22224 
none 
22224 
26615 
28492 



_02.0411.C2.o5.gs 



22477, 22817. .23014, 
26779, 27752. .27847, 
28639 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23124 . 

28103. 



OJ000315 02. 0411. C2 



34133 
GENSCAN 
28639 
.47 

23184, 24467. .24556, 
28224, 28276. .28365, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48113 



Seq. ID OJ000315 02. 0411. C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102446 Strand 
22224 End 34133 

OJ000315_02 . 04 11 . C2 . o3 . np Method AAT/NAP 

27465 End 28891 

6069646 Score 1477. 

27465..28444, 28727. .28891 

(AP000616) similar to' putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



48113 

102446 

22224 

OJ000315_02. 0411.C2.o5.tm 

27566 

none 



Seq. ID OJ000315_02.0411.C2 
Strand 
End 

Method 
End 

Score • 



34133 

TBLASTX: Maize 

28075 

82 



27566. .27688, 27695 .. 27958, 27777 .. 27917 , 27950.. 28075 



49859 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48113 Seq. ID 

102446 Strand 

22224 End 

OJ000315_02 . 04 11 . C2 . o5 . tw Method 

27590 End 

none Score 

27590. .27625, 2774 6.-2794 3, 27792.. 27914 



OJ000315 02. 0411. C2 



34133 

TBLASTX: Wheat 
27943 
74 



48113 
102446 
22224 

OJ000315_02.0411.C2.o5.np 
27629 
7434420 

27629. .27673, 31904 .. 32396, 32583.. 32630 

receptor-like protein kinase (EC 2.7.1.-) - rice 

gi| 1707642 | emb | CAA69028 . 1 1 (Y07748) TMK [Oryza sativa] 



Seq. ID OJ000315_02.0411.C2 
Strand 

End 34133 

Method AAT/NAP 

End 32630 

Score 245 



Seq. No. 


48113 




Gene No. 


102446 




Start 


22224 




Name 


OJ000315__02 . 0411 . C2 . 


o4 . tw 


Start - 


28427 




GI 


none 




Exons 


28427 . . 28561, 28565. 


. 288 64 








Seq. No. 


48113 




Gene No. 


102446 




Start 


22224 




Name 


OJ000315_02.0411.C2. 


06 . tm 


Start 


ZooUfo 




GI 


none 




Exons 


28506. .28760, 28508. 


.28915, 


Seq. .No. 


48113 




Gene No. 


102446 




Start 


22224 




Name 


OJ000315 02. 0411. C2. 


o3 . ts 


Start 


29557 




GI 


none 




Exons 


29557. .29772, 29613. 


.29771, 




30178. .30351, 30180. 


.30314 


Seq. No. 


48113 




Gene No. 


102446 




Start 


22224 




Name 


OJ000315 02. 0411. C2. 


o2. tc 


Start 


29560 




GI 


none 




Exons 


29560. .29772, 29613. 


.29771, 




30146. .30205, 30178. 


.30276, 




30274. .30360, 30310. 


.30351, 




30375. .30536 




Seq. No. 


48113 




Gene No. 


102446 




Start 


22224 





Seq.- ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_02.0411.C2 
34133 

TBLASTX: Wheat 

28864 

205 



OJ000315_02.0411.C2 
34133 

TBLASTX: Maize 

28915 

119 



Seq. ID OJ000315_02.0411.C2 
Strand 

End 34133 

Method TBLASTX : Soybean 

End 30351 

Score 242 

3852.. 30070, 29865. .30095, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_02.0411.C2 
34133 

TBLASTX: Cress 

30546 

194 



Seq. ID 

Strand 

End 



OJ000315 02. 0411. C2 



34133 



49860 






Name 


OJ000315_02 . 0411 . C2 . ol . tm 


Method 


TBLASTX: Maize 






Start 


o f\ r n i 

29611 


End 


30685 






GI 


none 


Score 


262 






Exons 


29611 .. 29772 , 2 9613 . . 2977 1 , 


'29852. .30094, 29865 .. 30095, 








30178 30561 , 30180 .. 30548 , 


30641. .30685 






Seq. No. 


A O 1 1 *3 

48113 


Seq. ID 


OJ000315JD2.0411 


. C2 




Gene No . 


102446 


Strand 


- 






Start 


22224 


End 


34133 






Name 


OJ000315 02.0411.C2.o3.gp 


Method 


AAT/GAP 






Start 


30162 


End 


30848 






GI 


134 2.R1084 


Score 


fib 






Exons 


30162. .30848 










GI Descrip. 


M99664 7/dbj | AB028133 . 1 1 AB028133 1 . Oe- 


104 Oryza sativa ] 


mRNA fi 






Dof zinc finger protein, complete cds 1 








Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


.C2 




Gene No. 


102446 


Strand 


- 






Start 


22224 


End * 


**34133 






Name 


OJ000315 02.0411.C2.o6.ts 


Method 


TBLASTX : Soybean 






Start 


30351 


End 


30546 






GI 


none 


Score 








Exons 


30351. .30533, 30352.. 30546 








£3 


Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


.C2 




Gene No. 


102446' 


Strand 






cn 


Start 


22224 


End 


34133 






Name 


OJ000315 02.0411.C2.o7.gs 


Method 


GENSCAN 






Start 


31248 


End 


34133 






GI 


none 


Score 


.44 






Exons 


31248. .31612, 31753 32356, 


32884 . .33002, 33266 .. 33352 , 




fit 




33518. .33696, 33713 .. 33885, 


34083. .34133 






Seq. No. 


48113 


Seq. ID 


OJ000315_02.0411 


.C2 




Gene No. 


102446 


Strand 








Start 


22224 


End 


34133 




? — 


Name 


OJ000315 02.0411.C2.o7.tm 


Method 


TBLASTX: Maize 




v ™~ 


Start 


31893 


End 


32228 






GI 


none 


Score 


237 




f~z 


Exons 


31893. .32228, 31904.. 32101 










Seq . No . . 


48114 


Seq. ID 


OJ00031.5_02.0411 


.C3 




Gene No. 


102447 


' Strand 


-f 






Start 


4508 


End 


5027 






Name 


OJ000315 02.0411.C3.ol.gp 


Method 


AAT/GAP 






Start 


4508 


End 


5027 






GI 


LIB3434-038-P1-K1-F1 


Score 


748 






Exons 


4508. .5027 










GI Descrip. 


1 5257255/dbj IAP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


48114 


Seq. ID 


OJ000315_02.0411 


.C3 




Gene No. 


102448 


Strand 








Start 


1163 


End 


2529 






Name 


OJ000315 02.0411.C3.ol.gs 


Method 


GENSCAN 






Start 


1163 


End 


2529 






GI 


none 


Score 


.53 





49861 



Exons 



1163.. 1186, 2267.. 2390, 2420.. 2529 



Seq. No. 48114 Seq. ID 

Gene No. 10244 9 Strand 

Start '8683 End 

Name OJ000315_02 . 04 1 1 . C3 . o3 . gs Method 

Start 8683 End 

GI none Score 

Exons .8683.. 8706 



OJ000315_02.0411.C3 

8706 
GENSCAN 
8706 
.71 



Seq. No. 48115 

Gene No. 102450 

Start 1209 

Name OJ000315_02 . 04 11 . C4 . ol . gs 

Start 1209 

GI none 
Exons 



Seq. ID OJ000315_02.0411.C4 

Strand + 

End 4515 

Method GENSCAN 

End 4237 

Score .51 



1209. .1237, 2863. .2999, 3235. .3397, 3512. .3576, 3810. .4237 



Seq. No'". 48115 

Gene No. 102450 

Start 1209 

Name OJ000315_02 . 04 11 . C4 . ol . gp 

Start 3522 

GI 4692_1.R1084 

Exons 3522.. 3576, 3810.. 4515 

GI Descrip. ? 2914703 6.0e-09 (AC003974) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_ 
+ 

4515 
AAT/GAP 
4515 ' 
1463 



02. 0411. C4 



unknown protein [Arabidopsis 



Seq. No. 48115 Seq. ID 

Gene No. 102451 Strand 

Start 6933 End 

Name OJ000315_02 . 04 11 . C4 . o2 . gs Method 

Start 6933 End 

GI none Score 

Exons 6933.. 6968, 7057.. 7276, 7380.. 7672, 
9251. .9550 



OJ000315_02.0411.C4 
+ 

12535 
GENSCAN 
9550 
.4 

8048. .8129, 8904. .9019, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48115 
102451 
6933 

OJ000315_02.0411.C4.o4 .np 
8763 
7228446 
8763. .9129, 12466. .12535 

(AP001366) Similar to Arabidopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



Seq. ID " OJ000315_02.0411.C4 

Strand + 

End 12535 

Method AAT/NAP 

End . 12535 

Score 101 



48115 

102452 

10163 

OJ000315_02.0411.C4.ol.tm 

145 

none 



Seq. ID OJ000315_02.0411.C4 
Strand 
End 

Method 
End 
Score 



11328 

TBLASTX: Maize 

1094 

754 



145. .1083, 147. .773, 223. .1089, 822. .1094 



Seq. No, 



48115 



Seq. ID OJ000315_02.0411.C4 



49862 






Gene No. 


102452 


Strand 


- 






Start 


10163 


End 


11328 






Name 


OJ000315 02. 0411. C4 .o2.tw 


Method 


TBLASTX: Wheat 






Start 


193 


End ■' 


510 






GI 


none 


Score 


218 






Exons 


193. .480, 199. .507, 424. .510 










Seq. No. 


48115 


Seq. ID 


OJ000315 02.0411. 


C4 




Gene No. 


102452 


' Strand 








Start 


10163 


End 


11328 






Name 


OJ000315 02.0411.C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


724 


End 


1239 






GI 


none 


Score 


47 






Exons 


724. .768, 841. .1065, 843. .1061, 1054.. 


1239 






Seq. No. 


48115 


Seq. ID 


OJ000315 02.0411. 


C4 




Gene No. 


102452 


Strand 








Start 


10163 


End ' 


.11328 






Name 


OJ000315 02.0411.C4 .ol.tw 


Method 


TBLASTX: Wheat 






Start 


862 


End 


1413 






GI 


none 


Score 


285 






Exons 


862. . 1236, 1315. . 1413 










Seq. No. 


48115 


Seq. ID 


OJ000315 02.0411. 


C4 




Gene No. 


102452 


Strand 








Start - 


10163 


End 


11328 




f ! \ 


Name 


OJ000315 02.0411.C4.o2.tm 


Method 


TBLASTX: Maize 






Start 


1108 


End 


1425 




C3 


GI 


none 


Score 


196 




~. ™ 


Exons 


1108. .1284, 1270. .1425 








%J 


Seq. No. 


48115 


Seq. ID 


OJ000315 02.0411. 


C4 


I ™ 


Gene No. 


102452 


Strand 








Start 


10163 


End 


11328 




~ ™ 


Name 


OJ000315 02.0411.C4.o3.tw 


Method 


TBLASTX: Wheat 




'Hi 


Start 


1710 


End 


2036 




i i_ 


GI 


none 


Score 


73 - 






Exons 


1710.. 1811^ 1817.. 1882, 1818 


. .2036 






f =% 


Seq. No. 


48115 


Seq. ID 


OJ000315 02.0411. 


C4 


P 


Gene No. 


102452 


Strand 








Start 


10163 


End 


11328 






Name 


OJ000315 02.0411.C4.o3.gs 


Method 


GENSCAN 






Start 


10163 


End 


11328 






GI 


none 


Score 


. 43 






Exons 


10163. . 10374, 11319. .11328 










Seq. No. 


48116 


Seq. ID 


OJ000315_02.0411. 


C5 




Gene No. 


102453 


Strand 








Start 


1 


End 


1815 






Name 


OJ000315 02.0411.C5.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


762 






GI 


3124 1.R1084 


Score 


778 






Exons 


1..19, 243. .523, 620. .762 










GI Descrip. 


'2914703 6.0e-09 (AC003974) 


unknown protein [Arabidopsis 





thaliana] 1 



49863 






Seq. No. 


48116 






Seq. ID 


OJ000315 02.0411 


.C5 




Gene No. 


102453 






Strand 


- 






Start 


1 






End 


1815 






Name 


v"\ -rrt rt rt rt -l r~ 

OJ000315 


,02 . 04 ll . C5 . 


, o2 . ts 


Method 


TBLASTX : Soybean 






Start 


239 






End 


466 






GI 


none 






Score 


80 






Exons 


23.9 . .4 66, 


rt r* rt rt rt /- 

258 . . 326, 


266 . .433 










Seq. No. 


48116 






Seq. ID' 


y\ -r rt rt rt rt 1 f • rtrt rt- A 1 1 • 

OJ000315 02.0411 


.C5 • 




Gene No. 


102453 






Strand 








Start 


1 






End 


1815 






Name 


OJ0003l5_ 


02 . 04 ll . C5 . 


o2 . tm 


Method 


TBLASTX : Maize 






Start 


254 






End 


742 






GI 


none 






Score 


339 






Exons 


254 . .526, 


257 . .526, 


A /~ rt f~ rt rt 

4 60 . . 528 , 


/~ -l rt a rt 

612 . .740, 


/"irt /~rtrt 
619 . .741, 620 . . 


742, 






621 . . 740 














Seq. No. 


48H6 






Seq. ID 


OJ000315 02.0411 


. C5. 




Gene No. 


102453 






Strand 








Start 


1 






End 


1815 






Name 


OJ000315 


02 . 04 11 . C5 . 


ol . np 


Method 


AAT/NAP 






Start 


255 






End 


1301 






GI 


~l A rt /*" A rt /** 

7406436 






Score 


270 






Exons 


255 . . 523, 


620 . . 1301 












GI Descrip. 


/ Tl X 1 /~ rt rt — 1 A 

(AL162874 


) putative 


protein [Arabidopsis thaliana] 




3 ; = 

■2 - - 


Seq. No. 


48116 






Seq. ID 


OJ000315 02. 0411. C5 


J Li 


Gene No. 


102453 






Strand 








Start 


1 






End 


1815 




iy 


Name 


OJ000315 


02. 0411. C5. 


ol . gs 


Method 


GENSCAN 






Start 


259 






End 


1789 




f I i 


GI 


none 






Score 


.54 




: x" 


Exons 


rt r~ rt t~ rt rt 

259 . . 523, 


z' - rt rt i "i rt 

620 .. 178 9 










r == 


Seq. No. 


48116 






Seq. ID 


OJ000315_02.0411 


.C5 




Gene No. 


102453 






Strand 






= ^ 


Start 


1 • 






End 


1815 






Name 


y~v -rrt rt rt rt i r~ 

OJ000315_ 


rt rt rtjiii n r 

02 . 0411 . C5 . 


ol . tc 


Method 


TBLASTX: Cress 






Start 


443 






End 


985 






GI 


none 






Score 


56 






Exons 


A A rt A rt A 

443 . . 484 , 


485 . .526, 


486. .521, 


620. .796, 


624. .794, 806.. 


946, 






rt i rt r\ a ~~> 

810. . 947 , 


rt a i rt rt r" 

941.. 985 












Seq. No. 


48116 






Seq. ID 


OJ000315_02.0411 


.C5 




Gene No. 


102453 






Strand 








Start 


1 






End 


1815 






Name 


OJ000315 


02. 0411. C5. 


ol.ts 


Method 


TBLASTX: Soybean 






Start 


710 






End 


1720 






GI 


none 






Score 


197 






Exons 


710. .787, 


806. .1006, 


810. .1013, 843. .1013, 1128. .1388, 








1139. .1387, 1347. .1574, 1385., 


.1585, 1667. .1720 






Seq. No. 


48116 






Seq. ID 


OJ000315_02.0411 


.C5 




Gene No. 


102453 






Strand 








Start 


1 






End 


1815 






Name 


OJ000315 


02. 0411. C5. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


743 






End 


1815 





49864 





GI 


none 


Score 


1181 




Exons 


743. .1636, 744. .1637, 745.. 


1644, 1399. 


. 1641, 1635 . .1688, 






1643. .1813, 1651. .1815 








Seq. No.- 


48116 


Seq. ID 


OJ000315_02. 0411 .C5 




Gene No. 


102453 


Strand 






Start 


1 


End 


1815 




Name 


OJ000315_02 . 04 11.. C5 . o2 . gp 


Method 


AAT/GAP 




Start 


944 


" End 


1410 




GI 


LIB34 32-041-P1-K1-C3 


Score 


914 




Exons 


944 . .1410 








GI Descrip. 


'3927836 9.0e-10 (AC005727) 


unknown protein [Arabidopsis 






thaliana] 1 








Seq. No. 


48116 


Seq. ID 


OJ000315_02.0411.C5 




Gene No. 


102453 


Strand 


— 




Start 


1 


End 


1815 




Name 


OJ000315 02.0411.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1622 


End 


1791 




GI 


none 


Score 


61 




Exons 


1622. .1780, 1623. .1688, 1624. .1791 






Seq. No. 


48117 


Seq. ID 


OJ000315_02.0411.C6 




Gene No. 


102454 


Strand 


+ 




Start 


602 


End 


1280 


fn 


Name 


OJ000315 02.0411.C6.ol.gs 


Method 


GENSCAN 


pi s 


Start 


602 


End 


1280 




GI 


none 


Score 


.91 


?.=8 


Exons 


602.. 860, 973.. 1280 








Seq. No. 


48117 


Seq. ID 


OJ000315_02.0411.C6 


? ; : 


Gene No. 


102455 


Strand 




i y 


Start 


690 


End 


995 




Name 


OJ000315 02.0411.C6.ol.gp 


Method 


AAT/GAP - 




Start 


.690 


End 


995 


""•4 


GI 


none 


Score 


308 




Exons 


.690.. 795, 922. .995 






CI 

f 


Seq. No. 


48118 


Seq. ID 


OJ000315JD2.0411.C7 




Gene No. 


102456 


Strand 


+ 


5 


Start 


4176 


End 


4225 




Name 


OJ000315 02.0411.C7.ol.gp 


Method 


AAT/GAP 




Start 


4176 


End 


4225 




GI 


5003295 


Score 


79 




Exons 


4176. .4225 








GI Descrip. 


2914703 6.0e-09 (AC003974) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


48118 


Seq. ID 


OJ000315_02.0411.C7 




Gene No. 


102457 


Strand 






Start 


1037 


End 


5088 




Name 


OJ000315 02.0411.C7.ol.gs 


Method 


GENSCAN 




Start 


1037 


End 


3963 




GI 


none 


Score 


.54 




Exons 


1037. .1053, 3900. .3963 








Seq. No. 


48118 


Seq. ID 


OJ000315_02.0411.C7 



49865 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



102457 • Strand 
1037 End 5088 

OJ000315_02 . 0411 . C7 . ol . np Method AAT/NAP 

2798 End - 5088 

5852093 Score 83 

2798. .2845, 4506. .4650, 4966. .5088 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



48119 Seq. ID OJ000315 02. 0411. C8 

102458 Strand 

2065 End 

OJ000315JD2 . 04 11 . C8 . o2 . np Method 

2065 End 

6630699 Score 
2065. .2143 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 | dbj IBAA89566.il ' (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000315_02.0411, 
+ 

2143 
AAT/NAP 
2143 
72 • 



48119 Seq. ID 

102459 Strand 

1 End 

OJ000315_02.0411.C8.ol.np Method 

1 End 

5922620 Score 

1..63, 315. .400, 437. .613, 652. .746, 



OJ000315 02. 0411. C8 



2030 ' 
AAT/NAP 
2005 
377 
1230. .1376, 



1873. .2005- 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


48119 


Seq. ID 


OJ000315_02.0411 


.C8 


Gene No. 


102459 


Strand 






Start 


1 


End 


2030 




Name 


'OJ000315 02.0411.C8.ol.gs 


Method 


GEN SCAN 




Start 


131 


End " 


. 2030 




Gl" 


none 


Score 


.6 




Exons 


131. .400, 898. .1061, 1447. 


.1605, 1761. 


. .2030 




Seq. No. 


48119 


Seq. ID 


OJ000315_02.0411 


.C8 


Gene No. 


102460 


Strand 






Start 


2282 


End 


2940 




Name 


OJ000315 02.0411.C8.o3.np 


Method 


AAT/NAP 




Start 


2282 


End 


294 0 




GI 


5922620 


Score 


163 




Exons 


2282. .2416, 2863. .2940 








GI Descrip. 


(AP000492) EST D15357 (C051 


4) corresponds to a region of 


the 




predicted gene.; hypothetical protein [Oryza sativa] 






gil 60168531 dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetica. 




protein [Oryza sativa] 








Seq. No. 


48120 


Seq. ID 


OJ000315_02.0411 


.C10 


Gene No. 


102461 


Strand 


+ 




Start 


1 


End 


433 




Name 


OJ000315 02.0411.C10.ol.np 


Method 


AAT/NAP 





49866 




Start 1 End 213 

GI 1169544 Score 171 

Exons 1..213 

GI Descrip. ERD1 PROTEIN PRECURSOR gi | 54 1859 | pir | IJN0901 endopeptidase r Clp 
ATP-binding chain C -Arabidopsis thaliana 

gi I 497629 Idbj IBAA04506.il (D17582) ERD1 protein [Arabidopsis 
thaliana] 



Seq. No. ' 


48120 




Seq. ID 


OJ000315 


_02 


.0411. 


C10 


Gene No. 


102461 




• Strand 


+ 








Start 


1 




End 


A "5 A 

433 








Name 


A Trt Am 1 C A A A vl "S 1 ^ 1 A 

OJ000315_02 . 0411 . C10 . 


ol . gp 


Method 


AAT/GAP 








Start 


9 




End 


433 








GI 


none 




Score 


758 








Exons 


A A O 

9 . .4 33 














Seq. No. 


48120 




Seq. ID 


OJ000315 


_02 


.0411. 


C10 


Gene No. 


102462 




Strand 


+ 








Start 


12247 




End 


12711 • 








Name 


OJ000315 02. 0411. C10. 


o5 . gs 


Method 


GENS CAN 








Start 


12247 




End 


12711 








GI 


none 




Score 


.95 








Exons 


1 A A*VI T * 1 A A 1 "3 T A C*T C 

1224 7- . .12313, 12575. . 


12711 












Seq. No. 


48120 




Seq. ID 


OJ000315_ 


_02 


.0411. 


C10 


Gene No. 


102463 




Strand 


.+ 








Start 


13628 




End ^ 


15739 ' 








Name 


OJ000315_02 . 0411 . C10 . 


06 . gs 


Method 


GENSCAN 








Start 


13628 




End 


15739 








GI 


none 




Score 


.71 








Exons 


13628 .. 13748 , 14510.. 


14618, 


15389. .15418, 15427 


. .15739 




Seq. No. 


48120 




Seq. ID 


OJ000315_ 


_02 


.0411. 


C10 


Gene No. 


102464 




Strand 


+ , 








Start 


•1 924 9 




End 


20177 








Name 


/"\"TAAA'31C AO A VI 1 1 A 

' J5)J0.00315_02 . 04 11 . C10 . 


o7 . gs 


.Method 


GENSCAN 








Start 


19249 




End 


20177 








GI 


none 




Score 


.72 








Exons 


1 924 9 . . 19482 , 19884.. 


20177 












Seq. No. 


48120 




Seq. ID 


OJ000315_ 


_02 


.0411. 


C10 


Gene No. 


102465 




Strand 


+ 








O Lai L 


6 JO 




End 


25999 








Name 


OJ000315 02. 0411. C10. 


o5 . gp 


Method 


AAT/GAP 








Start 


25258 




End 


25999 








GI 


none 




Score 


1402 








Exons 


25258..25999 














Seq. No. 


48120 




Seq. ID 


OJ000315_ 


_02 


.0411. 


C10 


Gene No. 


102466 




Strand 










Start 


423 




End 


3381 








Name 


OJ000315 02. 0411. C10. 


ol . gs 


Method 


GENSCAN 








Start 


423 




End 


3379 








GI 


none 




Score 


.78 








Exons 


423. .552, 1330. .1478, 


1731. 


1857, 2460 


..2575, 3071 


. .3379 




Seq. No. 


48120 




Seq. ID 


OJ000315_ 


02 


.0411. 


C10 



49867 





Gene No. 


102466 


Strand 










Start 


A O O 


T-> _ _J 

End 


0001 
000 1 








Name 


OJUUuolb U^: . U4 1 1 . C1U . OZ . gp 


Method 


AAT/GAP 








Start 


C C T 


171— j-j 
End 


lUlo 








GI 


bOO Jloo 


Score 


TIT 

/ 1 / 








Exons 


obi . . lUlo 












Seq. No. 




Seq. ID 


OJ000315_02 


.0411 


.C10 




Gene No. ' 


102466 


Strand 










Start 


423 


End 


3381 








Name 


OJ000315 02.0411.C10.o2.np 


Method 


AAT/NAP 








Start 


1074 


End 


3381 








GI 


6561956 


Score 


507 








Exons 


1074. .1164, 1330. .1478, 1731. 


.1857, 2460. .2575, 3071. .3381 




GI Descrip. 


(AL132964) putative protein [Arabidopsis thaliana] 








Seq. No. 


48120 


Seq. ID 


OJ000315_02 


. U 4 1 1 


r* 1 n 
. LIU 




Gene No. 


'102467 


Strand 










Start 


10233 


End 


11170 








Name 


OJ000315 02.0411.C10.o4.gs 


Method 


GENSCAN 








Start 


10233 


End 


11170 








GI 


none 


Score 


.99 








Exons 


10233. .11016, 11127.. 11170 










Ell 


Seq. No. 


48120 


Seq. ID 


OJ0Q0315_02 


.0411 


i n 
.LIU 




bene No. 


102467 " : 


Strand 










Start 


10233 


End 


11170 






fil 


Name 


OJ000315 02.0411.C10.o3.np 


Method 


AAT/NAP 








Start 


10236 


End 


11057 








GI 


7488887 


Score 


706 








Exons 


10236. .11057 












GI Descrip. 


probable short chain alcohol 


dehydrogenase CPRD12, 










drought-inducible - cowpea gi 


i 1853968 | dbj IBAA13541 


.11 ( 


D88121) 


£■ 




CPRD12 protein [Vigna unguiculata] 










Seq. No. 


48120 


Seq. ID 


OJ000315_02 


.0411 


. C1U 




Gene , No . 


102468 


Strand 










Start 


15242 


End 


17151 " 








Name 


OJ000315 02.0411. C10. oS.np 


Method 


AAT/NAP 








Start 


15242 


End 


17151 








GI 


6721512 


Score 


98 






is -J 


Exons 


15242. .15305, 167 99 . . 16834 , 16875. .17000, 17028. .17151 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48120 


Seq. ID 


OJ000315_02 


.0411 


.C10 




Gene No. 


102468 


Strand 










Start 


15242 


End 


17151 








Name 


OJ000315 02.0411.C10.o4.np 


Method' 


AAT/NAP 








Start 


15752 


End 


15849 








GI 


5777617 


Score 


78 










15752. .15849 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








Seq. No. 


48120 


Seq. ID 


OJ000315_02 


.0411 


.C10 




Gene No. 


102469 


Strand 










Start 


19089 


End 


19626 








Name 


OJ000315 02.0411.C10.o3.gp 


Method 


AAT/GAP 







49868 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



19089 
none 

19089. .19270, 19387. .19626 

48120 
102470 
21273 

OJ000315_02 . 0411 .C10 . o3 . tm 
31 ' 
none 

31. .240, 34. .237, 150. .260, 272. .358 



19626 
816 



i Seq. ID OJ000315 02. 0411. C10 



Strand 
End 

Method 

End 

Score 



22460 

TBLASTX: Maize 

358 • 

300 



48120 

102.470 

21273 

OJ000315_02.0411.C10.o2.ts 

1072 

none 



Seq. ID OJ000315_02. 0411. C10 



Strand 
End 

Method 

End 

Score 



22460 

TBLASTX: Soybean 

2578 

•86 



1072. .1191, 1101. .1202, 1332. .1502, 1332. .1478, 1372. .1500, 
1725. .1817, 1735. .1860, 1770. .1859, 2460. .2576, 2465. .2578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48120 Seq. ID 

102470 Strand 

21273 End 

OJ000315_02 .0411. C10 . o7 . tm Method 

1083 , End 

none * Score 



OJ000315__02. 0411. C10 
22460 

TBLASTX: Maize 

180.6 

70 



1083. .1202, 1101. .1166, 1114. .1167, 1330. .1485, 1332. .1478, 
1348. .1485, 1349. .1486, 1731. .1805, 1732. .1806, 1732. .1806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48120 

102470 

21273 

OJ000315_02.0411.C10.o6- tm 

1816 

none 



Seq. ID OJ000315_02. 0411. C10 
Strand 
End 

Method 
End 
Score 



22460 

TBLASTX: Maize 

2583 

67 



1816. .1860, 1818. .1859, 2460. .2573, 2461. .2583, 2462. .257* 



48120 

102470 

21273 

OJ000315_02.0411.C10.ol. tm 

10233 
none 

10233. .10412, 10264. .10350, 
10399. .10614, 10653. .10862, 
10872. .11018, 10884. .11015, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10326. .10385, 
10654 . .10788, 



OJ000315 02. 0411. C10 



22460 

TBLASTX: Maize 
11018 
63 

10374. .10613, 
10746. . 10847, 



10909. .11016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48120 
102470 
21273 

OJ000315_02.0411.C10.ol.ts 
10242 • 
none 



22460 

TBLASTX: Soybean 
11019 
46 

10242. .10397, 10276 .. 10350, 104 17 .. 10599, 104 4 6 .. 10601 , 
10653. .10865, 10654 .. 107 94 , 108 63 .. 11018 , 10912. .11019 



Seq. ID OJ000315_02. 0411. C10 
Strand 
End 

Method 
End 
Score 



49869 



beq. no. 


A Q i o n 




Seq. ID 


OJ000315_02.0411 


. C1U 


Gene No. 


102470 




Stranjd 






Start 


21273 




End 


22460 




Name 


UJUUUolD Uz.U411.LlU. 


.ol.tc 


Method • 


TBLASTX: Cress 




btart 


i no i a 

1UJ14 




End 


11019 




CjI 


none 




Score 


76 




Exons 


1U J14 . . 1U4 la , lU44o., 


. 1U /Uo, 


10468. .10698, 10729 .. 10788 , " 






i n o r o 1 nQRC i noTo 
1U / Oz . . IUoD b, lUo /£. . 


i i n 1 o 
, 1 lUlo , 


10912. .11019 




Seq. No. 


48120 




Seq. ID 


OJ000315J32.0411 


.C10 


Gene No. 


102470 




Strand 






btart 


O 1 O O O 
ZlZ / J 




End 


22460 




Name 


r\ Tnnmi c no n /i 1 1 /"■■in 
(JJUUUolD Uz.U411.LlU. 


, ol . tw 


Method 


TBLASTX: Wheat 




otart 


1U /ZD' 




End 


11019 




bl 


none 




Score 


132 




Exons 


1U /ZD . . 1 lUlo , 1U/4J.. 


i i n i o 
1 1U lb / 


10747. .11019 




Seq. No. 


48120 




Seq. ID 


OJ000315JD2.0411, 


.C10 


Gene No. 


102470 




Strand 






otan 


o i on 




End 


22460 




Name 


OJUUUJlb Uz . U4 11 . C1U . 


oo . tc 


Method 


TBLASTX: Cress 




btart 






End 


15535 




LI 


none 




Score 


190 




Exons 


icooo iccor 1COOC 

lb jo J . . lob Jo , lbioo. . 


lbool 








Seq. No. 


4 o lzU 




Seq. ID 


OJ000315_02.0411, 


. C10 


Gene No. 


102470 




Strand 






Start 


21273 




End 


22460 




Name • 


UJUUUolb Uz.U411.LlU. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


1 C A O ^ 

154 Z O 




End 


22287 




C T 
Lrl 


none 




Score 


132 




Exons 


lo4z o lobby , zl/bb.. 


01 n n c 

ziyuo, 


21990. .22025, 22090 .. 22113, 






ooi no OOI/IQ O O 1 0 Q 

zziuo. .zzi4y, zzijy . . 


o o o n i 
zz z U 1 , 


22243. .22287 




Seq. No. 


48120 




Seq. ID 


OJ000315_02.0411. 


.C10 


Gene No. 


102470 




Strand 






oiart 


O 1 OT 0 
Z IZ / O 




End 


224 60 




Name 


oTnnnoic;' no n / 1 i /""in 
UUUUUJlD Uz.U411.L1U. 


o4 . gp 


Method 


AAT/GAP 




btart 


O 1 o o c - 
zlzzb 




End 


21612 




C T 
LI 


none 




Score 


737 




Exons 


Ol OOC O T £ 1 O 
ZlZZb . . ZlDlZ 










Seq. No. 


48120 




Seq. ID 


OJ000315_02.0411. 


.C10 


Gene No. 


102470 




Strand 






btart 


O 1 O "7 0 
Z 1 Z / O 




End 


22460 




Name 


OJUUUolb Uz.U411.ClU. 


08 . gs 


Method 


GENSCAN 




Start 


O 1 O "7 O 

zlz / o 




End 


22460 






none 




Score 


1 




Exons. 


O 1 O *7 O 01 QCQ OTQOO 
ZlZ / 3 . . Zlo DO / ZiyjZ.. 


o o a c n 
ZZ4 bU 








. 1NU . 


A R 1 9 n 

fi O J. Z U 




Seq. ID 


OJ000315_02.0411. 


LIU 


Gene No. 


102470 




Strand 






Start 


21273 




End 


22460 




Name 


OJ000315 02. 0411. C10. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


21336 




End 


21689 




GI 


none 




Score 


121 




Exons 


21336. .21428, 21337.. 


21432, 


21484. .21600, 2148 6 .. 21599, 





4 9870 



21616. .21636, 21630 21689, 21637.. 21687 



Seq. No. 48120 

Gene No. 102471 

Start 257 85 

Name OJ000315_02 . 04 11 . CIO . o2 . tm 

Start 25785 

GI none 

Exons" 25785. .25943, 25788 .. 2588 6, 
25798. .26025, 25937 26026, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25790. .26023, 25795 
25959.. 26045 



OJ000315_02. 0411. C10 
26045 

TBLASTX: Maize 

26045 

140 

26025, 



Seq. No. 


48120 


Seq. ID 


OJ000315_02.0411. 


.C10 


Gene No. 


102471 


Strand 






Start 


25785 


End 


26045 




Name 


OJ000315 02 . 0411 . C10 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


25787 


End 


26043 




GI 


none 


Score 


187 




Exons 


25787. .26017,' 257 98 .. 26025, 


25807. .26043 




Seq. No. 


48121 


Seq. ID 


OJ000315_02.0411. 


.C12 


Gene No. 


102472 


Strand 


+ 




Start 


2801 


End 


4685 




Name 


OJ000315 02.0411.C12.ol.gs 


Method 


GENSCAN 




Start 


2801 


End 


4685 




GI 


none 


Score 


..68 




Exons 


2801. .3022,- 3324. .4685 








Seq. No. 


48121 


Seq. ID 


OJ000315_02.0411. 


.C12 


Gene No. 


102473 


Strand 






Start 


265 


End 


2806 




Name 


OJ000315 02.0411.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


250 


End 


2806 




GI 


none 


Score 


161 




Exons 


250. .351, 267. .377, 268. .375 


, 1225. .1284, 1226. .1282, 





1-227. . 1292, 1544. .1627, 1544. .1624, 1555. .1626, 1690. .1809, 

1694. .1810, 1698. .1811, 2321. .2446, 2322. .2447, 2340. .2447, 

2546. .2617, 2547. .2618, 2586. .2618, 2684. .2806, 2695. .2.781, 
2753.. 2782 



Seq. No. 48121 
Gene No. 102473 
Start 265 

Name OJ000315JD2 . 04 11 . CI 2 . ol . gp 

Start ■ 2 65 

GI 12283_1.R1084 
Exons 265.. 374, 1227.. 1282, 1563. 

2546. .2615, 2696. .2770 
GI Descrip. ? 1 652297 /dbj | BAA17220 | 5.0e-24 

[Synechocystis sp.] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1626, 1700 



OJ000315 02.0411.C12 



2806 
AAT/GAP 
2770 
1048 

,.1808, 2322. 



2446, 

D90904) hypothetical protein 



Seq. No. 48121 Seq. ID OJ000315_02 . 0411 . C12 

Gene No. . 102473 Strand 

Start 265 End 2806 

Name OJ000315_02 . 04 11 . C12 . ol . np Method AAT/NAP 

Start 1227 End 2467 

GI 7470482 Score 152 

Exons 1227. .1282, 1563. .1631, 1693. .1808, 2322. .2467 



49871 




GI Descrip. hypothetical protein slrl699 - Synechocystis sp. (strain PCC 

6803) gi| 1652297 |dbj IBAA17220.1 I (D90904) hypothetical protein 
[Synechocystis sp.] 





beq. NO. 


A Q 1 O 1 


Seq. ID 


OJ00.0315_02.0411.C12 




Gene No. 


1 (~\0 A ~7 A 


Strand 






Start 


J / ob 


End 


4124 




Name 


UJUUUolO Uz.U411.LlZ.01.tm 


Method 


TBLASTX: Maize 




o tart 


J /oo 


End 


4124 




GI 


none 


Score 


165 




Exons 


3765..39S6, 3771. .3845, 3872 


..4102, 4005. .4115, 4038. .4124 




beq. no. 


48122 


Seq. ID 


OJ000315_09.0412.C4 




Gene No. 


102475 


Strand 


+ 




Start 


1 


End 


557 




Name 


OJ000315 09.0412.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


557 




GI 


7339719 


Score 


99 . 




Exons 


1..33, 347. .557 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48123 


Seq. ID 


OJ000315_09.0412.C5 




Gene No. 


102476 


Strand 


+ 


y 


Start 


2210 


End 


6778 


w 


Name 


OJ000315 09.0412.C5.ol.gs 


Method 


GENSCAN 




Start 


- 2210 


End 


6523 


cn 


GI 


none ' 


Score 


.64 


Fu 


Exons 


2210.. 2229, 2267.. 2403, 3905 


..4122, 4275. .4426, 4431. .4478, 






4656. .5399, 5429. .6523 






iy 


Seq. No. 


48123 


Seq. ID 


OJ000315_09.0412.C5 




Gene No. 


102476 


Strand 


+ 




Start 


2210 


End 


6778 




Name 


OJ000315 09.0412.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4666 


End 


5052 * 


""=1 




none 


Score 


347 




Exons 


4666. .5052, 4677. .5051 








Seq. No. 


48123 


Seq. ID 


OJ000315_09.0412.C5 




Gene No. 


102476 


Strand 


+ 




Start 


2210 


End 


6778 




Name 


OJ000315 09. 0412. C5. ol.np 


Method 


AAT/NAP 




Start 


4672 


End 


6778 




GI 


6539553 


Score 


3671 




Exons 


4672. .6778 








GI Descrip. 


(AP000836) Similar to Oryza , 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 6539590 | dbj | 


| BAA88206 . 1 | (AP000837 ) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


48123 


Seq. ID 


OJ000315_09.0412.C5 




Gene No. 


102476 


Strand 


+ 




. Start 


2210 


End 


6778 




Name 


OJ000315 09.0412.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


4801 


End 


5114 




GI 


none 


Score 


366 




Exons 


4801. .5112, 4809. .5114 







49872 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48123 

102476 

2210 

OJ0003l5_09. 

5612 

none 

5612. .5866, 



0412.C5.ol.tm 



Seq. ID OJ000315_09.0412.C5 

Strand + 

End . .6778 

Method TBLASTX : Maize 

End 5934 

Score 268 



5619.. 5933, 5639.-5932, 5767.. 5934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48123 

102476 

2210 

OJ000315_09, 

5961 

none 

5961. .6116, 



0412.C5.o2.ts 



6099. .6347 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000315_09.0'412.C5 
+ 

6778 

TBLASTX: Soybean 
6347 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ; 
Exons * 



48123 

102476 

2210 

OJ000315_09. 

6135 

none 

6135. .6569, 



0412.C5.o3. tm 



6344. .6544 



Seq. ID OJ000315_09.0412;C5 

Strand + 

End 6778 

Method TBLASTX : Mai ze 

End 6569 

Score 303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48123 
102476 ' 
2210 

OJ000315_09, 

6212 

none 

6212. .6283, 
6435. .6608 



Seq. ID .OJ00031-5_09.0412.C5 

Strand + 

End 6778 

Method TBLASTX : Wheat 

End 6608 

Score 344 
6213. .6461, 6213. .6446, 6423. .6608, 6424. .6570, 



0412.C5.ol. tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48123 

102476 

2210 

OJ000315_09. 

6357 

none 

6357. .6581, 



0412.C5.ol.ts 



6365.. 6535, 6366. 



Seq. ID OJ000315_09.0412.C5 

Strand + 

End 6778 

Method TBLASTX : Soybean 

End 6755 

Score 197 

.6536, 6582.. 6755, 6590.. 6628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48123 

102476 

2210 

OJ000315_09. 
6615 . 
none 

6615. .6776, 



0412.C5.o3. tw 



6616.. 6777, 6626. 



Seq. ID OJ000315_09.0412.C5 

Strand + 

End 6778 

Method TBLASTX : Wheat 

End 6778 

Score ... 236 
.6778 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



48124 

102477 

1 

OJ000315_09. 
1 

6539553 
1. . 1415 



0412.C6.ol.np 



Seq. ID OJ000315_09.0412.C6 

Strand + 

End 1418 

Method AAT/NAP 

End 1415 

Score 2412 



49873 




GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 I (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


A Q 1 O / 

4 o 124 






beq. id 


r^TAAAOIC. AA n A ~\ o 

ujuuooib uy.04i^ 


. CO 


Gene No . 


1024 / / 






C 4- -v -i « *J 

btrana 


+ 




Start 


1 






End 


1 A 1 O 

1418 




Name 


UJUUU OID 


oy . 04 1Z . to . Ol 


.tc 


'Method 


i dLiAo i a : uress 




Start 


12 






End 


272 ' 




GI 


none 






Score 


286 




Exons 


10 o n o 
12 . . 2 /2 , 


1 A Q 1 

14. . yi 










Seq. No. 


A O 1 O A 

48124 






Seq. ID 


/"\ T A A A O 1 C A A A/IIO 

OJOOOolb 09.0412, 


. Co 


Gene No. 


102477 






Strand 


+ 




Start 


1 






End 


1 A 1 Q 

1418 




Name 


r\ t a a a "3 i c 

OJ000315 


AA A/110 r* C _ 1 

09.0412. Co . ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


12 






End 


383 




GI 


5509260 






'Score 


338 




Exons 


1 O TOO 

12 . . 38 J, 


OA O O 1 O *7 

20 . . y y , i j / . . 


232, 305. .364 






GI Descrip. 














Seq. No. 


48124 






Seq. ID 


/OTAAAOIC AA A/IIO 

OJOOOolb 09.0412. 


. Co 


Gene No. 


1 A O /I O O 

1024 / / 






Strand 


+ 




Start 


1 






End 


1/110 

1418 




Name ~ 


OJ000315 


_09.0412.C6.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


53 






End 


518 




GI 


none 






Score 


O C 1 

ob / 




Exons 


CO o o c 
DO. . 2 Jb , 


c /i cio i o A * 

54 . . bi o / iyy. 


.371, 


305 . . 403 






Seq. No. 


4 8124 






Seq. ID 


/^iTAAAOIC AA A/IIO 

OJOOOolb 09.0412, 


. Co 


Gene No. 


i no/in 
1024 / / 






Strand 


+ 




Start 


1 






End 


1 A 1 O 

1418 




Name 


OJ000315 


09.0412.C6.o2 


. tw 


Method 


TBLASTX: Wheat 




Start- 


54 






End 


599 




GI 


none 






Score 


OTA 

.319 




Exons 

V 


C A O AO 

o4 . . 3 yy , 


OA1 T T / O A O 

201 . . J /4 , jyo 


. .599, 


467 . -:589 






Seq. No . 


4 8124 






Seq. ID 


/OTAAAOIC AA A/IIO 

OJ00031b 09.0412, 


, Co 


Gene No. 


1 A O A "7 "7 
1024 / / 






Strand 


+ 




Start 


1 






End 


1418 




Name 


OJ000315 


_09.0412.C6.ol 


.gs 


, Method 


GENSCAN 




Start 


184 






End 


1418 




GI 


none 






Score 


. 68 




Exons 


1 O A A 1 A 

18 4 . .410, 


/" O *7 1 A "1 O 

627 . .1418 










Seq. No. 


48124 






Seq. ID 


OJ000315_09.0412. 


■ C6 


Gene No. 


102477 






Strand 


+ . 




Start 


1 






End 


1418 




Name 


OJ000315 


09.0412.C6.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


452 






End 


797 




GI 


none 






Score 


314 




Exons 


452. .652, 


453. .797 










Seq. No. 


48124 






Seq. ID 


OJ000315_09.0412. 


,C6 


Gene No. 


102477 






Strand 


+ 




Start 


1 






End 


1418 





49874 





Name 


OJOUOilo 09 . 04 12 . Co . oz . tm 


Metnoa 


mnT 7\ prpv • TVJf — i -I ™ a 

TBLASTX : Mai ze 




Start 


oOo 




O A 1 

94 / 




GI 


none 


Score 


Jlo 




Exons . 


oUo. .940, oUy. .94 / 








Seq. No. 


48124 


Seq. ID 


OJ000315_09.0412. 




Gene No. 


102477 


Strand 


+ 




Start 


i 
l 


End 


1418 




Name 


^'-rnnnoic no riviio /z ^ i 4- » » 
OJOUOJlO 0 9 .04 1Z . Co . Ol . tw 


Method 


TBLASTX : Wheat' ' 




Start 


o U o 


End 


1279 




GI 


none 


Score 


101 




Exons 


q n *3 an a qcsa q*7Q one; Q"7£ 
oUo. . o / 4, o . . o / o , oUO-.o/O, 


893. .1279, 894. .1241, 895. 




Seq. No. 


48124 


Seq. ID 


OJ000315_09.0412. 




Gene No. 


102477 


Strand 


+ 




Start 


1 


End 


1418 




Name 


OJOUOolo 0 9 . 04 1Z . Co . O o . ts 


Method 


TBLASTX: Soybean 




Start 


o i n 
O 10 


End 


1151 




GI 


none 


Score . 


91 




Exons 


Qin QOO QTC QIC Q A O 1 1 CI 


947. . 1072 




Seq. No. 


48125 ... 


Seq. ID 


OJ000315_09.0412. 




Gene No. 


102478 


Strand 


+ 




Start 


1 A 

1 4 


End 


2250 


% ss? 


Name 


uuuuooio u 9 . 04 iz . c / . oi . gs 


Method 


GENSCAN 


fn 


Start 


/ 4 


End 


2.250 




GI 


none 


Score 


. 6 




Exons 


t/i too o/cn n t "3 i i o n 
/4..ZZO, /y.o. .ooU, 9/J..11J9, 


2125'. .2250 




Seq. No. 


4 0 lzi O 


Seq. ID 


OJ000315_09.0412. 




Gene No. 


102479 


Strand 




f'li 


Start 


1 


End 


174 




Name 


/^\TnnmiR no 1 o r*Q /■> i «^ 

ujuuuoio u y . u 4 iz . Co . oi . np 


Method 


AAT/NAP 


_. 


Start 


1 


End 


174 


r **3 


GI 


f a t o *i n t 
oo / o / 0 / 


Score 


82 




Exons 


1 . .1/4 








GI Descrip. 


(Acuuyy/oj jlIo . / ^AraDiaops 


is thaliana]- 


W 


Seq. No. 


48126 


Seq. ID 


OJ000315JD9.0412. 


U 


Gene No. 


102480 


Strand 






Start 


O "7 
O / 


End 


194 




Name 


/^iTnnnoic no n / i o /~> o A i — .— 
OJOUUolb 0 9 . 04 1Z . Co . ol . gs 


Method 


GENSCAN 




Start 


O 1 

o / 


End 


194 




GI 


none 


Score 


.8 




Exons 


O T 1 O A 

of. .194 








Seq. No. 


A O 1 O 1 

4 o 12 / 


Seq. ID 


OJ000315_09.0412. 






102481 


Strand 


+ 




Start 


1 


End 


8722 




Name 


OJ000315 09.0412.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


8722 




GI 


6063554 


Score 


209 




Exons 


1..62, 2818. .2922, 3026. .3285, 


8549. .£ 


722 




GI Descrip. 


V (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E0 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. - 

Gene 'No. 

Start 

Name 

Start 

GI 

Exons 

GI „Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48127 - Seq. ID 

102482 Strand 

1443 End 

OJ000315_09.0412.C9.ol.np Method 

1443 End 

6573707 Score 
1443. .1580 

(AC009978) T23E18.7 [Arabidopsis thaliana] 



OJ000315_09.0412.C9 

1580 
AAT/NAP 
1580 
62 



48127 Seq. ID 

102483 Strand" 
5631 End " 
OJ000315_09.0412.C9.ol.tm Method 
5631 End 
none Score 
5631. .5711, 5724. .6038 

48128 Seq. ID 

102484 . Strand 
1721 End 
OJ000315_09.0412.Cll.ol.np Method 
1721 End 
6382520 Score 
1721. .2226, 2464. .3088 

•(AC.0J1020) unknown parotein [Arabidopsis thaliana] 



OJ000315_09.0412.C9 
6038 

TBLASTX: Maize 
6038 
68 



OJ000315_09.0412.C11 
+ 

3212 ' 
AAT/NAP 
3088 
974 



48128 Seq. ID 

102484 Strand 

1721 End 
OJ000315_09. 0412. Cll. ol.gs Method 

1727 End 

none Score 

1727. .2226, 2464. .3091 



OJ000315_09.0412.C11 
+ 

3212 
GENSCAN 
3091 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48128 Seq. ID 

102484 Strand 
17 2d • End 
OJ000315_09 . 0412 . Cll . ol . gp Method 
1978 End 
uC-osrocypOlOf 05bl Score 
1978. .2226, 2464. .2689 

'3176664 1.0e-35 (AC004393) Contains similarity to beta scruin 
gb_Z47541 from Limulus polyphemus. ESTs gb_T044 93 and 
gb_AA585955 come from this gene. [Arabidopsis thaliana] 1 



OJ000315_09. 0412. Cll 
+ 

3212 
AAT/GAP 
2689 
901 



48128 Seq. ID 

102484 Strand 
1721 End 
OJ000315JD9 . 0412 . Cll . o2 . gp Method 
2787 End 
LIB3433-017-Q6-K1-A6 Score 
2787. .3212 

f 3176664 3.0e-25 (AC004393) Contains similarity to beta scruin 
gb_Z47541 from Limulus polyphemus. ESTs gb_T04493 and 
gb_AA585955 come from this gene. [Arabidopsis thaliana] 1 



OJ000315_09. 0412. Cll 
+ 

3212 
AAT/GAP 
32i2 
788 



Seq. No. 



48128 



Seq. ID OJ000315_09. 0412. Cll 



49876 



Gene No. 102485 Strand + 

Start 11225 End 14643 

Name • OJ000315_09 . 04 12 . Cll . o2 . np • Method AAT/NAP 

Start 11225 End 14254 

GI 6523084 Score 98 

Exons 11225. .11275, 12034 .. 12199, 14178.. 14254 

GI Descrip. (AL133315). putative protein [Arabidopsis thaliana] 

gi I 6686786|emb|CAB64720.1| (AJ132317) AKIN gamma [Arabidopsis 

thaliana] 



Seq. No. 


48128 


Seq. ID 


OJ000315_09.0412 


.Cll 


Gene No. 


102485 


Strand 






Start 


11225 


End 


14643 




Name 


OJ000315 09 . 04 12 . Cll . o3 . gp 


Method 


AAT/GAP- 




Start 


12021 


End 


14516 




GI 


LI B34 7 4-01 1-P1-K1-B9 


Score 


521 




Exons 


12U21 .. 12181 , 14241 14 345, 


14452. . 14516 




GI Descrip. 


'6015437/0^3 | AB008112 . 1 1 AB00 


8112 3.0e- 


11 Homo sapiens PEX1 i 




complete cds f 








Seq. No. 


A O 1 O O 

4 8128 


Seq. ID 


OJ000315_09.0412 


. Cll 


Gene No. 


102485 


Strand 


+ . 




Start 


11225 


End 


14643 




Name 


OJ000315_09 . 0412. Cll. o4.gs 


Method 


GENSCAN 




Start 


12034 


End 


14643 




GI 


none 


Score 


.8 




Exons 


12034 . .12187, 12882. .13035, 


14418. .14643 




Seq. No. 


A O T O O 

48128 


Seq. ID 


OJ000315_09.0412 


.Cll 


Gene No. 


1024 8 6 


Strand 


+ 




Start 


15631 


End * 


16147 




Name 


OJ000315 09 . 04 12 . Cll . o4 . gp 


Method 


AAT/GAP 




Start 


15631 


End 


16147 




GI 


none 


Score 


962 




Exons 


15631.. 16147 








Seq. No. 


48128 


Seq. ID 


OJ000315__09.0412 


.Cll 


Gene No. 


1024 87 ~ 


Strand 






Start 


4 911 


End 


7219 




Name 


OJ000315 09 . 04 12 . Cll . o2 . gs 


Method 


GENSCAN 




Start 


4911 


End 


7219 




GI 


none 


Score 


.89 




Exons 


4911.. 5248, 5361.. 5441, 6775 


. .7219 






Seq. No. 


48128 


Seq. ID 


OJ000315_09.0412 


.Cll 


Gene No. 


102488 


Strand 






Start 


10450 


End • 


11298 




Name 


OJ000315 09.0412.Cll.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1846 


-End 


2062 




GI 


none 


Score 


220 




Exons 


1846. .2061, 1847. .2062 








Seq. No. 


48128' 


Seq. ID 


OJ000315_09.0412 


.Cll 


Gene No. 


102488 


Strand 






Start 


10450 


End 


11298 




Name 


OJ000315 09.0412.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1997 


End 


2685 





49877 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



none Score 240 

1997. .2233, 2000. .2230, 2461. .2523, 2461. .2676, 2462. .2683, 
2462. .2683, 2584. .2685 



48128 

102488 

10450 

OJ000315_09.0412.Cll.ol.ts 

2630 

none 



Seq. ID OJ000315_09.0412.C11 
Strand 

End 11298 

Method TBLASTX : Soybean 

End 3101 

Score 607 



2630. .3091, 2630. .2845, 2635. ,3081, 2868. .3101 



48128 

102488 

10450 

OJ000315_09.0412.Cll.o2.tm 

2889 

none 



Seq. ID OJ000315_09.0412.C11 
Strand 

End 11298 

Method TBLASTX : Mai ze 

End 3093 

Score 252 



2889. .3080, 2890. .3093,. 2891.-. 3091 



48128 

102488 

10450 

OJ000315_09.0412.Cll.o3.gs 

194 50 

none 

10450. .10718, 11157. .11298 

48128 

102489 

12030 

OJ000315_09.0412.Cll.o3.tm 

12030 

none. 

12030. .12170, 12031.. 12186 

48129 
10249'0 
1667 

OJ000315_09.0412.C13.ol.gp 
1667 

618_1.R1084 

1667. .1859, 3961. .4462, 4872 



Seq. ID OJ000315_09.0412.C11 
Strand 

End ' 11298 ' 

Method GENSCAN 

End 11298 . 

Score .66 



Seq. ID OJ000315_09.0412.C11 
Strand 

End 12186 

Method TBLASTX : Mai ze 

End 12186 

Score 235 



Seq. ID OJ000315_09.0412.C13 
Strand + 

5855 
AAT/GAP 
5855 
3230 



End 

Method 
End 
Score 
5855 

'3915029/sp|Q40731|STAD_ORYSA 0.0e+00 ACYL- [ AC YL- CARRIER 
PROTEIN] DESATURASE PRECURSOR ( STEAROYL-ACP DESATURASE) 
>gi_97 6257_dbj_BAA07 631_ (D38753) stearyl-ACP desaturase [Oryza 
sativa] * \ 



48129 

102490 

1667 

OJ000315_09.0412.C13.ol.gs 

1685 

none 



Seq. ID OJ000315_09.0412.C13 

Strand + 

End 5855 

Method GENSCAN 

End 5432 

Score .87 



1685. .1859, 3961. .4462, 4872. .5432 

48129 Seq. ID OJ000315_09 . 04 12 . C13 



49878 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



102490 Strand 

1667 End 

OJ000315_09 . 0412 . C13 . ol . tm Method 

174 9 - End 

none Score 



+ 

5855 

TBLASTX: Maize 

5526 

35 • 



1749. .1769, 1805. .1870, 1805. .1858, 3946. .4464, 3959. 



3960. .4463, 4273. .4464, 4355. 
4872.. 5438, 5119.. 5526, 5389. 



.4471, 4871. .5434, 4872, 
.5448, 5486. .5521 



,4462, 
,5450, 



Seq. No. 48129 

Gene No. 1024 90 

Start 1667 

Name OJ000315_09 . 04 12 . C13 . ol . np 

Start 1750 

GI 3915029 

Exons 1750.. 1859, 3961.. 4462, 4872. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5429 

ACYL- [ACYL-CARRIER PROTEIN] DESATURASE PRECURSOR ( STEAROYL-ACP 
DESATURASE) gi | 97 6257 | dbj | BAA07631 I (D38753) stearyl-ACP • 
desaturase [Oryza sativa] A ■. 



OJ000315_09.0412.C13 
+ 

5855 
AAT/NAP 
5429 
1954 



Seq. No. 48129 

Gene No. 102490 

Start 1667 

Name OJ000315_09 . 04 12 . C13, ol . tc 

Start 3961 

GI ■ : , none 
Exons 



Seq. ID OJ000315_09.0412.C13 

Strand + 

End 5855 

Method TBLASTX : Cress 

End 537 9. 

Score 684 



3961. .4149, 3962. .4462, 3976. .4470, 3998. .4303, 4213. .4464, 
4871. .5254, 4871. .5335, 4872. .5378, 4884. .5378, 5122. .5379 



Seq. No. 48129 
Gene No. 102490 
Start 1667 

Name OJ000315_09 . 04 12 . C13 . ol . ts 

Start 3961 
GI none 

Exons 3961.. 4050, 3962 . ."4051, .4048 . 

4288. .4470, 4870. .5265, 4871. 
5302. .5421 



Seq. ID OJ000315_09.0412.C13 

Strand + 

End 5855 

Method TBLASTX : Soybean 

End 5421 

Score 124 

.4464, 4049. .4462, 4059. .4463, 
.5335, 4872.. 5420, 5022.. 5420, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48129 

102490 

1667 

OJ000315_09.0'412.C13.ol.tw 

4980 

none 



Seq. ID OJ000315_09.0412.C13 

Strand + 

End 5.855 

Method TBLASTX : Wheat 

End 5405 

Score 533 



4980. .5342, 4982. .5314, 5334. .5405, 5349. .5405 



48130 
102491 .. 
612 

OJ000315_09.0412.C14 .ol.gs 

612 

none 

612. .707 



Seq. ID OJ000315_09.0412.C14 
Strand 

End 707 

Method GENS CAN 

End 707 

Score .98 



Seq. No. 
Gene No. 



48131 
102492 



Seq. ID 
Strand 



OJ000315 09.0412.C16 



49879 



Start 
Name 
Start 
.GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 34 5 

Method AAT/GAP 

End 34 5 

Score 387 



OJ000315_09.0412.C16.o2.gp 
1 

none 

1..23, 121. .345 

48132 
102493 
5318 ' 

OJ000315_09.0412.C17.o2.np 
5318 
7488425 

5318. .5444, 5772. .5868, 5950, 
violaxanthin de-epoxidase homolog F22013.3 - Arabidopsis 
thaliana gi | 1465735 | gb | AAC50032 . 1 | (U44133) violaxanthin 
de-epoxidase precursor [Arabidopsis thaliana] 
gi|3063441|gb|AAC14029.1| (AC003981) F22013.3 [Arabidopsis 
thaliana] 



Seq. ID OJ000315_09.0412.C17 

Strand + 

End 6114 

Method AAT/NAP 

End 6114 

Score 489 
.6114 



48132 

102494 

394 

OJ000315_09.0412.C17.ol.gs 

394 ' 
none 



Seq. ID OJ000315_09.0412.C17 
Strand 

End 6114 

Method GENSCAN 

End 4296 

Score .87 



394. .492, 695. .796, 944. .1193, 2103. .2170, 2606. .2704, 
3107. .3171, 3271. .3372, 3725. .3830, 3934. .4296 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



48132 

102494 

394 

OJ000315_09.0412.C17.ol.np 

2665 

6016874 

2665. .2686, 4143. .4304, 6032.. 
(AP000570) ' ESTs C19143 (E10020) 
region of the predicted gene.; 



Seq. ID OJ000315_09.0412.C17 
Strand 

End 6114 
Method AAT/NAP 
End 6114 
Score 67 
6114 

, D25076 (R3116) correspond to « 
Similar to putative AC9 



transposase. (P03010) [Oryza sativa] 

48132 Seq. ID 

102494 Strand 
394 End 
OJ000315_09.0412.C17 .ol.gp Method 
3106 End 
3106845 1 Score 
3106. .3171, 3271. .3372, 34 99 .. 3565 3725 3817 



OJ000315_09.0412.C17 

6114 
AAT/GAP 
3817 
484 



48132 Seq. ID 

102494 Strand 

394 End 
OJ000315_09.0412.C17.o2.gs Method 

4969 End 

none - Score 

4969. .5103, 5286. .5560, 5924. .6095 



48132 
102494 



Seq. ID 
Strand 



OJ000315_09.0412.C17 

6114 
GENSCAN 
6095 
.76 



OJ000315 09.0412.C17 



49880 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



394 End 

OJ000315JD9 . 04 12 . C17 . ol . tc Method 

5311 -End 

none Score 



6114 

TBLASTX: Cress 

6114 

141 



5311. .5445, 5355. .5444, 5647. .5679, 5769. .5867, 5770. .5871, 
5943. .6095, 5943. .6110, 5947. .6114, 5950. .6114 



48132 

102494 

394 

OJ000315_09.0412.C17.ol.ts 

5773 

none 



Seq. ID OJ000315_09.0412.C17 

Strand ■ 

End 6114 

Method TBLASTX : Soybean 

End 6114 

Score 84 



5773. .5826, 5775.-5822, 5827. .5871, 5832. .5867, 5943. .6113, 
5950. .6114 



48132 

102494 

394 

OJ000315_09.0412.C17.ol.tm 

5953 

none 



Seq. ID OJ000315_09.0412.C17 
Strand 



End 

Method 

End 

Score 



6114 

TBLASTX: Maize 

6114 

266 



5953.. 6114, 5953.. 6111, 5955... 6113 



Seq. ID OJ000315_09. 0412.C18 

Strand + . . 

End 804 

Method AAT/NAP 

End 784 

Score 930 



48133 
102495 
1 

OJ000315_09.0412.C18.ol.np 
1 

7488425 
1. .204, 274. .784 

violaxanthin de-epoxidase homolog F22013.3 - Arabidopsis 

thaliana gi | 14 65735 | gb | AAC50032 . 1 | (U44133) violaxanthin 

de-epoxidase precursor [Arabidopsis thaliana] 

gi | 3063441 | gb | AAC14029 . 1 | (AC003981) F22013.3 [Arabidopsis 

thaliana] 



48133 

102495 

1 

OJ000315_09.0412.C18 .ol.tc 
1 

none 



Seq. ID . OJ000315_09.0412.C18 

Strand + 

End 804- 

Method TBLASTX: Cress 

End 787 

Score 90 



1..57, 2. .55, 53. .205, 55. .207, 76. .207, 269. .541, 271. .546, 
617. .787, 659. .787 



48133 

102495 

1 

OJ000315_09.0412.C18.ol.tm 
1 

none 



Seq. ID OJ000315_09.0412.C18 

Strand + 

End 804 

Method TBLASTX : Mai ze 

End 300 

Score 201 



1..114, 2. .157, 113. .211, 124. .207, .274. .300 



48133 

102495 

I 



Seq. ID OJ000315_09.0412.C18 
Strand + 
End 804 



49881 



Name 

Start 

GI 

Exons 



OJ000315_09 . 0412 . C18 . ol . gs Method GENSCAN 

115 End 787 

none Score . 4 4 
115.-204, 274.. 787 



End 

Method 

End 

Score 



Seq. No. 48133 

Gene No. 102495 

Start 1 

Name OJ000315_09 . 0412 . C18 . o2 . tm 

Start 400 

GI none 

Exons 400.. 540, 401.. 541 

Seq. No. 48133 

Gene No. 102495 

Start 1 

Name OJ000315_09 . 0412 . C18 . ol . ts 

Start 482 - 

GI none 

Exons 482. .544, 484. .546, 617. .790, 724'.. 804 



Seq. ID OJ000315_09.0412.C18 
Strand + 

804 

TBLASTX: Maize ' 
541 
209 



Seq. ID OJ000315_09.0412.C18 

Strand + 

End 804 

Method TBLASTX: Soybean 

End 804 

Score 90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48134 
102496 
426 

OJ000315JD9.0412.C19.ol.np 
426 

7489517 
426. .671 . . 

NOI protein - rice gi | 2642217 | gb | AAB8 6939 . 1 | (AF030387) NOI 
protein [Oryza sativa] 



Seq. ID OJ000315_09.0412.C19 
Strand 

End 1236 

Method AAT/NAP 

End 671 

Score '83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48134 

102496 

426 

OJ000315_09.0412.C19.ol.tm 

488 

none 



Seq. ID OJ000315_09.0412.C19 
Strand 

End 1236 

Method TBLASTX: Maize 

End 1236 

Score 214 



488. .649, 495. . 659, 496. . 660, 740. .946, 744. .857, 747. .899, 
780. .962,. 805. .963, 927. .1061, 969. .1073, 1077. .1235, 
1077. .1235, 1078. .1236, 1138. .1236 



Seq. No. 48134 

Gene No. 102496 

Start 426 

Name OJ000315_09 . 04 12 . C19 . ol . gp 

Start 561 

GI none 

Exons ■ w: "561. .665, 762. .1125 



Seq. ID OJ000315_09.0412.C19 
Strand 

End 1236 

Method AAT/GAP 

End 1125 

Score 847 



Seq. No. 48135 

Gene No. 102497 

Start 1286 

Name OJ000315_09 . 0412 . C20 . ol . gs 

Start 1286 

GI none 

Exons 1286.. 1405, 1646.. 1723 



Seq. ID OJ000315_09.0412.C20 

Strand + 

End 1723 

Method GENSCAN 

End 1723 

Score .74 



49882 




Seq. No. 


48135 








Seq. ID 


OJ000315 


09. 


0412 


.C20 


Gene No. 


102498 








Strand 


- 








Start 


8202 








End 


8360 








Name 


OJ000315 09. 


. 0412 


. C20 . o3 


.gs 


Method 


/~» ruin /—i n \i 

GENSCAN . 








Start 


8202 








End 


8360 








GI 


none 








Score 


. 4 1 








Exons 


8202 . .8360 


















Seq. No. 


48136 








Seq. ID 


OJ0003I5* 


_09. 


0412 


.C24 


Gene No. 


102499 . . 








Strand 










Start 


595 








End 


z U4 y 








Name 


OJ000315 09, 


.0412 


.C24 .ol 


. gs 


Method 


GENSCAN 








Start 


595 








End 


204 9 








GI 


none 








Score 


. 54 








Exons 


595. .657, 1248.. 


1386, 1756.. 


1824, 1878 


. . 204 9 








Seq. No. 


48136 








Seq. ID 


OJ000315 


_09. 


0412 


.C24 


Gene No. 


- 102499 








Strand 


- 








Start 


595 








End 


204 9 








Name 


OJ000315 09. 


,0412 


.C24 .ol 


• gp 


Method 


AAT/GAP 








Start 


1294 








End 


1392 








GI 


none 








Score 


131 








Exons 


1294 . .1392 


















Seq. No. 


48137 








Seq. ID 


OJ000315_ 


_09. 


0412 


.C25 


Gene 1 No. 


102500 








Strand 


+ - 








Start 


1387 








End 


3242 








Name 


OJ000315 09. 


,0412 


.C25.ol 


.gs- 


Method 


GENSCAN 








Start 


1387 








End 


3242 








GI 


none 








Score 


.58 








Exons 


1387. .1622, 


1711 


. .1789, 


2701 


..2769, 3135.. 3242 








Seq. No. 


48137 








Seq. ID 


OJ000315_ 






. Czo 


Gene No. 


102500 








Strand 


+ 








Start 


1387 








End 


3242 








Name 


OJ000315 09. 


0412 


.C25.ol 


.np 


Method 


AAT/NAP 








Start 


1567 








End 


3242 








GI 


6136533 '' 








Score 


215 








Exons 


1567. .1622, 


1711 


. .1789, 


2701 


..2769, 3135. .3242 









GI Descrip. YCF4 9-LIKE PROTEIN gi | 74 69614 | pir | | S7 6515 hypothetical protein 
Synechocystis sp. {strain PCC 6803) gi | 1001630 | dbj | BAA10361 . 1 | 
(D64002) hypothetical protein [Synechocystis sp.] 



Seq. No. 


48137 












Seq. ID 


OJ000315_09.0412 


.C25 


Gene No. 


102501 












Strand 






Start 


127 












End 


336 




Name 


OJ000315 


09. 


.0412, 


.C25. 


.ol 


.gp 


Method 


AAT/GAP 




Start 


127 












End 


336 ■ 




GI 


none 












" Score 


323 




Exons 


127. .336 


















Seq. No. 


48137 












Seq. ID 


OJ000315_09.0412 


.C25 


Gene No. 


102502 












Strand 






Start 


1537 












End 


2846 




Name 


.OJ000315 


09. 


,0412, 


.C25, 


.ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


1537 












End 


2846 




GI 


none 












Score 


90 





49883 



Exons 



1537. .1623, 1576. .1641, 1709. .1792, 1712. .1792, 2700. .2846, 
2713. .2778 



Seq. No. 48138 

Gene No.' 102503 

Start 689 

Name OJ000315_09 . 0412 . C26 . ol . gs 

Start 689 

GI none 

Exons 689.. 907 



Seq. ID OJ000315_09.0412.C26 

Strand 

End 907 

Method GEN SCAN 

End . .907 

Score .56. 



Seq. No. 48139 
Gene No. 102504 
Start 1067 

Name OJ000115__40 . 0307 .CI .ol . gp 

Start 1067 

GI LIB3477-003-P1-K1-E9 
Exons 1067.. 1170 

GI Descrip. 1 24 9858 6/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000115_40.0307.C1 
Strand 

1170 
AAT/GAP 
1170 
141 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



48140 

102505 

6531 ; 

OJ000115_4 0 . 0307 . C2 . o2 . gp 

6531 

1631639 

6531. .6675, 6788. .6821, 6928, 



Seq. ID OJ000115_40.0307.C2 
Strand. + 

7054 
AAT/GAP 
7054 
528 



End 

Method 
End 
Score . 
.7054 • 



48140 
102506 
1 

OJ000115_4 0.0307.C2.ol.gp 
1 

LIB347 9-006-Q6-K1-E11 
1..180 

1 6015437/dbj IAB008112. 1 IAB008112 1.0e-ll Homo sapiens PEX1 mRNA, 
complete cds ' 



Seq. ID OJ000115_40.0307.C2 

Strand 

End 180 

Method AAT/GAP 

End 180 

Score 243 



48140 

102507 

6603 

OJ000115_4 0 . 0307 . C2 . ol . tm 

6603 

none 



Seq. ID OJ000115_40.0307.C2 
Strand 

End 7168 

Method TBLASTX : Mai ze 

End 7112 

Score 47 



6603. .6671, 6603. .6683, 6788. .6820, 6788. .6820, 6924. .7112, 
6926. .7105 



Seq. No. 48140 

Gene No-. 102507 

Start 6603 

Name OJ000115_40 . 0307 . C2 . ol . tc 

Start 6921 

GI none 

Exons 6921.. 7109, 6926.. 7105 



Seq. ID OJ000115_40.0307.C2 
Strand 

End 7168 

Method TBLASTX : Cress 

End 7109 

Score 252 



49884 



Seq. No. 48140 Seq. ID 

Gene No. 102507 Strand 

Start 6603 End 

Name OJ000115_40 . 0307 . C2 . ol . ts Method 

Start 6921 End 

GI none Score 

Exons 6921.. 7112, 6926.. 7105 

Seq. No. 48140 ' • Seq." ID' 

Gene No. 102507 Strand 

Start 6603 End 

Name OJ000115_4 0 . 0307 . C2 . ol . tw Method 

Start 6927 End 

GI none Score 

Exons 6927.. 7136, 6929.. 7117, 7073.. 7168 

Seq. No. 48141 Seq. ID 

Gene No. 102508 Strand 

Start 1250 End 

Name ' OJ000115_4 0 . 0307 . C3 . ol . gp Method 

Start 1250 End 

GI none Score 

Exons 1250.. 1595 



OJ000115_40.0307.C2 
7168 

TBLASTX : Soybean 

7112 

271 



OJ000115_40.0307.C2 
7168 

TBLASTX: Wheat 

7168 

301 



OJ000115_40.0307.C3 
+ 

1595 
AAT/GAP 
1595- 
681 • 





Seq. No. 


A O 1 A O 

48142 


Seq. ID 


OJ000115_40.0307.C4 




Gene No. 


i n o c a n 

102509 


Strand 


+ 




Start 


148 


End 


1234 


i y 


Name 


OJ000115 40.0307.C4.ol.gp 


Method 


AAT/GAP 




Start 


148 


" End 


1234 




GI 


22598 1.R1084 


Score 


1549 




Exons 


148. .520, 605. .811, 904. .971, 


1060. . 1234 




GI Descrip. 


'5051775/emb|CAB45068.1| 4 . Oe 


-44 (AL078637) putative protei: 






[Arabidopsis thaliana] 1 








Seq. No. 


48142 


Seq. ID 


OJ000115_40.0307.C4 


""'-'4 


Gene No. 


102510 


Strand 


+ 


i : 


Start 


3486 


End 


4067 




Name 


OJO00115 40.0307.C4.o2.gp 


Method 


AAT/GAP 




Start 


3486 


End 


4067 




GI 


3761796 


Score 


854 


£3 


Exons 


3486. .3553, 3672.. 4067 








Seq. No. 


48142 


Seq. ID 


OJ000115_40.0307.C4 




Gene No. 


102511 


Strand 






Start 


11181 


End 


12720 




Name 


OJ000115 40.0307.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


293 


End 


890 




GI 


none 


Score 


335 




Exons 


293. .520, 299. .520, 304. .522, 


579. .758 


, 604. . 678, ' T 606. .839 f 






715. .840, 858. .890 








Seq. No. 


48142 


Seq. ID 


OJ000115_40.0307.C4 




Gene No. 


102511 


Strand 






Start 


11181 


End 


12720 




Name 


OJ000115 40.0307.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


301 


End 


661 




GI 


none 


Score 


124 



49885 




Exons 


301. .513, 302. .523, 31C 


i cm 

I . . 50 / , 


O 1 A COO 

J14 . . ooZ , 


con c a i 

oyy . . ddi 


Seq. No. 


48142 








Seq. ID 


OJUUUllo 4U.UJU/.C4 


Gene No. 


102511 








. Stra'nd 




Start 


11181 








End 


12720 


Name 


OJ000115 40 


.0307. 


C4.ol. 


tc 


Method 


i bLAb IX : cress 


Start 


320 








End 


o c o 

o o J 


GI 


none 








Score 


o o o 
ZZ6 


Exons 


320. '.454, ' 329. .517, 334 


. . OlO, 


A 1 O CI/ 

4 / y . .014, 


o(Jz..o/9, 0U..0/0, 




740.. 853, 800. .841 








Seq. No. 


48142 








Seq. ID 


OJ000115_40.0307.C4 


Gene No . 


102511 








Strand 




Start 


11181 








End 


12720 


Name 


OJ000115 40, 


.0307. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2271 








End 


3842 


GI 


none 








Score 


213 


Exons 


2271. .2441, 


2275. 


.2439, 


O C *3 C 

Zo Jo . 


.2669, 2566.. 2670/ 3398.. .3556, 




3400. .3552, 


3407. 


.3559, 




.3773, 3672.. 3767, 3679'.. 3771, 




3813. .3842 












Seq. No. 


48142 








Seq. ID 


OJ000115_40.0307.C4 


Gene No. 


102511 








Strand 




Start 


11181 








End 


12720 


Name 


OJ000115 40. 


.0307. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4469 








End 


4643 


GI 


none 








Score 


80 


Exons 


■'4469. .4627, 


4470. 


.4637, 




.4643 




Seq. No. 


48142 








Seq. ID 


OJ000115_40.0307.C4 


Gene No. 


102511 








Strand 




Start 


11181 








End 


12720 


Name 


OJ000115 40. 


.0307. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5009 








End 


6138 


GI 


none 








Score 


78 


Exons 


5009. .5077, 


5009. 


.5074, 


c a c r\ 

o45U . 


.5542, ^5451. .5543, 5452.. 5571, 




5455. ..5547, 


5620. 


.5754, 




.5752, 5621.. 5782, 5622.. 5753, 




6097 .".'6138 












Seq. No. 


48142 








Seq. ID 


OJ000115_40.0307.C4 


Gene No. 


102511 








Strand 




Start 


11181 








End 


12720 


Name 


OJ000115 40. 


,0307. 


C4 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5656 








End 


9584 


GI 


none 








Score 


67 


Exons 


5656. .5754, 


5657. 


.5752, 


6411 . 


.6458, 7946. .8041, 7950. .8027, 




7952. .8035, 


8312. 


.8380, 


8314 . 


.8385, 8533.-8673, 8546.. 8668, 




9298. .9387, 


9516. 


. 9584, 


952 6 . 


.9582 




Seq. No. 


48142 








Seq. ID 


OJ000115_40.0307.C4 


Gene No . 


102511 








Strand 




Start 


11181 








End 


12720 


Name 


OJ000115 40. 


0307. 


C4 ,o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7943 ' ' 








End 


9396 


GI 


none 








Score 


90 


Exons 


7943. .8041, 


8312. 


.8386, 


8314 . 


.8385, 8533.-8667, 8542. .8664, 




8543. .8668, 


9298. 


.9396, 


9307. 


.9396 





49886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48142 

102511 

11181 

OJ000115_4 0 . 0307 . C4 . 06 . tm 
7977 
none 
7977. 
8307. 
8544. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 40. 0307. C4 



.8036, 7977. .8060, 7978, 
.8390, 8307.. 8381, 8314. 
.8666, 8548.. 8667 



12720 

TBLASTX: Maize . 
8667 
61 

8040, 8300.. 8356, 8303.. 8386, 
8385, 8520. .8666, 8542. .8667, 



48142 
102511 ' 
11181 

OJ000115_4 0 . 0307 . C4 . o5 . tm 
9307 
none 

9307.. 9387, 9311.. 9388, 9312 
9517.. 9621, 9669.. .9755, 9677 
10269. .10373, 10269 .. 10370, 10280 .. 10372, 10451 .. 1051 6, 
10462. .10515 



Seq. ID OJ000115_40.0307.C4 
Strand 

12720." 

TBLASTX: Maize 
10516 
80 

9386, 9313.. 9408, 9516.. 9623, 
9748, 9679.. 9762, 9682.. 9762, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



48142 Seq. ID 

102511 Strand 
11181 t End.. 

OJ0001'15_4 0 . 0307 . C4 . o3 . gp Method 
11181 End 
2384_1.R1084 Score 
11181. .11516, 12591. .12720 

' 676884/dbj | BAA06151 | 1.0e-25 (D29681) The expression is induced 

by Pi starvation. [Nicotiana tabacum] >gi_1094819_prf 2106387C 

Al-induced protein [Nicotiana tabacum] 1 



OJ000115_40.0307 .C4 

12720 
AAT/GAP 
12720 
812 



OJ000115_40.0307.C5 
+ 



48143 Seq. ID 

102512. Strand 
4 90 End 98 9- 

OJ000115_4 0 . 0307 .C5.ol.gp Method AAT/GAP 

490 End 989 

LIB3475-007-P1-K1-G8 Score 809 

490. .662, 739.-989 

1 54 4 1880/dbj | BAA8237 8 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



48143 Seq. ID 

102513 Strand 
2171 End 
OJ000115_40 . 0307 . C5 . o2 . gp Method 
2171 End 
LIB34 31-04 5-P1-N1-A10 Score 
2171. .2624 

'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



OJ000115_40.0307.C5 
+ 

2624 
AAT/GAP 
2624 
840 



48143 

102514 

2567 



Seq. ID 

Strand 

End 



OJ000115 40. 0307. C5 



3006 



49887 




Name OJ000115_40 . 0307 .C5 . o3 . gp Method AAT/GAP 

Start 2567 End 3006 

GI 7406_1.R1084 Score 580 

Exons 2567.. 2641, 2676.. 3006 

GI Descrip. • 1122315/emb | CAA63901 | 7 . 0e-10 (X94 1 91 ) heat shock protein 17.0 







[ Pennisetum 


glaucum] 1 










oeq. NO. 


A Q 1 A "3 






Seq. ID 


OJ000115_40.0307.C5 




Gene No . 








Strand 














End 


6458 




Name 


UJUUUliO 4U 


UoU / . Lj . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


5792 






End 


6458 




GI 


none 






Score ' 


156 




Exons 


C7QO CQOC 


jooo. . o you , 


ouzy . 


.6238, 6042. .6233, 6079. .6234, 






/TOO! C/1CLQ 

boo / . . b4 bo , 


a a f\c a a c; c 


c a m 
o4 U / . 


.6457 






beq. no. 


/I Q 1 A A 






Seq. ID 


OJ000115_40.0307.C6 




Gene No . 


i not;i a 
lUZblb 






Strand 






Start 


looy 






End 


1637 . 




Name 


OJ000115 40 


0307.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1339 






End 


1630 




GI 


none 






Score 


46 




Exons 


looy . .14 31, 


lob4 . . 14 52. t 


1403 . 


.1456, 1521. .1628, 1538. .1630 


M 
%J 


Seq. No. 


A O 1 ^ A 

4 o 14 4 






Seq. ID 


OJ000115_40;0307.C6 


fa 


Gene No . 


i not;i a 
lUZOl b 






Strand 




' 

f 1 1 


Start 


1 5 3 y 






End 


1637 




Name 


OJ000115 40, 


0307 . Co . Ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1339 






End 


1630 


w 


GI 


none 






Score 


54 




Exons 


ijjy . .14 oi , 


1 4 Uo . . 14 00, 


1 A 1 Q 

14 lo . 


.1454, 1538. .1630, 1539. .1628 


? i 2 

§y 


Seq. No. 


A O 1 A A 

4 o 14 4 






Seq. ID 


OJ000115_40.0307.C6 




/-<____ XT _. 

Gene No . 


lUZOl D 






Strand 




£3 


otart 


loo y 






End 


1637 




Name 


Ainnm 1 i; /in 
UJ UUU11D 4 U . 


UjU / . Lb . Ol . 


4- r t 

tw 


Method 


TBLASTX: Wheat 




btart 


i ooy 






End 


1637 




GI 


none 






Score 


4 3 




Exons 


1339. .1431, 


1358. .1432, 


1403. 


.1456, 1413. .1454, 1538. .1630, 


f'~5 




iDoy. . 1 bzo , 


Iboy . . 1 bo / 










Seq. No. 


A O "\ A A 

4 o 1 4 4 


* 




Seq. ID 


OJ000115_4'0.0307.C6 




Gene No. 


lUzbl D 






Strand 






btart 


i j j y 






End 


1637 




Name 


OJUUUllb 40. 


UoU / . Cb . Ol . 


tm 


Method 


TBLASTX: Maize 




C+- -s v-f- 


1339 






End 


1630 




GI 


none 






Score 


51 




Exons 


1339. .1431, 


1358. .1432, 


1399. 


.1455, 1403. .1456, 1404. .1454, 






1420. . 1455, 


1519. .1629, 


..1538. 


.1630, 1539. .1628 




Seq. No. 


48145 






Seq. ID 


OJ000115_40.0307.C7 




Gene No. 


102517 






Strand 






Start 


1855 






End 


1976 




Name 


OJ000115 40. 


0307.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


693 






End 


1500 




GI 


none 






Score 


62 




Exons 


693.. 839, 802.. 903, 803 


. .904, 


803. .904, 


- 804. .905, 834. .905, 



49888 




883. .1062, 905. .955, 906. .956, 906. .971, 961. .1020, 1021. .1173, 
1024. .1146, 1239. .1268, 1270. .1302, 1271. .1297, 1306. .1449, 
1326.. 1418, 1339.. 1500 



Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102517 








Strand 




Start 


1855 








End 


1976 


Name 


OJ000115 40, 


.0307 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


803 








End ' 


1152 


GI 


none 








Score 


107 


Exons 


803.. 898, 906.. 974, 977 


. .1015 


, 1021.. 1152 


Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102517 








Strand 




Start 


1855 








End 


1976 


Name 


OJ000115 40, 


.0307 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


.803 








End 


1413 


GI 


none 








Score 


114 


Exons 


803. .898, 803. .8 


95, 903 


. .965, 


906. .956, 


977. .1015, 1020. .1 




1021. .1146, 


1271 


. .1297, 


1360 . 


.1413 




Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102517 








Strand 




Start 


1855 








End 


1976 


Name 


OJ000115_40. 


. 0307 


.C7.ol. 


gp ■ 


Method 


AAT/GAP 


Start 


1855 








>End 


1976 


GI 


1632297 








■Score 


152 


Exons 


1855. .1976 












Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102518 








Strand 




Start 


1966 








End 


3294 


Name 


OJ000115 40. 


,0307 


-C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1966 








End 


3282 


GI 


none 








Score 


206 


Exons 


1966. .2262, 


2554 


. .2682, 


2689. 


.2958, 2941. .3162, 3175. .3282 


Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102518 








Strand 




Start 


1966 








End 


3294 


Name 


OJ000115 40, 


,0307 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1978 








End 


3207 


GI 


none 








Score 


125 


Exons 


1978. .2100, 


1989 


. .2102, 


2089. 


.2154, 2145. .2249, 2152. .2277, 




2554 . .2682, 


2692 


. .2928, 


2935 . 


.3156, 2937.. .3044, 3163.. 3207 


Seq. No. 


48145 . 








Seq. ID 


OJ000115_40.0307.C7 


Gene No . 


102518 








Strand ' 




Start 


"1966 








End 


3294 


Name 


OJ000115 40. 


0307 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1978 








End 


3294 


GI 


none 








Score 


312 


Exons 


1978. .2262, 


2001 


. .2258, 


2553. 


.2711, 2554. .3294, 2943. .3194 


Seq. No. 


48145 








Seq. ID 


OJ000115_40.0307.C7 


Gene No. 


102518 








Strand 




Start 


1966 








End 


3294 



49889 



Name 

Start 

GI 

Exons 



OJ0001 15_40 . 0307 . C7 . ol . tw Method TBLASTX : Wheat " r 

2967 End 3285 

none Score 240 

2967. .3161, 2968. .3162, 3153. .3194, 3154. .3285, 3211. .3261 



Seq. No. 48146 Seq. ID 

Gene No. 102521 Strand 

Start 14905 End 
Name ' OJ000115_40 . 0307 . Cll . o3 . ts Method 

Start 14905 End 

GI none Score 
Exons 



OJ000115_40. 0307. Cll 
18695 

TBLASTX :'Soybea'n 

15337 

34 



14905. . 14928, 14 995 15126, 15003 .. 15122 , 15134 .. 15220, 
15257. .15337 



OJ000115 40. 0307. Cll 



Seq. No. 48146 Seq. ID 

Gene No. 102521 Strand 

Start 14905 End 

Name OJ000115_40 . 0307 . Cll . o4 . tm Method 

Start 14905 End 

GI none Score 

Exons 14905. . 14928, 15001 1512 6, 15003 .. 15122 , 15137 15220, 
15146.. 15223 



18695 

TBLASTX: Maize 

15223 

40 



Seq. No. 48146 

Gene No.- 102521 

Start 14905 

Name OJ000115_40 . 0307 . Cll . o2 . tc 

Start 14995 

GI none 

Exons 14995. .15126, 15137 .. 15217 , 
17 669. .1774 9, 17898. .18023, 



Seq. ID OJ000115_40. 0307. Cll 
Strand 

End 18695 

Method TBLASTX : Cress 

End 18558 

Score 95 
17454 .. 17 684, 17516. . 17611, 
17924. .18022, 18032 .. 18184 , 



18033. . 18230, 18277 18558 , 18282. .18452 



Seq. .No. 48146 

Gene No. 102521 

Start 14905 

Name OJ000115_40 . 0307 . Cll . ol . tm 

Start 17454 

GI none 

Exons 17454 .. 17600, 17489 .. 17578, 
17898. .18023, 18033. .18230, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17583 

18277 



OJ000115 40. 0307. Cll 



18695 

TBLASTX :Maize 
18558 
123 

17651, 17666. .17749, 
18558,- 18291. . 18506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48146 
102521 
14905 
OJ000115 
17465 
none 
1.7465 
17927 
18279 



40.0307.Cll.o2.ts 



17620, 17478. .17684, 
18025, 18036. .18230, 
18506, 18508. .18558 



Seq. ID 
Strand . 
End 

•Method 
End 
Score 



OJ000115 40. 0307. Cll 



18695 

TBLASTX: Soybean 
18558 
240 

17669. .17758, 178 98. .1802 6, 
18038. .18184, 18277. .18507, 



Seq. No. 48146 Seq. ID 

Gene No. 102521 Strand 

Start 14905 End 

Name OJ000115_4 0 . 0307 . Cll . o2 . tw Method 

Start 17681 End 



OJ000115__40. 0307. Cll 
18695 

TBLASTX: Wheat 
18008 



49890 



GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



89 



17681. .17761, 17681. . 17761, 1774 8 .. 17771, 17877 .. 18008 , 
17880. .17960, 17903.. 18007 



48146 

102521 

14905 

OJ000115_4.0 . 0307 . Cll . ol . tw 

18318 

none 



Seq. ID OJ000115_40.0307.Cir 



Strand 
End 

Method 

End 

Score 



18695 

TBLASTX: Wheat 

18695' 

389 



18318. .18521, 18319. .18657,. 18513. .18695, 18539. .18658 



48146 

102522 

20156 

OJ000115_4 0.0307. Cll. ol.tc 

20156 

none 



Seq. ID OJ000115_40. 0307. Cll 



Strand 
End 

Method 

End 

Score 



21334 

TBLASTX: Cress 

21321 

269 • 



20156. .20656, 20214 20654 , 20669 .. 20806, 20873 .. 21181;,"; 
20910. .21152, 21184 . .21267, 21253 .. 21321, 21257.. 21316 



48146 

102522 

20156 

OJ000115_40 . 0307 . Cll . ol , 
20156 
none 
20156. 
20858. 
21184. 



ts 



.20656, 20211. 
.21070, 20873. 
.21246, 21259. 



,20654, 
,21136, 
.21327, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20669 

20910 



OJ000115 40. 030.7. Cll 



21334 

TBLASTX : Soybean 
21327 
243 

20806, 20712. .20771, 
21149, 21184. .21267, 



21260. .21304 



Seq. No. 48146 

Gene No. 102522 

Start 20156 

Name OJ000115_40 . 0307 . Cll . o2 . tm 

Start 21104 

GI none 

Exons 21104. .21181,' 21105 .. 21170, 
21185. .21334 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_40. 0307. Cll 
21334 

TBLASTX: Maize 

21334 

94 



21131. .21226, 21184 . .21333, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48147 

102523 

2958 

OJ000115_4 0 . 0307 .C12 . o2 . gp 
2958 

39571 1.R1084 



Seq. ID OJ000115_40.0307.C12 
Strand + 
End 3897 
Method AAT/GAP 
End 3897 
Score 974 
2958.. 3224, 3423.. 3479, 3572.. 3662, 3780.. 3897 
, 4803931/gb|AAD29804.1|AC006264_12 8.0e-31 (AC006264) unknown 
protein [Arabidopsis thaliana] ' - 



48147 Seq. ID 

102524 Strand 

5464 End 
OJ000115_40 . 0307 . C12 . o3 . gp Method 

5464 End 

none Score 
5464. .5981 



OJ000115_40.0307.C12 
+ . 

5981 
AAT/GAP 
5981 
1012 



49891 



t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48147 Seq. ID OJ000115_4 0 . 0307 . C12 

102525 Strand 

1 End 69 

OJ000115_40 . 0307 . Cl-2.. ol . gp Method AAT/GAP 

1 End 69 

42536_1.R1084 Score 134 

1. .69 . 

'4589981/gb|AAD26498.1|AC007195_12 7 . 0e-14 " (AC007 195 ) 
amidophosphoribosyltransf erase [Arabidopsis thaliana] 1 



48147 
102526 
3070 

OJ000115_40.0307.C12.o2.tm 
3070 
none 

3070. .3189, 3071. .3193, 3417 
3571. .3660, 3571. .3660, 3573. .3698, 
3777. .3890 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3467, 



OJ000115 40.0307.C12 



5603 

TBLASTX: Maize 
3890 
164 

3419. .3478, 3421. 
3754. .3888, 3777. 



.3480, 
,3890, 



Seq. No. 48147 

Gene No. 102526 

Start 3070 

Name OJ000115_40 . 0307 . C12 . o3 . ts 

Start 3112 

GI none 

Exons 3112.. 3189, 
3576. .3662 



Seq. ID 

Strand 

End 

JVIethod 

End 

Score 



OJ000115_40.0307.C12 
5603 

TBLASTX : Soybean 

3702 

92 



3116. .3193, 3419. .3478, 3421. .3483, 3571. .3702, 



Seq. No. 48147 

Gene No. 102526 

Start 3070 

Name OJ000115_4 0 . 0307 . C12 . ol . tw 

Start 3564 

GI .. ' none 

Exons 3564. ,3674, .3571. .3660, 3778.. 3942, 3783.. 3953, 4015.. 4143, 
4232.. 4285 



Seq. ID OJ000115_40.0307.C12 
Strand 

End 5603 

Method TBLASTX : Wheat 

End- 4285 

Score 135 



Seq. No. 48147 

Gene No. 102526 

Start 3070 

Name OJ000115_40 . 0307 . C12 . o2 . ts 

Start 3777 

GI none 

Exons 3777.. 3941, 3778.. 3942 



Seq. ID OJ000115_40.0307.C12 
Strand 

End 5603 

Method TBLASTX: Soybean 

End 3942 

Score 193 



Seq. No. '48147- 
Gene No. 102526 
Start 3070 

Name OJ000115_4 0 . 0307 . C12 . ol . tm 

Start 3891 
GI none 

Exons 3891.. 3938, 3892.. 3939, 4011. 

4231. .4371, 4231. .4368, 4287, 
4447. .4545, 4447. .4542, 4626. 
5445. .5531, 5448. .5537, 5514. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 40.0307.C12 



5603 

TBLASTX: Maize 
5603 
73 

4145, 4012. .4143, 4012. .4155, 
4373, 4445. .4540, 4445. .4540, 
4757, 4627. .4767, 4631. .4732, 
5603, 5520.. 5585 



49892 



Seq. No. 48147 

Gene No. 102526 

Start 3070 

Name OJ000115_40 . 0307 . C12 . ol . tc 

Start 3904 

GI none 
Exons 



Seq. ID OJ000115_40.0307.C12 
Strand 

End 5603 . 

Method TBLASTX : Cress 

End 4542 

Score 4 9 



3904. .3939, 3990. .4145, 4012. .4143, 4231. .4368, 4232. .4369, 
4237. .4371, 4445.-4537, 4447. .4542, 4447. .4542' 



Seq. No. 48147 

Gene No. 102526 

Start 3070 

Name OJ000115_4 0 . 0307 . C12 . ol . ts 

Start 4044 

GI none 
Exons 



Seq. ID OJ000115_40.0307.C12 
Strand 

End 5603 

Method TBLASTX : Soybean 

End 4540 

Score 104 



4044. .4142, 4075. .4143, 4207. .4362, 4232. .4369, 4235. .4312, 
4445. .'4540, 4451. .4540 



Seq. No. 48147 

Gene No. 102527 

Start 10115 

Name OJ000115_4 0 . 0307 . C12 . o3 . tm 

Start 10115 

GI - none 

Exons 



Seq. ID OJ000115_40.0307.C12 
Strand 

End 10393 

Method TBLASTX : Mai ze 

End 10393 

Score 59 



10115. .10318, 10242. . 10319, 103.18 .. 10392 , 10337 10393. 



Seq. No. 48148 . 

Gene No. 102528 

Start 440 

Name OJ000115_40 . 0307 . C13 . ol . gp 

Start 440 

GI 57542JL.R1084 

Exons 440.. 595, 659.. 701 

GI Descrip. 1 4263509/gb | AAD15335 | L. Oe-58 (AC004044) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000115_40.0307.C13 

Strand + 

End 701 

Method AAT/GAP 

End 701 

Score 288 



v3 Se <3- No -" 


48149 


Seq. ID 


OJ000115_40.0307.C1 


rl Gene No-. 


102529 


Strand 




fZ, Start 


1 


End 


520 


~~ Name 


OJ000115 40.0307.C16.ol.gp 


Method 


AAT/GAP ' 


Start 


1 


End 


520 


GI 


none 


Score 


840 


Exons 


1. .188, 255. .520 






Seq. No. 


48150 


Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102530 


Strand 


+ 


Start 


8879 


End 


12359 ' 


Name 


OJ000115 47.0316.Cl.o4.gp 


Method 


AAT/GAP 


Start 


8777 


End 


9026 


GI 


uC-osroM202001f03bl 


Score 


455 


Exons 


8777. .9026 






GI Descrip. 


'3819221/emb|AJ234 4 38.1|HVU234 4 38 8 . Oe 


-09 Hordeum yulgare 




partial mRNA; clone CMWG0721' 






Seq. No. 


48150 


Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102530 


Strand 


+ 



49893 



Start 
Name 
Start 
GI 

Exons 



8879 End 12359 

OJ000115_47 . 0316 . CI . o2 . gs Method GENSCAN 

8879 ' End 11942 

none Score .79 

8879.. 9094, 10324 .. 104 99, 11534 11603, 11681 .. 11814 , 

11873. .11942 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48150 

102530 

8879 

OJ000115_47 .0316.Cl.o5.gp 
11673 

54260 1.R1084 



Seq. ID OJ000115_47.0316.C1 
Strand 

End 12359 

Method AAT/GAP 

End 12359 

Score 787 



11673. .11814, 11885. . 11943, 12051. .12359 

f 58067/emb 1X52325 | ARBLSKP 2.0e-13 pBluescript SK(+) vector DNA, 
phagemid excised from lambda ZAP 1 





Seq. No. 


48150 




Seq. ID 


OJ000115_47 


.0316. 


CI 




Gene No. 


102531 




Strand 


+ 








Start 


13988 




End 


15343 








Name 


OJ000115 47. 0316. CI 


. o2 . np 


Method 


AAT/NAP 








Start 


13988 




End 


15343 








GI 


6815059 




Score 


2337 








Exons 


13988. .15343 














GI Descrip. 


(AP001080) Similar 


to geranylgeranyl hydrogenase. 


(AF06931J 


til 




[Oryza sativa] 












: y 

f "1 


Seq. No. 


48150 




Seq. ID. 


OJ000115_47 


.0316. 


CI 




Gene No. 


102532 




Strand 


+ 






" Z 


Start 


18842 




End 


19935 








Name 


OJ000115 47. 0316. CI 


.o4 .gs 


Method 


GENSCAN 






T \ i 


Start 


18842 




End 


19935 






£■ 


GI 


none 




Score 


.45 








Exons 


18842. .18912, 19338 


. .19935 










''Si 


Seq. No. 


48150 




Seq. . ID 


OJ000115_47 


.0316. 


CI 




Gene No. 


102533 




Strand 


+ 








Start 


49288 




End 


49705 








Name 


OJ000115 47. 0316. CI 


. o7 . np 


Method 


AAT/NAP- 








Start 


49288 




End 


49702 








GI 


6815064 




Score 


624 








Exons 


49288. .49350, 49403 


. .49702 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


48150 




Seq. ID 


OJ000115_47 


.0316. 


CI 




Gene No. 


102533 




Strand 


+ 








Start • 


49288 




End 


49705 








Name 


OJ000115 47. 0316. CI 


. 08 . gs 


Method 


GENSCAN 








Start 


49288 




End 


49705 








GI 


none 




Score 


.84 








Exons 


49288. .49350, 49403 


. .49705 












Seq. No. 


48150 




Seq. ID 


OJ000115_47 


.0316. 


CI 




Gene No. 


102534 




Strand 


+ 








Start 


56603 




End 


58805 








Name 


OJ000115 47. 0316. CI 


.oll.gs 


Method 


GENSCAN 








Start 


56603 




End 


58805 







49894 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .81 

56603. .56752, 58486. . 58567, 58618.. 58805 



48150 
102535, 
70900 

OJ000115_4 7.0316.Cl.ol2.np 
70900 
6815069 

70900. .71058, 72217 
74252. .74342, 74499 
76291. .76356, 77043 
78206. .78351, 78446 



Seq. ID OJ000115_47.0316.C1 
Strand + 
End 79267 
Method AAT/NAP 
End 79264 
Score . 4 616 
72775, 72865. .73018, 737i7 .. 73878, 
74570, 74656. .75167, 756.31 75700 , 
77347, 77643.-77783, 77918 .. 77981, 
78550, 79087 . .79264 



GI Descrip. (AP001080) Similar to KIAA0731 protein (AB018274) [Oryza sativa] 



Seq. No. 48150 
Gene No. 102535 ' 

Start . 70900 

Name ' OJ000115_47 . 0316 . CI . ol4 . gs 

Start 70900 
GI none 

Exons 70900. .71058, 72217 .. 72775, 

74252. .74342, 74 4 99 .. 74570, 
76291. .76356, 77043 .. 77347 , 
79087.. 79267 



Seq. ID 
Strand 
End 

Method 
End 
Score 

72865 

74656 



OJ000115_47.0316.C1 
+ 



79267 
GEN SCAN 
79267 
.74 ■ 
73018, 73717. 
75167, 75631, 



77643. .77783, 78446. 



,73878, 
,75700, 
,78550, 



Seq. No. 48150 Seq. ID 

Gene No. 102536 Strand' 

Start 83931 End 

Name OJ000115_47 . 0316 . C1-. ol3 . np Method 

Start 83931 End 

GI 6815070 Score 

Exons 83931. .84542 

GI Descrip. (AP001080) EST AU070319 (S10788 ) corresponds to a region of the 
predicted gene.; Similar to RING-H2 finger protein RHA2b 
(AC006200) [Oryza sativa] 



OJ000115_47.0316.C1 
+ 

84542 
AAT/NAP 
84542 
1091 



M 


Seq. No. 


48150 






Seq. ID 


OJ000115 


_47, 


.0316 


.CI 




Gene No. 


1.02537 






Strand 


+ 










Start 


84517 






End 


84907 










Name 


OJ000115 47.0316. 


.CI, 


. ol2 . gp 


Method 


AAT/GAP 










Start 


84517 






End 


84907 










GI 


5005157 






Score 


702 










Exons 


84517. .84907 


















Seq. No. 


48150 






Seq. ID 


OJ000115_ 


_47. 


.0316, 


.CI 




Gene No. 


102538 






Strand 












Start 


500 






End 


3832 










Name 


OJ000115 47.0316. 


XI. 


.ol.gp 


Method 


AAT/GAP 










Start 


383 






End 


797 










GI 


none 






Score 


759 










Exons 


383. .797 


















Seq. No. 


48150 






Seq. ID 


OJ000115_ 


_4 7, 


,0316. 


.CI 




Gene No. 


102538 






Strand 












Start 


500 ■ 






End 


3832 










Name 


OJ000115 47.0316. 


.CI. 


, ol . gs 


Method 


GENSCAN 









49895 





Start 


500 


End 


2941 




GI 


none 


Score 


. 68 




Exons 


C A A C T (C ^ 1 O A C A 1 A O *T 

oUU..o/o, 618. .960, luoD.. 


1 1 ji c 1 O 1 A 

1145, 1219. . 


-1 /I /~ 1 TAOyl A A A A 

14 61, 1984 . . 2082 , 






2584. .2763, 2867. .2941 








Seq. No. 


A O 1 C A 

4 8150 


Seq. ID 


/■^taaaiic a ~~i r\ -\ /*■ /---i i 

OJ000115 47. 0316. CI 




Gene No. 


102538 


Strand 






otiarL 


500 


End 


3832 




Name 


OJ000115 47.0316.Cl.ol.np 


Method 


AAT/NAP '• 




Start 


604 


End 


2941 




GI 


6815057 


Score 


1545 




Exons 


604. .960, 1219. .1461, 1984 


..2082, 2584 


..2763, 2867.. 2941 




GI Descrip. 


(AP001080) ESTs AU08 1555 (E2011 ) , C72657 (E2011 ) correspond to 






region of the predicted gene.; Similar 


to putative 






phosphoglyceride transfer 


protein. (AC002983) [Oryza sativa] 




Seq. No. 


48150 


Seq. ID 


OJ0001.15_47.0316.C1 




Gene No . 


102538 


Strand 






Start 


500 


End 


3832 




Name 


OJ000115 47.0316.Cl.o2.gp ' 


Method 


AAT/GAP 




Start 


1252 


End 


■ 2063 • 




GI 


LIB3433-02 9-P1-K1-G10 


Score 


537 


Vs5 


Exons 


1252. .1461, 1984. .2063 






%J 


GI Descrip. 


1 4 309969/gb| AAB81870 | AAB81 


870 4.0e-26 


(AC002983) putative 


U * 




phosphoglyceride transfer 


protein [Arabidopsis thaliana] ' 


ry 


Seq. No. 


48150 . 


Seq. ID 


OJ000115_47.0316.C1 


M 


Gene No. 


102538 


Strand 






Start 


500 


End 


3832 


vJ 


Name 


OJ000115 47.0316.Cl.o3.gp 


Method 


AAT/GAP 


i y 


Start 


2572 


End 


3832 




GI 


2428194 


Score 


799 


H 
^ ft? 


Exons 


2572. .2763, 2867. .2980, 3677. .3832 






Seq. No. 


48150 


Seq. ID. 


OJ000115_47.0316.C1 


?* 


Gene No. 


102539 


Strand* 




VtJ 


Start 


15626 


End 


16.377 




Name 


OJG00115 47. 0316. CI. 06. gp 


Method 


AAT/GAP 




Start 


15626 


End 


16377 




GI 


none 


Score 


656 




Exons 


15626. .15901, 16302.. 16377 








Seq. No. 


48150 


Seq. ID 


OJ000115_47.0316.C1 




Gene No. 


102540 


Strand 






Start 


16299 


End 


19878 




Name 


OJ000115 47.0316.Cl.o3.np 


Method 


AAT/NAP 




Start 


16299 


End 


18725 




GI 


6815060 - 


Score 


815 




Exons 


16299. .16383, 16836.. 16954 


, 17754. .178 


73, 18090. .18160, 






18578. .18725 








GI Descrip. 


(AP001080) EST C26994 (C50622) corresponds to a region of the 






predicted gene.; Similar to ADP-ribosylation factor. (D17760 






[Oryza sativa] 








Seq. No. 


48150 


Seq. ID 


OJ000115_47.0316.C1 




Gene No. 


102540 


Strand 






Start 


16299 


End 


19878 



49896 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 



GI Descrip, 



OJ000115_47.0316.Cl.o7.gp 
17683 

18316_1.R1084 

17683. .17873, 18090 . . 18160, 



Method AAT/GAP 
End 19878 
Score 692 
18578. .18746, 19782. 



19878 



• 1351974/sp| P4 907 6|ARF_MAIZE 3.0e-59 ADP-RIBOSYLATION FACTOR 

>gi_1076788_pir S49325 ADP-ribosylation factor - maize 

>gi_1076789_pir S53486 ADP-ribosylation factor - maize 

>gi_556686_emb_CAA56351_ (X80042) ADP-ribosylation factor [Zea 
mays] 1 



48150 Seq. ID 

102541 Strand 

20734 End 

OJ000115_47 . 0316 . CI . 08 . gp Method 

20734 End 

5003484 Score 
20734. .21464 



OJ000115_47.0316.C1 

21464 
AAT/GAP ' 
21464 
1406 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21860. .22029, 
22644. .22700-, 



OJ000115 47. 0316. CI 



4815Q, 
102542 
21389 

OJ000115_47.0316.Cl.o4.np 
21389 
6815061 

21389. .21485, 21609 21687 , 
22295. .22363, 22474 ... 22557 , 
23943. .23999, 24129.. 24482 

(AP001080) ESTs AU068633 (C30614) , AU068634 (-C30614) correspond to 
a region of the predicted- gene . ; Similar to Arabidopsis thaliana 
unknown protein. (AF049236) [Oryza sativa] 



24482 
AAT/NAP 
24482 
1641 

22116. .22228, 
22799.'. 22861, 



Seq. ID 
Strand 
End 

Method 

End 
' Score 
26180 
27315 



OJ000115 47. 0316. CI 



48150 
102543 
25211 

OJ000115_47.0316.Cl.o5.np 
25211 
6815062 

25211. .25464, 257 63 .. 26102 , 
26749. .26954, 27047 .. 27238 , 
28349. .28421, 28640. .30150 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence;mudrA like protein (AC004561) [Oryza 
sativa] 



48629 
AAT/NAP 
30150 
6433 
26278, 26360, 
27712, 27807. 



,26705, 
,28077, 



Seq. No. 


48150 








Seq. ID 


OJ000115_ 


47.031 


Gene No. 


102543 








Strand 






Start . 


25211 








End 


48629 




Name 


OJ0001 


15_47. 


0316. CI. 


. o7 . gs 


Method 


GENSCAN . 




Start 


25749 








End 


48629 




GI 


none 








Score 


^54 




Exons 


25749. 


.26102 


, 26180. 


. .26278, 


26360. .26654, 26866. 


.26954 




27047. 


.27238 


, 27315. 


. .27712, 


27807. .28077, 28349. 


.28421 




28640. 


.30095 


, 30785. 


. .30895, 


30974. .31142, 37114. 


.37195 




39951. 


.40047 


, 40202. 


. .40314, 


40373. .40437, 48492. 


.48629 


Seq. No. 


48150 








Seq. ID 


OJ000115_ 


47.031 



Gene No. 



102543 



Strand 



49897 




Start 


25211 End 


48629 


Name 


OJ000115 47. 0316. CI. 06. np Method 


AAT/NAP 


Start 


39820 End 


40671 


GI 


6815063 - . * Score 


644 


Exons 


39820. .39867, 40202 4 0437 , 40560 . . 4 067 1 ■ 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


48150 Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102544 Strand 




Start 


51014 End 


51346 


Name 


OJ000115 47.0316.Cl.o9.gs Method 


GENSCAN 


Start 


51014 End 


51346 


GI 


none Score 


.67 


Exons 


51014. .51346 







Seq. No. 


48150 


Seq. ID 


OJ000115 




Gene No. 


102544 


Strand 






Start 


51014 


End 


51346 




Name 


OJ000115 47. 0316. CI. 08. np - 


Method 


AAT/NAP 




otart 


51017 


End 


51346 




GI 


6815065 


Score 


592 




Exons 


51017. .51346 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


48150 


Seq. _. J.D 


OJ0001L5 




Gene No. 


102545 - 


Strand 




nj 


Start 


53989 


End 


56784 


Q 


Name 


OJ000115 47.0316.Cl.ol0.gs 


Method 


•GENSCAN 


i : I 


Start 


53989 


End 


55522 




GI 


none 


Score 


.89 


F 1 1 


Exons 


53989. .54318, 55427. .55522 








Seq. No. 


48150 


Seq. ID 


OJ000115 


f T 


Gene No. 


102545 


Strand 






Start 


53989 


■End 


56784 


-i 

: ; 


Name 


OJ000115 47.0316.Cl.o9.np.. 


Method 


AAT/NAP 


=>B3 


Start . 


54058 


End 


56694 


\J 


GI 


6815066 


Score 


757 




Exons 


54058. .54247, 55485 .. 55531, 55603 .. 55696, 56498 




GI Descrip. 


(AP001-080) EST C26866 (C50282) 


corresponds to a 






predicted gene.; hypothetical 


protein 


[Oryza sa 



.56694 



Seq. No. 48150 Seq. ID 

Gene No. 102545 Strand 

Start 53989 End 56784 

Name OJ000115_47 . 0316 . CI . o9 . gp Method AAT/GAP 

Start 55457 End 56784 

GI none" Score 814 

Exons 55457. .55531, 55603. .55698, ..56499. .56784 



OJ000115 47. 0316. CI 



Seq. No. 48150 

Gene No. 102546 

Start 59770 

Name OJ000115_4 7 . 0316 . CI . olO . gp 

Start 59770 

GI none 

Exons 59770. . 60061, 60987 .. 61300, 62466.-62496 



Seq. ID OJ000115_47. 0316. CI 



Strand 
End 

Method 

End 

Score 



62496 
AAT/GAP 
62496 
1223 



49898 



Seq. No. 48150 Seq. ID 

Gene No. 102546 Strand 

Start 59770 End 

Name OJ000115_4 7 . 0316 . CI . ol2 . gs Method 

Start 60987 End 

GI none Score 

Exons 60987. .62459 



OJ000115_47.0316.C1 

62496 
GENSCAN 
62459 
.89 



Seq. No. 48150 Seq. ID OJ000115_4 7 . 0316 . CI 

Gene No. 102546 Strand 

Start 59770 End 62496 

Name OJ000115_47 . 0316 . CI ; olO . np Method AAT/NAP 

Start 60990 End 62459 

GI 6815067 Score 2520 

Exons 60990. . 62459 

GI Descrip. (AP001080) ESTs AU082210 (C53655) , AU05654 6 (S20671 ) , 

AU056545 (S20671) correspond to ' a region of the predicted gene 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



Seq. No. 


48150 




Seq. ID 


OJ000115_ 


47.0316 


.CI 


Gene No. 


102547 




Strand 








Start 


63609 




End 


68977 






Name 


OJ000115 47. 0316. CI. 


. oil . gp 


Method 


AAT/GAP 






Start 


63441 




• End 


63597 






GI 


2798499 




Score 


212 






Exons 


63441. .63597 












Seq. No. 


48150 




Seq. ID 


OJ000115_ 


47.0316 


.CI 


Gene No. 


102547 




Strand 








Start 


63609 




End 


68977 






Name 


OJ000115 47. 0316. CI. 


,ol3.gs 


Method 


GENSCAN 






Start 


63609 




End 


68977 






GI 


none 




Score 


.52 






Exons 


63609. . 63712, 64745. 


, . 64946, 


65042. .65191, 65273. 


. 65414, 






66041. .66120, 66621. 


, . 66885, 


67976. .68074, 68609. 


.68663, 





68935. .68977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De'scrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 

102547 

63609 

OJ000115_4 7.0316.Cl.oll.np 

63612 

6815068 

63612. .63712, 6474 5 .. 64 94 6, 
66041. .66120, 667.49-*. 66885, 



Seq. ID 
Strand 
End 

Method 
End - 
Score 
65042. .65191, 
66972. .67131 



OJ000115 47. 0316. CI 



68977 
AAT/NAP 
67131 
1467 

65273. 



65414, 

Similar to putative translin (AC006836) [Oryza 



(AP001080) 
sativa] 

48150 

102548 

79736 

OJ000115_47.0316.Cl.o7 . tm 

619 

none 



Seq. ID OJ000115_47.0316.C1 



Strand 
End 

Method 

End 

Score 



85727 

TBLASTX: Maize 

1381 

101 



619. .711, 620. .712, 758.-967, 760. .966, 806. .976, 1216. .1317, 



49899 






1216. . 1308 , 


1310 . . 1381 , 1312 


1 O O A 

. . 1380 




Seq. No. 


48150 • 




Seq. ID 


OJ000115. 47. 0316. CI 


Gene No. 


102548 




Strand 


- 


Start 


7 97 36 




End 


85727 


Name 


OJ000115 47. 


0316 . CI . od . ts 


Method 


TBLASTX: Soybean 


Start 


1218 




End 


1440 


GI 


none 




Score 


148 


Exons 


1218 . . 1433, 


*1 A O A 1 A A f\ 1 A O O 

1222 . .14 40, 1232 


1 A *3 O 

. .1438 




Seq. No. 


48150 




Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102548 




Strand 




Start 


79736 




End 


85727 


Name 


/"\ T A A A 1 1 IT /IT 

OJ000115_47 . 


0316 . CI . 06 . tc 


Method 


TBLASTX: Cress 


Start 


1219 




End 


1465 


GI 


none 




Score 


76 


Exons 


1219 . . 1329, 


TO/IT ITT/ 1 1 "O O ~7 

1241 . . 1336, 1327 


..1464, 1355. .1465 


Seq. No. 


4'8 150 




Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102548 




Strand 




Start 


79736 




End 


85727 


Name 


OJ000115_47. 


0316.Cl.o9.tm 


Method 


TBLASTX: Maize 


Start 


1382 




End 


2975 


GI 


none 




Score 


107 


Exons 


1382 . . 14 62 , 


1382 . . 14 62 , 1384 


..1464, 1948. .2082, 1952. .2083, 




1985 . . 2083 , 


2582.. 2782, 2582 


. .2764, 2584 .. .2769, 2864 . .2974, 




2868.. 2969, 


2874 . .2975 






Seq. No. 


48150 




Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102548 




Strand 




Start 


79736 




End 


85727 


Name 


OJ000115 47. 


0316.Cl.olO. tm 


Method 


TBLASTX: Maize 


Start 


8852 




End 


11934 


GI 


none 




Score 


64 


Exons 


8852. .8896, 


8854. .8895, 8891 


..9094, 8986. .9093, 10317. .1050 




10317. .10508, 10318. . 10506, 


11116. .11202, 11117. .11203, 




11118. . 11204 


,. 11499. . 11603, 


11513. .1164 4, 11513. .11611, 




11672. . 11815, 11672. .11824, 


11679. . HE 


i25, 11885. .11929, 




11886. . 11930, 11887. .11934 






Seq. No. 


48150 




Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102548 




Strand 




Start 


79736 




End 


85727 


Name 


OJ000115 47. 


0316.Cl.o8. ts 


Method 


TBLASTX: Soybean 


Start 


8873 




End 


11752 


GI 


none 




Score 


41 


Exons 


8873. .8899, 


8930.. 9079, 10315 10506, 


10318. .10500, 




10323. . 10508 


, 11116. .11202, 


11117. .11203, 11526. .11603, 




11531. . 11593, 11672. .11752, 


11675. .11746 


beq. No. 


48150 




Seq. ID 


OJ000115_47.0316.C1 


Gene No. 


102548 




Strand 




Start 


79736 




End 


85727 


Name 


OJ000115 47. 


0316.Cl.ol. tc 


Method 


TBLASTX: Cress 


Start 


14156 




End 


15280 


GI 


none 




Score 


274 


Exons 


14156. .14446 


, 14164. .14325, 


14525... 14791, 14527. .14616, 



49900 



14674. .14790, 14 84 9 .. 15280, 15026;. 15250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 
102548 
79736 

OJ000115_4 7. 0316.Cl.ol.tm 
14156 



none 
14156. 
14528. 
19391. 



.14455, 14170. 
,14998, 14840. 
,19525 



Seq. ID OJ000115_47..0316.C1 
Strand 

85727 

TBLASTX: Maize 
19525 
275 

14787, 
15250, 



End 

Method 
End 
Sco.re 

14343, 14525. . 14629, 14527 
14995, 15053. .15280, 15098 



Seq. No. 48150 
Gene No. 102548 
Start 79736 

Name OJ000115_47 . 0316 . CI . ol . ts 

Start 14156 
GI none 
Exons 14156. 

14674. 

15026. 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



,14452, 14161. '.14349, 14524^ . 14613, '14525 
,14790, 14840. .14968, 1484 9 .. 15004 , 15026 
,15250 



OJ000115_47.0316.C1 
85727 

TBLASTX: Soybean 
15280 

,290 

14791,..; 
15280, 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



48150 
102548 
79736 

OJ000115_4 7 . 0316 . CI .oil . tm 
16302 



none 

16302. 

16835. 

18084. 

18553. 



16382, 16303. 

16957, 17736. 

18212, 18090. 
18738 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 47. 0316. CI 



85727 

TBLASTX : Maize 
18738 
133 

16955, 16834. .16965, 
17876, 17824. .17880, 
18161, 18091. . 18162, 18552 .. 18737 , 



,16383, 16833. 
17876, 17754. 



Seq. No. 48150 
Gene No. 102548 
Start -79736 

Name OJ000115_4 7 . 0316 . CI . o5 . ts 

Start 16302 • 

GI none 
Exons 16302.. 

16834. . 

17754. . 

18091. . 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000115_47.0316.C1 
85727 

TBLASTX : Soybean 

18765 

89 



16382, 16303. .16383, 16833 .. 16955 , 16833 .. 16955 , 

16956, 16835. .16957, 17739 17876, 17753 .. 17863, 

17876, 17824. .17880, 18081 .. 18161, 18084 .. 18212 , 

18162, 18552. .18731, 18553.. 18765 



Seq. No. 48150 
Gene No. 102548 
Start - 79736 

Name OJ000115_47 . 0316 .CI o4 . tw 

Start 16302 
GI none 
Exons 16302. 

16821. 

17753. 



16382, 16303. .16383, 16313 
16955, 16832. .16957, 16835 
17836, 17754. .17837 



Seq. ID OJ000115_47.0316.C1 
Strand 

End 85727 
Method TBLASTX: Wheat. 
End 17837 
Score 112 

16384, 16809. .16955, 
16957, 17736. .17837, 



Seq. No. 
Gene No. 
Start 



48150 

102548 

79736 



Seq. ID OJ000115_47 .0316. CI 
Strand 

End 85727 



49901 






Name 


OJ000115 47. 0316. CI 


.o7.tc 


Method 


TBLASTX: Cress 




Start 


i coco 






End 


18212 




GI 


none 






Score 


124 




Exons 


1 coco 
loo oZ . 


i CQC7 1 CQCl 

. 1 by o / , 1 dodj 


"i c n c c 

. . 1 oyoo / 


16865. .16957, 17736. .17876, 






i n n a q 
1 / / h y . 


.1/0/4/ 1//04 


*1 *7 O 1 C 
. .1/0/0, 


17824. ,17880, 18084. . 18212, 






louy i . 


1 Q1 CO 










Seq. No. 








Seq. ID 


OJ000115_47.0316 




Gene No. 


102548 






Strand 






Start 


79736 






• End 


85727 




Name 


UJ UUU 1 


i c /in nrji c pi 


.02. tw 


Method 


TBLASTX: Wheat 




Start 


1 7QTQ 






End 


18728 




GI 


none 






Score 


64 




Exons 


1 7QOQ 

i / o jy . 


1 Toon 170^1 
. 1 /00U, 1 /o4 1 


1 "7 O *7 C 

. 1 /o lb, 


18080. .18160, 18084. .18212, 






i onon 

louyu . 


1 01 ci 1 onoi 

. 10 1 01 , itfuyi 


1 Q1 CO 

. . lo 1 oZ , 


18552. .18728, 18553. .18726, 






loOoZ . 


1 Q70Q 

. lo I Zo 










Seq. No. 


48150 






Seq. ID 


OJ000115_47.0316 




Gene No. 


1UZ04 o 






Strand 






Start 


/ y / jo 






End 


85727 




Name 


UJ UUU 1 


i c ah mic r*i 
10 4 / . UjId . 01 


00 . tc 


Method 


TBLASTX: Cress 




Start 


loobU 






End 


18773 




GI 


none 






Score 


165 


hi t~ 


Exons 


loO OU . 


1 Q C /I O 1 QCT3 
. 1 O O 4 J , loo / O 


1 Q77A 

. lo / /U, 


18577. .187 


26, 18588. .18773 


% J 

?--,-a 
i. : : 


Seq. No. 


A O 1 C A 

4 oloU 






Seq. ID 


OJ000115_47.03l6 




-Gene No. 


lUzo4 o 






Strand 




\ y 


Start 


7QTOC 

/ y / Jo 






End 


85727 


r "= 


Name 


GJUUU l 


ic a 1 n 0 i c r^i 
lo 4 / . U Jl 0 . CI 


o2 . tm 


' Method 


TBLASTX: Maize 




Start 


z loo U 






End 


24276 


l s 


GI 


none 






Score 


67 


?.: s 


Exons 


21380. 


.21487, 21381 


.21488, 


21437. .214 


90, 21609. .21698, 






Z 1 O 1 1 . 


01 cqq oiQyin 
. Z 1 00 0 , Z lo 4 U 


.21944, 


21858. .22028, 21859 .. 2202 9, 


Sj: 




Oi QCA 

Z lo oU . 


O O n07 01 Q7Q 

. zzkjz / , z iy /o 


oonci 
. ZZUol, 


22109. .22282, 22115 .. 22240, 






ZZZhv . 


00070 OOOQ"3 

. Zzz / Z , ZZZoo 


0 0 0 c 0 
. zzooo, 


22284. .22364, 224 66 .. 22558 , 






22466. 


.22558, 22617 


0 0 o n 0 

. zz /Uo, 


22638. .22709, . 22787. .22867, 






22799. 


.22864, 23938. 


0 yi A n n 
. Z4UUU, 


23943.-23999, 24 129 .. 24 152 , 


i ^ 




24129. 


.24275, 24130. 


O >1 O T C 

. z4 z / 0 






r ~ 


seq. No. 


48150 ' 






Seq. ID 


OJ000115_47.0316 


i, — H 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ000115 47. 0316. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


21918 






End 


22707 




GI 


none 






Score . 


84 




Exons 


21918. 


.22025, 22115. 


. ZZloZf 


22178. .22228, 22292 22363, 






. 224 65. 


.22560, 22469. 


0 0 c c 0 

. zzboo , 


22644. .22700, . 22663. .22707 




oeq . ino . 


48150 






Seq. ID 


OJ000115_47.0316 




Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ000115 47. 0316. CI. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


21921 






End 


22231 




GI 


none 






Score 


66 




Exons 


21921. 


.22028; 21922. 


.22026, 


22113. .22229, 22115 . .-22228, 



22118. .22231 



49902 




Seq. No. 


48150 






Seq. ID 


OJ000115 


A —1 ATI /■ 

47 . 0316 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ0001 


15_47.0316.C1 


. o4 . tm 


Method 


TBLASTX : 


Maize 


Start 


z b J bU 






End 


27483 




GI 


none 






Score 


67 




Exons 


26 360 . 


. 26656, 2b 1 4o 


A C 1 H A 

. * 2b 1 1 4 , 


26781. .26948, 26781 


. . 2694b, 




a i a a a 


. 27106, 2 /lib 


. . 2 1 lb / , 


27179. .27250, 27312 


A A A O A 

. .2/482, 




z / oi y . 


A T A O O 










Seq. No. 


48150 






Seq. ID 


OJ000115 


4 / . 0316 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


r^k t a a a i 
UJ00U1 


ID 4 / . UJlb . CI 


. oiz . tm 


Method 


TBLASTX: 


Mai ze 


Start 


2748 6 






End 


27969 




GI 


none 






Score 


57 




Exons 


2 / 4 o b . 


. 2 /bo 1 , 2 / 4 y(J 


OTCQC 

. . Z / JOJ , 


27591. .27620, 27615 


O H H A A 

. . 2 1 1 22 f 




2 1 bo / . 


.211 26 , 2 1 /o4 


. . z / y b y , 


27791. .27967 




Seq. No. 


48150 






Seq. ID 


OJ000115 


A 1 A A 1 f 

4 / . 031 6 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ0001 


1 C >1T ATI/* 1 

15 47 . 0316 . CI 


. 06 . tm 


Method '■■ 


TBLASTX: 


Maize 


Start 


29566 






End 


30109 




GI 


none 






Score 


39 




Exons 


a a c r f 

2 95 66. 


a a a a i a a c o 

.29931, 29bo6 


a a ^~ a a 

. . 29609, 


29642. .29932, 29950 


O A 1 A C. 

. . 3v 10b , 




a a a o >i 

29984 . 


o a t a a 

. 30109 










Seq. No. 


48150 






Seq. ID 


OJ000115 


47 . 031 6 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


r\ to a a 1 

OJ 0001 


lb 4 / . 031 6 . CI 


. o / . ts 


Method 


TBLASTX: 


Soybean 


Start 


54 052 






End 


55690 




GI 


none 






Score 


157 




Exons 


54052. 


.54318, 54053 


C A A 1 A 

. .54319, 


55431, .55535, 55436 


. . bbbo4 , 




55570. 


.55689, 55571 


C C /** A A 

. . 55 690 








Seq. No. 


48150 






Seq. ID 


OJ000115 


47 . 0316 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ000115 47. 0316. CI 


. ol3 . tm 


Method 


TBLASTX:: 


Maize 


Start 


59867 






End 


60115 




GI 


none 






Score 


129 




Exons 


59867. 


.59887, 59882 


/~ A A A O 

. . 60028 , 


59887. .60030, 59908 


. . oOO^U , 




59927. 


.60043, 60.017 


. . 60064 , 


60032. . 60115, 60033 


. .6010/ 


Seq. No. 


48150 






Seq. ID 


OJ000115 


47 . 0316 


Gene No. 


102548 






Strand 






Start 


79736 






End 


85727 




Name 


OJ000115 47. 0316. CI 


.o2. ts 


Method 


TBLASTX: 


Soybean 


O Lai L 


61208 






End 


62129 




GI 


none 






Score 


42 




Exons 


61208. 


.61366, 61410 


. . 61676, 


61411. .61680, 61416 


. .61661, 




61427. 


.61681, 61477 


. !61674, 


61749. . 62129, 61750 


. . 62022, 




61755. 


.61994 










Seq. No. 


48150 






Seq. ID 


OJ000115 


_47.0316 



49903 



Gene No. 102548 

Start 79736 

Name OJ000115_4 7 . 0316 . CI . o5 . tm 

Start 61264 

GI none 

Exons 61264 
61411 



Strand 
End 

_ Method 

End 
Score 

61326, 61337. .61651, 61390 .. 61659, 614 10 .. 6167 6, 
61680, 61743. . 61805, 6174 4 61806, 61749. .61994 



85727 

TBLASTX: Maize 

61994 

35 - 



Seq. No. . 48150 

Gene No. ' 102548 

Start 79736 

Name OJ000115_47 . 0316 . CI . o2 . tc 

Start • 61410 

GI none 

Exons 61410. .61673, 614 11 .. 61674 , 
61750. .61923, 61752 62021, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_47.0316.C1 
85727 

TBLASTX: Cress 

62022 

300 



61422. .61673, 6174 9 .. 61994 , 
61753. . 62022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 

102548 

79736 

OJ000115_47.0316.Cl.o3.tw 

63604 

none . 



Seq. ID OJQ.00115_47.0316.C1 
Strand 

End 85727 

Method TBLASTX: Wheat 

End 64889 

Score 105 



63604. .63711, 63605 63712, 63606 63713, 63607 .. 63735, 
64704. .64889, 64743. .64889 



Seq. No. 48150 Seq. ID 

Gene No. 102548 Strand 

Start 79736 End 

Name OJ000115_47 . 0316 . CI . olO . ts Method 

Start 64745 End 

GI none Score 
Exons 



OJ000115_47;0316.C1 
85727 

TBLASTX: Soybean 

64946 

65 



64 745. .6484 9, 64 746 .. 64 847, 64840 .. 64 902, 64 842 .. 64 901, 
64899. .64946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 
102548 
79736 
OJ00011 
64814 
none 
64814. . 
65041. . 
66042. . 
66750. . 



OJ000115 47. 0316. CI 



5 47.0316.Cl.o3.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

64945, .64815. .64946, 648 1.6 .. 64 947 , 65039 .. 65197, 
65190, 65256. . 65417, 65270 .. 654 16, 6604 0 66120, 
66122, 66043. . 66132, 66749 .. 66793, 66750 .. 667 94 , 
66794 



85727 

TBLASTX : Maize 

66794 

175 



.Seq. No. 48150 

Gene No. 102548 

Start 79736 

Name OJ000115_4 7 . 0316 . CI . o4 . ts 

Start 65052 

GI none 
Exons 



Seq. ID OJ000115_47.0316.C1 
Strand 

End 85727 

Method TBLASTX : Soybean 

End 66120 

Score 83 



65052. . 65189, 65054 .. 65191, 65256 654 17, 65270 .. 654 16, 
66040. .66120, 6604 7. .66118 



Seq. No. 
Gene No. 



48150 
102548 



Seq. ID 
Strand 



OJ000115 47. 0316. CI 



49904 



Start 
Name 
Start 
GI 

Exons 



79736 End 

OJ000115_4 7 . 0316 . CI . ol . tw Method 

72522 End 

none Score 



85727 

TBLASTX: Wheat 

73023 

110 



72522. .72593, 72523 .. 72594 , 72523.-72594, 72591 72776, 
72591. .72776, 72592 .. 72777 , 72858 .. 72950, 72859.-7294 8, 
72918. .72977, 7294 3 .. 73023, 72975. .73013 



Seq. No. 48150 s 

Gene No. 10254 8 

Start 79736 

Name OJ000115_47 . 0316 . CI . 

Start 74875 

GI none 

Exons 74875. .74943, 74878. 

75074 . .75154, 75095. 

77054 . .77254, 77054. 

77260. .77346, 77270, 

77661. .77786, 77667. 

■ 77916. .77981, 78185. 

78449. .78541, 78450. 



08 . tm 



.74937, 
.75148, 
.77251, 
.77350, 
.77786, 
.78358, 
.78542, 



Seq. ID OJ000115_47.03I6.C1 
Strand - "~ 
End . 85727 

Method TBLASTX : Mai ze 
End 78543 ■ ■ 

Score 52 
74951. .74992, 75021 .. 7508 6, 
76297. .76356, 77032 .. 77247 , 
77055. .77255, 77250 .". 77345 , " 
77276. .77341, 77 642 .. 77785 , 
,77979, 77915. .77980, 
.78357, 78441. .78542, 
.78542, 78451. .78543 



77902, 
78208, 
78450. 



Seq. No. 48150 

Gene No. 102548 

Start 79736 

Name ,« OJ000115_47^ 0316 . CI . o3 . tc 

Start 77277 

GI none 
Exons 



Seq. ID OJ000115__47.0316.C1 
Strand 

End 85727 

Method TBLASTX: Cress 

End 79198 

Score 69 



77277. .77336, 77 691 7778 6, 77692 .. 77784 , 77916 .. 77981, 
78185. .78373, 781 99 .. 78366, 78209 78355 , 784 4 1 . . 78557 , 
78441. .78551, 79097 .. 79198 , 79120. .79191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 Seq. ID 

102548 Strand 

79736 End 

OJ000115_47 . 0316 . CI . o3 . ts Method 

77670 End 

none Score 



OJ000115_47.0316.C1 
85727 

TBLASTX : Soybean 

79198 

80 



77670. .77765, 77 670 7778 6, 77 67 1 . . 77784 , 77 91 6 .. 77 98 1, 
78188. .78355, 78 199 .. 78369, 78203 .. 78358 , 78429. . 78557', 
78441. .78557, 79121. .79198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48150 Seq. ID 

102548 Strand 

79736 End 

OJ000115_47.0316.Cl.ol4.tm Method 

79088 End 

none Score 



OJ000115_47.0316.C1 
85727 

TBLASTX: Maize 

79536 

156 



79088. .79228, 79096. . 79191, 7 9218 .. 7 934 6, 79288 .. 79332, 
79336. .79395, 79369 .. 794 34 , 79370 .. 79429, 794 65 .. 79536, 
79470. .79535 



Seq. No. 48150 Seq. ID 

Gene No. 102548 Strand 

Start 79736 End 

Name OJ000115_47 . 0316 . CI . ol5 . gs Method 

.Start 79736 End 



OJ000115_47.0316.C1 

85727 

GENSCAN 

85727 



49905 




GI 


none 


Score 


.43 


Exons 


79736 .. 79899, 84071 .. 84579, 


85116. .85197, 85608.. 85727 


Seq. No. 


48151 


Seq. ID 


OJ000115_47.0316.C2 


Gene No. 


102549 


Strand 


+ 


Start 


3741 


End 


16681 


Name 


OJ000115_47.0316.C2.ol.gp 


Method 


AAT/GAP 


Start 


3686 


End 


3864 


GI 


15870_2 . R1084 


Score 


256 


Exons 


3686. .3864 






GI Descrip. 


1 287403/dbj | D10838 | RICSBE1 8 


.Oe-69 Rice gene for starch 




branching enzyme 1 






Seq. No. 


48151 


Seq. ID 


OJ000115_47.0316.C2 


Gene No. 


102549 


Strand 


+ 


Start 


3741 


End 


16681 


Name 


OJ000115 47.0316.C2.o2.gs. 


Method 


GENSCAN 


Start 


3741 


End 


16681 


GI 


none 


Score 


.52 


Exons 


3741. .3779, 4829. .5003, 6042 


..6170, 6375. .6455, 6556. .6705, 




6781. .6834, 7154. .7266, 7364 


..7706, 7815. .8522, 8627. .8913, 




9214. .10566, 10584. .11261, 134 03 .. 134 96, 1584 6 .. 15997 , 




16169. . 16226, 16590. .16681 






Seq. No., 


48151 


Seq. ID 


OJ000115_47.0316.C2 


Gene No. 


102549 


Strand 


+ 


Start 


3741 


End 


16681 


Name 


OJ000115 47.0316.C2.o2.np 


Method 


AAT/NAP 


Start 


6576 


End 


11504 


GI 


6815072 


Score 


6487 


Exons 


6576. .6705, 6781. .6834, 7154 


..7266, 7364. .7706, 7815. .8522, 




8627. .8913, 9313. .11504 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 


T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 


Seq. No. 


48151 


Seq. ID 


OJ000115_47.0316.C2 


Gene No. 


102550 


Strand 


+ • 


Start 


19085 


End 


19194 


Name 


OJ000115 47.0316.C2.o2.gp 


Method 


AAT/GAP 


Start 


19085 


End 


19194 


GI 


207 3.R1084 


Score 


117 


Exons 


19085.. 19194 






GI Descrip. 


f 1617206/emb|CAA96570 | 3.0e- 


29 (Z72489) 


CP12 [Pi sum sativum] 


Seq. No. 


48151 


Seq. ID 


OJ000115_47.0316.C2 


bene wo. 


102551 


Strand 


+ 


Start 


21270 


End 


24245 


Name 


OJ000115 47.0316.C2.o4.np 


Method 


AAT/NAP 


Start 


21270 


End 


24079 


GI 


6630682 


Score 


1107 


Exons 


21270. ,.21319, 21637. .21863, 


23685. .24079 


GI Descrip. 


(AP000969) EST D22716 (C1010) 


corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815074 | dbj IBAA90361.il (AP001080) "EST D22716 (C1010) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49906 



Seq. No. 48151 Seq. ID 

Gene No. 102551 Strand 

Start 21270 End 

Name OJ0001 15_47 . 031.6 . C2 . o3 . gp Method 

Start 23690 End 

GI none Score 

Exons 23690. .24245 



OJ000115_47.0316.C2 
+ 

24245 
AAT/GAP 
24245 
975 



Seq. .No. 48151 

Gene No. 102552 

Start 967 

Name OJ000115_47 . 0316 . C2 . ol . np 

Start 682 

GI 6815071 

Exons 682.. 819, 1503.. 1532 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ000115_47 .0316.C2 
Strand 

End 2137 

Method AAT/NAP 

End 1532 • 

Score 269 



Seq. No. 48151 

Gene No. 102552 

Start 967 

Name OJ000115_47 . 0316 . C2 . ol . gs 

Start 967 

GI none 
Exons 



Seq. ID OJ000115_47 .0316.C2 
Strand 

End 2137 

Method GENSCAN 

End 2137 

Score .57 



967. .1022, 1503. .1604, 2095. .2137 



Seq. No. 48151 

Gene No. 102553 

Start 17441 

Name OJ000115_47 . 0316 . C2 . o3 . gs 

Start 17441 

GI none 
Exons 



Seq. ID OJ000115_47.0316.C2 

Strand - <- 

End 18680 

Method GENSCAN 

End 18680 

Score .72 



17441. .17715, 18061. .18112, 18188 .. 18533, 18661. .18680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48151 

102553 

17441 

OJ000115_4 7.0316.C2.o3.np 

17444 
6630681 



Seq. ID OJ000115_47.0316.C2 
Strand 

End 18680 

Method AAT/NAP 

End 18533 

Score 1104 



17444. .17715, 18061 .. 18112, 18188. .18533 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6815073 | dbj IBAA90360.il (AP001080) hypothetical protein 

[Oryza sativa] 



Seq. No. 48151 

Gene No. 102554 
Start ■ 23681 

Name OJ000115_47 . 0316 . C2 . ol . tm 

Start 7448 

GI none 
Exons 



Seq. ID OJ000115_47.0316.C2 
Strand 

End 29326 

Method TBLASTX: Maize 

End 7963 . 

Score 69 



7448. .7501, 7517. .7585, 7616. .7963, 7906. .7962 



Seq. No. 48151 

Gene No. 102554 

Start 23681 

Name OJ000115_4 7 . 031 6 . C2 . o3 . tm 

Start 8194 



Seq. ID OJ000115_47 .0316.C2 
Strand 

End 29326 

Method TBLASTX: Maize 

End 8688 



4 9907 






GI 


none 






Score 


133 








Exons 


O T A A 


8274, 8243..8398, 8272.. 8361, 84 


0 0:01 
Uo . . OOZ 1 , 


8626. .8688 




Seq ? No. 


48151 






. Seq. ID 


OJ000115 


_47.0316 


C2 




Gene No. 


102554 






Strand 










0 4- -\ -w4- 

btart 


ZODOi 






End 


0 q 0 0 a 
Z y JZ 0 








Name 


• r\ in a a i 
OJUUU1 


15_47.0316.C2. 


o4 . tm 


Method 


TBLASTX : 


Maize 






b tart 


1 C\ "5 "3 "3 






End 


T A 1 A A 

1U / UU 








GI 


none 






Score 


lDZ 








Exons 




• lUDZft, lUoOU. 


1 nciOH 
. 1 Uj^ u , 


10536. .107 


A A 
UU 








Seq. No. 


48151 






Seq. ID 


OJ000115 


_47.0316 


C2 




Gene No. 


102554 






Strand 










otart 


Z O DO 1 






End * 


29326 








Name 


r\ t a n 1 
UJ UUU 1 


15_47.0316.C2. 


06 . tm 


Method 


TBLASTX : 


Maize 






Start 


1 1 UU4 






End 


11303 








GI 


none 






Score 


112 








Exons 


1 1 U U 3 . 


1 1 1 no 111m 

. ± J. X U O , IIIUj . 


1 1 9fl A 


11214. .11303 








Seq. No. 


48151 






Seq. ID 


OJ000115 


_47.0316. 


C2 




Gene No. 


102554 






Strand 


- 








otart 


Z Jool 






End 


29326 






i. 


Name 


OJ0U01 


15_47. 03.16. C2. 


o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


1 1 oon 

^lizzy 






End 


11411 . 








GI 


none 






Score 


214 






r-i h 


Exons 


11229. 


.11411, 11231. 


-.11410 










: 


Seq. No. 


48151 






Seq. ID 


OJ000115 


_47.0316. 


C2 




Gene No. 


102554 






Strand 










Start 


23681 






End 


29326 








Name 


OJ000115 47. 0316. C2. 


o5 . gs 


Method 


GENSCAN 






1 : : 


Start 


23681 






End 


26038 








GI 


none 






Score 


.6 






SCI 

M 


Exons 


23681. 


.24100, 24371. 


.24504, 


24781. .248 


64, 25194 


. .25269, 








25660. 


.25821, 25949. 


. Z OU jo 












Seq. No.. 


. 48151 






Seq. ID 


OJ000115 


_47.0316. 


C2 




Gene No. 


102554 






Strand 










otart 


23681 






End 


29326 








Name 


OJ000115 47. 0316. C2 . 


o4 . gp 


Method 


AAT/GAP 








otart 


24406 






End 


24794 








GI 


none 






Score 


725 








Exons 


24406. 


.24794 














Seq. No. 


48151 






Seq. ID 


OJ000115 


_47.0316. 


C2 




Gene No. 


102554 






Strand 










Start 


23681 






End 


29326 








Name 


OJ000115 47. 0316. C2. 


o2 . tm 


Method 


TBLASTX: 


Maize 






Start 


24551 






End 


26645 








GI 


none 






Score 


119 








Exons 


24551. 


.24667, 24552. 


.24668, 


24558..24668, 24770 


. .24865, 








24776. 


.24865, 24781. 


.24867, 


24781. .24867, 25658 


. .25822, 








25658. 


.25819, 25660. 


.25821, 


26409. .26567, 26409 


. .26567, 








26598. 


.26645, 26605. 


.26643 












Seq. No. 


48151 






Seq. ID 


OJ000115 


__47.0316. 


C2 




Gene No. 


102554 






Strand 









49908 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



23681 End 29326 

OJ000115_4 7 .0316.C2.o5 .np Method AAT/NAP 

24560 End 27172 

6630683 - Score' 1442 

. 24560. .24664, 24781 248.64 , 2566'0 .. 25821, 264 12 .. 26732, 
26820. .27044, 27143. .27172 

(AP000969) EST C25991 (C11435 ) corresponds to a region of the 
predicted gene.; Similar to similar to PHZF, catalyzing the 
hydroxylation of phenazine.-l-carboxylic acid to 
2-hydroxy-phenazine-l-carboxylic acid. (AC004044) [Oryza... 
gi I 6815075 | dbj IBAA90362.il (AP001080) EST C25991 (C11435 ) 
corresponds to a region of the predicted gene.; Similar to 
similar to PHZF, catalyzing ■ ■ • 





Seq. No. 


4 8151 




Seq. ID 


OJ000115 


47 . 0316 


.C2 




Gene No. 


102554 




Strand 










Start 


23681 




End 


29326 








Name 


OJ000115 47. 0316. C2. 


ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


24776 




. End 


27050 








GI 


none 




Score 


70 








Exons 


24776. .24865, 24781. 


.24867, 


24803. .24865, 25658 


. .25828, 








25660. .25821, 26406. 


.26543, 


26598. .26645, 26673 


. .26735, 








26817. .26855, 26895. 


.26954, 


26985. .27050 






. =1 

tf% 


Seq. No. 


4 8151 




Seg. ID 


OJ000115 


_47 . 0316 


. C2 


Pis 


Gene No. 


102554 




Strand 










Start 


23681 




End 


29326 






i. _5 


Name 


OJ000115 47 . 0316 . C2 . 


o6.gs 


Method 


GENSCAN 








Start 


26388 




End 


28323 








GI 


none 




Score 


.83 






r : 5 


Exons 


26388 .. 27044 , 27074. 


t~\ *~l f\ r\ r\ 

. 27220, 


28239. .28323 






la 


Seq. No. 


48151 




Seq. ID 


OJ000115 


_47 . 0316 


. C2 




Gene No. 


102554 




Strand 








% 4 


Start 


23681 




End 


29326 








Name 


OJ000115_47. 0316. C2. 


ol . tw 


Method 


TBLASTX: 


Wheat 






Start 


zo4U / 




End 


26735 








GI 


none 




Score 


97 








Exons 


26407. .26502, 26409. 


.26501, 


26500. .26565, 26504 


. .26560, 








26598. .26642, 26605. 


.26646, 


26665. .26724, 26673 


. .26735 






Seq. No. 


48151 




Seq. ID 


OJ000115 


_47.0316 


.C2 




Gene No. 


102554 




Strand 










Start 


23681 




End 


29326 








Name 


OJ000115 47. 0316. C2 . 


ol.tc 


Method 


TBLASTX: 


Cress 






Start 


26607 




End 


27044 








GI 


none 




Score 


82 








Exons 


26607. .26642, 26673. 


.26735, 


26817. .26855, 26901 


. .26951, 








■26985. .27044 














Seq. No. 


48151 




Seq. ID 


OJ000115 


_47.0316 


.C2 




Gene No. 


102554 




Strand 










Start 


23681 




End 


29326 








Name 


OJ000115 47. 0316. C2 . 


o5 . tm 


Method 


TBLASTX:] 


Maize 






Start 


26686 




End " 


27173 








GI 


none 




Score 


75 








Exons 


26686.-26772, 26686. 


.26721, 


26688. .26735, 26787 


. .26852, 





49909 







. 269d4 , 


26905. .26952, 2694 3 .. 26981 , 






zo94 o . . zo9y0, zo9oo. 


. z /U4 4 , 


27007. .27087, 27147. .27173 




Seq. No. 


48151 




Seq. ID . 


. OJ000115_47.0316, 


,C2 


Gene No. 


' 102554 




Strand 


- 




Start 


z Job 1 




End 


29326 




Name 


OJUUUllD 4/.UJlo.Cz. 


o5 ,gp 


Method 


AAT/GAP 




Start 


Zbo I Z 




End 


27239 




GI 


z juyo Jo 




Score 


463 




Exons 


z bo / Z . . z / U4 4 , Z/Lqo. 


. z f Zoy 








Seq. No. 


48151 




Seq. ID 


OJ000115_47.0316. 


,C2 


Gene No. 


102554 




Strand 


_ . 




Start 


Z O DO 1 




End 


29326 




Name 


OJUUUllO 4/.Uolb.Cz. 


06 . gp 


Method 


AAT/GAP 




Start 


o o n ^ i 
z o Ubl 




End 


29326 




GI 


none 




Score 


567 




Exons 


z o ubl . . zo JzJ, zyzoj. 


. z yJz d 








Seq. No. 


4 b 151 




Seq. ID 


OJ000115_47.0316. 


, Cz 


ocllc LNO . 


102554 




Strand 






Start 


23681 




End 


29326 




Name 


OJ000115 47. 0316. C2. 


06 . np 


Method 


AAT/NAP 




Start 


28221 




End 


29326 




GI 


6630684 




Score 


233 




Exons 


28221. .28323, 29253. 


.29326 








'6l Descrip. 


(AP000969) ESTs AU070430 (S15424) , AU08208 6 (E11580 ) correspond 



a region of the predicted gene.; Similar to MF1 . (AB011804) 
[Oryza sativa] gi | 6815076 | dbj | BAA90363 . 1 | (AP001080) ESTs 
AU070430 (S15424) , AU082086 (E11580) correspond to a region of the 
predicted gene.; Similar to MF1 . (AB011804) [Oryza sativa] 



Seq. No. 48152 Seq. ID OJ000115_ 

Gene No. 102555 Strand + 

Start 414 End 1102 

Name OJ000115_4 1 . 0331 . CI . ol . gs Method GEN SCAN 

Start 414 . . End 1102 

GI none " Score . 69 

Exons " .414.. 556, 940.. 1102 



41. 0331. CI 



Seq. No. 48152 Seq. ID 

Gene No. 102556 Strand 

Start 2332 End 

Name OJ000115_4 1 . 0331 . CI . o2 . gs Method 

Start 2332 End 

GI none Score 

Exons 2332.. 2767, 3477.. 3546, 3676.. 3787, 4676 
5228. .5239 



OJ000115_41.0331.C1 
+ 

7136 
GENSCAN 
5239 
.45 

4771, 5173. .5199, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48152 Seq. ID 

102556 Strand 

2332 End 

OJ000115_41.0331.Cl.ol.np Method 

2789 End 

6671704 Score 



OJ000115_41.0331.C1 
+ 

7136 
AAT/NAP 
7136 
157 



2789. .2840, 4674. .4842, 4951. .5211, 5332. .5418, 7118. .7136 
chaperonin subunit 7 (eta) gi | 54 9060 | sp I P80313 I TCPH_MOUSE 



49910 



T-COMPLEX PROTEIN 1, ETA SUBUNIT (TCP-1-ETA) (CCT-ETA) 

gi I 631656 Ipir I I S43058 CCTeta protein eta chain - mouse 

gi|468504 | emb I CAA83274 . 1 | (Z31399) CCTeta, eta subunit of the 

chaperonin containing TCP-1 (CCT) [Mus musculus] 

gil 5295935 I dbj IBAA81878.il (AB022160) chaperonin containing 

TCP-1 eta subunit [Mus musculus 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48152 Seq. ID 

102557 ' Strand 

8237 End 

OJ000115_41 . 0331 . CI . o2 . np Method 

7967 End 

7228438 ■ Score 



OJ000115_41.0331.C1 
+ 

14803 
AAT/NAP 
14803 
3290- 



7967.. 9949, 11509 . .11604 , 11690 .. 12103 12184 . .124 82 , 
12587. .12848, 12941 13091, 14378. .14803 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 48152 Seq. ID 

Gene No. 102557 Strand 

Start 8237 End 

Name OJ000115_4 1 . 0331 . CI . o3 . gs Method 

Start 8237 End 

GI none Score 
Exons 



OJ000115_41.0331.C1 
+ 

14803 ■ ' 
GENS CAN 
14652 
.54 

11238. .11604, 



8237.. 8593, 8786.. 10603, 11089 11162 
11690. .11912, 11985. .12061, 12184 .. 124 82 , 12587 .. 12733, 
12758. .12848, 1294 1 13048 , 13095 .. 13196, 134 65 13782 , 
14479. .14652 



Seq. No. 48152 

Gene No. 102557 

Start 8237 

Name OJ000115_4 1 . 0331 . CI . ol . tm 

Start 8915 

GI none 

Exons 8915.. 9382, 8920.. 9393, 9440.. 9511 



Seq. ID OJ000115 41. 0331. CI 



Strand 
End 

Method 
End 
Score 



+ 

14803 

TBLASTX: Maize 

9511 

351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000115_41.0331.C1 
Strand 
End 

Method 
End 
Score 

9211. .9357, 9212. .9388, 9412 .. 9480, 94 13 9586, 9435 .. 9575 



48152 

102557 

8237 

OJ000115_4 1.0331. CI. ol.tw 

9211 
none 



+ 

14803 

TBLASTX: Wheat 

9586 

185 



Seq. No. 48152 Seq. ID 

Gene No. 102557 Strand 

Start . 8237 End 

Name ' OJ000115_4 1 . 0331 . CI . ol . gp Method 

Start 11277 End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 11277. .11319, 13141.. 13519 

GI Descrip. ? 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ000115._41.0331.C1 

+ 

14803 
AAT/GAP 
13519 
678 



Seq. No. 



48152 



Seq. ID OJ000115_41.0331.C1 



49911 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



102557 Strand 

8237 End 

OJ000115__4 1 . 0331 . CI . o2 . tw Method 

11329 End ■ 

none * Score 



+ 

14803 

TBLASTX: Wheat 

11511 

89 



11329. .11382, 11331. .11393, 11391 .. 11510, 11392. .11511 



Seq. No. 48153 

Gene No. 102558 • 

Start 469 

Name OJ000115_4 1 . 0331 . C2 . ol . gs 

Start 469 

GI none 
Exons 



Seq. ID OJ000115_41.0331.C2 

Strand + 

End 6043 

Method GENSCAN 

End 5740 

Score .8 



469. .623, 736. .845, 2056. .2111, 2211. .2494, 3871. .4208, 
4297. .4603, 4689. .4962, 5486. .5740 



Seq. No. 48153 Seq. ID OJ000115_4 1 . 0331 . C2 

Gene No. 102558 Strand + 

Start 469 End 6043 

Name OJ000115_4 1 . 0331 . C2 . ol . np Method AAT/NAP 

Start 624 End 5728 

GI 3183285 Score 673 

Exons 624. .663, 2195. .2486, 3974. .4142, 4294. .4603, 4689. .4927, 

5485. .5728 

GI Descrip. HYPOTHETICAL 54.4 KD PROTEIN IN AROH-NLPC INTERGENIC REGION 

gi I 7449499.|pir | JB64929 hypothetical protein bl706. - Escherichia 
coli gi | 1742787 |dbj |BAA15475.1| (D90813) ORF_ID : o322#7 ; similar 
to [SwissProt Accession Number Q06373] [Escherichia coli] 
gi |1787999| gb | AAC7477 6 . 1 | (AE000266) orf, hypothetical protein 
[Escherichia coli] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000115_ 
+ 

6043 
AAT/GAP 
6043 
1177 .■ 



48153 Seq. ID OJ000115_4 1 . 0331 . C2 

102558 Strand 
4 69 End 
OJ000115_4 1 . 0331 . C2 . ol . gp Method 
4899 End 
60128_1.R1084 Score 
4899. .4962, 5486. .6043 

, 3183285/sp|P776'49|YDIU__ECOLI 1.0e-ll HYPOTHETICAL 
PROTEIN IN AROH-NLPC INTERGENIC REGION >gi_1742787 
(D90813) ORF_ID:o322#7; similar to [SwissProt Accession Number 
Q06373] [Escherichia coli] >gi_1787 999 . (AE0002 66 ) orf, 
hypothetical protein [Escherichia coli] 1 



54.4 KD 
dbj_BAA154 75_ 



Seq. No. 


48153 




Seq. ID 


OJ000115__ 


41 


0331 


.C2 


Gene No. 


102559 




Strand 


+ 








Start 


15746 




End 


18018 








Name 


OJ000115 41. 0331. C2 


o5 . gs 


Method 


GENSCAN 








Start 


15746 




End 


18018 








GI 


none 




Score 


.78 








Exons 


15746. .16142, 16507 


.16534, 


17844 . . 18018 








Seq. No. 


48153 




Seq. ID 


OJ000115_ 


41 


0331 


C2 


Gene No. 


102560 




Strand 


+. ' " 








Start 


■ 20099 




End 


24952 








Name 


OJ000115 41. 0331. C2 


o3 . gp 


Method 


AAT/GAP 








Start 


20099 




End 


22577 









49912 



GI uC-osrocyp027b03bl Score 830 

Exons 20099. .20275, 20369 .. 20438 , 22054 22112 , 22206 . . 2228 1 , 

22503.. 22577 

GI Descrip. ' 114974/ sp| P26204 | BGLS_TRIRP 3.0e-46 NON-CYANOGENIC 

BETA-GLUCOS I DASE PRECURSOR >gi_674 91_pir GLJY31 

beta-glucosidase (EC 3.2.1.21) precursor (clone TRE361) - white 
clover >gi_21955_emb_CAA4 0058 . 1_ (X56734) beta-glucosidase 
[Trifolium repens] 1 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



48153 
102560 
20099 

OJ000115_41.0331.C2.o3.np 
20105 
6979913 

20105. .20275, 20369 .. 20438 , 
22503... 22580,. 22 675 .. 22762 , 
23748; .23965, 24056 ., 24087 , 
24711. .24952 

(AF221526) prunasin hydrolase isoform PHA precursor [Prunus 
serotina] 



Seg. ID 
Strand 
End 

Method 
End 
Score 

22054 

22991 



OJ000115_41.0331.C2 
+ 

24952 
AAT/NAP 
24952 
1261 

22112, 22206. .22281, 
23246, 23524 . .23639, 



24289. .24391, 244 64 .. 24572, 



Seg. .No. 48153 

Gene No. 102560 

Start 20099 

Name OJ000 1 15_4 1 . 0331 . C2 . o7 . gs 

Start 22221 

GI none 

Exons 22221. .22281, 2-2503 .. 22580, 23480 
24056. .24087, 24289 .. 24 391 , 24464 



Seg. ID 
Strand 
End 

Method 
End 
Score 



OJ000115_41.0331.C2 
+ 



24952 
GENSCAN 
24879 
.81 

23639, 23748. 
24572, 24711. 



.23965, 
.24879 



Seg. No. 48153 Seg. ID OJ000115 

Gene No. 102561 Strand + 

Start 25574 End 25861 

Name OJ000115_41 . 0331 . C2 . o5 . gp Method AAT/GAP 

Start 25574 End. 25861 

GI none Score 527 
Exons _ 25574. .25861 



41. 0331. C2 



Seg. No. 48153 Seg. ID 

Gene No. 102562 Strand 

Start 7096 End 

Name OJ000115_4 1 . 0331 . C2 . o2 . gs Method 

Start 7096 End 

GI none Score 

Exons 7096. .7565, 7771. .7833, 9049.. 9171, 
9902. .10327 



OJ000115 41. 0331. C2 



10327 
GENSCAN 
10327 
.87 

9326. .9614, 



9699. .9896, 



Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48153 

102562 

7096 

OJ000115_41. 
8681 

902_1.R1084 
8681. .9215, 



0331.C2.o2.gp 



•9326.. 9614, 9699. 



Seg. ID OJ000115_41.0331.C2 
Strand 

End 10327 

Method AAT/GAP 

End 10206 

Score 2296 
,9801, 9902.. 10206 



1 3789954 1.0e-142 (AF094776) chlorophyll a/b-binding protein 
precursor [Oryza sativa] 1 



49913 



Seq. No. 48153 Seq. ID 

Gene No. 102562 Strand 

Start 7096 End 

Name O JO 001 15_41 . 0331 . C2 . o2 . np Method 

Start 9067 End 

GI 3789954 Score 

Exons 9067.. 9215, 9326.. 9614, 9699.. 9801, 
GI Descrip. 



OJ000115_41.0331.C2 

10327 
AAT/NAP 
10083 
1209 
9902. .10083 



(AF094776) chlorophyll a/b-binding protein precursor [Oryza 
sativa] 



Seq. No. 




beq. id 


UJUUUllO 41.UOJ1. 


bZ 


bene no . 


lUzOOO 


birana 






btart 


i izoy 


bna 


1ZD04 




Name 


UJUUUllO 4 1 . U jj 1 . . OJ . gs 


Metnoa 






nj._v.4- 

btart 


1 izoy 




1Z 0 -34 




GI 


none 


Score 


.89 




Exons 


11259. .11860, 12456. .12534 








beq. no. 


A Q 1 C *D 
4 O lOO 


beq. iu 


UJUUUllO 41.Uool. 


bZ 


Gene No . 


lUZOb4 


oirano 






otart 


14 buy 


hind 


i coon' 
1 OZ Z U 




Name 


UJUUUllO 4 1 . U J J 1 . bZ . 04 . y S 


Method 


b £j IN O brliN 




Start 


14 buy 


Lna 


i coon 

1 OZ Z U 




bl 


none 


Score 


. OO 




Exons 


- 14809. .15093T 15203 .'. 15220 








beq. No. 


A 0 1 C *3 

4 0 1DO 


beq . i u 


UJUUUllO 41. UjjI. 


bZ 


Gene No . 


lUzOOO 


Strand 






Start 


1 QQOn 

i y yzu 




z u 4 u y 




Name 


UJUUUllO 41. U j jl . Lz . OD . ^3 


Method 


b £j IN b b/ilN 




btart 


i QQon 

i y yzu 


hna 


z u 4 u y 






none 


Score 


Q 

. o 




Exons 


19920. .20051, 20068.. 20409 








Seq. No. 


48153 


Seq. ID 


OJ000115_41.0331. 


C2 


Gene No . . 


102566 


Strand 






Start 


24982 


End 


25333 




Name 


OJ000115 41.0331.C2.o2.tw 


Method 


■ TBLASTX: Wheat 




Start 


733 


End 


2429 




GI 


none 


Score 


184 




Exons 


733. .846,. 736. .846, 2040. .2114 


, 2055.. 


2114, 2057. .2122, 






2192. .2428, 2193. .2429 








Seq. ' No. 


48153 


Seq. ID 


OJ000115_41.0331. 


C2 


Gene No. 


102566 


Strand 






Start 


24982 


End 


25333 




Name 


OJ000115 41.0331.C2.o3.ts 


Method" 


TBLASTX : Soybean 




Start 


733 


End 


4391 




GI 


none 


Score 


154 




Exons 


733. .846, 744. .848, 2056. .2109, 2057.. 


2122, 2198. .2494, 






2199. .2495, 2199. .2495, 2200.. 


2496, 3950. .4207, 3961. .4098 




4123.. 4206, 4295.. 4360, 4296.. 


4358, 4350.. 4391 




Seq. No. 


48153 


Seq. ID 


OJ000115_41.0331. 


C2 


Gene No. 


102566 


Strand 






Start 


24982 


End 


25333 





49914 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000115 41.0331.C2.o2.tc 



Method TBLASTX : Cress 



2056 End 4526 

none Score 73 

2056. .2109, 2057. .2122, 2200. .2493, 2201. .2494, 2202. .2495/ 

3930. .4118, 3950. .4141, 3961. .4140, 4145. .4207, 4147. .4206, 

4295. .4519, 4296. .4526 



48153 
102566 • 
24982 

.OJ000115_4 1 . 0331 . C2 . o3 . tm 
2062 
none 



Seq. ID OJ000115_41.0331.C2 
Strand 

End 25333 

Method TBLASTX: Maize 

End 2495 

Score 74- 



2062. .2109, 2066. .2122, 2192. .2494, 2192. .2494, -2193. .2495, 
2208. .2495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48153 

102566 

24982 

OJ000115_41, 

3958 

none 

3958. .4206, 
4296. .4358 



0331.C2.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_41.0331.C2 
25333 

TBLASTX: Maize 

4358 

390 



3959. .4207, 3960. .4208, 4293. .4355, 4295. .4357, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48153 

102566 

24982 

OJ000115_41.0331.C2.o2.tm 

4425 

none 

4425. .4604, 4425. .4604, 4427. 
4687. .4965, 5472. .5606, 5474. 
5488. .5760, 5643. .5747, 5830. 

48153 

102566 

24982 

OJ000115_41. 0331.C2.o2.ts 

4478 

none 

4478., 4543, 4479... 4604, 4487. 
4702. .4962, 5492:. 5749, 5494. 



Seq. ID" " OJ000115_41.0331.C2 
Strand 

End 25333 
Method TBLASTX : Maize 
End 5863 
Score 310 

.4645, 4677. .4961, 4678. .4962, 
.5740, 5483. .5731, 5485. .5739, 
.5859, 5840. .5863 



Seq. ID 
Strand 
End s 
Method 
End 
Score 



OJ000115 41. 0331. C2 



25333 

TBLASTX: Soybean 
5774 
176 

4606, 4677. .4955, 4687. .4965, 
5739, 5496.. 5750, 5541.. 5774 



Seq. No. 48153 

Gene No. 102566 

Start 24 982- 

Name OJ0001 15_4 1 . 0331 . C2 . o3 . tc ' 

Start 4527 

GI none 

Exons 4527.. 4604, 
4714. .4968, 



4527. .4604, 4529. 
4905. .4964, 5494. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 41. 0331. C2 



25333 

TBLASTX: Cress 
5740 
75 

4606, 4693. .4851, 4713. .4847, 
5736, 5495.. 5740 



Seq. No. 48153 Seq.. ID 

Gene No. 102566 Strand 

Start 24982 End 

Name OJ000115 4 1 . 0331 . C2 . ol . tm Method 



OJ000115_41.033l.C2 
25333 

TBLASTX: Maize 



49915 



Start 


9053 




End 


10077 




GI 


none 




Score 


248 




Exons 


rtAco none 

9053 . , 9205, 


9054.. 9206, 9061 


. .9216, 9062. .9217, 


9313 . . 9354 , 




9324 . . 9623, 


9325.. 9633, 9663 


. .9791/ 9664. .9789, 


r\ s~ a a nonn 

9684 . . 9800 , 




y /uu . . yyui , 


9770.. 9808, 9898 


. .9942,.' 9900. .9941, 


99U1 . . 1U0U2 , 




y yu2 . . loouy , 


10003. .10077, 10019.. 10075 




Seq. No. 


4 o 153 




Seq. ID 


OJ000115 


4 1 . 0331 . C2 


Gene No. 


102566 




Strand 






Start ... 


24982 




End 


25333 




Name 


OJ0U0115 4 1 . 


0331 . C2 . ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


c\r\ c a 

9064 




End 


9981 




GI 


none 




Score 


166 




Exons 


9064 . . 92 16, 


9065.. 9217, 9324 


. .9623, 9325. .9627, 


n/~o/i- nonn 

9684 . .9809, 




m n n noni 

9700 . . 9801, 


9901.. 9981, 9902 


. .9979 






Seq. No. 


48153 




Seq. ID 


OJ000115 


_41.0331.C2 


Gene No. 


102566 




Strand 






Start 


O A c\ o o 

24 982 




End 


25333 




Name ■ 


/~\ -r n n n i i c /ii 

OJ000115_4 1 . 


0331 . C2 . o3 . tw 


•Method 


TBLASTX: 


Wheat 


Start 


9070 




End 


9362 




GI 


none 




Score 


199 




Exons 


90 /0 . . 9216, 


9071.. 9217, 9324 


. .9362, 9325. .9360 




Seq. No. 


48153 




Seq. ID 


OJ000115 


4 1 . 0331 . C2 


Gene No. 


102566 




Strand 






Start • 


.24982 




End 


25333 




Name 


OJ000115 41. 


0331.C2.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


9082 




End 


9976 




GI 


none 




Score 


159 




Exons 


nnoo n n i /* 

9082 . . 9216, 


9083.. 9217, 9083 


. . 9217, 9136. . 9261, 


9324 . . 9623, 




9325 . . 962 / , 


9684.. 9809, 9700 


. .9801, 9860. .9976, 


n n n i nmc 

9901 . .99/5 


Seq. No. 


4 8153 




Seq. ID 


OJ000115 


4 1 . 0331 . C2 


Gene No. 


102566 




Strand 






Start 


24982 




End 


25333 




Name 


(JJUUU115 41. 


0331.C2.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


9525 




End 


10077 




GI 


none 




Score 


141 




Exons 


9525 . . 9623, 


9526..9633, 9663 


. .9809, 9684. .9800, 


n n n i i n n n n 

9901 . . 10020 , 




n n n o i n n n o 

9902 . . 1UU03 , 


10006. .10077, 10019. .10075 




Seq. No. 


48153 




Seq. ID 


OJ000115 


a -i n n i i /™in 

4 1 . 0331 . C2 


Gene No. 


102566 




Strand 






Start 


24982 




End 


25333 




Name 


OJ000115 41. 


0331.C2.o4 .ts 


Method 


TBLASTX: 


Soybean 


Start 


.20216 




End 


24870 




GI 


none 




Score 


.63 




Exons 


20216.. 20275 


, 20366. .20440, 


20371. .20439, 22056 


. .22112, 




-22065. .22115, 22194 22280, 


22208. .22279, 22493 


. . 22582 , 




22505. .22582, 22670 22768, , 


22674. .22763, 22986 


. . 23246, 




22994. .23221, 23554 .. 2364 0, , 


23560. .23646, 23748 


. .23894, 




23748. .23894, 2374 9 .. 23952, , 


24277. .24393, 24277 


.24393, 




24294. .24395 


, 24706. .24870, , 


24708. .24869 




Seq. No. 


48153 




Seq. ID 


OJ000115 


_41.0331.C2 


Gene No. 


102566 




Strand 







49916 



Start 
Name 
Start 
GI 

Exons 



24982 

OJ000115_4 1 . 0331 . C2 . o7 . tm 

20216 

none 

20216. .20278, 20366 .. 20431 , 
22674. .22763, 22982 23128 , 
23172. .23246 



End 

Method 

End 

Score 



25333 

TBLASTX: Maize 

23246 

66 



22194. .22280, 22517 .. 22582 , 
22983. .23129, 2298 6 .. 23117 , 



Seq. No.-' 48153 

Gene No. 102566 

Start 24982 

Name OJ000115_4 1 . 0331 . C2 . o4 . tc 

Start 23172 

GI none 

Exons 23172. .23246, 23553 23642 , 
2374 0. .23883, , 2374 8. .238 94 



Seq. ID OJ000115_41.0331.C2 
Strand 

End " 25333 

Method TBLASTX : Cress 

End' 23958 

Score 105 
23554. .23640, 23740 .. 23958 , 



Seq. No. 48153 

Gene' No. 102566 

Start 24982 

Name 0 JO 0011 5_4 1 . 0 3 3 1 . C2 . o 8 . tm 

Start 23563 

GI none 

Exons 23563. .23640, 23734 238 98 , 
24289.-24393 



Seq. ID OJ000115_41.0331.C2 
Strand 

End ' 25333 

Method TBLASTX: Maize 

End 24393 

Score 75 
23749. .23946, 24 057 24 1 13, 



Seq. No. 48153 

Gene No. 102566 

Start 24982 

Name OJ000115_4 1 . 0331 . C2 . o5 . tc 

Start 24289 

GI none 

Exons 24289. .24393, 24 688 .. 24870, 



Seq. ID OJ000115_41.0331.C2 
Strand 

End 25333 

Method TBLASTX : Cress 

End 24870 

Score 134 
24714. .24857 



Seq. No. -48153 

Gene No. 102566 

Start -24982 

Name OJ000115_4 1 .0331 . C2 . 06 . tm 

Start 24706 

GI none 

Exons 24706. .24882, 24708 24890, 

Seq. No. 48153 

Gene No. 102566 

Start 24982 

Name OJ000115_4 1 . 0331 . C2 . o4 . gp 

Start 24982 

GI- none 

Exons 24982. .25333 



Seq. ID OJ000115_41.0331.C2 
Strand 

End 25333 

Method TBLASTX : Maize 

End 24893 

Score 224 
24729. .24893 

Seq. ID OJ000115_41.0331.C2 
Strand 

End • 25333 

Method AAT/GAP 

End 25333 

Score 589 



Seq. No. 48153 

Gene No. 102567 

Start 25697 

Name OJ000115_4 1 . 0331 . C2 . o5 . tm 

Start 25697 

GI none 

Exons 25697. .25843, 25709 .. 25861, 



Seq. ID OJ000115_41.0331.C2 
Strand 

End 25863 

Method TBLASTX : Mai ze 

End 25863 

Score 109 
25713. .25862, 25714.. 25863 



49917 



Seq. No. 


48154 








Seq. ID 


OJ000115 


Gene No . 


i n o c; co 








btrana 


+ 


S,tart 


loU J 








End 


1/19 


Name 


UJUUUliD h 1 , 




. L4I . Oi . 


gs 


Method 




otart 










bna 


1 T1 Q 

1 / 1 y 


bl 


none 








Score 




Exons 


lou j . . i / 1 y 












Seq. No. 


48154 








Seq. ID 


OJ000115 


Gene No. 


102569 








Strand 


+ 


Start 


3916 








End 


5543 


Name 


OJ000115 41, 


.0331. 


.C4.o2. 


gs ■ 


Method 


GENSCAN ■ 


Start 


3916 








End 


5027 


GI 


none 








Score 


.76 


Exons 


3916. .4036, 


4111. 


. .4469, 


4596.' 


.5027 





Seq. No. 


48154 






Seq. ID 


OJ000115_41.0331 


.C4 


Gene No. 


102569 






Strand 


+ 




Start 


3916 






End 


5543 




Name 


OJ000115 41 


.0331.C4.ol, 


.np 


Method 


AAT/NAP 




Start 


3971 






End 


5543 ' 




GI 


4416301 






Score 


522 




Exons 


3971. .4795, 


4829. .5543 










GI Descrip. 


(AF105716) 


gag protein 


[Zea 


mays ] 






Seq. No. 


4 8154 ' 






Seq. ID 


OJ000115_41.0331 


.C4 


Gene No. 


102569 






"Strand 


+ 




Start 


3916 






End 


5543 




Name 


OJ000115 41 


.0331.C4.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


4173 






End 


4574 




GI 


none 






Score 


215 




Exons 


4173. .4574 













Seq. No. 48155 Seq. ID 

Gene No. 102570 Strand 

Start ' 1226 End 

Name OJ000115_4 1 . 0331 . C6 . ol . gs Method 

Start 1226 End 

GI none Score 

Exons 1226.. 1311 



OJ000115_41.0331.C6 

1311 
GENSCAN 
1311 
.95 



Seq. No. 48156 " Seq. ID OJ000115_ 

Gene No. 102571 Strand + 

Start 947 End. 2649 

Name OJ000115_4 1 . 0331 . C7 . ol . gs Method GENSCAN 

Start 947 .... End 2649 

GI none Score .43 

Exons 947.. 977, 2463.. 2649 



41. 0331. C7 



Seq. No. 48156 Seq. ID 

Gene No. 102572 Strand 

Start . 2811 End 

Name OJ000115_4 1 . 0331 . C7 . ol . tm Method 

Start 2811 End 

GI none Score 

Exons 2811. .2978, 2812.. 2979 



OJ000115_41. 033.1. C7 
2979 

TBLASTX: Maize 

2979 

274 



4 9918 



Seq. No. 


4 8157 


Seq. ID 


OJ000115_41.0331.C8 


bene no. 




Strand 


+. 


btart 


luo 


End 


1689 , 


Name 


UJUUUXXD 4 1 . Uj j 1 . Lo . Ol . gS 


Method 


GENSCAN 


btart 


lUo 


End 


1689 




none 


Score 


.91 


Exons 




1578. .1689 


O C *J • • 


48157 


Seq. ID 


OJ000115_41.0331.C8 


Gene No. 


102574 


Strand 




Start 


1360 


End 


.1722 


Name 


OJ000115 41.0331-.C8.ol.np ■ 


Method 


AAT/NAP ■ 


Start 


1360 


End 


1722 ■ 


GI 


266982 


Score 


607 


Exons 


1360. .1722 






GI Descrip. 


MITOCHONDRIAL RIBOSOMAL PROTEIN S7 gi | 14348 | emb | CAA47667 | 



(X67242) ribospmal protein S7 [Triticum aestivum] 
gi I 445068 Iprf | | 1908383A ribosomal protein S7 [Triticum aestivum] 





Seq. No. 


48158 


Seq. ID 


OJ000115_41, 


.0331. C9 




Gene No . 


102575 


Strand 


+ 






Start 


1 


End 


1554 






Name 


OJ000115 41.0331.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1554 






GI 


7444451 * 


Score 


1886 




?■£ 


Exons 


1. .1554 








i y 


GI Descrip. 


probable gag/pol polyprotein 


- long-staminate rice 




in? 




retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | 


(U72725) 


; ^ 




retrofit [Oryza longistaminata] 






\&? 
J5 : S 
I 


Seq. No. 


48158 


Seq. ID 


OJ000115_41, 


.0331. C9 




Gene No. 


102575 


Strand 


+ 






Start 


1 


End 


1554. 




f ~§ 


Name 


OJ000115 41.0331.C9.ol.gs 


Method 


GENSCAN 






Start 


99 


End 


1385 






GI 


none 


Score 


.76 




i "1 


Exons 


99.-...9S9, 1008!. 1385 










Seq. No. 


48158 


Seq. ID 


OJ000115_41, 


,0331. C9 




Gene No. 


102576 


Strand 


+ 






Start 


3758 


End 


4138 






Name 


OJ000115 41.0331.C9.ol.gp 


Method 


AAT/GAP ' 






Start 


3758 


End 


4138 






GI 


none 


Score 


714 






Exons 


3758. .4138 










Seq. No. 


48158 


Seq. ID 


OJ000115_41. 


.0331.C9 




Gene No. 


102577 


Strand 








Start 


2040 


End 


2819 






Name 


OJ000115 41.0331.C9.o2.np 


Method 


AAT/NAP 






Start 


2040 


End 


2819 






GI 


4432866 


Score 


248 






Exons 


2040. .2819 










GI Descrip. 


(AC006300) putative non-LTR : 


retroelement reverse transcriptase 



[Arabidopsis thaliana] 



49919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48158 

102578 

4564 

OJ000115_41.0331.C9.o2.ts 

24-' 

5509260 

24. .512, 161. .301,- 407. .496 



48158 

102578 

4564 

OJ000115_41.0331.C9.o4.tm 
54 

none 

54. .320, 71. .319 



Seq. ID OJ000115_41.0331.C9 
Strand 

End 4782 

Method TBLASTX : Soybean 

End -.512 

Score 417 



Seq. ID OJ000115_41.0331.C9 
Strand 

End 4782 

Method TBLASTX: Maize ■ • ■ 

End 320 

Score 226 



Seq.- No. 48158 

Gene No. 102578 

Start 4564 

Name OJ0001 15_4 1 . 0331 . C9 . ol . tc 

Start 150 

GI none 
Exons 



Seq. ID OJ000115_41.0331.C9 
Strand 

End 4782 

Method TBLASTX : Cress 

End 410 

Score 27 6 



150. .410, 155. .367, 156. .404, 361. .405 



Seq. No. 48158 ' Seq. ID 

Gene No. 102578 Strand 

Start 4564 End 

Name OJ000115_41 . 0331 . C9 . o2 . tw Method 

Start 192 End 

GI none Score 

Exons 192.. 536, 209.. 355, 522.. 701 



OJ000115_41.0331.C9 
4782 

TBLASTX: Wheat 

701 

292 



Seq. No. 48158 

Gene No. 102578 

Start 4564 

Name OJ000115_41 . 0331 . C9 . ol . tm 

Start 324 

GI none 

Exons 324.. 770 



Seq. ID OJ000115_41.0331.C9 
Strand 

End 4782 

Method TBLASTX : Maize 

End 770 

Score 387 



Seq. No. 48158 

Gene No. 102578 

Start 4564 

Name OJ000115_4 1 . 0331 . C? . ol . tw 

Start 705 

GI none 
Exons 



Seq. ID .OJ000115_41.0331.C9 
Strand 

End 4782 

Method TBLASTX : Wheat 

End. 1142 

Score 44 6 



705. .1142, 710. .991, 885. .1067, 1055. .1141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48158 

102578 

4564 

OJ000115_41 . 0331 . C9 . o3 . tm 

819 

none 



Seq. ID OJ000115_41.0331.C9 
Strand 

End 47 82 

Method TBLASTX : Mai ze 

End 1070 

Score 279 



819. .1070, 824. .1060, 885. .1061 



49920 



Seq. No. 


48158 


Seq. ID 


OJ000115 


_41.0331. 


,C9 


Gene No. 


102578 


Strand 








otart 


A c; Ci A 


bna 


/TOO 

4 loZ 






Name 


ojuuuiid 4 1 . Uoii . cy . 01 . ts 


Method 


TBLASTX : 


Soybean 




Start 


one 

y u 0 


T~> ,~ —I 


14 jU 






GI 


none 


Score 


4 J / 






Exons 


yuo. . j.4 ju, yuo..iuo// iiuu.. 


Izb4 , 1 jd4 


1 A O O 

. . 14 Z 3 






Seq. No. 


48158 


Seq. ID 


OJ000115 


_41.0331. 


,C9 


Gene No. 


102578 


Strand 








btart 


A CI C A 
H. D 0 4 


End 


4782 






Name 


ujuuuiid 4 1 . uj ji . cy . 0^: . tm 


Method 


TBLASTX: 


Mai ze 




Start 


1U / J 


End 


1454 • ■ 






GI 


none 


Score 


136 






Exons 


1 m *3 1 O 1 A 1 m /I 1011 1 O 1 O 

lU/J..lzlU, i(J/4..lZll, IZIZ 


. . 1454, 1230. . 1430 






beq. no. 


/I 01 CO 
4 0 1 0 0 


Seq. ID 


OJ000115 


4 1 . (Jooi . 


Ly 


Gene No . 


102578 


Strand 








Start 


4564 


• End 


4782 






Name 


OJ000115 41.0331.C9.o3.np 


Method 


AAT/NAP 






otart 


4564 


End 


4782 






GI 


7489615 


Score 


404 






Exons 


4564. .4782 










GI Descrip. 


hypothetical protein 73 - rice mitochondrion 








gi|769716|dbj IBAA06820.il (D32052) ORF73 [Oryza 


sativa] 




Seq. No. 


48159 


Seq. ID 


OJ000115 


4 1 . 0331 . 


C10 


Gene No . 


102579 


Strand 


+ 






Start 


3269 


End 


3538 






Name 


OJ000115 41.0331.C10.o5.np 


Method 


AAT/NAP 






otart 


3269 


End 


3538 






GI 


7489626 


Score 


467 






Exons 


3269. .3538 










GI Descrip. 


hypothetical protein. 90 - rice mitochondrion 








gi I 769711 |dbj IBAA06815.il (D32052) ORF90 [Oryza 


sativa] 




Seq. No. 


48159 


Seq. ID 


OJ000115 


_41.0331. 


C10 


Gene No. 


102580 


Strand 


+ 






Start 


6831 


End 


13013 






Name 


OJ000115 41.0331.C10.o2.gs 


Method 


GEN SCAN 






otart 


6831 


End 


11397 






GI 


none 


Score 


.7 






Exons 


6831.. 6833, 8913.. 9058, 9588 


..9652, 10373. .10403, 10633. 


. 10 




11202. .11397 










beq. no. 


48159 


Seq. ID 


OJ000115_ 


_4 1.0331. 


C10 




102580 


Strand 


+ 






Start 


6831 


End 


13013 






Name 


OJ000115 41.0331.C10.o7.np 


Method 


AAT/NAP 






Start 


7459 


End 


13013 






GI 


128766 


Score 


2213 






Exons 


7459.. 7919, 9150.. 9664, 1250! 


B. .13013 








GI Descrip. 


• NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 4 


gi I 14255 


|emb|CAA4 04 5; 



(X57163) NADH-ubiquinone oxidoreductase chain 4 [Triticum 
aestivum] gi | 21824 | emb | CAA40453 | (X57164) NADH-ubiquinone 
oxidoreductase chain 4 [Triticum aestivum] 



49921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 



48159 

102581 

21 

OJ000115_4 1.0331. CI O.ol.gs 
21 

none 



Seq. ID OJ000115_41. 0331. CIO 
Strand 

End 3511 

Method GENSCAN 

End 3511. 

Score .83 



21. .111, 172. .262, 1781. .1990, 3126. .3184, 3493. .3511 



48159 
102581 
21 

OJ000115_4 1.0331. C10. ol.np 
1752 
7489612 
1752. .1963 

hypothetical protein 71 - rice mitochondrion 

gi I 769715 | dbj IBAA06819.il (D32052) ORF71 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115 41. 0331. C10 



3511 
AAT/NAP 
1963 
363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48159 Seq. ID OJ00'0115_4 1 . 0331 . C10 

102581 Strand 

21 End 3511 

OJ000115_4 1 . 0331 . C10 . o2 . np Method AAT/NAP 

2201 End 2440 

7489621 Score 410 

2201. .2440 

hypothetical protein 80 - rice mitochondrion 

gi | 769714 | dbj IBAA06818.il (D32052) ORF80 [Oryza sativa] 



Seq. No. 48159 Seq. ID 

Gene No. 102581 Strand 

Start 21 ^ End 

Name OJ000115_4 1 . 0331 . C10 . o3 . np Method 

Start 2700 End 

GI 7489618 Score 

Exons 2700.. 2927 

GI Descrip. hypothetical protein 76 - rice mitochondrion 

gi|769713|dbj IBAA06817.il (D32052) ORF76 [Oryza sativa] 



OJ000115_41. 0331. C10 

3511 
AAT/NAP 
2927 
394 



Seq. No. 48159 

Gene No. 102581 

Start 21 

Name OJ000115_4 1 . 0331 . C10 . o4 . np 

Start 2927 

GI 7489613 

Exons 2927.. 3142 

GI Descrip. hypothetical protein 72 - rice mitochondrion 

gil769712|dbj IBAA06816.il (D32052) ORF72 [Oryza sativa] 



Seq. ID OJ000115_41. 0331. C10 
Strand 

3511 
AAT/NAP 
3142 - 
373 



End 

Method 

End 

Score 



Seq.. No. 48159 Seq. ID OJ000115_4 1 . 0331 . C10 

Gene No. 102582 Strand 

Start 4053 End 4313 

Name OJ000115_4 1 . 0331 . C10 . 06 . np Method AAT/NAP 

Start 4053 End 4313 

GI 7489625 Score 456 

Exons 4053.. 4313 

GI Descrip. hypothetical protein 87 - rice mitochondrion 

gi I 769710 | dbj IBAA06814.il (D32052) ORF87 [Oryza sativa] 



49922 



Seq. No. 48159 Seq. ID OJ00011-5_4 1 . 0331 . CIO 

Gene No. 102583 Strand 

Start 5540 End 5636 

Name OJ000115_4 1 . 0331 . CIO . ol . gp Method AAT/GAP 

Start 5540 End 5636 

GI LIB3477-003-P1-K1-E9 Score 122 

Exons 5540.. 5636 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 48159 • 

Gene No. 102584 
Start 11744 

Name OJ000115_4 1 . 0331 . C10 . o2 . tw 

Start 6848 

GI ... none 

Exons ' '6848.. 6970, 6863.. 6970, 6864. 
6965. .7063 



OJ000115_41.0-331-.C10 
13072 

TBLASTX: Wheat 

7065 

174 - 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6971, 6963. .7064, 6964. .7065, 



Seq. No. 48159 Seq. ID 

Gene No. 102584 Strand 

Start < 11744 End 

Name OJ000115_41 . 0331 . C10 . ol . ts Method 

Start 9178 End 

GI none Score 
Exons 



OJ000115_41. 0331. C10 
13072 

TBLASTX : Soybean 

9612 

42 



9178. .9240, 9202. .9270, "9325. .9612, 9339. .9476 



Seq. No. 


48159 


Seq. ID 


OJ000115_41.0331 


.C10 


Gene No. 


102584 


Strand 






Start 


11744 


End 


13072 




Name 


OJ000115 41.0331.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


9325 


End 


9663 




GI 


none 


Score 


273 




Exons 


'9325. .9663, 9339. .9512, 9597 


. .9656 " 






Seq. No. 


48159 


Seq. ID 


OJ000115_41.0331 


.C10 


Gene No. 


102584 


Strand 






Start 


11744 


End 


13072 




Name 


OJ000115 41.0331.C10.o3.gs 


Method 


GENSCAN 




Start 


11744 


End 


13072 




GI 


none 


Score 


.63 




Exons 


11744. .11857, 12002. .12071, 


12106. .12238, 12916.. 13072 




Seq. No. 


48159 


Seq. ID 


OJ000115_41.0331 


.C10 


Gene 'No . 


102584 


Strand 






Start 


11744' . 


End 


13072 




Name 


OJ000115 41.0331.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12527 


End 


12956 




GI 


none 


Score 


689 




Exons 


12527. .12928, 12530. .12928, 


12688. .12954, 12889. .12930, 






12891. .12956 








Seq. No. 


48160 


Seq. ID 


OJ000115_41.0331 


.Cll 


Gene No. 


102585 


Strand 


+ 




Start 


1372 


End 


1932 





49923 




Name 


OJ000115 41 


.0331.Cll.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


455 






End 


718 


GI 


none 






Score 


IOC 

135 


Exons 


455. .604, 464. .595, 465 


. . 623 


, 614 . . 718 


, 615 . . 716 


Seq. No. 


48160 






Seq. ID 


OJ000115_41.0331.C11 


Gene No. 


102585 






Strand 


+ 


Start 


1372 






End 


T ft O O 

1932 


Name 


OJ000115_41 


.0331.Cll.ol 


.gs: 


Method 


GENSCAN 


Start 


1 O T O 

13 12. 






End 


1932 


GI 


none 






Score 


. 98 


Exons 


1372. .1932 










Seq. No. 


48161 ■ 






Seq. • ID 


OJ000115_41.0331.C12 


Gene No. 


102586 






Strand 




Start 


2604 






End 


5561 


Name 


OJ000115 41 


.0331.C12.ol 


.gs 


Method 


GENSCAN 


Start 


2604 






End 


4912 


GI 


none 






Score 


.77 


Exons 


2604. .2960, 


3262. .3504-; 


3734 


..4006, 4700.. 4912 


Seq. No. 


48161 






Seq. ID 


OJ000115_41.0331.C12 


Gene No . 


102586 






Strand 




jlalL 


2604 






End 


5561 


Name 


OJ00.0115 41 


.0331.C12.ol 


.np 


Method 


AAT/NAP 


Start * 


4416" 






End 


5561 


GI 


7489738 






Score 


1407 


Exons 


4416. .5561 










GI Descrip. 


gag-pol polyprotein - maize 


copia-like 


retrotransposon Sto-4 




gi| 4234 852 | gb | AAD12997 . 


1| (AF082133) gag-pol polyprotein [Ze, 




mays] 










Seq. No. 


48161 






Seq. ID 


OJ000115_41.0331.C12 


Gene No. 


102586 






Strand 




Start 


2604 






End 


5561 


Name 


OJ000115 41 


.0331.C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4455 






End 


4909 


GI 


none 






Score 


62 


Exons 


4455. .4517, 


4529. .4642, 


4688 


. .4909, 4725. .4853 


Seq. No. 


48161 






Seq. ID 


OJ000115_41.0331.C12 


Gene No. 


102586 






Strand 




Start 


2604 






End 


5561 


Name 


OJ000115 41, 


.0331.C12.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4467 






End 


4924 


GI 


none 






Score 


285 


Exons 


4467. .4514, 


4529. .4924 








Seq. No. 


48161 






Seq. ID 


OJ000115_41.0331.C12 


Gene No. 


102586 






Strand 




OLdl L 


2604 






End 


5561 


Name 


OJ000115 41, 


.0331.C12.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4532 






End 


5032 


GI 


none 






Score 


251 


Exons 


4532. .4636, 


4652. .5032 








Seq. No. 


48161 






Seq. ID 


OJ000115_41.0331.C12 



49924 




Gene No. 


102586 




Strand 




Start 


o a r\ a 

2 604 




End 


55 61 


Name 


OJ000115 4 1 . 0331 . C12 . ol 


. tm 


Method 


TBLASTX : Maize 


Start 


a n o o 

4 922 




End 


coco 

5353 


GI 


none - 




Score 


T 1 A. 

119 


Exons 


4922. .0218, 4923. .5078, 


C 1 AO 

5192 


C "3 C O 

. . 5353 




Seq. No. 


48161 




Seq. ID 


OJ000115_41.0331.C12 


Gene No. 


102586 




Strand 




Start 


O /" A A 

2 604 




End 


c c r i 
55 61 


Name 


OJ000115 4 1 . 0331 . C12 . ol 


. tw 


Metnoa 


TBLASTX : Wheat 


Start 


5006 




End 


C C /I o 

5542 


GI 


none 




Score 


*r c 
65 


Exons 


c r\ r\ f c a {~~7 c o o o c o i o 

5 006 . . 54 6 A, 5223.. 5312, 


C A C O 

54 53 


. .5542 




Seq. No. 


A O 1 /*" O 

4 8162 




Seq. ID 


OJU00115 41.0331.C13 


Gene No. 


i n o c o o 
1U258 / 




btrana 


+ 


Start 


1260 




End 


1581 


Name 


OJ000115_41.0331.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


i o r n 

1260 




End 


1 C O 1 

1581 


GI 


/- n /- a r o n 1 A O /I 

61605 3.R1084 




Score 


A C O 

452 


Exons 


1 O /" A i r n 1 

1260 . . 1581 








GI Descrip. 


1 14 02920/emb | CAA66965 | 


2 . Oe- 


OA / V A. O O O 1 ^ 

20 (X98321] 


peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


/I O '1' /T O 

4 o 1 62 • 




Seq. ID 


OJUUU115 41.U331.C13 


Gene No. 


102588 <• 




Strand 




o tar l. 


1 




End 


3007 


Name 


OJ000115 41.0331.C13.ol 


.np 


Method 


AAT/NAP 


Start " 


1 




End 


3007 


GI 


7489738 




Score 


1233 


Exons 


1..1327, 2912. .3007 








GI Descrip. 


gag-pol polyprotein - maize 


copia-like 


retrotransposon Sto-4 




gi | 4234 852 | gb | AAD12997 . 


1| (AF082133) gag-pol polyprotein [Zea 




mays] 








Seq. -No. 


48162 




Seq. ID 


OJ000115_41.0331.C13 . 


Gene No. 


102588 




Strand 




Start 


1 




End 


3007 


Name 


OJ000115 41.0331.C13.ol 


.gs 


Method 


GENSCAN 


Start 


167 




End 


1129 


GI 


none 




Score 


.98 


Exons 


167.. 583, 629.. 1129 








Seq. No. 


48162 




Seq. ID 


OJ000115_41.0331.C13 


Gene No. 


102588 




Strand 




Start 


1 




End 


3007 


Name 


OJ000115 41.0331.C13.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


350 




End 


736 


GI 


none 




Score 


38 


Exons 


350. .523, 462. .524, 527 


. .676 


, 527.. 736 




Seq. No. 


48162 




Seq. ID 


OJ000115_41.0331.C13 


Gene No. 


102588 




Strand 




Start 


1 




End 


3007 


Name 


OJ000115 41.0331.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


353 




End 


1015 



49925 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score * 69 

353. .451, 428. .736, 432. .578, 624. .671, 776. .1015, 777. .836 



48162 

102588 

1 

OJ000115_41.0331.C13.ol.tm 

542 

none 



Seq. ID OJ000115__41.0331.C13 

Strand - 

End 3007 

Method TBLASTX : Mai ze 

End 1003 

Score 93 



542. .730, 543. .728, 611. .730, 776. .1003 



48162 
102588 • 
1 

OJ000115_41.0331.C13.ol. ts 

791 

none 

791.. 1186, 894. .1190 



Seq. ID OJ000115_41.0331.C13 
Strand 

End 3007 

Method TBLASTX : Soybean 

End 1190 

Score 123 



48162 
102588 
1 

OJ000115__41.0331.C13.o2.gp 
2568 

101153_1.R1084 
2568.. .2811 

'5852170/emb|AL117265.1|OST178()4 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ000115_41.0331.C13 

Strand ' - 

End 3007 

Method AAT/GAP 

End 2811 

Score 384 





Seq. No. 


48163 


Seq. ID 


OJ000115_41 


.0331. 


C14 




Gene No. 


102589 


Strand 


+ 








Start 


1 


End 


297 








Name 


OJ000115 41.0331.C14.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


297 








GI 


5852180 


Score 


246 








Exons 


1. .297 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


48163 


Seq. ID 


OJ000115_41, 


.0331. 


C14 




Gene No. 


102590 


Strand 


+ 








Start 


3050 


End 


3416 








Name 


OJ000115 41.0331.C14.o3.gp 


Method 


AAT/GAP 








Start 


3050 


End 


3416 








GI 


none 


Score 


703 








Exons 


3050. .3416 












Seq. No. 


48163 


Seq. ID 


OJ000115_41. 


.0331. 


C14 




Gene No. 


102591 


Strand 










Start 


77 


End 


7192 








Name 


OJ000115 41.0331.C14 .ol.gs 


Method 


GENSCAN 








Start 


77 


End 


7192 








GI 


none 


Score 


.68 








Exons 


77. .318, 1652. .2440, 3153. .3375, 3832. 


.4064, 4210., 


.4484, 








4625.. 4805, 6185.. 6332, 6695. 


.6738, 6982.. 7192 








Seq. No. 


48163 


Seq. ID 


OJ000115_41. 


,0331. 


C14 




Gene No. 


102591 


Strand 









49926 



Start 
Name 
Start 
GI 

Exons 



77 End 7192 

OJ000115_41.0331.C14 .ol.gp Method AAT/GAP 

113 : . End 337 

none Score 399 
113. .337 



C 1 A VV 

beq. NO. 


A Q 1 £^ 
4 O IOj 




Seq. ID 


OJ000115_41. 


0331. 


C14 


Gene No . 


1 H 9 *\ Q 1 




Strand 








otart: 


n n 
i i 




End 


7192 






Name 


OJ000115 41 


.0331.C14.o2.np 


Method 


AAT/NAP 






Start 


1201 




End 


2444 






bl 


A 0 ^ A Q A £ 
4 Z J4 O 4 O 




Score 


546 






Exons 


.1ZU1 . . ±000/ 


1709.. 2444 










GI Descrip. 




gag-pol polyprotein [Zea mays] 






beq. No. 


A Q 1 C "5 

4 o 1 b J 




Seq. ID 


OJ000115_41. 


0331. 


C14 


Gene No. 






Strand 








Start 


'77 




End . 


7192 






Name 


OJ000115_41 


.0331.C14.ol.tm 


Method 


TBLASTX: Maize 




btart 


1 oil 
1 J / 1 




End 


2252 






bl 


none 




Score 


104 






Exons 


lj / 1 . .14 bo, 


1569. .1640, 1833. .2054, 1875. .2054, 2067. .2252 


Seq. No. 


4 o 1 o J 




Seq. ID 


OJ000115_41. 


0331. 


C14 


Gene No . 


LuZD y 1 




Strand 


- 






Start 


/ / 




End 


7192 




. , 


Name 


OJ000115 41 


.0331.C14.o2.gp 


Method 


AAT/GAP 






Start 


1901 




End 


2355 






bl 


z 4 z o o y u 




.Score 


768 






Exons 


iyui . . 












Seq. No. 


4 o 1 o J 




Seq. ID 


OJ000115_41. 


0331. 


C14 


Gene No. 


i n o ^ q i 
lUZo y 1 




Strand 








otart 


/ / 




End 


7192 






Name 


OJ000115 41 


.0331.C14.o3.np 


Method 


AAT/NAP 






Start 


4447 




End 


5047 






GI 


7248393-*. 




Score 


222 






Exons 


4447. .5047 












GI Descrip. 


(AP001389) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


48164 




Seq. ID 


OJ000115_41. 


0331. 


C15 


Gene No . 


102592 




Strand 


+ 






Start 


439 ' 




End 


3734 






Name 


OJ000115 41 


.0331. CIS. ol.gs 


Method 


GENSCAN 






Start 


439 




End 


3734 






GI 


none 




Score 


.76 






Exons 


439. .582, 895. .1213, 1511.. 


1854, 1942. 


.2151, 2233.. 


2574, 






286'01\2973, 


3153.. 3734 










Seq. No. 


48164 




Seq. ID 


OJ000115_41. 


0331. 


CIS 


Gene No. 


102593 




Strand 


+ 






Start 


13057 




End 


13757 






Name 


OJ000115 41 


.0331. CIS. o4.gs 


Method 


GENSCAN 






Start 


13057 




End 


13757 






GI 


none 




Score 


.87 






Exons 


13057. .1314 


8, 13367. .13484, 


13572. .13757 







49927 



Seq. No. 48164 Seq. ID 

Gene No. 102594 Strand 

Start 15272 End 

Name OJ000115_4 1 . 0331 . CIS . o2 . gp Method 

Start 15241 End 

GI none Score 

Exons 15241. .15355, 15578.. 15670 



OJ000115_41.0331.C15 
+ 

15730 
AAT/GAP 
15670 
335 



Seq. No. 48164 Seq. ID 

Gene No. 102594 ■ Strand 

Start 15272 End 

Name OJ000115_41 . 0331 . C15 . o5 . gs Method 

Start • 15272 ■ End 

GI none' Score 

Exons 15272. .15355, 15529.. 15730 



OJ000115_41. 0331. CIS 
+ 

15730 
GENSCAN 
15730 
.46 



Seq. No. 48164 Seq. ID 

Gene No. 102595 Strand 

Start 384 0 End 

Name OJ000115_41 . 0331 . CIS . o2 . gs Method 

Start ' 3840 End 

GI none Score 
Exons 



OJ000115_41.0331.C15 

11947 
GENSCAN 
6706 
.42 



3840. .3996, 4187. .4932, 5227. .5525, 5527. .6235, 6398. .6706 



A IS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48164 

102595 

3840 

OJ000115_4 1.0331. CIS. ol.np 



5835.. 6902, 7170. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8092 



OJ000115 41. 0331. CIS 



11947 
AAT/NAP 
8092 
1758 



4422 
7248394 
4422. .4449, 

(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
.putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 48164 Seq. ID 

Gene No. 102595 Strand 

Start 3840 End 

Name OJ000115_41 . 0331 . CIS . o3 . gs Method 

Start 7451 End 

GI none Score 
Exons 



OJ000115_41.0331.C15 

11947 
GENSCAN 
11062 
.58 



7451. .8061, 8296. .8411, 8939. .9160, 9346. .9790, 9899. .10152, 
10223. .10390, 10659.. 11062 



Seq. No. 48164 Seq. ID 

Gene No. 102595 Strand 

Start 3840 End 

Name OJ000115_4 1 . 0331 .CIS . o2 . np Method 

Start 10285 End 

GI 7248393 Score 

Exons 10285. .10603, 11922.. 11947 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ000115_41. 0331. CIS 

11947 
AAT/NAP 
11947 
231 



Seq. No. 
Gene No. 



48164 
102596 



Seq. ID 
Strand 



OJ000115 41. 0331. CIS 



49928 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

>Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



13384 

OJ000115_41. 

4165 

none 

4165. .4404, 

48164 

102596 

13384 

OJ000115_41. 

4177 

none 

4177. .4587,- 

48164 

102596 

13384 

OJ000115__41. 

4747 

none 

4747. .5145 

48164 

102596 

13384 

OJ000115_41. 

5002 

none 

5002. .5379 

48164 

102596 

13384 

OJ000115_41. 

5567 

none 

5567. .5836, 

48164' 

102596 

13384 

OJ000115_41. 

5600 

none 

5600. .5839, 

48164 

102596 

13384 

OJ000115_41, 
6149 
none 

6149. . 6337, 

48164 

102596 

13384 



0331.C15.o3.ts 



4265. .4402 



0331.C15.o2.tw 



4235. .4357 



0331.C15.o4 .ts 



End 13443 

Method TBLASTX : Soybean 

End 4404 

Score 133 



0331.C15.o3.tm 



0331.C15.o4.tw 
5876/'. 5965 

0331.C15.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_41.0331.C15 
13443 

TBLASTX : Wheat 

4587 

70 



OJ000115_41.0331.C15 
13443 

TBLASTX: Soybean 

5145 

212 



Seq. ID OJ000115_41.0331.C15 
Strand 

End 13443 

Method TBLASTX: Maize 

End 537 9 

Score 18 6 



Seq. ID OJ000115_41.0331.C15 
Strand 

End 13443 

Method TBLASTX : Wheat 

End 5965 

Score 72 



Seq. ID OJ000115_41.0331.C15 
Strand 

End 13443 

Method TBLASTX : Soybean 

End 6010 

Score 63 



5769. .5840, 5873. .6010, 5904. .6008 



0331.C15.o2.ts 



6162. .6290, 6338, 



Seq. ID OJ000115_41.0331.C15 
Strand 

End 13443 

Method TBLASTX : Soybean 

End 6619 

Score 88 
.6619, 6444. . 6581 

Seq. ID OJ000115__41.0331.C15 
Strand 

End 13443 



49929 




Name 


OJ000115_41. 


, 0331 


. C15 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6236 








End 


6634 




GI 


none 








Score 


118 




Exons 


bZob . . o 33 / , 


/TOGO. 

bz y y 


. . do 34 , 


o3U J . 


, .boll 






Seq. No. 


48164 








Seq. ID 


OJ000115_41.0331 


.C15 


Gene No. 


102596 








Strand 






Start 


13384 








End 


13443 




Name 


A T/^n/M 1 C /II 

. OJ000115_41. 


ATI 1 

0331 


. C15 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6305 








End 


6765 




GI 


none 








Score 


210 




Exons 


6305 ... 6745, 


s~ ~\ c\ s~ 
6306 


. . 6614 , 


6377 . 


.6736, 6637.. 6765, 6733.. 6765 


Seq. No. 


4 8164 








Seq. ID 


OJ000115_41.0331 


.CIS 


Gene No. 


102596 








Strand 






Start 


13384 








End 


13443 




Name 


A TAAA1 1 C /II 

OJQ0Q115 41. 


a -3 *3 1 

0331 - 


Old « 1 

. CIS . ol , 


. tw 


Method 


TBLASTX: Wheat 




Start 


6635 








End 


7038- 




GI 


none 








'Score 


84 ,.. ..... • 




Exons 


6635 . .6745, 


6637 , 


. . 6735 , 


6732 . 


.6971, 6733.. 6975, 6733.. 6987, 




684 8 . . 6976, 


f c\ o o 

6982 , 


• n a o o 


6992 . 


1 A O -J 

.7033 






Seq. No. 


48164 








Seq. ID 


T A A A 1 1 fT A 1 A 1 

OJ000115_41 . 0331 , 


. C15 


Gene No. 


102596 








Strand 






Start 


• 13384 








End 


1 *3 /I A *3 

13443 




Name 


OJ000115 41. 


0331 . 


. C15 . o2 . 


. tm 


Method 


TBLASTX : Mai ze 1 




Start 


6766 








End 


6984 




GI 


none 








Score 


145 




Exons 


6766 . . 6984 , 


r r ~~i 

6767 , 


, . 697 6 










Seq. No. 


48164 








Seq. ID 


OJ000115_41 . 0331 , 


.C15 


Gene No. 


102596 








Strand 






Start 


13384 








End 


13443 




Name 


OJ000115 41. 


0331 . 


. C15 . o5 . 


. ts 


Method 


TBLASTX : Soybean 




Start 


6835 








End 


7200 




GI 


none 








Score 


78 * 




Exons 


6835 . . 6969, 


f~ A o a 

6982 . 


, .. 7 2 0 0 , 


7010 . 


.7189 






Seq. No. 


48164 








Seq. ID 


OJ000115_41.0331, 


.CIS 


Gene No. 


102596 








Strand 






Start 


1 1 "3 O A 

13384 








End 


13443 




Name 


OJ000115 41. 


0331 , 


, C15 . 06 . 


, ts 


Method 


TBLASTX : Soybean 




Start 


7610 








End 


7948 




GI 


none 








Score 


200 




Exons 


7 610. ,7 94b 














Seq. No. . 


48164 








Seq. ID 


OJ000115_41.0331. 


.CIS 


Gene No. 


102596 








Strand 






Start 


13384 








End 


13443 




Name 


OJ000115 41. 


0331. 


C15 . ol . 


gp 


Method 


AAT/GAP 




Start 


13384 








End 


13443 




GI 


none 








Score 


84 




Exons 


13384. .13443 












Seq. No. 


48165 








Seq. ID 


OJ000115_41.0331. 


,C16 


Gene No. 


102597 








Strand 


+ 




Start 


1 








End 


1142 





49930' 





Name 


OJ000115 41.0331.C16.ol.np 


Method 


AAT/NAP 






Q+- -a r-f- 


1 


End 


1139 






pt 


6553892 


Score 


281 






Exons 


1..84, 112. .230, 514. .1139 










kjX UcoClip. 


(AC012563) putative S-adenosyl-L-methionine : salicylic acid 






carboxyl methyltransf erase [Arabidopsis thaliana] 






C £i rr M/^i 
064 . INO . 


48165 


Seq. ID 


OJ000115_41.0331 


.C16 




oci ic • 


102597 


Strand 


+ 






Start 


1 


End 


1142 






Name 


OJ000115 41.0331.C16.ol.ts 


Method 


TBLASTX: Soybean 










End 


635 






p t 


4396917 


Score 


111 






Exons 


13. .90, 14. .91, 115. ;228, 116 


..229, 498.. 635, 506.. 634 






ui uescrip. 


2982464/emb_CAA18228_ 3.0e-23 


(AL022223) putative protein 






[Arabidopsis thaliana] 










Seq. No". 


48165 


beq. ID 


O J UUUllO 41.UJJ1 


. CI 0 




Gene No. 


102597 


Strand 


+ 






Stall 


1 
1 


End 


1142 






Name 


OJ000115 41.0331.C16.ol.gs 


Method 


GENSCAN 






0 car t 


73 


End 


1142 






P T 


none 


Score 


.84 






Exons 


73. .251, 487. .1142 ' 








i : 


Seq. No. 


48166 


Seq. ID 


OJ000115_41.0331, 


. CI 7 




Gene No. 


102598 


Strand 










1 0 


End 


551' 




r=i 


Name 


OJ000115 41.0331.C17.ol.gs . 


Method 


GENSCAN 






Of a -w-+- 

0 cart. 


12 


End 


551 








none 


Score 


.86 




fy 


Exons 


12. .111, 472. .551 










Seq. No. 


48167 


Seq. ID 


OJ000115_41.0331, 


. C18 




Gene No. 


102599 


Strand 


+ 






OLdlL 


1283 


End 


5834 






Name 


ujuuuiij yi.ujji.uio.oi-.ys 


Method 


GENSCAN 






C|- a rf 
Otaxl 


1283 


End 


5834 . 




\J 

A TS. 


pT 


none 


Score 


.47 




: s 


Exons 


1283. .1513, 1547. .4341, 4586.. 


.5094, 5197. .5834 






0 e q . wo. 


48167 


Seq.. ID 


OJ000.115 41.0331. 


.C18 




Gene No. 


102599 


Strand 








Start 


1283 


End 


5834 






Name 


OJ000115 41.0331.C18.ol.np- 


Method 


AAT/NAP 








1283 


End 


5831 






P T 


4680179 


Score 


6666 






Exons 


1283. .5831 . 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






oeq. no. 


48167 


Seq. ID 


OJ000115_41.0331. 


.C18 




Gene No. 


102600 


Strand 


+ 






Start 


20896 


End 


21206 






Name 


OJ000115 41.0331.C18.o3.gp 


Method 


AAT/GAP 






Start 


20896 


End 


21206 






GI 


72524 1.R1084 


Score 


420 






Exons 


20896. .21206 









49931 



GI Descrip. ■ 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 48167 

Gene No. 102601 

Start 3389 

Name OJ000115_4 1 . 0331 . C18 . ol . gp 

Start 3389 

GI 4107134 

Exons 3389.. 4169 

GI Descrip. 4680179/gb| AAD27547 . 1 | AF111709_1 3.0e-97 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 



Seq. ID OJ000115_41.0331.C18 
Strand 

End 4169 

Method AAT/GAP 

End 4169 

Score - 1159 



Seq. No. 


A O 1 C H 

4 0 1 0 / 






Seq. ID 


OJ000115_41.0331. 


CI8 


Gene No. 


T A O f f\ O 

102602 






Strand 






Start 


/"COO 

6533 






End 


8076 




Name 


OJUUUllo 41 


. U331 . Clo . o2 


. np 


Method 


AAT/NAP 




Start 


C C "3 O 

boo 3 






End 


8076 




GI 


7363272 






Score *" : 


575 




Exons 


6533. .6662, 


6723. .6893, 


6923. 


.7260, 8009. .8076 




GI Descrip. 


( APU01oo2 ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


48167 






Seq. ID 


OJ000115 41.0331. 


C18 


Gene No. 


i r\ i /~ r\ o 

102 603 






Strand 






Start 


o c o o 

8bo3 






End 


8737 




Name 


A THAHI 1 C /II 

OJOOUllo 41 


. 0331 . Clo . Oo 


.np 


Method 


7\ 7\ m / It 7 7\ 7™\ 

AAT/NAP 




Start 


8583 






End 


O "7 U "7 

8737 




GI 


7363271 






Score 


104 




Exons 


ODO J . .0 16 1 












GI Descrip. 


(AP001552) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


4bl D / 






Seq. ID 


OJ000115_41.0331. 


C18 


Gene No . 


i n o /T n /i 

1U2 oU4 






Strand 






Start 


1 /3o4 






End 


20949 




Name 


OJ000115 41 


.0331.C18.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


1496 






End 


1876 




GI 


none 






Score 


298 




Exons 


14 96. . 1876, 


1516. .1875 










Seq. No. 


48167 






Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 






Strand 






Start. 


.17354 






End 


20949 




Name 


OJ000115 41 


.0331.C18.o6 


. tm 


Method 


TBLASTX : Maize 




Start 


1757 






End 


2089 




GI 


none 






Score 


212 




Exons 


1757. .2089, 


1780. .1944 










Seq. No. 


48167 






Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 






Strand 






Start 


17354 






End 


20949 




Name 


OJ000115 41 


.0331.C18.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


2417 






End 


2818 




GI 


none 






Score 


146 




Exons 


2417. .2617, 


2431. .2583, 


2645. 


.2818, 267 


8. .2737, 2719. .27 


87 


Seq. No. 


48167 






Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 






Strand 







49932 




oldit 


1 / JJ 4 










9 r\ c\ a n 

zuy4 y 




Name 


UJUUUllO 41 


f\ 9 9 1 
. U J J 1 


r*» 1 o « o 
. Llo . Oo 


. tm 


Method 


m T"> T 7\ 0 mv . K x — J 

TBLASTX : Maize 




btart 


9 A R c 
Z 4 00 








hna 


OT51 

Z / ol 




C T 

LI 


none 








Score 


1 Q 9 

1 y j 




Exons 




9 yi c; c 
Z4 0 O 


9 T 9 1 
. . Z / Ol 










Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331- 


.C18 


Gene No. 


102604 








Strand 








i / JO 4 








tno 


zu y4 y 




Name 


^ th nm 1 c a i 
UJUUUllO 41 


r\ 9 9 i 
. U j j 1 


pi Q n 

. Lib . OO 


. tw 


Method 


TBLASTX : Wheat 




b tart 


zy yj 








hna 


0 a n n 
34 /o 




LI 


none 








Score 


Q. 9 Q 

00 y 




Exons 


zy yo . . o4 /o , 


juy / 


"3 A 9 9 

. . o4 oZ 










Seq. No. 


48167 








Seq. ID 


OJ000115._41.0331. 


.C18 


Gene No. 


102604 








Strand 






btart 


i n 9 R yi 










zu y4 y 




. Name 


UJUUU1 10 4 1 


U j j 1 


. Llo . 04 


. tm 


Metnoa 


TBLASTX : Maize 




O 4- -5 — i- 

btdlt 


TOCO 








hna 


Jozy 




LI 


none 








Score 


9 Q y| 
Jo 4 




Exons 


9 Pi £9 OCOQ 

ouoz . . oozy, 


919 9 
J 1 J J 


. . j4 jz 










beq. no. 


/ q 1 an 
4 a 1 o / 








Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 








Strand 






Start 


17354 








End 


20949 




Name 


UJUUU1 10 41 


. U j j 1 


P 1 O y-x 1 

. Llo . Ol . 


. t s 


Method 


TBLASTX : Soybean 




CM i -v- 4- 

btart 


j4 1 O 








End 


3811 




Ll 


none 








Score 


57 




Exons 


T /I 1 C 9 /I /I O 

O 4 1 O . . J 4 4 O , ; 


34 lo 


1 A A A 

. . 34 4 4 , 


O A C O 

34 OZ . 


.3811, 3459. .3524, 3464. .3^ 


'81, 




JJJD. . JOlU 














Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 








Strand 






Of 3 -y-f- 

otart 


1 / J 0 4 








End 


20949 




Name 


UJ UU U 1 1 0 4 1 


. U j j 1 


. Llo . OO . 


, tw 


Method . 


TBLASTX: Wheat 




b tar t 


9 c; o A 
jj Z 4 








End 


3826 




C T 
LI 


none 








Score 


39V 




Exons 


O0Z4 . . joZd / 


j JZ J 


. . j j y y / 


JoZ / . 


.3817, 3556.. 3825 




Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 








Strand 






otdit 


1 / jO 4 








End. 


20949 




Name 


UJUUUllO 4 1 


. U ool , 


. Clo . 00 . 


, tm 


Method 


TBLASTX: Maize 




C -1 i 4- 

otart 


00 4 0 








End 


3898 




C T 
LI 


. hone 








Score 


323 




Exons 


jo4 o . . j o y o / 


jdIj, 


"3 an c: 


3 /Ub . 


.3891 






Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


102604 








Strand 






o tar t 


1 / j j 4 








End 


20949 




Name 


UJUUU 1 1 0 41, 


. U331 . 


. ClO . OZ . 


tw 


Method 


TBLASTX: Wheat 




Start 


3827 








End 


4336 




GI 


none 








Score . 


604 




Exons 


3827. .4336, 


3835. 


. .4245 










Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331. 


C18 


Gene No. 


• 102604 








Strand 







49933 






otart 


I / JJ^ 










£. u y 4 y 






Name 


M Tf^ ftftl 1 C /IT 

UJUUUIIj 41 


r\ *3 "3 1 
. U J J 1 


.Llo . O j 


4- f 
. t S 


Method 


i BLiAb i a : boyoean 






b tar t 


*5 q *a t 








tna 


a n n q 
4 U / o 






(al 


none 








Score 


i y o 






Exons 


JO J J . . 4 U / 0 
















Seq. No. 


48167 








Seq, ID 


OJ000115_41.0331 


.C18 




Gene No. 


102604 








Strand 








otart 


1 / J 04 








End 


20949 






Naine 


U J UUU 1 1 j 4 1 


. U J J 1 


pi Q — O 


. tm 


Method 


TBLASTX: Maize 






b tar l 


jo y y 








End 


4259 






p t 


none 








Score 


469 






Exons 


OQQQ /IOC') 


o y u i 


A O A K 

. . 4Z4 j , 


4 u ou . 


.4257, ■ 4107. .4259' 






Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331 


.C18 




Gene No. 


102604 








Strand 








otan 


1 / J04 








End 


20949 






Name 


UJ UUU 1 13 4 1 


. UjjI 


pi Q — A 

.Llo. 04 


. tw 


Method 


TBLASTX: Wheat 






btart 


4 4 Z / 








End ■ 


4820 






p t 

GI 


none 








Score 


507 






Exons 


a a on /lRIT 


A A O £3 
4 4 Z 0 


A Q O fl 
. . 4 oZ U , 


OOI 

4 4 J 1 . 


.4787, 4565. .4819 






Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331 


.C18 




Gene No. 


102604 








Strand 








btart 


1 / J04 








End 


20949 




V = 


Name 


UJ UUU1 10 4 i 


. UjjI 


pi Q rt -I 

tlo . Ol 


4- 
. t C 


Method 


TBLASTX : Cress . 




ry 


btart 


vi C O T 

4 / 








End 


4844 




C3 


p t 


none 








Score 


89 




Id 


Exons 


4 3Z / . . 4 / UU , 


4 / U 1 


A Q A A 
. . 4 o 4 4 , 


a n n "3 
4 / u J . 


. 4843 






'v. *J 


Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331 


.C18 


ry 


Gene No. 


102604 








Strand 








Of-, v~4- 

bt art 


1 / J04 








End 


20949 




C3 


Name 


ATAnm 1 c /it 
UJUUUIIj 41 


. UjjI 


P 1 o ~ o 
Old . OZ 


. t s 


Method 


TBLASTX : Soybean 






bt art 


A CAQ 

4 bUo 








End 


4868 






bl 


none 








Score 


'289 




1.=. 


Exons 


4 OU O . . 4 O DO , 


4613 


.4867 












Seq. No. - 


48167 








Seq. ID 


OJ000115_41.0331 


C18 




Gene No. 


102604 








Strand 








Of -i».f 

btart 


1 / J34 








End 


20949 






Name 


UJUUUIIj 41 


.0331.C18.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


a a an 
4 DO / 








End 


4958 






p t 


none 








Score 


385 






Exons 


a aan a a 
4 Ob / . .4 yo4 , 


4668 


.4958, 


4 o o y . 


.4956 








Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331 


C18 




Gene No. 


102604 








Strand 








Q 4 1 >-+- 

bt art 


1 / jj4 








End 


20949 






Name 


UJUUUIIj 41 


.0331 


CI8.0I 


. tw 


Method 


TBLASTX: Wheat 






C 4 , v* 4- 

bt art 


4oz / 








End 


5453 






GI 


none 








Score 


683 






Exons 


4827. .5453, 


4832 


.5452 












Seq. No. 


48167 








Seq. ID 


OJ000115_41.0331, 


C18 




Gene No. 


102604 








Strand • 








Start 


17354 








End 


20.949 





49934 



Name 

Start 

GI 

Exons 



OJ000 1 15_4 1.0331. C18 . ol . tm Method TBLASTX : Mai ze 
5007 End 5594 

none Score 192 

5007.. 5168, 5015.. 5170, 5015.. 5161, 5165.. 5263, 5166.. 5594, 
5333.. 5593 



Seq. No. 48167 Seq. ID 

Gene No. 102604 Strand 

Start 17354 End 

Name OJ000115_41 . 0331 . C18 . 06 . tw Method 

Start 5453 End 

GI none Score 

Exons 54S3..5722, 5454.. 5786 



OJ000115_41.0331.C18 
20949 

TBLASTX : Wheat 

5786 

355 



Seq. No. 48167 

Gene No. 102604 

Start 17354 

Name OJ000115_4 1 . 0331 . C18 . o7 . tm 

Start 5594 

GI none 

Exons 5594.. 5716, 5595.. 5807, 5783.-5839 



Seq. ID OJ000115_41.0331.C18 



Strand 
End 

Method 
End 
Score 



20949 ' 
TBLASTX: Maize 
5839 
203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48167 Seq. ID OJ000115_4 1 . 0331 . C18 

102604 Strand 

17354 End 20949 

OJ000115_41 . 0331 . C18 . o2 . gp Method AAT/GAP 

14810 End 15123 

72524_1.R1084 Score 417 

14810. .15123 

1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48167 Seq. ID 

102604 Strand 

17354 End 

OJ000115_41.0331.C18.o3.gs Method 

17354 End 

none t Score 



OJ000115_41.0331.C18 

20949 
GENSCAN 
20309 
.55 



17354. .17682, 17721. 
19327. .19994, 20154. 



.17813, 18041. 
.20309 



18295, 18309. .18628, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



4 8.167 
102604 • 
17354 

OJ000115_41.0331.C18.o4 . np 

17408 

7106512 



Seq.. ID OJ000115_41.0331.C18 

Strand' - 

End 20949 

Method . AAT/NAP 

End 20949 

Score 2952 



17408. .17783, .17838 .. 18677, 18874 19268 , 19327 . 208 16; 
20890. .20949 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 48168 Seq. ID 

Gene No. 102605 . Strand 

Start 1 End 

Name OJ000115_4 1 . 0331 . C19 . ol . np Method 

Start 1 End 



OJ000115_41.0331.C19 

1035 

AAT/NAP 

1035 



49935 






bl 


710o:>12 


Score 


1344 






Exons 












GI Descrip. 


(APUUl^/o) EST Cyo4zy (EQloo ) 


corresponds to a region of 


the 




* 


predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


48168 


Seq. ID 


OJ000115_41 . 0331 . 


.C19 




Gene No. 


102605 


Strand 








otart 


1 


End 


1035 






Name 


(jjuuuiio 4 1 . u jj i . ci y . oi . gs 


Method 


GENSCAN 






Start 


A O 

4 1 


End 


8 94 






bl 


none 


Score 


. 88 






Exons 


/I O O ft A 

4 Z . . o I?4 










O a XT A 

beq. No. 


4 o lby 


Seq. ID 


OJ000115 41.0331. 


, C20 




Gene No. 


102606 


Strand 


+ 






Start 


409 


End 


7 67 






Name 


OJ000115;,41.0331.C20.ol.np 


Method 


AAT/NAP 






Start 


409 


End 


767 






bl 


7363272 


Score 


2 4 ,1 . 






Exons 


409. .767 










GI Descrip. 


(AP001552) hypothetical protein [Oryza 


sativa] 






Seq. No. 


48169 


Seq. ID 


OJ000115 41.0331. 


C20 




Gene No. K 


102606 


Strand 


+ 






o tar u 


409 


End 


767 




: : 3 


Name 


OJ000115 41.0331.C20.ol.gs 


Method- 


GENSCAN 




F-!§ 


Start 


431 


End 


754 






bl 


none 


Score 


. 97 




L.J 

: : I- 


Exons 


431. .445, 565. .754 








— 


beq. No. 


48170 


Seq. ID 


OJ000115__4 1.0331. 


C24 


m 


Gene No. 


102607 


Strand 








Start 


1 


End 


799 




f 1 


Name 


OJ000115 41.0331.C24.ol.np 


Method 


AAT/NAP 






bt art 


1 


End 


799 






bl 


5091513 


Score 


1266 






Exons 


1..799 








V-3 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Q 


Seq. No. 


48170 


Seq. ID 


OJ000115 41.0331. 


C24 


Vss? 


Gene No. 


102607 


Strand 








otart 


1 


End 


799 






Name 


OJ000115 41.0331.C24.ol.gs 


Method 


GENSCAN 






bt art 


26 


End 


698 






r* t 
bl 


none 


Score 


. 98 






Exons 


26. .698 










Seq. No. 


48171 


Seq. ID 


OJ000115_33.0331. 


C8 




bene ino . 


102608 


Strand 








O Lai I. 


1 


End 


1773 






Name 


OJ000115 33.0331.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1773 






GI 


6939228 


Score 


19,23 • 






Exons 


1..1773 










GI Descrip. 


(AC020579) putative phosphoribosylf ormylglycinamidine synthase 






[Arabidopsis thaliana] 









49936 



Seq. No. 48171 Seq. ID 

Gene No. 102608 Strand 

Start 1 End 

Name OJ000115_33 . 0331 . C8 .ol . ts Method . 

Start 2 End 

GI none Score 

Exons 2. .352, 2. .358, 204. .359 



OJ000115_33.0331.C8 
1773 

TBLASTX : Soybean 

359 

205 



Seq. No. 48171 Seq. ID 

Gene No. 102608 * Strand . 

Start 1 End 

Name ' OJ0001 15_33 . 0331 . C8 . ol . gs Method 

Start 62 End 

GI none Score 

Exons 62 . . 1613 



OJ000115_33.0331.C8 

1773 
GENSCAN 
1613 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48172 

102609 

1 

OJ000115_33. 0331. C10. o3.np 
1 

6069646 



Seq. ID -OJ000115 33. 0331. C10 



Strand 
End 

Method 

End 

Score 



+ 

4948 
AAT/NAP 
4948 
630 



(AC005315) 
Similar to 



1.-69, 3068. .3850, 4133. .4497, 4909. .4948 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa]. gi | 6907112 | db j IBAA90639. 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



48172 

102609 

1 

OJ000115_33. 0331. C10. o2.gs 

1226 

none 



Seq. ID OJ000115_33. 0331. C10 

Strand + 

End 4 94 8 

Method GENSCAN 

End 4438 

Score .47 



1226. .1691, 1947. .2103, 2141. .3018, 3060. .4438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48172 /* Seq. ID OJ000115_33 . 0331 . C10 

102609 ^ Strand + 

1 End 4948 

OJ000115_33. 0331 .C10. o2.np Method AAT/NAP 

3027 . End . 3511 

7484649 Score 292 

3027. .3511 

reverse transcriptase - beet retrotransposon (fragment) 
gi|2462134|emb|CAA73798.1| (Y13368) reverse transcriptase [Beta 
vulgaris] 



48172 Seq. ID 
102610 Strand 
111 End 
OJ000115J33. 0331. C10. ol.gs Method 
111 End- 
none Score 
111. .1130 



OJ000115_33. 0331. C10 

1130 
GENSCAN 
1130 
1 



Seq. No. 



48172 



Seq. ID OJ000115_33. 0331. C10 



49937 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



102610 Strand 

111 End 1130 

OJ000115_33. 0331. CIO. ol.np Method AAT/NAP 

123 End 1124 

3337095 * Score 637 
123.. 1124 

(AB016206) polygalacturonase inhibitor (PGIP) [Citrus iyo] 



48172 

102611 

4653 

OJ000115_33. 0331. C10. ol.tc 
120 

none • ■' 

120. .245, 267. .374, 354. .455, 
546.. 692, 552.. 746, 699.. 848, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000115 33. 0331. C10 



4721 

TBLASTX: Cress 
1043 
117 ' 

396. .683, 397. .681, 426. .524, 
705. .797, 933. . 1043 



Seq. No. 48172 
Gene No. 102611 
Start 4653 

Name OJ000115_33 . 0331 . C10 . o2 . tm 

Start 120 
GI none 

Exons 120.. 374, 150.. 320, 216. 

426. .524, 426. .455, 427. 
537 .'.725, 540. .689* 550. 
561. .680, 5.61. .632, 561. 
705. .797, 708. .851, 709. 



Seq. ID OJ000115_33. 0331. C10 



Strand 
End 

Method 
End 
Score 
383, ' 396 
510, 477 
669, 552 
686, 618 
852, 933 



4721 

TBLASTX: Maize 

1043 

67 



539, 400. 

518, 484. 

689, 558. 

671, 618. 

965, 960. 



,540, 409. 

,528, 486. 

,683, 558. 

,671, 622. 
,1043 



.453, 
.527, 
.611, 
,753, 



Seq. No. 48172 

Gene No. 102611 

Start 4653 

Name OJ000115_33 . 0331 . C10 . ol . ts 

Start 120 

GI none 
Exons 



Seq. ID OJ000115_33. 0331. C10 
Strand 

End 4721 

Method TBLASTX : Soybean 

End 983 

Score 47 



120. .374, 133. .213, 201. .320, 234. .377, 240. .305, 354. .467, 
396. .692, 406. .516, 558. .686, 562. .690, 696. .797, 699. .851, 
703. .810, 705. .797, 747. .797, 939. .983 



Seq. No. 48172 Seq. ID 

Gene No. 102611 Strand 

Start 4 653 End 

Name OJ000115_33 . 0331 . C10 . o4 . tm Method 

Start 2658 End 

GI none Score 

Exons • 2658.. 3011 



OJ000115_33. 0331. C10 
4721 

TBLASTX; Maize 

3011 

184 



Seq. No. 48172 

Gene No. 102611 

Start 4653 

Name OJ000115_33 . 0331 . C10 . o3 . tm 

Start 3038 

GI none 

Exons 3038.. 3355, 3040.. 3381 

Seq. No. 48172 

Gene No. 102611 



Seq. ID OJ000115_33. 0331. C10 
Strand 

End 4721 

Method TBLASTX : Mai ze 

End 3381 

Score 323 



Seq. ID OJ000115_33. 0331. C10 
Strand 



49938 






Start 


A £ c: "i 






hna 


A H O 1 








Name 


OJUUUllo oo.Uool 


. C1U . Ol 


. tw 


Method 


1 hSLAb 1 X : 


Wheat 






Start 


52. I Z 






hna 


ooy / 








GI 


none 






Score 


1 Q1 

> iyi 








Exons 


OOTO TCOC *3^*DO 


. . Joy / 














Seq. No. 


48172 






Seq. ID 


OJ000115 


_33.0331, 


.C10 




Gene No. 


102611 






Strand 










Start- ' 


4 boo 






tna 


A "7 O 1 








Name 


•-"OJUUUllo OO.Uool 


. CIU . Ol 


. tm 


Method 


1 hJLAb IX : 


Mai ze 






Start 


O "3 O *1 






T~> _^ 

hna 


A ACQ 

h uby 








GI 


none 






Score 


q bo 








Exons 


TQOI O *D Q *3 

OOOZ. . jyzl, JJOJ 


A A /T Q 

. . 4 u oy 














Seq. No. 


48172 






Seq. ID 


OJ000115 


_33.0331, 


.C10 




Gene No. 


102611 






Strand 










o tar l 


4 D J J 






End 


4721 








Name 


UJUUU1JLO jj.UjjI 


c -1 n _o 
. LIU . OZ 


. IS 


Method 


TBLASTX: 


Soybean 






Start 


o /ion 






End 


4237 








GI 


none 






Score 


156 








Exons 


joby. . 4Uo9, 3o9o 


■yl A 1 T 

. . 4U1 /, 


A A O C 

4 U 9b 


..4200, 4115. .4237 






□ 


Seq. No. 


48172 






Seq. ID 


OJ000115 


_33.0331, 


.C10 




Gene No. 


102611 






Strand 


- 








Start 


4boo 






End 


4721 








Name 


OJUUUllo oo.Uool 


.CIU. OZ 


. tw 


Method 


TBLASTX: 


Wheat 




fy 


Start 


371U 






End 


4150 






r *§ 


GI 


none 






Score 


157 








Exons 


371U . . 4U12 , 4016 


>1 1 C A 

. . 4 loU 












fy 


Seq. No. 


4 o 1 /z 






Seq. ID 


OJ000115 


jj . Uool , 


. C10 




Gene No. 


102611 






Strand 










Start 


4653 






End 


4721 








Name 


OJ000115 33.0331 


.C10.o4 


.np 


Method 


AAT/NAP 








Start 


4653 






End 


4721 






1,-2. 


GI 


5042454 






Score 


71 








Exons 


4653.. 4721 
















GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








beq. wo. 


48173 






Seq. ID 


OJ000115 


Jj. Uoo 1 . 


. LI 1 




Gene No. 


102612 






Strand 


+ 








Start 


32 






End 


316 








Name 


OJ000115 33.0331 


.Cll.ol 


.np 


Method 


AAT/NAP 








btart 


32 






End 


316 








GI 


7523512 






Score 


189 








Exons 


32. .316 
















GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


48173 






Seq. ID 


OJ000115 


J33.0331. 


,C11 




Gene No. 


102613 






Strand 


+ 








OtalL 


956 






End 


3489 








Name 


OJ000115 33.0331 


.Cll.ol 


,gs 


Method 


GENSCAN 








Start 


956 






End 


3489 








GI 


none 






Score 


.94 








Exons 


956. .1085, 1152. 


.1647, : 


1716. 


.3489 










Seq. No. 


48173 






Seq. ID 


OJ000115 


_33.0331. 


,C11 



49939 



Gene No. 


102613 


Strand 


+ 






Start 


956 


End 


3489 






Name 


UJUUUIIj jj . U jjI . Oil . OZ 


. np Method' 


7\ A T /MAD 






bta : rt 


yob 




j4bu 






GI 


byu /uyy 


Score 


OOOO 

Z i zo 






Exons 


yoo . . J 4 0 O 










GI Descrip. 


(Aruuiizy) nypotneticai 


protein [Oryza 


sat i va J 






beg. wo. 


A Q 1 "7 1 
4 O 1 / J 


beq. iu 


UJ UUU 1 1 0 


n n i i i 
J J • U J j 1 


. Lil 


Gene No. 


102614 


Strand 


+ 






Start 


11374 


End 


12012 






Name 


UJUUUIIj Oj . U jj 1 . Li 1 . Oj 


. np Meinoa 


7\ A T / M A. D 






Start 


1 1 one 

llzUo 




1 1 OOQ 

llj^o 






GI 


77 c o o c i o 


Score 


ZUh 






Exons 


i 1 one 1 1 "3 O Q 

1 1ZU j . . 1 loZo 










GI Descrip. 


lArUUiDjj) nypotneuicai 


protein [Oryza 


sat i va J 






Seq. No. 


48173 


Seq. ID 


OJ000115_ 


_33.0331 


.Cll 


Gene No. 


102614 


Strand 


+ 






b tart 


1 1 J 7 4 


bna 


1 oni o 
1Z U 1Z 






Name 


UJUUUIIj Oj.Ujj1.L11.Oj 


. gs Method 


(jhiNbUAN 






Start 


1 1 j / 4 


hna 


1 oni o 
1Z U 1Z 






Gl 


none 


Score 


C Q 

. by 






Exons 


11j/4!..1^U1z 










Seq. No. 


4ol / J 


Seq. ID 


OJOOOllS^ 


J33.0331 


;cn 


Gene No& '../ 


102615 


Strand - 








Start 


4114 


End 


13306 






Name 


OJ000115 33.0331.Cll.o2 


. gs Method 


GENSCAN 






otart 


4114 


End 


10982 






bl 


none 


Score 


.69 






Exons 


4114. .5856, 5890. .7650, 


7714. .7832, 7844. .8152, 


8183. .8372, 




8404.. 10109, 10146. .10317, 10720 .. 10762, 10918. 


.10982 




beq. no. 


48173 


Seq. ID 


OJ000115_ 


_33.0331, 


.Cll 


ucllc LN(J • 


102615 


Strand 








Start 


. 4114 


End ■ , 


13306 






Name 


OJ000115 33. 0331. Gil. o3 


. np Method 


AAT/NAP 






Start 


4117 


End 


10038 






GI 


7228457 


Score 


8698 






Exons 


4117. .5667,' 5734. .6693, 


6816. .7650, 7714. .10038 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty.3 


type 





retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 48173 Seq. ID 

Gene No.' 102615 Strand 

Start 4114 End 13306 

Name OJ000115_33 . 0331 .Cll . o4". np Method AAT/NAP 

Start 10264 End 13008 

GI 5042454 Score 203 

Exons 10264. .10324, 10726 .. 10894 , 12612.. 13008 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ000115 33. 0331. Cll 



Seq. No. 
Gene No. 
Start 



48173 

102615 

4114 



Seq. ID 

Strand 

End 



OJ000115 33. 0331. Cll 



13306 



49940 



Name 


ujuuuiiD jj.Ujji.Lii.oi.gp 


Method 


7\ 7\ rn //""•AD 


otart 


1 9 1 9 R 


c^na 


ZD 




4 Q 6 Q1 flQ 

4 _7 0 _7 1 O _7 


Score 


** y j 


U 1 v r*\ v* 


1 oi 1949c: 

l<cl^ J . . 1^46 J 






Seq. No. 


48173 


Seq. ID 


OJ000115_33.0331.C11 


Gene No. 


102615 


Strand 






4 JL X *4 


Hi I ILi 


J. JOV 0 


Name 


UuUUUllJ jj . UjjI .Lll . 0*1 . gs 




brjNbbHlN 


otart 






1 "5 9 c; O- 
loZDZ 




none 


Score 


Q Q 


Exons 


19^9*5 1 ^9 R 9 






beq . NO . 




beq * 1 u 


(JJUUU110 j j . U jjI . bll 


Gene No. 


102615 


Strand 




Start 


4114 


End 


13306 


Name 


OJ000115 33.0331.Cll.o7.np 


Method 


AAT/NAP 




12329 


End 


13258 


bl 


1679733 


Score 


588 


Exons 


12329. .13258 






GI Descrip. 


(U77041) polygalacturonase-inhibiting protein [Malus domestica 


beq • jno . 


48173 


Seq. ID 


OJ000115_33.0331.C11 


bene no . 


102615 


Strand 


_ 


Start 


4114 


End 


13306 


Name 


OJ000115 33.0331.Cll.o2.gp 


Method 


AAT/GAP 


Of -,rf 
btdit 


12961 


End 


13306 


bl 


62575 1.R1084 


Score 


597 


Exons 


12961. . 13306 






bi uescrip. 


■ 114338 l/emb|CAA8884 6| 2 . Oe- 


09 (Z49063) 


polygalacturonase 




inhibitor [Actinidia deliciosa] ' 




Seq. No. 


48173 


Seq. ID 


OJ000115_33.0331.C11 


Gene No. 


102616 


Strand . . 




OLalt 


16063 


End 


17090 


Name 


OJ000115 33.0331.Cll.o5.gs 


Method 


GENSCAN 




16063 


End 


17090 


bl 


none 


Score 


.75 


U 1 jT-s r*\ 

Lxons 


16063. .16491, 16665. .17090 






beq . no . 


48173 


Seq. ID 


OJ000115_33.0331.C11 


Gene No. 


102616 


Strand 




Start 


16063 


End 


17090 


Name 


OJ000115 33.0331.Cll.o8.np 


Method 


AAT/NAP 


bear l 


16081 


End 


17063 


bl 


3978578 


Score 


599 


Exons 


16081. .17063 






GI Descrip. 


. (AB020528) Polygalacturonase 


inhibitor 


[ Poncirus trifoliata] 


beq . no. 


48173 


Seq. ID 


OJ000115_33.0331.C11 


uCHC IN • 


102616 


Strand 




Start 


16063 


End 


17090 


Name 


OJ000115 33.0331.Cll.o3.gp 


' Method 


AAT/GAP 


Start 


16241 


End 


16630 


GI 


LIB34 33-037-P1-K1-G8 


Score 


701 


Exons 


16241. .16630 






GI Descrip. 


, 1679733/gb|AAB19212.1| 4 . Oe 


-16 (U77041) 



49941 



polygalacturonase-inhibiting protein [Malus domestical 1 



Seq. No. 48173 

Gene No. 102617 

Start 17587 * 

Name OJ000115_33 . 0331 . Cll . olO . tm 

Start 4114 

GI none 

Exons 4114.. 4257, 4118.. 4258 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End • 24563 

Method TBLASTX : Mai ze 

End 4258 

Score 128 



Seq. No. 48173 

Gene No. 102617 

Start 17587 ■ 

Name OJ000115_33 . 0331 . Cll . o7 . tw 

Start 4126 

GI none 

Exons 4126. .4251,' 4130. .4252, 4418. .4588, 4444. .4728, 4445. .4723 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX: Wheat 

End 4728 

Score 77 



Seq. No. 48173 

Gene No. 102617 

Start 17587 

Name OJ000115_33 . 0331 . Cll . o4 . tw 

Start 4729 

GI none 

Exons 4729.. 5109, 4760.. 5110 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX: Wheat ' 

End 5110 

Score 238 



Seq. No. * 48173 

Gene No. 102617 

Start . 17587 

Name ' OJ000115_33 . 0331 . Cll . o2 . tm 

Start 4924 

GI none 

Exons 4924.-5247, 4937.. 5230 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX : Maize 

End 5247 

Score 219 



Seq. No. 48173 

Gene No. 102617 
Start . 17587 

Name OJ000115_33 . 0331 . Cll . 08 . tw 

Start 5440 

GI none 

Exons 5440.. 5700, 5576.. 5752 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX : Wheat 

End 5752 

Score 67 



Seq. No. 48173 

Gene No. 102617 

Start 17587 

Name OJ000115_33 . 0331 . Cll . o5 . tw 

Start 5755 

GI none 

Exons . 5755.. 5904, 5756.. 5893, 5938. 



Seq. ID OJ000115_33.0331.C11 
Strand 

End 24563 

Method TBLASTX: Wheat 

End 6213 

Score . 89 

6189, 5939. .6124, 5992. .6213 



Seq. No. 48173 

Gene No. 102617 

Start 17587 

Name OJ000115_33 . 0331 . Cll . o3 . ts 

Start 6622 

GI none 

Exons 6622.. 6993, 6833.. 6976 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX: Soybean 

End 6993 

Score 90 



49942 



Seq. No. 


48173 








Seq. ID 


OJ000115_33.0331 


Gene No . 


1 a a c 1 n 
102 bl / 








Strand 




StarJ". 


1 "7 C O "7 

1 /DO / 








End 


A /I C /" A 

24563 


Name - 


OJ000115 33 


.0331 


. Cll . o2 


. tw 


Method 


m t» t TV <■> m \r - t.t i i 

TBLASTX : Wheat 


Start 


6652 








End 


A A "7 A 

/072 


bl 


none 








Score 


A A O 

2 yy 


Exons 


DDj2 . . /Oil , 


f r a a 

66 / / 


TATA 

. .70/2 








Seq. No. 


48173 








Seq. ID 


OJ000115_33.0331 


Gene No . 


1 A A £ 1 1 

102 61 1 








Strand 




btart 


1 / DO / 








End 


A A a c. a 

24 Db3 


Naiue 


/"\TAAA11C a o 

OJOOOllD JO 


A A A 1 

.0331 


. CI 1 . 03 


. tm 


Method 


TBLASTX : Maize ■ 


Start 


b / 4 D 








End 


A T A A 

/ lzy 


t 
bl 


none 








Score 


A A £T 

236 


Exons 


o /4b. . / 12o , 


tl A £ A 

6/64 


A "1 O A 

. . /I2y 








Seq. No. 


48173 ' 








Seq. ID 


OJ000115_33.0331 


Gene No . 


1 nO/T1 "7 

102bl / 








Strand ■ 




Start 


1 *"7 C O "7 

17587 








End 


24563 


Name 


OJ000115 33, 


A A A 1 

. 0331 . 


. Cll . ol . 


. tm 


Method 


TBLASTX : Mai ze 


Start 


*7 T C /T 

/l JO 








End 


A C 1 A 

7512 


GI 


none 








Score 


75 


Exons 


A "1 C! /" "7 A T A 

7156 . . 7272, 


7156 , 


. . 7512, 


7166 . 


.7477 




Seq. No. 


.4,8173 








Seq. ID 


OJ000115_33.0331 


Gene No . 


1 A A 1 A 

102617 








Strand 




Start 


17587 








End 


24563 


Name 


/^TAAAIIC 

OJ000115 33. 


A A A 1 

. 0331 . 


. Cll . ol , 


, tw 


Method 


TBLASTX : Wheat 


Start 


A 1 O A 

/loO 








End 


7 642 


GI 


none 








Score 


A 1 A 

213 


Exons 


A 1 O A T r ji 1 

7180 . .7641, 


718 6. 


. .7641, 


7187 . 


. 7642 




Seq. No. 


48173 








Seq. ID 


OJ000115_33.0331 


bene No. 


10261 / 








Strand 




Start 


1 A C O A 

1 /5o7 








End 


24563 


Name 


/ATAAA11C I'D 

OJOOOllD 33. 


A A A 1 

. 0331 , 


, Cll . 05 . 


. t s 


Method 


TBLASTX : Soybean 


btart: 


*7 A A A 








End 


"7 /" A A 

7602 


C T 

bl - 


none 








Score 


1 A /** 

126 


Exons 


A A A A A A A 1 

/23 / . .7371, 


A A A O 

7378 , 


"7 /* A A 

, . 7 602 








Seq. No. 


48173 








Seq. ID 


OJ000115_33.0331 


bene wo . 


lOz bl / 








Strand 




Start 


1 A C O A 
1 / DO / 








End 


24563 


Name 


r\ T A A A 1 1 C A A 

O.JO 00 lip 33. 


A A A 1 

0331 . 


. Cll . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


a o a a 
/833 








End 


8292 


GI 


none 








Score 


.84 


Exons 


A O A A O A A A 

/ o 33 . .807 2, 


A O A A 

7833 . 


'. 8291 , 


7837 . 


.8097, 8119.. 8292 


Seq. No. 


48173 








Seq. ID 


OJ000115_33.0331 


Gene No. 


102617 








Strand 




Start 


17587 








End 


24563 


Name 


OJ000115 33. 


0331. 


Cll.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


9031 








End 


9369 


GI 


none 








Score 


86 


Exons 


9031. . 9288, 


9065. 


. 9271, 


9271. 


.9369, 9314. .9352 



49943 



Seq. No. 


48173 




Gene No. . 


102617 




ulalL 


17587 




Name 


OJ000115 33.0331.C11 


. o 9 . tm 


btart 


9142 




Ol 


none 




Exons 


9142. .9381, 9143. .9247 


Seq. No. 


48173 




Gene No. 


102617 




btart 


17587 




Name 


OJ000115 33.0331.C11 


. o5 . tm 


Start 


11416 




GI 


none 




Exons 


114 10 . . 1 1 / Uo, 114Z/. 


. 11 / UO , 


Seq'. No. 


48173- ' ' 




bene .no. 


102617 




Start' 


17587 




Name ' 


OJ000115 33.0331.C11 


.ol.tc 


Start 


12335 




GI 


none 




Exons 


12335. .12394/12336. 


.12395, 




12563. .12655, 12578. 


.12658, 




12777. .12932, 13076. 


.13126, 




16150. . 16263, 16216. 


.16329, 




16426. . 16464, 16560. 


.16853, 




16659. . 16748, 16875. 


.16991 


Seq. No. 


48173 




Gene No. 


102617 




Start 


17587 




Name 


OJ000115 33.0331.C11 


.ol. ts 


otart 


12341 




bl 


none 




Exons 


12341. . 12394, 12389. 


.12517, 




12461. .12520, 12542. 


.12664, 




12689. .13036, 12704. 


.12*99, 




13076; .13126, 16081. 


.16146, 




16147. .16254, 16204. 


. 16254, 




16426. .16464, 16560. 


.16856, 




16659. .16751, 16660.. 


.16752, 


Seq. No. 


48173 




Gene No. 


102617 




Start 


17587 




Name 


OJ000115 33.0331.C11, 


. o7 . tm 


Start 


• 12407 





GI 

Exons 



Seq. No. 
Gene No. 
Start 



none 
12407. . 
12543. . 
12687. , 
16426. . 

48173 

102617 

17587 



12514, 
12656, 
12788, 
16482, 



12422. 
12554. 
16165. 
16501. 



.12604, 
. 12658, 
.16335, 
.16527 



Seq. ID 

Strand 

End 

Method 
End . . 
Score 



OJ000115_33.0331.C11 
24563 

TBLASTX : Maize 
-9381 
68 



Seq. ID OJ000115_33.0331.C11 
Strand 
End 

Method 
End 
Score 



24563 

TBLASTX: Maize 

11952 

205 " 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.12401 

12695 

16087 
..16345 

16590 



OJ000115 33.0331.C11 



24563 

TBLASTX: Cress 
16991 
69 

12451, 12473. .12589, 
12796, 12704. .13030, 
16140, 16150. . 16194, 
16383, 16363.'. 16467, 
16751, 16591. .16752, 



Seq. ID OJ000115_33.0331.C11 
Strand 

End 24563 

Method TBLASTX : Soybean 

End 16940 

Score 64 
12401. .12592, 124 02. .12524, 
12593. . 12 67 9, 12605. .12655, 
12705. . 12932, 127 68. . i2935, 
1612 6. .1634 4, 16136. .16330, 
16339. .1638 3, 16363. .164 67, 
16590. . 16751, 16597. .16755, 
16818. .16940 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12429. . 12605, 
12605. . 12661, 
16166. .16327, 



OJ000115 33.0331.C11 



24563 

TBLASTX: Maize 
16527 
81 

12542. .12661, 
12686. .12787, 
16333. .16383, 



Seq. ID 

Strand 

End 



OJ000115 33.0331.C11 



24563 



■49944 



Name 

Start 

GI 

Exons 



OJ000115 33.0331.Cll.o4.tm 



Method TBLASTX: Maize 



12792 End 17028 

none Score 123 

12792. .12938, 12848 1294 3, 12980 .. 13252, 12 981 .. 13133, 

16560. .16727, 16602 .. 16754 , 16603 .. 16755, 16794 .. 17000, 

16795. .17028 



Seq. No. 48173 
Gene No. 102617 
Start 17587 

Name OJ000115_33 . 0331 . Cll . 06 . gs 

Start 17587 
GI none 
Exons 17587. 

19614 . 

21739. 

24045. 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000115_33. 0331. Cll 

24563 
GENSCAN 
24509 
.83 • 



,17699, 18250. .18304,- 18 628 .. 187 98 , 18 982 19071 , 

,19725, 20122. .20177, 20320 .. 20506, 21373 21421 , 

,21811, 22348. .22489, 22578 .. 22774 , 23506 .. 23781 , 
,24509 



Seq. No. 

Gene No. 

Start 

Name 

Start 
U GI 
zj Exons 

5 . - 
ry 

W 

g 
m 



□ 

C3 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4'8173 

102617 

17587 

OJ000115_33. 0331. Cll. o9.np' 

18215 

2462838 

18215. .18304, 18628. .18798, 
20122. .20177, 20320 .. 20584 , 
21890. .22168, 2234 8 .. 22408 , 
24045. .24563 

{AF000657) unknown protein 

48173 

102617 

17587 

OJ000115_33. 0331. Cll. o4.ts 
-18628 
.none 

18 62 8-. 

19611.' 



18798, 18629. 
1972'4, 19614. 



19907. .19969 



48173 

102617 

17587 

OJ000115_33. 0331. Cll. 06. tm 

18628 

none 

18628. . 18798, 18 653 .. 187 96, 
195 99. .19724, 19601. .19720, 
19907. .19969, 19909. .19992, 
20118. .20180, 20121. .20180, 
20319. .20456, 20320.. 20457 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 ' 

Method AAT/NAP 

End 24563 

Score 1840 
18982. .19090, 1 958 9 . . 1 9725, 
21373. .21421, 21739 .. 21811, 
22578. .22774, 23506 .. 23781, 

[Arabidopsis thaliana] 



18793, 
19730, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_33. 0331. Cll 
24563 

TBLASTX: Soybean 

19977 

142 



18653. .18796, 18 97 9 .. 19074 , 
19615. .19725, 19906 .. 19977 , 



Seq. ID OJ000115_33. 0331. Cll 
Strand 

End 24563 

Method TBLASTX : Maize 

End ' 20457 * 

Score 194 
18979... 19074, ■ 18 983 .. 1 9069, 
19614. .197 30, 19615. .19725, 
19925. .19999, 20110. .20178, 
20311. .204 57, 20315. .20434, 



Seq. No. 48173 Seq. ID 

Gene No. 102617 Strand 

Start 17587 End 

Name OJ000115_33 . 0331 . Cll . o4 . gp Method 

Start 20118 End 



OJ000115_33. 0331. Cll 

24563 

AAT/GAP 

20458 



49945 



GI 

Exons 

GI Descrip. 



LIB3432-040-P1-K1-E7 Score 231 

20118. .20177, 20320.. 20458 

'2462838 3.0e-15 (AF000657) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 48173 

Gene No. 102617 

Start 17587 

Name OJ000115_33 . 0331 . Cll . o2 . tc 

Start 21918 

GI none 

Exons 21918. .21977, 22028 .. 2214 1 , 
22346. .22417, 22348. .22416 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_33. 0331. Cll 
24563 

TBLASTX: Cress 

22417 

63 



22028. .22174, 22029 22184 , 



Seq. No. 48173 
Gene No. 102617 
Start 17587 ■ ■ ■ 

Name OJ000115_33 . 0331 . Cll . 08 . tm 

Start 22034 
GI ' none 
Exons 22034, 

22347. 

22564. 



.22168, 22035. 
.22493, 22347. 
.22596 



.22142, 
.22490, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22036 

22348 



OJ000115 33. 0331. Cll 



24563 * 
TBLASTX: Maize 
22596 
144 

22170, 22346.-22489, 
22500, 22348. .22491, 



Seq. No. 48173 
Gene No. 102617 
Start 17587 

Name OJ000115_33 . 0331 . Cll . o2 . ts 

Start 22046 
GI ' none 

Exons 22046. 

22347. 

22578. 



.22174, 22050. 
.22451, 22348. 
.22742 



,22142, 
,22494, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22069 

22573 



OJ000115 33. 0331. Cll 



24563 • 

TBLASTX : Soybean 
22742 
84 

22170, 22346. .22516, 
22635, 22574 . .22741, 



Seq. No. 48174 Seq. ID 

Gene No. 102618 Strand 

Start 502 End 

Name OJ000115_33 . 0331 . C12 . ol . gs Method 

Start 502 End 

GI none Score 

Exons 502.. 650 



OJ000115_33.0331.C12 
+ 

650 

GENSCAN 

650 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48174 Seq. ID OJ000115_33 . 0331 . C12 

102619 Strand 

1 End 2161 

OJ000115_33 . 0331 . C12 . ol . np Method AAT/NAP 

1 End 2161 

6503010 Score 275 

1..28, 1728. .2161 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



48174 

102619 

1 

OJ000115_33.0331.C12.ol.tm 

1638 

none 



Seq. ID OJ000115_33. 0331 .C12 
Strand 

End 2161 

Method TBLASTX : Mai ze 

End 197 0 

Score. 109 



49946 



Exons 


i rio ioi"7 m o Toon 

io3o..ioi/, i /ly . . lo^U/ 


1 1 9 9 
I I OO 


..1825, 1812. .1970, 1818. .1952, 




ioz y . . i yoy 








Seq. No. 


48174 




Seq. ID 


OJ000115_33.0331.C12 


Gene No. 


102619 




pi. j 
otrana 




Start 


i 
i 




TP r\ j~\ 


Z ± O 1 


Name 


UJUUUI1D Jj.Uool .UiZ.OZ, 


. gs 






Start 


1 C Ci Q 
IDDO 




bna 


Z 1Z O 


GI 


none 




Score . 


O A 


Exons 


1 boo . . Z 1ZD 








Seq. No. 


48175 




Seq. ID 


OJ000115_33.0331.C13 


Gene No. 


102620 




Strand 




Start 


132 




End ■ 


9 n Q Q 

z u y y 


Name 


OJ000115 33.0331.C13.ol, 


.np 


Method 


TS TS T / M TS. D 


Start 


132 




End 


9 n Q Q 

z u y y 


GI 


6691123 




Score 


jUl 


Exons 


132. .381, 1126. .1364, 1401.. 


2099 




GI- Descrip. 


(AF213695) FH protein NFH1 [Nicotiana 


tabacum] 


Seq. No. 


48175 




Seq. ID 


OJ000115_33.0331.C13 


Gene No. 


102620 




Strand 




Start 


132 




End 


9 n Q Q 

zu y y 


Name 


OJ000115 33.0331.C13.ol- 


.gs 


Method 




Start 


137 




End 


I y o y 


GI 


none 




Score 


. yi 


Exons 


137. .381, : 1126. .1286, 1401. . 


1989 




Seq. No. 


48175 




Seq. ID 


OJ000115_33.0331.C13 


Gene No. 


102620 




Strand 




Start 


132 




End 


9 n Q Q 

zu y y 


Name 


OJ000115 33.0331.C13.o2. 


. tm 


Method 


ibLAo 1 a : Maize 


Start 


137 




End- 


9 "7 A 
Z / H 


GI 


none 




Score 


i en 
1 bU 


Exons 


137. .271, 137. .274 








Se'q. No. 


48175 




Seq. ID 


OJ000115_33Y0331.C13 


Gene No. 


102620 




Strand 




otart 


132 




End 


zu y y 


Name 


OJ000115 33.0331.C13.ol, 


. ts 


Method 


i bLAb t a : boyoean 


Start 


138 




End 


ODD 


GI 


none 




Score 


IUj 


Exons 


138. .383, 140. .382, 176. 


. .385 






Seq. No. 


48175 




Seq. ID 


OJ000115_33.0331.C13 


Gene No. 


102620 




Strand 




Start 


132 




End 


on QQ 

zu y y 


Name 


OJ000115 33.0331.C13.ol. 


, tc 


Method 


•1 BLAb l a : Lress 


Start 


144 




End 


ioo 


GI 


none 




Score 


101 


Exons 


144. .383, 149. .382, 161. 


, .385 






Seq. No. 


48175 




Seq. ID 


OJ000115_33.0331.C13 


Gene No. 


102620 




Strand 




Start 


132 




End 


2099 


Name 


OJ000115 33.0331.C13.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


284 




End 


1453 



49947 



v=3 



H T 
bl 


none 




Score 


ft r* 


Exons 


OQA OQO OOC OQ/ 'sn.o 
Z04..OOZ, Z00..OO4, oUo 


. . OO o, 


TOrt TOO 

oou . . o y2 


, 1122. .12bo, 1124. .1288, 




11^4 . . Izoj, 14UU..140O, 


14 U4 . 


1 A CL 1 

. 14 Dl 


-* 


Seq. No. 


48176 




Seq. ID 


- OJ000115_33.0331.C14 


Gene No. 


102621 




Strand 


+ 


o car z 


OA £ 
Z4 0 




bna 


3U2 


Name 


UJUUUllo oo.UJol.C14.Ol 


• gs 


Method 


GENSCAN 


P4- v4- 

btart 


24 O 




T? 

End 


CAT 

5U2 


bl 


none 




Score 


. yj 


XT' v /"\ ir\ 










Seq. No. 


48177 




Seq. ID 


OJ000115_33.0331.C15 


Gene No. 


102622 




Strand 


+ 


otart 


i y / o 




hna 


*3 *7 Q H 

o / y / 


Name 


UJUUUllo oo . Uool . bio . 02 , 


. gs 


Method 


GENSCAN 


C4- ~» v-t- 

o tare 


iy / o 






1 "Dim 

o / y / 


bl 


none 




Score • 


O *D 
. OO 


Exons 


1 qt5 oaoq onci ooci 
/ J . ./Uzy, 2Uol..22ol, 


OO / 0 . 


. o / y / 




Seq. No. 


A O 1 H *7 
4 O 1 / / 




Seq. ID 


OJOOOllo 33. 0331.C15 


bene ino . 


102 622 




Strand 


+ 


Start 


1973 




End 


3797 


Name 


OJ000115 33.0331.C15.ol. 


■ gp 


Method 


AAT/GAP 


otart 


3326 




End 


3406 


GI 


38012 1.R1084 




Score 


103 


Exons 


3326. .3406 








GI Descrip. 


*4097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 


Seq. No. 


48177 




Seq. ID 


OJ000115 33.0331.C15 


Gene No. 


102622 




Strand 


+ 


Start 


1973 




End 


3797 


Name 


OJ000115 33.0331.C15.ol. 


,np 


Method 


AAT/NAP 


O 4- -i -*-+- 

btart 


3594 




End 


3794 


bl 


2281092 




Score 


193 


Exons 


3594. .3794 








GI Descrip. 


* (AC002333) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


48177 




Seq. ID 


OJ000115_33.0331.C15 


Gene No. 


102623 




Strand 


+ 


otdlt 


6086 




End 


9084 


Name 


OJ000115 33.0331.C15.o2. 


gp 


Method 


AAT/GAP 


Of -1 >- +- 

o tar l 


6006 




End 


7806 


bl 


4879565 - 




Score 


679 


Exons 


6006. .6122, 6642. .6718, 


6826. 


.6979, 7510. .7580, 7783. .7806 


beq. no. 


48177 




Seq. ID 


OJ000115_33.0331.C15 


Gene No.' 


102623 




Strand 


+ 


Start 


6086 




End 


9084 


Name 


OJ000115 33.0331.C15.o3. 


gs 


Method 


GENSCAN 


Start 


6086 




End 


8944 


GI 


none - • • 




Score 


.8 


Exons 


6086. . 6122, 6642. . 6718, 


682 6. 


.6979, 7510.. 7580, 7819.. 7884, 




8181. .8255, 8366. .8398, 


8516. 


.8596, 8713.. 8769, 8855. .8944 


Seq. No. 


48177 




Seq. ID 


OJ000115_33.0331.C15 



49948 




Gene No . 


1U2 o2 3 








Strand 


4- 


Start 


6086 








End 


9084 


Name 


OJ000115_33 


.0331 


.C15.o2 


.np 


Method 


AAT/NAP 


Start 


/534 








End 


908,4 


GI 


/2119 94 








Score 


61 


Exons 


/534 . . /580 , 


7783 


. .7888, 


9065. 


.9084 




GI Descrip. 


(ACU048U9) 


ESTs 


gb|AA728719, 


gb| 226351 


and gb|Z26350 come i] 




this gene. 


[Arabidopsis 


thaliana] 




Seq. No. 


48177 








Seq. ID 


OJ000115_33.0331.C15 


Gene No. 


102624 








Strand 




Start 


1052 








End 


1363 


Name 


/-\ -r A A A i i c *30 

OJ000115 33 


.0331 


.C15.ol 




Method 


GENSCAN 


Start 


i a c o 

1052 








End 


i n f o 

1363 


GI 


none 








Score 


a o 

. 98 


Exons 


1052 . . 1165 , 


1205 


. .1363 








Seq. No. 


48177 








Seq. ID 


OJ000115_33.0331.C15 


Gene No. 


102625 








Strand 




Start 


358 b 








. End 


3797 


Name 


/-s -t a a a i t c ■ o o 

OJ000115 33 


.0331 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


358 6 








End 


3797 


GI 


none 








Score 


114 


Exons 


3586 . .3/83, 


3587 


. .3703, 


3602. 


.3790, 3603. .3791, 3747.. 3797 


Seq. No. 


48177 








Seq. ID 


OJ000115_33.0331.C15' 


Gene No . 


102625 








Strand 




Start 


358 o 








End 


3797 


Name 


OJ000115 33 


.0331 


.CIS.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3603 








End 


3782 


GI 


none 








Score 


207 


Exons 


36U3 . . 3 / 82 , 


3608 


. .3772 








Seq. No. 


4 81// 








Seq. ID 


OJ000115_33 . 0331 ..C15 


Gene No . 


102626 








Strand 




Start 


6071 








End 


8077 


Name 


OJ000115_33 


.0331 


.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


✓"ATI 

. 6071 








End 


8077 


GI 


none 








Score 


83 


Exons 


6071 . . 6124 , 


6072 


. . 6122, 


6079. 


.6141, 6080. .6124, 6626. .6724, 




dd4 0 . . O / 1 / , 


6825 


. . 6929, 


6826. 


.6936, 7740. .7886, 7768. .7890, 




*7 T *7 1 *7 O T O 
///1../8/2, 


7782 


. .7886, 


7988. 


.8077, 7988. .8077 


Seq. No. 


48178 








Seq. ID 


OJ000115_33.0331.C16 


Gene No . . 


102627 








Strand 


"+ 


Start 


145 








End 


860 


Name 


OJ000115 33 


.0331' 


.C16.ol 


• gp 


Method 


AAT/GAP 


Start 


145 








End 


8 60 ' 


GI 


none 








Score 


824 


Exons 


145. .313, 402. ,4i 


64, 548, 


. .721, 


804 . .860' 




Seq. No. 


48178 








Seq. ID 


OJ000115_33.0331.C16 


Gene No. 


102627 








Strand . 


+ 


Start 


145 








End 


860 


Name 


OJ000115 33 


.0331 


.C16.ol, 


.gs 


Method 


GENSCAN 


Start 


217 








End 


721 


GI 


none 








Score 


.63 



49949 




Exons 












C a NT /~\ 

o e q . in o . 


fi O ± / 0 




oeq . lu 


riTnnm 1 t; rmi 


. 1 0 


Gene No. 


102627 




Strand p 


+ ~~ 




Start 


145 




End ' 


860 




Name 


nTnnnii^ n^i pi £ ni 


. LIU 


i v ie tnou 


TRT AQTY . M n -i -7 a 

1 OJjHO 1 A . LYia ize 






0 ft 




_no. 


0 d y 






none 




Score 


jj 




t 1 s*\ t^i o 


ope o-i -i 007 o-] 0 0 no 


. . fi D D , 




J JO . . Djj/ DID. . 


•70Q 




£91 701 pfl^ ft RQ 










oeq ■ vto . 


4 ft 1 7 ft 






n in n n 1 i ^ n^^i 

UUUUUli D jj. UjjI 




Conp Mn 


102627 




Strand - 






Start 


145 




End 


860 




Name 


OJ000115 33.0331.C16.ol. 


.np 


Method 


AAT/NAP 




Start 


371 




End 


860 




GI 


6175185 




Score 


181 




Exons ■ 


371. .464, 548. .721, 804, 


. .860 








GI Descrip. 


(AC011437) ankyrin-like 


protein [Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48179 

102628 

264 

OJ000115_33.0331.C17.ol.gs 

264 

none " 
264.. 361, 668.'. 705, 819.. 947, 
2117. .2285, 2586. .2713 

48179 

102628 

264 

OJ000115_33.0331.C17.ol.np 
487 

6601502 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_33.0331.C17 

3078 
GENSCAN 
2713 
,88 



986.. 1102, 1552.. 1659, 1696.. 1915, 



Seq. ID OJ000115_33.0331.C17 
Strand 

End 3078 

Method AAT/NAP 

End 3078 

Score 588 



487..5'64, 668.. 702, 819.. 891, 986.., 1106, 1553.. 1.617, 1696.. 1912, 
2117.. 2285, 2411.. 2491, 2586. .2632, 3016.. 3078 



\j GI Descrip. (AF151366) arginine/serine-rich protein [Arabidopsis thaliana] 



Seq. No. 48179 

Gene No. 102628 

Start 264 

Name OJ000115_33 . 0331 . C17 . ol .tm 

Start 2118 

GI none 
Exons 



Seq. .ID OJ000115_33.0331.C17 
Strand 
End 

Method 
End 
Score 



3078 

TBLASTX : Maize 

3076 

71 



2118. .2234, 2129. .2245, 2220. .2285, 2250. .2282, 2392. .2484, 
2411. .2491, 2412. .2492, 2580. .2630, 2596. .2631, 3014. .3076 



Seq. No. 48179 

Gene No. 102628 

Start 264 

Name OJ000115_33 . 0331 . C17 . ol.gp 

Start 2204 

GI uC-osflcyplOlaOlbl 

Exons 2204.. 2285, 2411.. 2491, 2586 
GI Descrip. 



OJ000115 33.0331.C17 



Seq. ID 
Strand 

End 3078 
Method AAT/GAP 
End 3078 
Score 451 
2632, 3016.. 3078 
? 485126/gb|AAA50702.1| 3.0e-14 (U00052) Contains similarity to 
Pf am domain: PF00076 (rrm) , Score=72.6, E-value=2 . 6e-18 , N=l 



49950 




[Caenorhabditis elegans] 1 



Seq. No ; 


48180 - 








Seq. ID 


OJ000115_ 


33 . 


. 0331 . 


. C19 


Gene No. 


1 r\ o f o c\ 

102629 








Strand 










Start 


1130 








End 


2906 








Name 


A T/*ir\rt1 1 c o o 

OJUOOllo jj, 


n o o t 

. 03 31 , 


. C19 . Ol 


.gp 


Method 


AAT/GAP 








Start 


1130 








End 


2050 








GI 


none 








Score 


1034 








Exons 


1 1 jU . . 14 Ol , 


i a f\ £Z 


1 ceo 


nyl/i 
1/44, 


.1803, 1925.. 2050 








Seq. No. 


48180 . 








Seq. ID 


OJ000115__ 


33. 


.0331. 


.C19 


Gene No. 


102629 








Strand 










Start 


1130 








End 


2906 








Name 


OJ000115 33, 


.0331, 


,C19.ol 


.np 


Method 


AAT/NAP 








Start 


1377 








End 


2906 








GI 


6587827 








Score 


229 








Exons 


1377. .1461, 


1606, 


. .1652, 


1744 . 


.1888, 2855. .2906 









GIDescrip. (AC006551) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End ' 


5899 


Name 


OJ000115 33, 


.0331, 


.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


76 








End 


3104 


GI 


.none 








Score 


912 


Exons 


76. .184, 1521. .1659, 1757. .IE 


376, 2950. 


.3104 


Seq. No. 


48181 








Seq. ID 


OJ000115_33 . 0331 . C20 


Gene No. 


102630 








Strand 


+ r 


Start 


76 








End 


5899 


Name 


OJ000115 33, 


.0331, 


.C20.ol 


.gs 


Method 


GENS CAN 


OLait 


1521 








End 


5853 


GI 


none 








Score 


.88 


Exons 


1521. . 1659, 


1757, 


. .1875, 


2950, 


,.3342, 3479. .4294, 5096. .5308, 




5671. .5853 












Seq. No. 


• 48181 








Seq. ID. 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115 33, 


.0331, 


.C20.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3704 








End 


3919 


GI 


none 








Score 


205. 


Exons 


3704. .3919, 


3711, 


. .3902, 


3724. 


.3903 




Seq. No. 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115 33. 


,0331, 


.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3957 








End 


5179 


GI 


none 








Score 


399 


Exons 


3957. .4262, 


3959. 


, . 4252, 


4250. 


.4300, 4255. .4302, 5080. .5172, 




5083. .5172, 


5087. 


, .5179 








Seq. No.' 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115 33. 


,0331. 


,C20.ol 


.np 


Method 


AAT/NAP 



49951 




Start 3972 End 5899 

GI 7487895 Score 529 
Exons 3972.. .4294, 5096.. 5308, 5671.. 5899 

GI Descrip..- hypothetical protein YUP8H12R.13 - Arabidopsis thaliana 

gi I 3152559 | gb IAAC17040.il (AC002986) Similarity to A. thaliana 

gene product F21M12.20, gb|AC000132. EST gb|Z25651 comes from 
this gene. [Arabidopsis thaliana] 



Seq. No. 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115_33. 


0331 


.C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4075 








End 


5805 


GI 


none 








Score 


217 


Exons 


4075 . .4206, 


4076 


. .4243, 


4076 


..4243, 4089. .4250, 4271. .4300, 




4273 . .4299, 


5083 


. . 5310, 


5087 


..5311, 5671. .5805 


Seq. No. 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


' 102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115 33. 


0331 


. C20 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4076 








End 


5769 


GI 


none 








Score 


228 


Exons 


4076 . . 4243, 


4078 


. .4206, 


4271 


.v4300, 5083.. 5310, 5087.. 5311, 




5677 . . 5769 












Seq. No. 


48181 








Seq. ID 


OJ000115 33.03il.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115_33 . 


0331 


. C20 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5087 








End 


5817 


GI 


none 








Score 


321 


Exons 


5087 . . 5311, 


5089 


. . 5301, 


5671 


. .5817 




Seq. No. 


48181 








Seq. ID 


OJ000115_33.0331.C20 


Gene No. 


102630 








Strand 


+ 


Start 


76 








End 


5899 


Name 


OJ000115 33. 


0331 


.C20.o3 


. tm 


Method 


TBLASTX: Maize 


Start * 


5179 








End • 


5350 


GI 


none 








Score 


187 


Exons 


5179. . 5319, 


5180 


. . 5320, 


5180 


. .5350 




Seq. No. 


48182 








Seq. ID 


OJ000115_33.0331.C21 


Gene No. 


102631 








Strand 




Start 


695 








End 


3140 


Name 


OJ000115 33. 


0331 


.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


40.4 








End 


765 


GI 


none 








Score 


514 


Exons 


404 ...765 












Seq. No. 


48182 








Seq. ID 


OJ000115_33.0331.C21 


Gene No. 


102631 








Strand 




Start 


695 








End 


3140 


Name 


OJ000115 33. 


0331 


.C21.ol 


.gs • 


Method 


GENSCAN 


Start 


695 








End 


2470 


GI 


none 








Score 


.76 


Exons 


695. .895, 1566.. 


1698, 2355..: 


2470 





49952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI - Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48182 

102631 

695 

OJ000115_33.0331.C21.ol.np 

1077 

7486313 



OJ000115_33.0331.C21 

3140 
AAT/NAP 
3140 
332 

1077. .1109, 1332. .1460, 1566 .. 1698 , . 2355 24 60, 3118. .3140 
hypothetical protein F28M11.60 - Arabidopsis thaliana 
gi|4538978|emb|CAB39766.1| (AL049487) hypothetical protein 
[Arabidopsis thaliana] gi | 7267710 | emb | CAB78137 . 1 | (AL161516) 
hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End • 
Score 



48182 
102631 
695 

OJ000115_33.0331.C21.o2.gp 

1078' 

77222_3.R1084 
1078. .1460, 1566. .1698, 



OJ000115 33.0331.C21 



Seq. ID _ 
Strand 

End 3140 
Method AAT/GAP 
End 2408 
Score- 94 6 
2355. .2408 

1 4538978/emb|CAB39766.1| 4 . Oe-30 (AL049487) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 48182 

Gene No. 102631 

Start 695 

Name OJ000115_33 . 0331 . C21 . ol . tm 

Start 1315 

GI none 

Exons 1315.. 1461, 1323.. 1460, 1563. 

1567. .1701, 2349. .2468, 2357, 



Seq.- ID 
Strand 
End 

Method 
End' 
Score 



OJ000115 33.0331.C21 



3140 

TBLASTX: Maize 
2473 
158 

1700, 1563.. 1700, 1567.. 1704, 
2473, 2369.. 2461 



Seq. No. 48182 Seq. ID 

Gene No. 102631 Strand 

Start 695 • End 

Name OJ000115_33 . 0331 . C21 . ol . ts Method 

Start 1336 End 

GI none Score 

Exons 1336. .1458, 1338. .1460, 1563. .1745, 1567. .1704, 2355. .2468, 
2357. .2515 



OJ000115_33.0331.C21 
3140 

TBLASTX : Soybean 

2515 

91 



Seq. No. 48183 Seq. ID 

Gene No. 102632 Strand 

Start 50 End 

Name OJ000115_33 . 0331 . C23 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50. .243 " ' * 



OJ000115_33.0331.C23 
+ 

243 

GENSCAN 

243 

.98 



Seq. No. 48183 Seq. ID 

Gene No. 102633 Strand 

Start 670 End 

Name OJ000115_33 . 0331 . C23 . o2 . gs Method 

Start 670 End 

GI none Score 

Exons 670.. 830, 974 .. 1057 



OJ000115_33.0331.C23 

1057 
GENSCAN 
1057 
.84 



49953 



Seq. No. -48184 

Gene No. 102634 

Start 917 

Name OJ000115_33 . 0331 . C24 . ol . gp 

Start 672 

GI 85389_1.R1084 

Exons 672.. 1015, 1170.. 1247, 1655. 
GI Descrip. 



OJ000115 33.0331.C24 



Seq. ID 
Strand 

End 2488 
Method . AAT/GAP 
End 2381' 
Score 1149 
,1731, 1820.. 1911, 2298.. 2381 
, 4960024/gb|AAD34585.1| 2.0e-75 (AF144079) 
S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays] 1 



Seq. No. 


48184 


Seq. ID 


OJ000115_33.0331.C24 


Gene No. 


102634 


Strand 




Start 


■ 917 


End 


2488 


Name 


OJ000115 33.0331.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


914 


End 


2368 


GI 


none 


Score 


122 


Exons 


914. .1018, 915. .1031, 1157.. 


1240, 1170. 


.1241, 1170. .1247, 




..1231 .. 1248 , 1652.. 1729, 1653 


..1730, 1654. .1734, 1816. .1935,' 




-1818. . 1913, 2277.. 2366, 2292 


..2366, 2297.. 2368, 2299.. 2367 


Seq. No. 


48184 


Seq. ID 


OJ000115_33.033i;C24 


Gene No. 


102634 


Strand 




Start 


917 


End 


2488 


Name 


OJ000115 33.0331.C24.ol.gs. 


Method 


GEN SCAN 


Start 


917 


End 


2364 


Gl ' 


none 


Score 


.75 


Exons 


917.. 1015, 1170.. 1247, 1655. 


.1731, 2296 


i. .2364 


Seq. No. 


48184 


Seq. ID 


OJ000115_33.0331.C24 


Gene No. 


102634 


Strand 




Start 


917 


End 


2488 


Name 


OJ000115 33.0331.C24.ol.np 


Method 


AAT/NAP 


Start 


1809 


End 


2488 


GI 


6682622 


Score 


60 


Exons 


1809. . 1924, 2454 . .2488 






GI Descrip. 


(AC016163) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


48185 


Seq. ID 


OJ000115_33 . 0331 .C25 


Gene No. 


102635 


Strand 




Start 


146 


End 


3513 


Name 


OJ000115 33.0331.C25.ol.gp 


Method 


AAT/GAP 


Start ' 


146 


End 


533 


GI 


85389 1.R1084 


Score 


325 


Exons 


146. .207, 416. .533 




GI Descrip. 


M960024/gb|AAD34585.1| 2 . Oe 


-75 (AF144079) 



S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays] 1 



Seq. No. 4818-5 

Gene No. 102635 

Start 146 

Name OJ000115_33 . 0331 . C25 . ol . gs 

Start 146 

GI none 
Exons 



Seq. ID OJ000115_33.0331.C25 
Strand 

End 3513 

Method GENSCAN 

End 3494 

Score .94 



146. .207, 416. .543, 640. .749, 1163. .1309, 1737. 
2552. .2722, 3194. .3494 



1810, 



49954 




Seq. No. 


48185 


Seq. ID 


OJ000115_33.0331. 


C25 


Gene No. 


102635 


Strand 






Start 


146 


End 


3513 




Name 


OJ000115 33.0331.C25.ol.np 


Method 


AAT/NAP 




Start 


146 


End 


2717 




bi 


6682622 


Score 


300 




Exons 


146. .207, 416. .543, 640. .749, 


1163. .1309, 1765. .1817, 2520. 


GI Descrip. 


(AC016163) unknown protein [Arabidopsis thaliana] 




Seq. No. 


48185 


Seq. ID 


OJ000115_33.0331. 


CZd 


Gene No. 


102635 


Strand 






Start 


146 


End 


3513 




Name 


OJ000115 33.0331.C25.o2.np 


Method 


AAT/NAP 




Start 


1172 


End 


3513 




GI 


7302192 


Score 


148 




Exons 


1172.. 1309, 2353.. 2385, 2550. 


.2722, 3194. .3513 ' 




GI Descrip. 


(AE003784) CG7861 gene product [Drosophila melanogaster] 




Seq. No. 


48185 


Seq. ID 


OJ000115_33.0331. 


CZd 


Gene No. 


102635 


Strand 






Start 


146 


End 


3513 




Name 


OJ000115 33.0331.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


3228 


End 


3500 




GI 


none 


Score 


247 




Exons 


3228.. 3500, 3229.. 3495 








Seq. No. 


48186 


Seq. ID 


OJ000115_33.0331. 


CZ D 


Gene No. 


102636 


Strand 


+ 




Start 


348 


End 


3334 




Name 


OJ000115 33.0331.C26.ol.gs 


Method 


GENSCAN 




Start 


348 


End 


3334 




bl 


none 


Score 


. 91 




Exons 


348. .361, 455. .527, 814. .861, 


1774. .1845, 2096. .2251, 






2600.. 2703, 3229.. 3334 








beq. No. 


48186 


Seq. ID 


OJ000115_33.0331. 


C26 


Gene No . 


102636 


Strand 


+ 




bLart 


348 


End 


3334 




Name 


OJ000115 33.0331.C26.ol.np 


Method 


AAT/NAP 




Start 


441 


End 


3319 




GI 


7438373 


Score 


629 




Exons 


441. .527, 651. .698, 814.. 861, 


1774. .1845, 2096. .2251, ' 






2600. .2703, 3229.. 3319 








GI Descrip. 


GTP-binding protein RAB1 - garden petunia 






gi|4096662|gb.|AAD10389.1| (U35026) Rabl 


-like small GTP-bindj 




protein [Petunia x hybrida] 








beq . no . 


48186 


Seq. ID 


OJ000115_33.0331. 


C26 


Gene No. 


102637 


Strand 






Start 


3416 


End 


6406 




Name 


OJ000115 33.0331.C26.o2.tw 


Method 


TBLASTX: Wheat 




Start 


437 


End 


5849 ' 




GI 


none 


Score 


86 




Exons 


437. .532, 456. .524, 456. .548, 


5691. .5741, 5692. .5739, 






5739.-5843, 5741. .5848, 5742. 


.5849 







49955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



48186 

102637 

3416 

OJ000115_33.0331.C26.ol.tc 

455 

none 



Seq. ID OJ000115_33.0331.C26 
Strand 

End 64 06 

Method TBLASTX : Cress 

End 5854 

Score 87 



455. .532, 456. .524, 1774. .1848, 2096. .2251, 2597. .2695, 
3894. .3965, 3898. .3963, 3975. .4385, 3990. .4445, 3994. .4386, 
5691. .5741, 5692. .5739, 5741. .5851, 5742. .5843, 5744. .5854 



48186 

102637 

3416 

OJ000115_33.0331.C26.ol. ts 

455 

none 



Seq. ID OJ000115_33.0331.C26 
Strand 

End 6406 

Method ■ TBLASTX: Soybean 

End 5852 

Score 87 



455.-532, 456.. 524, 1774. .1848, 2096 .'. 2200, 2597 . . 2695, 
3894. .3965, 3990. .4178, 3991. .4179, 4176. .4445, 4179. .4385, 
5691. .5741, 5692. .5739, 5741. .5851, 5742. .5852 



48186 

102637 

3416 

OJ000115_33. 0331.C26.ol.tm 

456 

none 



Seq. ID OJ000115_33.0331.C26 
Strand 

End 6406 

Method TBLASTX : Mai ze 

End 5860 

Score 87 



4S6..524, 1774. .1848, 2096. .2248/ 2600. .2695, 3990. .4445, 
3991. .4386, 5691. .5738, 5692. .5739, 5741. .5860, 5760. .5840 



48186 

102637 

3416 

OJ000115_33.0331.C26.ol. tw 

1774 

none 



Seq. ID OJ000115_33.0331.C26 
Strand 

End 6406 

Method TBLASTX : Wheat 

End 4382 

Score 106 



1774. .1848, 2096. .2251, 2597. .2695, 4004. .4204, 4005. .4355, 
4008. .4382, .4009. .4365 



48186 
102637 
3416 

OJ000115_33.0331.C26.ol.gp 
3416 

58662_1.R1084 
3416. .4382, 5694. .5960 

, 1405561/emb|CAA67153| 2.0e-39 (X98540) FSGTP1 [Fagus 
sylvatica] T 



Seq. ID OJ000115_33.0331.C26 
Strand 

End 6406 

Method . AAT/GAP 

End 5960 

Score 2299 



48186 

102637 

3416 

OJ000115_33.0331.C26.o2.gs 

3837 

none 



Seq. ID OJ000115_33. 0331 .C26 
Strand 

End 6406 

Method GENSCAN 

End 6406 

Score .69 



3837. .4382, 5694. .5815, 5997. .6106, 6258. .6406 

48186 Seq. ID OJ0001 15_33 . 0331 . C26 



49956 



Gene No. 102637 Strand 

Start 3416 End 6406 

Name OJ000115_33 . 0331 . C26 . o2 . np Method AAT/NAP 

Start 3891 End 5857 

GI 3024516 Score 799 

Exons 3891.. 4382, 5694.. 5857 

GI Descrip. RAS-RELATED PROTEIN RAB11C gi 12160157 (AC000132) Strong 
similarity to A. thaliana ara-2 (gb | ATHARA2 ) . ESTs 
gb|ATTS2483,gb|ATTS2484,gb|AA042159 come from this gene. 
[Arabidopsis thaliana] gi 12231303 (U74669) ras-related small 
GTPase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■48187- Seq. ID 

102638 ■ Strand 

3050 End 
OJ000115_33 . 0331 . C27 . ol . gs Method 

3050 End 

none Score 

3050.. 3131, 3894.. 3913 



OJ000115_33.0331.C27 
+ 

3913 
GENSCAN 
3913 
.93 



48187 Seq. ID 

102639 Strand 

5414 ' End 

OJ000115_33 . 0331 . C27 . o2 . gs Method 

5414 End 

none "* Score 
5414. .5669, 7816. .7874, 8794 *:9094, 10180 .. 10373, 10750 

11049. .11144, 11343. .11552, 117 65 .. 11953 , 12027 .. 12263, 

12346. . 12480, 12727 .. 13032, 13142 .. 13321 , 13613 .. 14080 , 
14167. .14577, 14906. .14998 



OJ000115_33.0331.C27 
+ 

15028 
GENSCAN 
14998 
.79 " 



10956, 



Seq. No. 48187 

Gene No. 102639 

Start 5414 

Name OJ000115_33 . 0331 . C27 . o2 . tc 

Start 5435 

GI none 
Exons 



Seq. ID OJ000115 33.0331.C27 



Strand 
End 

Method 

End 

Score 



+ 

15028 

TBLASTX: Cress 

10791 

80 



5435. .5530, 8857. .9009, 1017 9 10367 , 10186 .. 10371, 
10190. .10366, 10225. .10368, 10744. .10791 



Seq. No. 48187 

Gene No. 102639 

Start 5414 

Name OJ000115_33 . 0331 . C27 . o4 . tm 

Start 5456 

GI none' 
Exons 



Seq. ID OJ000115_33.0331.C27 



Strand 
End 

Method 

End 

Score 



+ 

15028 

TBLASTX: Maize 

10299 

82 



5456. .5527, 5594. .5638, 8872. .9036, 9001. .9096, 9030. .9095, 
10140. .10298, 10178. .10297, 1017 9 .. 10298 , 10183.. 10299 



Seq. No. 48187 Seq. ID 

Gene No. 102639 Strand 

Start 5414 End 

Name OJ000115_33 . 0331 . C27 . ol . np Method 

Start 8845 End 

GI 4960024 Score 

Exons 8845.. 9170, 9421.. 9454 

GI Descrip. (AF144079) S-adenosyl-L-methionine : L-methionine 



OJ000115_33.0331.C27 
+ 

15028 
AAT/NAP 
9454 
267 



49957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



S-methyltransf erase [Zea mays] 

48187 Seq. ID 

102639 Strand 

5414 End 
OJ000115_33 . 0331 . C27 . o2 . np Method 

8845 End 

4960024 Score 



OJ000115_33.0331.C27 
+ 

15028 
AAT/NAP 
15028 
4300 



8845. .9094, 10180 10373, 10750 10956, 11049. . 11144, ■ 
11364. .11552, 11765. . 11953, 12027 .. 12263, 1234 6 .. 124 80, 
12712. .13032, 13142. .13321, 13613 14577 , 14906, .15028 
(AF144079) S-adenosyl-L-methionine : L-methionine 
S-methyltransf erase [Zea mays] 



Seq. No. 48187 
Gene No. 102639 
Start 5414 

Name OJ000115_33 . 0331 . C27 . ol . ts 

Start • 10211 

GI none 
Exons 10211. 

10737. 

11046. 



10375, 10215. 
10952, 10747. 
11132 



10376, 
10959, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10222. .10377, 10734 
10747. . 10956, 11043 



OJ000115_33.0331.C27 
+ 

15028 

TBLASTX: Soybean . 
11132 
270 

10871, 
11132, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



48187 

102639 

5414 

OJ000115_33.0331.C27.o2. tm 
10733 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
10733. . 10954, 10734 10874 , 1074 3 .. 10955, 10747 .. 10959, 
10747. . 10956, 1104 6 . .-11144 , 1104 7 .. 1 114 5, 1104 8 .. 11143, 
11358. . 11552, 11363. . 11551, 1 14 13 .. 11553, 11759 .. 11968 , 
11761. .11955, 11762. . 11977, 12024 .. 12128 , 12025 .. 12129, 
12026. .12130 



OJ000115_33.0331.C27 
+ 

15028 

TBLASTX: Maize 
12130 
174 



Seq. No. 48187 
Gene No. • 102639 

Start 5414 

Name OJ000115_33 . 0331 . C27 . o4 . tc 

Start 11854 

GI none 
Exons 



Seq. ID OJ000115_33;0331.C27 



Strand 
End 

Method 

End 

Score 



+ 

15028 

TBLASTX: Cress 

12116 

170 



11854. .11955, 11855. .11968, 12023 .. 12115, 12027. .12116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48187 Seq. ID OJ000115_33 . 0331 . C27 

102639 Strand + 

5414 • End 15028 

OJ000115_33 . 0331 . C27 . ol . gp Method AAT/GAP 

12114 End • 13263 

4715491 Score 1341 

12114. .12263, 12346. . 12480, 12727 .. 13032 , 13142. .13263 

4960024/gb| AAD34585. 1 | 2.0e-75 (AF144079) 

S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays] 



Seq. No. 
Gene No. 



48187 
102639 



Seq. ID OJ000115_33.0331.C27 
Strand + 



49958 



Start 
Name 
Start 
GI . 
Exons 



5414 

OJ000115_33.0331.C27 .o3.tm 

12131 

none 

12131. .12262, 12132. .12263, 
12343. .12393, 1234 6 12405, 



End 

Method 

End 

Score 



15028 

TBLASTX: Maize 

12405 

231 



12139. .12291, 1214 4. .12263, 
12348. .12404 



Seq. No. 48187 Seq. ID 

Gene No. 102639 " * Strand 

Start 5414 End 

Name OJ000115_33 . 0331 . C27 . o3 . ts Method 

Start 12420 End 

GI none Score 

Exons 12420. .12467, 12421 .. 12480, 
13106. .13183, 13141. .13185 



OJ000115_33.0331.C27 
+ 

15028 

TBLASTX : Soybean 
13185 
86 

12738. . 13025, 12739 .. 13026, 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



48187 
102639 
5414 

OJ060115_33.0331.C27.oi.tm 

12732 



none 
12732. 
'13139. 
13612. 
14166. 



,13034, 12733. 

,13318, 13141, 

,14166, 13612. 

,14573, 14900, 



Seq. ID 
Strand 
End 

Method 
End 
Score . 

13035, 12733. .13035, 13115 
13320, 13610. .14164, 13610 



OJ000115_33.0331.C27 
+ 

15028 

TBLASTX: Maize 
15025 
388 

13321, 
14164, 



,14166, 14129. .14536, 14 146 .. 14577 , 
,15019, 14903. .15025, 14944.. 15024 



Seq. No. 48187 Seq. ID 

Gene No. 102639 Strand 

Start 5414 End 

Name OJ000115_33 . 0331 . C27 . o3 . tc Method 

Start 12784 End 

GI none Score 

Exons 12784 . .13035, 12786. .13034 



OJ000115_33.0331.C27 
+ 

15028 

TBLASTX: Cress 

13035 

258 



Seq. No. 48187 : Seq. ID 

Gene No. 102639 Strand. 

Start 5414 End 

Name OJ000115_33 . 0331 . C27 . ol . tc Method 

Start 13259 End 

GI none Score 
Exons 



OJ000115_33.0331.C27 

+ ' 

15028 

TBLASTX: Cress 

14397 

95 



13259. . 13321, 13625. .1414 3, 13637. .1414 9, 13729. .14148, 
14203. .14280, 14320.. 14397 



Seq. No. 48187 
Gene No. , 102639 
Start * 5414 

Name OJ000115_3.3 . 0331 . C27 . o2 . gp 

Start 13613 
GI 5994_1.R1084 
Exons 13613. . 14562 

GI Descrip. ' 4 960024 /gb I AAD34585 . 1 | 1.0e-153 (AF144079) 

S-adenosyl-L-methionine : L-methionine S-methyltransf erase [Zea 
mays] 1 



Seq. ID OJ000115_33.0331.C27 
Strand 
End 

Method" 
End 
Score 



+ 

15028 
AAT/GAP 
14562 
1870 



Seq. No. 
Gene No. 



48187 
102639 



Seq. ID OJ000115_33.0331.C27 
Strand + 



49959 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5414 End 

OJ000115_33 . 0331 . C27 . o2 . ts Method 

13709 End 

none Score 

13709. .14086, 13724 . . 14002 , 13729.. 14C 

48188 Seq. ID 

102640 Strand 

1736 End 

OJ000115_33 . 0331 .C2 8 . o2 . gp Method 

1736 End 

2310119 Score 
1736.. 2032, 2137.. 2186 

48188 . Seq. ID 

102640 Strand 

1736 End 

OJ000115_33 . 0331 . C28 . ol . gs Method 

1754 End 

none Score 
1754. .1942, 2425. .2523, 4056. .4181 



15028 

TBLASTX : Soybean 

14086 

381 



OJ000115_33.0331.C28 
+ 

4181 
AAT/GAP 
2186 
650 



OJ000115_33.0331.C2S 
+ 

4181 
GENSCAN 
4181 
.46 



48188 Seq. ID 

102640 Strand 
1736 End 
OJ000115_33 . 0331 . C28 . ol . np Method 
1925 End 
6041853 Score 

1925. .2032, 2137. .2204, 2288. .2351, 2425.-2496, 2955. .3088, 

3274. .3418, 3515. .3625, 4056. .4181 



OJ000115_33.0331.C28 
+ 

4181 

AAT/NAP ' 
4181 
560 



GI Descrip. (AC009853) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 48188 Seq. ID 

Gene No. 102640 Strand 

•'Start 1736 End 

Name OJ000115_33 . 0331 . C28 . o3 . gp Method 

Start 3770 End 

GI 286398 Score 

Exons 3770. .4096 



OJ000115_33.0331.C2S 
+ 

4181 
AAT/GAP 
4096 
642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48188 
10264 
1 

OJ000 
1 

4785_ 
1. .21 
•4960 
S-ade 
mays] 



115_33.0331.C28.ol.gp 
1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000115_33.0331.C28 
214 

AAT/GAP 

214 

413 



024/gb|AAD34 585. 1 | 6.0e-41 (AF14 4 07 9) 

nosyl-L-methionine : L-methionine S-methyltransf erase [Zea 



Seq. No. 48188 Seq. ID 

Gene No. 102642 Strand 

Start 1877 End 

Name OJ000115_33 . 0331 . C28 . ol . ts Method 

Start 1877 End 

GI none Score 



OJ000115_33.0331.C28 
2500 

TBLASTX; Soybean 

2351 

105 



49960 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1877. .2035, 1939. .2037, 2134. .2202, 2136. .2204, 2289. .2351 



48188 
102642 
1877 - 

OJ000115_33.0331.C28.ol.tm 

1907 

none 



Seq. ID OJ000115_33.0331.C28 
Strand 
End 

Method 
End 
Score 



2500 

TBLASTX: Maize 

2500 

161 



1907. .2035, 1918. .2037, 2128. .2208, 2134. .2205, 2284. .2352, 
2286. .2351, 2412. .2489, 2413. .2496, 2419. .2499, 2423. .2500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000115_33.0331.C28 
3610 

TBLASTX: Maize 
3610 
65 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3421, 3343. .3420, 3344. .3421, 



48188 
102643 
3289 

OJ000115_33.0331.C28.o2. tm 
3289 
none 

3289.. 3333, 3290.. 3349, 3338. 
3512. .3598, 3515. .3610 

48188 
102644 
4055 

OJ000115_33.0331.C28.o3. tm 
4055 
none 

4055. .4177, 4056. .4181- 

48189 
102645 
1 

OJ000115_33.0331.C29.ol.gp 
1 

23131_1.R1084 

1..277, 381. .460, 863. .959 
'2088652 9.0e-95 (AF002109) 
SJ.2 .isplog [Arabidopsis thaliana] >gi_2351376 (U54561) 
translation* initiation factor eIF2 p4 7 subunit homolpg 
[Arabidopsis thaliana] 1 



Seq. ID OJ000115_33.0331.C28 
Strand 

End 4181 

Method TBLASTX : Mai ze 

End 4181 

Score •< 185 " ;. 



Seq. ID OJ000115_33.0331.C29 

Strand + 

End 959 

Method AAT/GAP 

End 959 

Score 832 

26S proteasome regulatory subunit 



Seq. No. 48189 Seq. ID 

Gene No. 102645 Strand. 

Start 1 End 

Name OJ000115_33 . 0331 . C29 . ol . np Method 

Start 32 End 

GI 2088652 Score 

Exons 32.. 277, 381.. 460, 863.. .959 

GI Descrip. (AF002109) 26S proteas.ome regulatory subunit [Arabidopsis 

thaliana] gi | 2351376 (U54561) translation initiation factor eIF2 
p47 subunit homolog [Arabidopsis thaliana] 



OJ000115_33.0331.C29 
+ 

959 

AAT/NAP 

959 

376 



Seq. No.. 48189 Seq. ID 

Gene No. 102645 Strand 

Start 1 1 End 

Name OJ000115_33 . 0331 . C29 . ol . gs Method 

Start 59 End 

GI none Score 



OJ000115_33.0331.C29 
+ 

959 

GENSCAN 

782 

.87 



4-9961 




Exons 


. . z f i , 


■301 A cr\ TOO 

jo 1 . . 4 oU, /2o . . 


TOO 




- 


Seq. No. 


48189 






Seq. ID 


OJ000115_33 . 0331 .C2 9 


Gene No. 


102645 






Strand 


+ 


Start 


1 






End 


959 V - 


Name 


OJUUUllb 


Jo . U3 Jl . Cz9 . ol . 


. tc 


Method 


TBLASTX : Cress 


Start 








End 


958 


GI 


none 






Score 


244 


Exons. 


n c o o n 

95 . .280, 


1 30 . .27 9, 369 . , 


. 4 ol , 


3oU . . 4 63, 


380. .463, 889. .957, 




O fin ftCO 










Seq. No. 


4 8189 






Seq. ID 


OJ000115_33 . 0331 . C2 9 


Gene No . 








Strand 


+ 


Start 


1 






End 


959 • 


Name 


OJ000115 


33.0331.C29.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


95 






End 


958 


GI 


none 






Score 


270 


Exons 


95. .280, 


109. .279, 378.. 


,461, 


380. .463, 


380. .460, 858. .890, 




863. .892, 


889.. 957, 890; 


, . 958 







Seq. No. 48189 Seq. ID 

Gene No. 102645 Strand 

Start 1 End 

Name OJ000115_33 . 0331 . C29 . ol . ts Method 

Start 95 End 

GI none - Score 

Exons 95. .280,- 109. .279, 368. .463, 378. .461, 
889.-957, 890. .958 



OJ000115_33.0331.C29 
+ 

959 

TBLASTX : Soybean 

958 

242 

380. .463, 830. .889, 



Seq. No. 48190 Seq. ID OJ000115_33 . 0331 . C30 

Gene No. 102646 Strand 

Start 1 End 1291 

Name OJ000115_33 . 0331 . C30 . ol . np Method AAT/NAP 

Start 1 End 1291 

GI 4927259 Score 306 

Exons 1..303, 777.. 906, 1262.. 1291 

GI Descrip. .(AF142322) putative transcription repressor maize TRM protein 
[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48190 

102646 

1 

OJ000115_33. 0331.C30.ol. tm 

2 

none 



Seq. ID OJ000115_33.0331.C30 
Strand 

End 1291 

Method . TBLASTX: Maize 

End 352 

Score 184 



2. .199, 2. .190, 81. .215, . 317. .352 

48190 Seq. ID 

102646 Strand 

1 End 

OJ000115_33. 0331.C30.ol. ts Method 

62 End 

none Score 

62. .187, 89. .184, 89. .184, 113. .184, 113;. 175, 766. .909, 
766. .876, 772. .855, 789. .827, 791. .907, 814. .909 



OJ000115_33.0331.C30 
1291 

TBLASTX : Soybean 
909 
37 



Seq. No. 48190 Seq. ID OJ000115_33 . 0331 . C30 

49962 





Gene No. 


102646 


Strand 






otart 


1 




iz y 1 




Name 


UJUUUllD jo.UJjI. LjU.O^.tltl 


Method 


ibLAb ix: Maize 




Start 


/ OU 


Lna 


QAQ 

yuy 




GI 


none 


Score 


D D 




Exons 


"7GLH QQC H CLC, QHQ TTO QAQ 

/ du. . oyb, /do. .?uy, / / z . . yuy, 


/ / Z . . ODD 


"7"70 QQC H Ok A OkC\1 

, //Z..OOO, /y4 . . yu / 




Seq. No. 


48191 


Seq. ID 


OJ000115_33.0331.C31 




Gene No. 


102647 


Strand 






Start 


1 1 "7 


bna 


H bl 




Name 


OJUUUllD J J . U J Jl . C Jl . 01 . gs 


Metnoa 


GENSCAN 




Start 


1-1-7 

11 / 




"3 "7 VI'" 




GI 


none 


Score 


Q C 
.OD 




Exons 


1 1 / . . 1 / b , ^by..J/4 








Seq. No. 


48191 


Seq. ID 


OJ000115_33.0331.C31 




Gene No. 


102647 


Strand 






Start 


1 1 *7 
11/ 


T7" _ -J 

_na 


4 ol 




Name 


OJUUUllo 6 5 . U 55\ . Co 1 . Ol . gp . . 


Metnoa 


AAT / GAP 




Start 


O O "7 


End 


4 bl 




GI 


0D0O04 


Score 


JOJ 




Exons 


Zof, . 4 ol 






~z 


Seq. No. 1 


< O 1 AO 

4 0 lyz 


Seq. ID 


OJUUUllo oo.Uool.Co^ 




Gene No . 


102648 


Strand 




r fi 


C -1 ivf 

otart 


1244* 


End 


2985 




Name 


OJ000115 33.0331.C32.ol.np 


Method 


AAT /NAP 




Start 


1244 


End 


2894 


M 


GI 


137476 


Score 


732 




Exons 


1244.. 1373, 2452.. 2737, 2816. 


.2894 




W 


GI Descrip. 


VACUOLAR ATP SYNTHASE 16 KD PROTEOLIPID SUBUNIT 


fy 




gi|82334 |pir| IA40814 H+-transporting ATPase (EC 3.6.1.35) 






proteolipid chain, vacuolar - 


oat gi|166549|gb|AAA32712.1| 


s 

L Jj 




(M73232.) H+-ATPase [Avena sativa] 






beq. no. 


48192 


Seq. ID 


OJ000115_33.0331.C32 






•102648 


Strand 






Start 


1244 


End 


2985 




Name 


OJ000115 33.0331.C32.ol.gp 


Method 


AAT /GAP' 




Start 


1315 


End 


2985 




GI 


15143 1.R1084 


Score 


978 




Exons 


1315. .1373, 2452. .2737, 2816. 


.2985 






GI Descrip. 


' 137476/sp| P23957 | VATL AVESA 


8.0e-60 VACUOLAR' ATP SYNTHASE 16 



PROTEOLIPID SUBUNIT >gi_82334_pir A40814 H+-transporting ATPase 

(EC 3.6.1.35) proteolipid chain, vacuolar - oat >gi__166549 
(M73232) H+-ATPase [Avena sativa] ' 



Seq. No. 48192 

Gene No. . 102649 

Start 3983 

Name OJ000115_33 . 0331 . C32 . ol . tm 

Start 1233 

GI none 

Exons 1233.. 1376, 1236.. 1373, 1238, 
2524. .2691, 2812. .2898, 2814. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.1375, 1241 
.2876 



OJ000115 33.0331.C32 



4188 

TBLASTX: Maize 
2898 
218 

1396, 2451.. 2735, 



Seq. No. 



48192 



Seq. ID OJ000115_33.0331.C32 



49963 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



102649 Strand 

3983 End 

OJ000115_33.0331 -C32.ol.tc Method 

1241 End 

" none Score 



4188 

TBLASTX: Cress 

2889 

167 



1241. .1375, 1245. .1427, 2451. .2735, 2524. .2691, 2812. .2889, 
2814. .2876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000115_33.0331.C32 
Strand 

End 4188 

Method TBLASTX : Wheat 

End 137 6 

Score • 193 



Seq. ID OJ000115_33.0331.C32 
Strand 

End 4188 
Method TBLASTX : Soybean- 
End 2883 
Score 183 



48192 
102649 
3983 

OJ000115_33.0331.C32.o2.tw 
1241 
none 

1241. .1375, 1242. .1376 

48192 
102649 
3983 

OJ000115_33.0331.C32.ol.ts 
1247 
none 

1247. .1375, 1248. .1427, 2451. .2735, 2524. .2691, 2812. .2883, 
2814. .2876 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48192 

102649 

3983 

OJ000115_33.0331.C32.ol.tw 

2472 

none 



Seq. ID OJ000115_33.0331.C32 
Strand 

End 4188 

Method TBLASTX : Wheat 

End 28 92 

Score 245 



2472. .2735, 2524. .2691, 2812. .2892, 2814. .2876 



Seq. No. 48192 

Gene No. 102649 

Start 3983 

Name . OJ000115_33 . 0331 . C32 . o2 ..gs ^ 

Start 3983 

GI none 

Exons 3983.. 4188 



Seq. ID OJ000115_33.0331.C32 
Strand 

End 4188 

Method GENSCAN 

End 4188 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



48193 
102650 
491 

OJ000115_33.0331.C37.ol.np 
491 

2498930 
491. .550, 718. .1134 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAST RULAT I ON 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ000115_33.0331.C37 

Strand + 

End 1134 

Method AAT/NAP 

End 1134 

Score 745 



48194 

102651 

1 

OJ000115_33.0331.C38 .ol.gp 
1 

32474 1.R1084 



Seq. ID OJ000115_33.0331.C38 

Strand + 

End 3162 

Method AAT/GAP 

End 8 6 

Score 164 



49964 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



1..86 

'2224663/dbj |BAA20816| 5.0e-44 (AB002359) KIAA0361 [Homo 
sapiens] ' 

48194 Seq. ID CKJOOOl 15_33 . 0331 . C38 

102651 Strand + 

1 End 3162 

OJ000115_33 . 0331 . C38 . ol . np Method AAT/NAP 

1 End 784 

6939228 Score 1122 

1. .784 

(AC020579) putative phosphoribosylf ormylglycinamidine synthase 
[Arabidopsis thaliana] 



48194 

102651 

1 



Seq. ID OJ000115_33.0331.C38 
Strand + 
End 3162 



OJ000115 33.0331.C38.ol. tm Method TBLASTX : Maize 



1 • 
none 

1..762, 2. .787, 2. .787 

48194 

102651 

1 

OJ000115_33.0331.C38.o2. ts 
1 

none 

1..249, 1..252, 2. .250 

48194 

102651 

1 

OJ000115_33.0331.C38.ol.gs 
17 

none 



End 
Score 



787 
1278 



Seq. ID OJ000115_33.0331.C38 

Strand + 

End 3162 

Method TBLASTX: Soybean 

End 252 

Score 181 



Seq. ID OJ000115_33.0331.C38 
Strand + 
End 3162 
.-Method GENSCAN 
End 3151 
.7 



Score 

17. .164, 327. .470, 618. .771, 1189. .1323, 1374. .1410, 1622. .1682, 
2169.. 3151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48194 Seq. ID OJ000115_33 . 0331 . C38 

102651 Strand + 

1 ... End . . 3162 

OJ000115_33.0331.C38.ol.tc ' Method TBLASTX : Cress 

151 End 658 

none Score 240 

151. .297, 152. .295, 152. .310, 331. .510, 341. .508, 533. .574, 
580. .657, 581.. 658 . 

48194 Seq. ID OJ0001 15_33 . 0331 . C38 

102651 Strand + 

1 End 3162 

OJ000115_33 . 0331 . C38 . o3 . ts Method TBLASTX : Soybean 

254 End 4 93 

none Score 110 

254. .490, 256. .492, 256. .492, 341. .493 



Seq. No. 



48194 



Seq. ID OJ000115_33.0331.C38 



49965 




Gene No. 


102651 








Strand 


+ 




Start 


1 








End 


3162 




Name 


OJUUUllO 


.0331. 


C38.o2 


.np 


Method 


AAT/NAP 




Start 


222U 








End 


3162 




GI 


*3 *D *3 1 C\ C\ C 








Score 


54 8' 




Exons 


2220 . . Jl DZ 














GI Descrip. 


(ABUlozUo) 


polygalacturonase 


inhibitor 


(PGIP) [Citrus iyo] 


Seq. No. 


4 8194 .;• ; 








Seq. ID 


OJ000115 


_33.0331.C38 


Gene No. 


102651 








Strand 


+ 




Start 


1 








End 


3162 




Name 


OJ000115_33 


.0331. 


C38.ol. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


o o n o 

2292 








End 


3160 ■ 




GI 


none 








Score 


77 




Exons 


22 92. . 2387 , 


2507. 


.2659, 


2561. 


.2737, 2666.. 2962, 


2668. .2796, 




2672 . . 2800 , 


2741. 


.2797, 


2846. 


.2950, 2891. .3004, 


2978. .3157, 




oOoo . . oloU , 


3038. 


.3157, 


3053. 


.3103" 






Seq . No v . ' 


4 8194 - 








Seq. ID 


OJ00Q115 


_33.0331.C38 


Gene No. 


102651 








Strand 


+ 




Start 


1 








End 


3162 




Name 


OJ000115 33 


.0331. 


C38.o2, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


22 92 








End 


3157 




GI 


none 








Score 


75 




Exons 


A A A A A A A A 

2292 . . 2390, 


2633. 


.2806, 


2666. 


.2812, 267 


'8. .2962, 


2678. .2740, 




• 2 do 9 . . 2 9;ol , 


2834. 


.2932, 


2903. 


.3004, 2960\" .3091, 


3113. . 315.7 _ 


Seq. No. 


48194 








Seq. ID 


OJ000115 


_33.0331.C38 


Gene No. 


102 651 








Strand 


+ 




otarc 


X 








End 


3162 




Name 


OJ000115 33 


.0331. 


C38.o2, 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2618 








End 


3142 




GI 


none 








Score 


34 




Exons 


2618. .2653, 


2678. 


.2782, 


2687. 


.2794, 2689. .2814, 


2690. .2815, 




2759. .2815, 


2822. 


.2875, 


2822. 


.2962, 2822.. 2962, 


2827. .2967, 




.2903. .2986, 


2962. 


.3087, 


2963. 


.3142, 2963.. 3142, 


3032. .3106 



Seq. No. 


48195 


Seq. ID 


OJ000115_33.0331.C39 


Gene No. 


102652 


Strand 


+ 


Start 


1 


End 


1149 


Name 


OJ000115 33.0331.C39.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


227 


GI 


3978578 


Score 


190 


Exons 


1. .227 






GI Descrip. 


(AB020528 ) Polygalacturonase 


inhibitor 


[Poncirus trifoliata] 


Seq. No. 


48195 


Seq. ID 


OJ000115_33.0331.C39 


Gene No. 


102652 


Strand 


+ 


Start 


1 


End 


1149 


Name 


OJ000115 33.0331.C39.ol.gs 


Method 


GEN SCAN 


Start 


3 


End 


1149 


GI 


none 


Score 


.9 


Exons 


3. .143, 755. .952, 988. .1149 






Seq. No. 


48196 


Seq. ID 


OJ000115_33.0331.C42 


Gene No. 


102653 


Strand 


+ 


Start 


1 


End 


357 



49966 



Name OJ000115_33 . 0331 . C42 . ol . gp Method AAT/GAP 

Start 1 End 357 

GI 23131JL.R1084 Score 485 

Exons 1. .29, r 118. .357 

GI Descrip. 1 2088652 9.0e-95 (AF002109) 26S proteasome regulatory subunit 
S12 isolog [Arabidopsis thaliana] >gi_2351376 (U54561) 
translation initiation factor eIF2 p47 subunit homolog 
[Arabidopsis thaliana] 1 



Seq. No. 48196 Seq. ID 

Gene No. 102654 Strand 

Start 26 End 

Name . OJ000115_33 . 0331 . C42 . ol . gs ■ ■ Method 

Start 26 End 

GI none Score 

Exons 26. . 138 



OJ000115_33.0331.C42 
138 

GENSGAN 

138 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



" r 4 Seq. No. 
^ Gene No. 

Start 

Name 
\z Start 
U GI 

Exons 



48197 Seq. ID 

102655 . Strand 
160 End 
OJ000125_20 . 0303 . C2 . ol . gs Method 
160 End 
none Score 
160. .354, 416. .634 

48197 Seq. ID 

102656 Strand 
8590 End 
OJ000125_20. 0303.C2.bl.gp Method 
8590 End 
21474_1.R1084 Score 
8590. .8724 

'3894159 2.0e-10 (AC005312) 
thaliana] 1 

48197 Seq. ID 

102657. • Strand, 

4228 ' • End 

OJ000125_20.0303.C2.o3.gs Method 

4228 End 

none Score 
4228... 6102 



OJ000125_20.0303.C2 
+ 

634 

GENSCAN 
634 
. 97 



OJ000125_20.0303.C2 

+ . 

8724 

AAT/GAP 

8724 

229 



hypothetical protein [Arabidopsis 



OJ000125_20.0303.C2 

6102 
GENSCAN 
6102 
.99 



Seq. No. 48197 

Gene No. 102658 

Start 9072 

Name OJ000 125_20 . 0303 . C2 . o3 . tm 

Start 2905 

GI none 

Exons 2905.. 3150, 2908.. 3093, 2975. 

Seq. No. 48197 

Gene No. 102658 

Start 9072 

Name OJ000125_20 . 0303 . C2 . ol . tm 

Start 3175 

GI none 



Seq. ID OJ000125_20.0303.C2 
Strand 
End 

Method 
End 
Score 
.3148 



14076 

TBLASTX: Maize 

3150 

126 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_20.0303.C2 
14076 

TBLASTX: Maize 

4192 

398 



49967 




Exons 


one ooqc; 


jjIU . 


T A A 1 

. J 4 4 I , 


Q c: n a 
jj /4 . 


.4185, 3578. .4174, 4043. .4192, 




4Uj / . . 4 loO 














Seq. No. 


48197 








Seq. ID 


OJ000125_20.0303. 


C2 


Gene No. 


102658 








Strand 






start 


am o 
yu / z 








End 


14076 




Name 


UJUUUlzo zu . 




r"0 /-v o 
. Oz . 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


4356 






none 








Score 


- 88 




Exons 




.34 j4 . 


. JJOO , 


vl 1 A 1 


.4248, 4150.. 4356 




Seq. No. 


48197 








Seq. ID 


OJ000125_20.0303. 


C2 


Gene No. 


102658 








Strand 






Start 


am o 

y u / z 








End 


14076 




Name 


r\ *rn nni oc; on 
OJUUUlz;) zu . 


mm 


r*o aO 
bz . Oz . 


4- TY". 

tm 


Method 


TBLASTX: Maize 




Start 


0 O / 4 








End 


6066 






none 








Score 


252 




Exons 


D 0 f 4 . . OUOD, 


c; a n c; 


CACQ 

. bUoo , 


0 / U 4 . 


.6060 






Seq. No. 


48197 








Seq. ID 


OJ000125_20.0303. 


C2 


Gene No. 


102658 








Strand 






O 4- -\ n-4- 

Start 


q m o 

y u / z 








End 


14076 




Name 


/^iTnnmoc: on 
UJUUUlzo z U . 


n ^ n 's 


r»0 /-\ 1 

bz . Ol . 


tc 


Method 


TBLASTX: Cress 




Start 


C H O O 

o /zo 








End 


6105 




(~* -r 

GI 


none 








Score 


128 




Exons 


O / ZO . . oy4u, 


J / JJ . 


. o y 1 4 , 


o y 14 . 


.6105, 5915. .6043 




Seq. No. 


/| Q1 QT 

4 o i y / 








Seq. ID 


OJ000125_20.0303. 


C2 


Gene No. 


lUZOOO 








Strand 






Start 


9072 








End 


14076 




Name 


OJ000125 20". 


0303. 


C2.o4. 


gs 


Method 


GENSCAN 




start 


9072 








End 


12769 




bl 


none 








Score 


.69 




Exons 


9072. .9257, 


9337. 


.9435, 


9530. 


.9602, 9687. .9797, 9894. .10067, 




10177. .10862 


, 108 


64. .11006, 11132. . 11273, 1134 8 .. 12376, 






12395. .12769 












Seq. No. 


48197 








Seq. ID- 


OJ000125_20.0303. 


C2 


Gene No. 


102658 








Strand 






Start 


9072 








End 


14076 




Name 


OJ000125 20. 


0303. 


C2.o4. 


np 


Method 


AAT/NAP 




Start 


9093 








End 


12784 




bl 


4680204 








Score 


1037 




Exons 


9093. . 9227, 


9578. 


.9797, 


9894. 


.10067, 10177. .11273, 11348 


. .12 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


48197 








Seq. ID 


OJ000125_20.0303. 


C2 


•Gene No. 


102658 








Strand 






st art 


9072 








End 


14076 




Name 


OJ000125 20. 


0303. 


C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9728 








End 


10250 




GI 


none 








Score 


68 




Exons 


9728. .9799, 


9899. 


.10081, 9906 


. . 10031, 


10170. . 10250 




Seq. No. 


48197 








Seq. ID 


OJ000125_20.0303. 


C2 


Gene No. 


102658 








Strand 






Start 


9072 








End 


14076 





49968 



Name 

Start 

GI 

Exons 



OJ000125_20 . 0303 . C2 . ol . tw Method TBLASTX : Wheat 

11738 End 12141 

none . Score 8 6 

11738. .11908, 11871. .12038, 1 1903 .. 12139, 11990 .. 12139, 

12001. .12141, 12025.. 12141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48197 

102658 

9072 

OJ000125_20.0303.C2.o6.np 

12255 

7494310 



OJ000125 20. 0303. C2 



Seq. ID 
Strand 

End 14076 
Method AAT/NAP 
End 14076 
Score 43 
12255. .12319, 13656 .. 13815 , 14042. .14076 

hypothetical protein PFB0680w - malaria parasite (Plasmodium 
falciparum) gi | 3845248 | gb IAAC71925 . 1 1 (AE001410) hypothetical 
protein [Plasmodium falciparum] 



Seq. No. 


48197 


Seq. ID 


OJ000125_ 


_20.0303. 


C2 


Gene No. 


102658 


Strand 








Start 


9072 


End 


14076 






Name 


OJ000125 20.0303.C2.o5. 


gs Method 


GENSCAN 






Start 


13663 


End 


14076 






GI 


none 


Score 


.88 






Exons 


13663 .. 14076 










Seq. No. 


48198 . 


Seq. ID 


OJ000125_ 


_20.0303. 


C3 


Gene No. 


102659 


Strand 








Start 


57 


End 


3660 






Name 


OJ000125_20. 0303.C3.ol. 


gp Method * 


AAT/GAP 






Start 


57 


End 


3660 






GI 


342 1.R1084 


Score 


6042 






Exons 


57. .576, 686. .790, 909. 


.3660 








GI Descrip. 


1 4 57 4 4 06/gb | AAD24042 . 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] f 










Seq. No. 


48198 


Seq. ID 


OJ000125_ 


_20.0303. 


C3 


Gene No. 


102659 


Strand 








Start 


57 


End 


3660 






Name 


OJ000125 20.0303.C3.o5. 


gp Method 


AAT/GAP 






Start 


230 


End 


3660 






GI 


342 1.R1084 


Score 


5735 






Exons 


230. .576, 686. .790, 909 


..3660 








GI Descrip. 


M574 406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] 1 










Seq. No. 


48198 


Seq. ID 


OJ000125_ 


_20.0303. 


C3 


Gene No. 


102659 


Strand 








Start 


57 


End • 


3660 






Name 


OJ000125 20.0303.C3.o6. 


gp Method 


AAT/GAP . 






Start 


234 


End 


3660 






GI 


342 1.R1084 


Score 


5727 






Exons 


234. .576, 686. .790, 909 


. .3660 








GI Descrip. 


M574 4 06/gb|AAD24 042.1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 










Seq. No. 


48198 


Seq. ID 


OJ000125_ 


_20.0303. 


C3 


Gene No. 


102659 


Strand 









4.9969 



Start 57 End 3660 

Name OJ000125_20 . 0303 . C3 . o4 . gp Method AAT/GAP 

Start 239 End 3660 

GI 342_1.R3.084 ' ' Score 5717 

Exons 239.. 576, 686.. 790, 909.. 3660 

GI Descrip. ' 4574 4 06/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. - 48198 Seq. ID 

Gene No. 102659 Strand 

Start 57 End 

Name OJ000125_20 . 0303 . C3 . ol . gs Method 

Start ■ 993 End 

GI none * Score • 
Exons 993.. 3446 



OJ000125_20.0303.C3 

3660 
GENSCAN 
3446 ■ 
.88 



Seq. No. 48198 Seq. ID 

Gene No. 102659 Strand 

Start 57 End 

Name ' OJ000125_20 . 0303 . C3 . ol . tw Method 

Start 1068 End 

GI none Score 
Exons 



OJ000125_20..0303.C3 
3660 

TBLASTX: Wheat 

2385 

131 



1068. .1160, 1149. .1229, 1242. .1382, 1243. .1383, 1330. .1425, 
1362. .1421, 1428. .1472, 1428. .1472, 1467. .2384, 1482. .1799, 
1498.. 2385 



Seq. No. 


48198 








Seq. ID 


OJ.000125_20.0303 


.C3 


Gene No. 


102659 








Strand - 






Start 


57 








End 


3660 




Name 


OJ000125 20 


.0303. 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1552 








End 


3512 




GI 


6742729 








Score 


3159 




Exons 


1552. .3512 














GI Descrip. 


(AF121139) 


RIM2 


protein 


i [Oryza sativa] 






Seq. No.-" 


48198 








Seq. ID 


OJ000125_20.0303 


,C3 


Gene No. 


102659 








Strand 






Start 


57 








End 


3660 




Name 


OJ000125 20 


.0303 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1650 








End 


2101 




GI 


none 








Score 


188 




Exons 


1650. .2087, 


1650 


. .2093, 


1654. . 


.2097, 1660. .2097, 1919. .2101 


Seq. No. 


48198 








Seq. ID 


OJ000125_20.0303 


-C3 


Gene No. 


102659 








Strand 






Start 


57 








End 


3660 




Name 


OJ000125 20 


.0303 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2028 * 








End. 


2342 v 




GI 


none 








Score. 


68 




Exons 


2028. .2258, 


2028 


• .2342, 


2056. . 


,2331 






Seq. No. 


48198 








Seq. ID 


OJ000125_20.0303 


.C3 


Gene No. 


102659 








Strand 






Start 


57 








End 


3660 




Name 


OJ000125 20 


.0303 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2386 








End 


2796 




GI 


none 








Score 


81 





49970 



Exons 



2386. .2472, 2388. .2477, 2388. .2471, 2481. .2723, 2545. .2727, 
2733. .2795, 2746. .2796 



Seq. No. 48198 

Gene No. 102659 

Start 57 

Name OJ000125_20 . 0303 . C3 . o2 . ts 

Start 2829 

GI none 

Exons 2829. .3071 



Seq. ID OJ000125_20.0303.C3 
Strand 

End 3660 

Method TBLASTX : Soybean 

End 3071 

Score • 210 



Seq. No.* 48198 

Gene No. 102659 

Start 57 . 

Name OJ000125_20 . 0303 . C3 . ol . tm 

Start 2901 

GI none 

Exons ■ 2901.. 3095, 3105.. 3359, 3105, 



Seq. ID OJ000125_20.0303.C3 
Strand 

End • 3660 

Method TBLASTX : Mai ze 

End 3359 

Score. 103 
,3347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48198 

102659 

57 

OJ000125_20. 0303.C3.o2.tw 

2935 

none 



Seq. ID OJ000125_20.0303.C3 
Strand 

End 3660 

Method ' TBLASTX: Wheat 

End 3404 

Score ' 171 



2935. .3141, 2935. .3144, 2940. .3164, 3144. .3242, 3145. .3237, 
3246. .3350, 3250. .3339, 3351. .3404, 3352. '.3396 



U Seq. No. 
[y Gene No. 

Start 
?;r 5 Name 
Iy Start 

GI 

Q Exons 



48198 

102659 

57 

OJ000125_20.0303.C3.o2.tc 

3192 

none 



Seq. ID OJ000125_20.0303.C3 
Strand 

End 3660 

Method TBLASTX : Cress 

End 3540 

Score 88 



3192. .3533, 3211. .3348, 3376. .3540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



48198 

102659 

57 

OJ000125_20.0303.C3.ol.ts 

3273 

none 



Seq. ID OJ000125_20.0303.C3 
Strand 

End 3660 

Method TBLASTX : Soybean 

End 3659 

Score 122 



3273. .3569, 3291. .3515, 3564. .3626, 3627. .3659 



48199 
102660 
1 

OJ000125_20. 0303.C4.ol.np 

1 

5852182 
1. .315 

(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ000125_20.0303.C4 
Strand 

End .7 63 
Method AAT/NAP 
End 315 
Score 410 



48199 

102660 

1 

OJ000125_20. 0303.C4 .ol.gp 



-Seq. ID OJ000125_20.0303.C4 
Strand 

End 7 63 

Method AAT/GAP 



49971 



Start 179 End 763 

GI 2310235 Score 297 

Exons 179.. 315, 726.. 763 

GI Descrip. 5852182/emb | CAB55420 . 1 1 9.0e-13 (AL117265) 
sativa] 



zhbOOlfcyl [.Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48200 Seq. ID 

102661 Strand 

1 End 

OJ000125_20.0303.C5.ol.np Method 

1 End 

7303636 Score 
1. .37, 733. .1572 

(AE003826) CG13214 gene product [Drosophila melanogaster ] 



OJ000125_20.0303.C5 
+ 

1572 
AAT/NAP 
1572 
146 



48200 Seq. ID 

102662 Strand 

16963 End 

OJ000125_20.0303.C5.ol.gp Method 

16963 End 

none Score 
16963. .17416 



OJ000125_20.0303.C5 
+ 

17416 
AAT/GAP 
17416 . 
849 



Seq. No. 48200 Seq. ID 

Gene No. 102663 Strand 

Start 1 End 

Name OJ000125_20 . 0303 . C5 . o4 . np Method 

Start 1 End 

GI 5932557 Score 

Exons 1. .40, 3980. .4369 

GI Descrip. (AC009465) hypothetical protein, contains DnaJ motif: 

prokaryotic heat shock protein motif [Arabidopsis thaliana] 



OJ000125_20.0303.C5 

15164 
AAT/NAP • 
4369 
158 



Seq. No. 48200 Seq. •' ID 

Gene No. 102663 Strand 

Start " 1 End 

Name OJ000125_20 . 0303.C5 .ol .gs Method " 

Start 617 End 

GI none Score 
Exons 



OJ000125_20.0303.C5 

15164 
GEN SCAN 
15164 
.43 



617. .1405, 1762. .1892, 2801. .2981, 3301. .3490, 4073. .4257, 
5678. .6334, 6661. .6765, 7116. .7420, 7485. .7893, 8107. .8438, 
8566. .8591, 8652. .8976, 9339. .9501, 9620. .9658, 9734. .9851, 
10527. . 10585, 1358 9 .. 13660 , 15007 .. 1504 9, 15061. .15164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



48200 
102663 
1 

OJ000125_20.0303.C5.o2.np 
1371 
6437559 
1371. .1413, 4005. .4404 

(AC011623) putative DnaJ protein [Arabidopsis thaliana] 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 15164 

Method AAT/NAP 

End 4404 

Score 149 



48200 

102663 

1 

OJ000125_20.0303.C5.o5.np 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 15164 

Method AAT/NAP 



49972 



Start 5735 End 9014 

GI 4755194 Score 292 

Exons 5735.. 5882, 7185.. 7450, 8716.. 9014 

GI Descrip. (AC007018) hypothetical protein [Arabidopsis thaliana] 

gi|4755195|gb|AAD29062.1 |AC007018_10 (AC007018) hypothetical 
protein [Arabidopsis thaliana] 



beq. no. 


a q o n n 


Seq. ID 


OJ000125_20.03p3.C5 


Gene No . 




Strand 




b tar l 


1 / ill j 


End 


20612. 


Name 


OJ000125 20. 0303. C5 


.o7.np Method 


AAT/NAP 


Start 


17403 


End 


20612 




6437559 


Score 


693 


Exons 


17403. .17624, 18561 


..19371, "19483. . 19618, 19838.. 20612 ■ 


GI Descrip. 


(AC011623) putative 


DnaJ protein [Arabidopsis thaliana] 


beq. no. 


48200 


Seq. ID 


OJ000125_20.0303.C5 


Gene No . 


102665 


Strand - 




Start 


22090 "* 


End 


24767 


Name 


OJ000125 20. 0303. C5 


.08. np Method 


AAT/NAP 


Start 


22090 


End 


24767 


GI 


7340868 


Score 


129 


Exons 


22090. .22309, 22888 


.'.23079, 24728. .24767 


GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


beq. No. 


4 8200 


Seq. ID 


OJ000125_20.0303.C5 


Gene No . . 


102666 


Strand 




otart 


27201 


End 


27984 


Name 


OJ000125 20. 0303. C5 


. o3.tm Method 


TBLASTX: Maize 


Start 


2165 


End 


17733 


GI 


none 


Score 


147 


Exons 


2165. .2254, 2323.-2343, 2388. .2426, 5744. .6019, 5756. .6016, 




5835. .6020, 8364. .8480, 8368. .8529, 8371. .8520, 8520. .8594, 




8522. .8593, 17414.. 


17647, 17415. .17732, 


17433. .17732, 




17554 . .17733 






Seq. No. 


4 8-200 


Seq. ID 


OJ000125_20.0303.C5 


Gene No. 


'>r02666 


Strand 




Start 


27201 


End" 


27984 


Name 


OJ000125 20. 0303. C5 


. ol.tm Method 


TBLASTX: Maize 


Start 


2682 


End 


18958 


GI 


none 


Score 


74 



Exons 



2682..2834, 2847. .2942, 2847 
6909.. 7463, 6960. .7460, 7027 
7456.-. 7584, 7462. .7584, 7485 
17742. .17798, 17886 
18287. .18361, 18382 



2939, 6023. 
7464, 7088. 
7592, 8603. 
18005, 18270. .18344/ 
18942, 18393. .18950, 



6121, 6158.. 6277, 
7471, 7097. .7471, 
8659, 8741. .8866, 
18282. .18950, 
18443. .18958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48200 

i02666 

27201 

OJ000125_ 

4028 

none 



20.0303.C5.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000125_20.0303.C5 
27984 

TBLASTX: Maize 

20577 

68 



4028. .4126, 4159. .4233, 4238. .4348, 4247.-4324, 4321. .4362, 
20163. .20576, 20164. .20577 



49973 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48200 

102666 

27201 

OJ000125_20.0303.C5.o2.tw 

4066 

none 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 27984 

Method TBLASTX: Wheat 

End 20429 

Score 123 



4066. .4119, 4159. .4272, 20217 20429, 20257. .20427 



48200 

102666 

27201 

OJ000125_20.0303.C5.ol. tc 

4159 

none 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 27984 

Method TBLASTX : Cress 

End 20616 

Score " 153 ■ ■ 



4159. .4233, 20238 .. 204 47 , 20275 .. 20421 , 20424 .. 20615 , 
20425. .20616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48200 

102666 

27201 

OJ000125_20. 0303.C5.ol. ts 

4159 

none 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 27984 

Method TBLASTX : Soybean 

End 20543 

Score 120 



4159. .4233, 4253. .4324, 20307 .. 20417, 20308 ... 20421, 
20310. .20450, 20424. .20543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48200 

102666 

27201 

OJ000125_20. 0303.C5.ol. tw 

5744 

none 



Seq. ID OJ000125_20.0303.C5 
Strand 

End 27984 

Method TBLASTX : Wheat 

End 18770 

Score 59 



5744. .5881, 5756. .5902, 5912. .6028, 6026. .6091, 7128. .7205, 
7290. .7316, 7308. .7415, 8371. .8478, 8528. .8668, 174 57 .. 17 618 , 
17617. .17802, 17 628. .17807, 18 663. .18770 



Seq. No. 48200 

Gene No. 102666 

Start 27201 

Name OJ000125_20 . 0303 . C5 . o3 . ts 

Start 6020 
GI . none 
Exons 



Seq. ID OJ000125_20. 0303.C5 
Strand 

End 27984 

Method TBLASTX : Soybean 

End 18881 

Score 57 



6020. .6091, 7083. .7184, 7242. .7385, 7401. .7448, 8389. .8415, 
8440. .8517, 8603. .8665, 1754 1 .. 17 609, 17724 .. 17804 , 
17829. .17870, 17958 .. 18002 184 32 .. 18539, 18597 .. 187 67 , 
18768. .18881 



Seq. No. 48200 

Gene No. 102666 

Start 27201 

Name OJ000125_20 . 0303 . C5 . o2 . tc 

Start 6023 

GI none 
Exons 



Seq. ID OJ000125_20. 0303.C5 
Strand 

End 27984 

Method TBLASTX : Cress 

End 18884 

Score 201 



6023.. 6121, 6152. .6205, 7215. .7451, 8591. .8716, 8717. .8794, 
17724. .17849, 17883 .. 17933, 18570.. 18884 



Seq. No. 



48200 



Seq. ID OJ000125_20.0303.C5 



49974 




Gene No . 




Strand 






Start 


27201 


End 


27984 




Name 


OJ000125_20.0303.C5.o4 .tm 


Method 


TBLASTX: Maize - 




C +- v~ 4- 




End 


27686 




bl 


none 


Score 


70 




Exons 


OCCCC o^^flQ otoaq OTOTQ 


27210. .27269, 27214 27276, 






Z/3/.3..Z/O.JZ, Z/4/4..Z/OJ.J, 


. 27478. .27534, 27530 .. 27 682 , 






OlC^I OTrQ^ OTC^I OTtfCQ^ 
Z/Jj1. .^/DOJ, Z / DO 1 . . Z / Do D , 


27532. .27684 




beq . no . 


4 o Z UU 


Seq. ID 


OJ000125_20.0303 


. bo 


bene no . 


102666 


Strand 






Start 


27201 


End 


27984 




Name 


OJ000125 20.0303.C5.o9.np 


Method 


AAT/NAP 




C 4- v- 4- 


27201' 


End 


27984 






6223641 


Score 


202 




Exons 


27201. .27270, 27477 .. 27683, 


27918. .27984 




GI Descrip . 


(AC011698) putative T-complex protein 


1, theta subunit 






( ibr- i— ineta ) [AraDiaopsis 


thai i ana] . 






beq. no. 


/i o o a n 


Seq. ID 


OJ000125_20.0303 


. Co 


Gene No. 


102666 


Strand 






Start 


27201 


End 


27984 




Name 


bJUUUlzo zU . UoU J . bo . oz . t S 


Method 


TBLASTX: Soybean 




C4- v+- 

btart 


Z / ZUO 


End 


27 68,5 




r* t 
bl 


none 


Score 


69 




Exons 


OTono oT)in ototh otocd 
Z/zUo-.Z/Z/y, Z/zlL)..Z/ZDJ, 


27477. .27533, 27479 27532, 






z /o JO . . z/ooo, 27530. .27682 








Seq. No. 


48200 


Seq. ID 


OJ000125_20.0303 


. C5 


Gene No. 


102666 


Strand 






Start 


27201 


End 


27984 




Name 


OJ000125 20.0303.C5.o3.tc 


Method 


TBLASTX: Cress 




C 4 i -w- 4- 

b tart 


27477 


End 


27684 




bl 


none 


Score 


56 




Exons 


27477. .27533, 27479 .. 27532, 


27530. .27682, 27531 27 683, 






,27535. .27 684 








Seq. No. 


48201 


Seq. ID 


OJ000125_20.0303 


C6 


Gene No. 


102667 


Strand 


+ 




otdiL 


15112 


End 


16042 




Name 


OJ000125 20.0303.C6.o3.gs 


Method 


GENSCAN 




C4- -v 4- 

b car l 


15112 


End 


16042 




f T 
bl 


none 


Score 


.72' 




Exons 


15112. .15403, 15921. .16042 








beq. No. 


48201 


Seq. ID 


OJ000125_20.0303 


Co 


Gene No . 


102668 


Strand 






OLall 


297 


End 


3974 




Name 


OJ000125 20.0303.C6.ol.np 


Method 


AAT/NAP 




Start 


297 


End 


3974 




GI 


6223641 


Score 


756 




Exons 


297. .391, 492. .614, 688. .765, 846. .1033, 1824. .2089, 2U 


S3. 




2404.. 2660, 3938.-3974 








GI Descrip. 


(AC011698) putative T-complex protein 


1, theta subunit 






(TCP-l-Theta) [Arabidopsis 


thaliana] 






Seq. No. 


48201 


Seq. ID 


OJ000125_20.0303. 


C6 



49975 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 



102669 Strand 

7164 End 

OJ000125_20 . 0303 . C6 . o2 . np Method. 

7164 End 

4191774 Score 
7164 . .8624 

(AC005917) putative beta-1 , 3-glucanase 



8624 
AAT/NAP 
8624 . 
1528 

[Arabidopsis'tfialiana] 



Seq. ID OJ000125_20.0303.C6 
Strand 

End 14818 

Method TBLASTX : Soybean 

End 742 

Score 67 



48201 
102670 
9626 

OJ000125_20.0303.C6.o4 .ts 
289 
none' 

289. .387, 290. .388, 296. .394, 297. .389, 469. .615, 491. .628, 
492. .626, 492. .650, 685. .738, 686. .742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■48201 
102670 
9626 

OJ000125_20.0303.C6.o2.tm 

348 

none 

348. .392, 350. .400, 350. .394, 
685. .750, 686. .763, 691. .765, 
1909. .1932, 1937. .1999, 1937. 
2002. .2064, 2002. .2046, 2022. 
2183. .2230, 2184. .2228, 2196. 
2432. .2488, 2433. .2489, 2433. 
2504. .2548, 2509. .2661, 2545. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000125 20. 0303. C6 



14818 

TBLASTX: Maize 
2662 
65 

492. .614, 494. .628, 499. .615, 
698. .763, 843. .917, 849. .920, 
.1999, 1950. .2000, 2001. .2054, 
.2072, 2066. .2107, 2182. .2217, 
.2327, 2235. .2327, 2404. .2424, 
.2489, 2437. .2490, 2497. .2547, 
.2661, 2546. .2662, 2549. .2662 



Seq. No. 48201 Seq. ID 

Gene No. 102670 Strand 

Start 9626 End 

Name OJ000125_20 . 0303 ,C6 . o2 . ts Method 

Start 843 End 7 ' 

GI ' none Score 

Exons 843.. 917, 1927.. 1995, 1937.. 1999, 2002 



OJ000125_20.0303.C6 
14818 

TBLASTX : Soybean 

2662 • 

64 

..2046, 2022. .2072, 



2066.. 2107, 2220. 
2430. .2489, 2497. 
2546. .2662 



,2327, 2247. .2327, 2404. .2424, 2422. .2478, 
,2547, 2504. .2548, 2515. .2655, 2545. .2661, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48201 

102670 

9626 

OJ000125 
1937 
none 
1937 
2220 
2545 



20.0303.C6.ol.tc 



1999, 
2327, 



2002. 
2430. 



2661, 2546. 



.2046, 
,2489, 
,2662 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2066. .2107, 
2433. .2489, 



OJ000125 20. 0303. C6 



14818 

TBLASTX: Cress 
2662 
76 

2183.. 2230, 2196. 
2497. .2547, 2501. 



,2327, 
,2548, 



Seq. No. 48201 Seq. ID 

Gene No. 102670 Strand 

Start 9626 • End 

Name OJ000125__20 . 0303 . C6 . o5 . ts Method 

Start . 7260 End 



OJ000125_20.0303.Cj5. 
14818 

TBLASTX: Soybean 
7557 



49976 



GI 

Exons 



none 



Score 



61 



7260. .7298, 7296. .7493, 7321. .7482, 7513. .7557, 7515. .7556 



Seq. No. 48201 Seq. ID 

Gene No. 102670 . Strand. 

Start 9626 End 

Name OJ000125_20 . 0303 . C6 . o3 . tc Method 

Start 7287 End 

GI none Score 

Exons 7287.. 7472, 7321.. 7473 



•OJ000125_20.0303.C6 
14818 

TBLASTX: Cress 

7473 

74 



Seq. No. 48201 Seq. ID 

Gene No. 102670 Strand - 

Start 9626 End 

Name OJ000125_20 . 0303 . C6 . ol . tm Method 

Start 7296 End 

GI . none Score 

Exons 



OJ000125_20.0303.C6 
14818- 

TBLASTX: Maize 

8105 

128 



7296. .7484, 7321. .7482, 7491. .7562, 7504. .7563, 7590. .7709, 
7591. .7698, 7719. .7943, 7720. .7914, 7947. .8105, 8002. .8070 



Seq. No. 48201 Seq. ID 

Gene No. 102670 Strand 

Start 9626 End 

Name OJ000125_20 . 0303 . C6 . o3 . ts Method 

Start 7719 End 

GI f none ■ Score 

Exons 7719.. 7943, 7720.. 7935 



OJ000125_20.0303.C6 
14818 

TBLASTX : Soybean 

7943 

158 



Seq. No. 


48201 






Gene No. 


102670 






Start 


9626 






Name 


OJ000125 20. 


0303 


.C6.o2. 


Start 


7872 






GI 


none 






Exons 


7872. .7943, 


7882 


. .7935, 




8121. .8312, 


8143 


. .8313 


Seq. No. 


48201 






Gene No. 


102670 • 






Start 


9626 






Name 


OJ000125 20. 


0303 


,C6.ol. 


Start 


8047 






GI 


hone 






Exons 


8047 r .8118, 


8121 


. .8360, 


Seq. No. 


48201 






Gene No. 


102670 






Start 


9626 






Name 


OJ000125 20.' 


0303 


.C6.o3. 


Start 


8166 






GI 


none 






Exons 


8166. .8561, 


8167 


. .8313, 


Seq. No. 


48201 






Gene No. 


102670 






Start 


9626 






Name 


OJ000125 20. 


0303 


.C6.o4. 



Seq. ID OJ000125_20.0303.C6 
Strand 

End 14818 

tc Method TBLASTX : Cress 

End 8313 

Score 48 
7947. .8018, 8014. .8118, 8016. .8117, 



Seq. ID OJ000125_20.0303.C6 
Strand 

End 14818 

ts Method TBLASTX : Soybean 

End 8564 

Score 40 
8143. .8352, 8352. .8564, 8386. .8553 

Seq. ID OJ000125_20.0303.C6 
Strand 

End 14818 

tm Method TBLASTX : Maize 

End 8561 

Score 115 
8386. .8553, 8433. .8558 

Seq. ID OJ000125_20. 0303.C6 
Strand 

End 14818 

tc Method TBLASTX : Cress 



49977 



Start 8352 

GI none 

Exons 8352.. 8561, 8383.. 8550 

Seq. No. 48201 

Gene No. 102670 

Start 9626 

Name OJ000125_20 . 0303 . C6 . o2 . gs 

Start 9626 

GI none 
Exons 



End 
Score 



8561 
102 



Seq. ID OJ000125_20.0303.C6 
Strand 

End 14818 

Method GENSCAN 

End 14818 

Score .74 



9626. .9688, 10083. .10235, 10320. .104 33, 10529. .10641, 
11511. .11605, 13559. . 13853, 13975. .14 023, 14 056. . 14262, 
14378. .14818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48202 
102671 
1 

OJ000125_20.0303.C8 .ol.np 
1 

6721550 
1..38, 507. .938 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. ID OJ000125_20.0303.C8 
Strand 

End 938 

Method AAT/NAP 

End 938 ' 

Score 151 



48202 

102671 

1 

OJ000125_20.0303.C8.ol.gs 
75 

none 
75. .849 



Seq. ID OJ000125_20.0303.C8 

Strand - 

End 938 

Method GENSCAN 

End 849 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48202 
102671 
1 

OJ000125_20.0303.C8 .ol.tm 
520 
none 

520. .789, 532.. 789, 539.. 790 

48203 
102672 
744 

OJ000125_20.0303.C9.ol.gs 
744 
none 

744. .906, 2076. .2151, 2255.-2267 



Seq. ID OJ000125_20.0303.C8 
Strand 

End 938 

Method TBLASTX : Mai ze 

End 790 

Score 145 



Seq. ID OJ000125_20.0303.C9 

Strand + 

End 2267 

Method GENSCAN 

End 2267 

Score .81 



48204 

102673 

1488 

OJ000125_20. 0303. C10. ol.np 

1488 

6721550 



Seq. ID OJ000125_20.0303.C10 

Strand + 

End 5572 

Method AAT/NAP 

End 5572 

Score 237 



1488. .1639, 3443. .3532, 4585.-5572 

(AP001073) Similar to Oryza sativa gene for Pib (AB013448) 



Seq. No. 



48205 



Seq. ID OJ000125 20.0303.C11 



49978 




Gene No. 


102674 




Strand 


+ 








C4- •) vf 

otart 


c; o £ 






1 QOQ 

1 oz y 








Name 


UJUUU1Z3 ZU . UjUj.LII.OI 


.gs 


Method 


bfcjNbbAN 








otart 


OZ D 




U 1 r\ /~i 


1 0 z y 








bl 


none 




Score 


.by 








Exons 


J^D. . / jj , 1/fiO. . ± O Z :? 














Seq. No. 


48205 




Seq. ID 


OJ000125_ 


_20. 


.0303 


.Cll 


Gene No. 


102675 




Strand 


+ 








OLdiL 


jU dz 




End 


4467 








Name 


UJUUUIZO ZU.UjUj.L11.OZ 


. gs 


Method 


GEN SCAN 








C4 > v- f- 


jUoZ 




End 


4467 . 








bl 


none 




Score 


.7 








Exons 


TnCO ooi c "30H£ . "3/1 CO 
j U b Z . . j Z 1 j , jjUd. . j4 oy, 


TCI ^ 

j bl j . 


.3694, 3701. .3838, 


3904 . .4467 


beq . no . 


■1 oZ U J 




Seq. ID 


OJ000125_ 


_20, 


.0303, 


.Cll 


Gene No. 


102676 




Strand 


+ 








Start 


8929 




End 


9708 








Name 


UJUUU1Z j ZU . UjUj.LII . oz 


.np 


Method 


AAT/NAP 








bt art 


o yz y 




End 


9708 








bl 


o y u / uoo 




Score 


jfi 1 








Exons 


QQOQ QA^C Q01£ Q/l 

o yz y . . yuob/ yzio . . y4 o j , 


9617. 


.9708 










GI Descrip. 


^Aruuiizyj nypotneticai 


protein [Oryza 


sativa] 








O ^ « NT 

beq. No. 


4 oZUj 




Seq. ID 


OJ000125_ 


_20. 


.0303, 


.Cll 


Gene No. 


102677 




Strand 


+ 








Start 


9610 




End 


9708 








Name 


ATnnm or on mm 011 ^0 
UJUUUIZO ,,ZU.-UjUj.L11 .Oj 


.np 


Method 


AAT/NAP 








04 1 v- -f- 

btart 


q n 

y Diu 




End 


y / uo 








bl 


C n £T Q £ C Q 

ou b y d j y 




Score 


119 








Exons 


y bi u . . y / uo 














GI Descrip. 


(Aruuubibj nypo tne ticai 


protein [Oryza 


sativa] 








beq. no. 


4 oZUO 




Seq. ID 


OJ000125_ 


_20. 


,0303, 


.Cll 


Gene No. 


102678 




Strand 










Start 


5885 




End 


6739 








Name 


OJ000125 20.0303.Cll.ol 


,np 


Method 


AAT/NAP 








Of -, vf 

otart 


5391 




End 


5520 








bl 


5852093 




Score 


78 








Exons 


5391. .5520 














bi uescrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


48205 




Seq. ID 


OJ000125_ 


_20. 


0303. 


,C11 


Gene No. 


102678 




Strand 










b car t 


5885 




End 


6739 








Name 


OJ000125 20.0303.Cll.o3 


. gs 


Method 


GENSCAN 








Of i ~- -f- 

b r a r l 


5885 




End 


6739 








bl 


none 




Score 


.55 








Exons 


5885. . 6739 














oeq. in o . 


48205 




Seq. ID 


OJ000125_ 


20. 


0303. 


Cll 


Gene No. 


102679 




Strand • 










Start 


8406 




End;l 


8997 








Name 


OJ000125 20.0303.Cll.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


' 6080 




End 


6442 








GI 


none 




Score 


81 








Exons 


6080. .6442, 6081. .6275, 


6101. 


.6421, 6202. .6441 









49979 



Seq. No. 48205 Seq. ID 

Gene No. 102679 Strand 

Start 8406 End 

Name OJ000125_20 . 0303 . Cll . ol . tw Method 

Start 6674 End 

GI none Score 

Exons 6674.. 6883, 6678.-6887 



OJ000125_20. 0303. Cll 
8997 

TBLASTX: Wheat 

6887 

183 



Seq. No. 48205 Seq. ID 

Gene No. 102679 Strand 

Start 8406 End 

Name OJ000125_20. 0303 . Cll . o4 . gs Method 

Start 8406 End 

GI none Score 

Exons 8406.. 8479, 8943.. 8997 



OJ000125_20. 0303. Cll 

8997 
GENSCAN 
8997 
.71 



Hi 



Seq. No. 48206 Seq. ID 

Gene No. . 102680 " Strand 

Start 1757 End 

Name OJ000125_11 . 0310 . C7 . ol . gp Method 

Start 1757 End 

GI uC-osroM202024h08al Score 

Exons 1757.. 1823 

GI Descrip. 1 5852170/emb | AL1 172 65 . 1 1 OST17804 5.0e-84 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



OJ000125_11.0310.C7 
+ v ^ 
1823 
AAT/GAP 
1823 
87 



Seq. No. 


48207 




Seq. ID 


OJ000125_11.0310.C13 


Gene No. 


102681 




Strand 




Start 


872 




End 


1327 


Name 


OJ000125 ll.0310.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


872 




End 


1327 


GI 


none 




Score 


134 


Exons 


872. .1048, 1093. .1296, 


1097. 


.1327 




Seq. No. 


48208 




Seq. ID 


OJ000125_11.0310.C14 


Gene No. 


102682 ' 




Strand 




Start 


1 




End 


.165 


Name 


OJ000125 ll.0310.C14.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


165 


GI 


none 




Score 


201 


Exons 


1..165, 3. .164, 








Seq. No. 


48208 




Seq. ID- 


OJ000125_11.0310.C14 


Gene No. 


102683 




Strand 




Start 


109 




End 


645 


Name 


OJ000125 11.0310.C14 .o2 


. tin 


Method 


TBLASTX: Maize 


Start 


109 




End - 


492 


GI 


none 




Score 


323 


Exons 


109. .492, 261. .491 








Seq. No. 


48208 




Seq. ID 


OJ000125_11.0310.C14 


Gene No. 


102683 




Strand 




Start 


109 




End 


645 


Name 


OJ000125 11.0310.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


166 




End 


587 


GI 


none 




Score 


431 



49980 



Exons 


lOO. . JOO/ ZlO. . JO / ; ZOfl. 


. DOH 




Seq. No. 


48208 




Seq. ID 


Gene No. 


102683 . 




Strand 


b tar l 


1 AQ 

i u y 






Name 


OJUUUlZO ll.UJIU.C14.Ol. 


ts 


fl A—. X- l_ _ _J 

Metnoa 


Start 


O A A 

Z4 4 




Lna 


GI 


none 




Score 


Exons 


OAA 9£1 AHA Oil 
£hh * . K>hO r ZD 1 . . HUH , 


. OOo 


A A~\ £1 ' 
, H H 1 . . D 1. 


Seq. No. 


48208 




Seq. ID 


Gene No. 


102684 




Strand 


o tart 


djh ■ 




tiXlCX 


Name 


OJUUUlzo 11 . UolU . C14 . OO . 


4- t * 

tw 


Method 


Start 






End 


GI 


none 




Score 


Exons 




i no 


7 Q "7 Q "7 ' 


Seq. No. 


a o o n o " 
4 oZUo 




Seq. ID 


Gene No. 


102685 




Strand 


Start 


871 




End 


Name 


UJUUU1ZO 1 1 . U o 1 U . LI H . OZ . 


ts 


Method 


Start 


871 




End 


GI 


none 




Score 


Exons 


0/1..9/5, o79..96o, 1U11 


...1085, 1015. 




111o..1ZOO, llo4..1Z0D 






Seq. No. 


48208 




Seq. ID 


Gene No. 


102685 




Strand 


btart 


871 




End 


Name 


OJ000125 ll.0310.C14.o3. 


tw 


Method 


Start 


880 




End 


GI 


none 




Score 


Exons 


880. .1086, 885. .1085, 1085.. 


1225, 1081 


Seq.. No. 


48208 




Seq. ID 


Gene No. 


102685 




' Strand 


btart 


871 




End 


Name 


OJ000125 ll.0310.CI4.o4. 


tm 


Method 


Start 


933 




End 


GI 


: none 




Score 


Exons 


933. .1181, 934. .1086, 1107.. 


1205 


Seq. No. 


48208 




Seq. ID 


Gene No. 


102686 




Strand 


C 4 1 -v-4- 

ot art 


1317 




End 


Name 


OJ000425 ll.0310.C14.o6. 


tw 


Method 


Start 


1317 




End 


GI 


none 




Score 


Exons 


1317. .1451, 1505. .1591, 


1518' 


. .1658 


Seq. No. 


48208 




Seq. ID 


Gene No. 


102687 




Strand 


Start 


1614 




End 


Name 


OJ000125 11.0310.C14.ol. 


tm 


Method 


Start 


1614 




End 


GI 


none 




Score 



645 

TBLASTX: Soybean 

645 

312 



879 

TBLASTX: Wheat 

879 

50 



1301 

TBLASTX: Soybean 

1258 

87- 



1301 

TBLASTX: Wheat 

1301 

205 



1301 

TBLASTX: Maize 

1205 

113 



1658 

TBLASTX: Wheat 

1658 

131 



3393 

TBLASTX: Maize 

1976 

420 



49981 



Exons 1614.. 1922, 1637.. 1921, 1929.. 1976 



I Li 





4 ft 90ft 

*i O U O 








Seq. ID 


OJ000125_11.0310 


PI A 


bene ino . ■ 


1 09 6ft 7 








Strand 






O La IT L 










End 


3393 




Name 


o.toooi 9 ^ 1 1 


0^1 0 


PI 4 o9 
• LX 4 . O^ . 


L W 


Method 


TBLASTX: Wheat 




utdl L 


1 7 S9 ~~ 








End 


3393 




(11 


none 








Score 


396 




Exons 


1752. .2132, 


1752 


. .2006, 


1757. 


.2134, 3286. .3393 






4 ft 90ft 

*i O <£ VJ O 








Seq.' ID 


OJ000125JL1.0310 


.C14 


bene jno . 


i 096ft7 








Strand 






OLdl t. 


1614 
X D X ft 








End 


3393 




Name 


h.tooo 1 9 s 1 1 

UOUUUliJ XX. 


0^1 0 
U O X u 


n 4 




Method 


TBLASTX: Maize 




C f- a f- 


907ft _ 








End 


2351 




pt 
bX 


none 








Score 


99 




Exons 


2078. .2185, 


2079 


. .2177, 


2168. 


.2242, 2172. .2252, 2265.. 2351 


oetj . LNvJ . 


4 ft 90ft 

406U0 


• 






Seq. ID 


OJ000125_11.0310 


.C14 


oene ino . 


1 096R7 








Strand 






OtaLL 


1614 
X D X 4 








End 


3393 




Name 


n tooo 1 9 r ii 

UUUUU1Z J XX. 


0^1 0 


PI A r\A 
. L14 .04 . 


L.W 


Method 


TBLASTX: Wheat 




otail. 


91 ^6 _ 








End 


2734 




P T 
bx 


none 








Score 


'224 




Exons 


2136. .2378, 


2141 


. .2227, 


2282. 


.2377, 2447. .2611, 2603. .2734 


C ci \7 c-\ 
OC4 . INO . 


4 ft 90ft 
f± 0 Z U 0 








Seq. ID 


OJ000125_11.0310 


.C14 


bene ino . 


, 1 09 6ft 7 








Strand 






O Lai U 


1614 
X D X ft 








End 


3393 




Name 


nmnm 11 

UUUUUli J XX. 


0^1 0 
U -3 X U 


PI A r\"A 
. . O J . 


till 


Method 


TBLASTX: Maize 






9 4 4 1 
Z 4 4 X 








End 


2695 




bX 


none 








Score 


154 




Pyrin «; 


2441. .2614, 


2461 


. .2613, 


O c: no 

C >J Z* -~J • 


.2694, 2594. .2695 




Seq. No. 


48209 








Seq. ID 


OJ000125_11.0310, 


.C20 


Gene No. 


102688 








Strand . 






Start 


719 








End 


1285 




Name 


OJ000125 11. 


0310 


.C20.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


719 








End 


965 




GI 


none 








Score 


48 




Exons 


719. .751, 719. .760, 753. 


.935, 


753. .965 







Seq. No. 


48209 ■ 






Seq. ID 


OJ000I25_ll.0310.C20 


Gene No. 


102688 






Strand 




Start 


719 






End 


1285 


Name 


OJ000125 11 


.0310 


.C20.ol. tw 


Method 


TBLASTX: Wheat 


Start 


774 . 






End 


117 6 


GI 


none ■ ' 






Score 


44 


Exons 


774. .1163, 


967. . 


1014, 990.. 


1163, 1033.. 


1176 


Seq. No. 


48209 






Seq. ID 


OJ000125_11.0310.C20 


Gene No. 


102688 






Strand 




Start 


719 






■ End 


1285 


Name 


OJ000125 11 


.0310 


.C20.ol. tm 


Method 


TBLASTX: Maize 


Start 


969 






End 


1285 


GI 


none 






Score 


72 


Exons 


• 969.. 1172, 


1093. 


.1176, 1096 


..1176, 1175 


i. .1285, 1215. .1280 



49982 





48210 


Seq. ID 


OJ000125_11.0310 


.C24 


Gene No. 


102689 


Strand 






Start 


3160 


End 


3435 




Name 


OJ000125 11.0310.C24.ol.gp l 


Method 


AAT/GAP 






3160 


End 


3435 






uC-osflcyp053f07al 


Score 


348 




Hi AUl lo 


3160. .3435 










' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


38 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Qp> Ma 

O v3 V_J . IN W . 


48211 


Seq. ID 


OJ000125_11.0310 


.C32 


Gene No. • 


• 102690 


Strand 


+ 




Start 


1 


End 


380 • 




L\ailLC 


OJ000125 11.0310.C32.ol.gp 


Method 


AAT/GAP 




O Lai L 


1 


End 


380 




\J X 


5816562 


Score 


561 






1..380 










6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 






Seq. No. 


48212 


Seq. ID 


OJ000125_11.0310 


. LOO 




102691 


Strand 








695 


End 


976 




Name 


OJ000125_11.0310.C35.o2.tm 


Method 


TBLASTX: Maize 






D yZ> 


■ End 


970 




riT 
\j x 


none 


Score 


186 




LiAUI lo 


695.. 970, 706.. 852 








Seq. No. 


48212 


Seq. ID 


OJ000125_11.0310 


. COO 




102691 


Strand 








695 


End 


976 




Name 


OJ000125 11.0310.C35.o3.tw 


Method 


TBLASTX: Wheat 




OLdi L 


698 


End 


976 




(IT 


none 


Score 


221 




Zj J\\Ji lo 


698. .976, 698. .868, 700. .873 








Seq. No". 


48212 


Seq. ID 


OJ000125_11.0310 


.C35 


OC11C LNVJ. 


102692 


Strand 






O Lai L 


1963 


End 


2379 




Name 


OJ000125 11.0310.C35.o2.tw 


Method 


TBLASTX: Wheat 




OLdlL 


1963 


End 


2379, 




CT 

O X 


none 


Score 


135 




Li AUllo 


1963. .2172, 2013. .2111, 2194. 


.2379, 2223.. 2378 




Seq. No. 


48212 


Seq. ID 


OJ000125_11.0310 


.C35 


Con o K[/~\ 


102693 


Strand 






O L a. x L 


2542 


End 


2990 




Name 


OJ000.125 11.0310.C35.ol.tw 


Method 


TBLASTX: Wheat 




OLail 


2542 


End 


2990 




GI 


none 


Score 


374 




Exons 


2542. .2889, 2646. .2897, 2886. 


.2990, 2891. .2980 




Seq. No. 


48212 


Seq. ID 


OJ000125_11.0310 


.C35 


Gene No. 


102693 


Strand 






Start 


2542 


End 


2990 




Name 


OJ000125 11.0310.C35.ol.tm 


Method 


TBLASTX: Maize 





49983 






OLaiL 


<£JJJ 




End 


2843 








none 




Score 


88 






Exons 


9 C , C ,'3 9fl^Zl 9 C , C ,'} 9RQ1 


Z JJ4 . 


.2841, 2650. .2805, 2652.. 2843 




C d /~T hi /"\ 

OcCJ. IN O . 


4091 Q 
1 0Z1 J 




Seq. ID 


OJ000125_11.0310 


.C36 




Gene No. 


102694 




Strand 








Start 


154 




End 


573 






Name 


n.Tnnni 9^ 1 1 n^i n p^£ 


LS 


Method 


TBLASTX : Soybean 






otart 




*" 


End 


573 






PT 


none 




Score 


48 






Exons 


104.. loo, lJJ. . iO / , ZU4 . 


. jyo , 


jIj. . jyy 


, 4 OO . . 0 / Z , *i jj . . 


C.7 9 
3 / Z , 






fl O y • , D t 3 












Seq; No. 


48214 




Seq. ID 


OJ000125_11.0310 


.C39 




Gene No. 


102695 




Strand 








Q-f- a y-+- 
OLail 


i 

1 




End 


240 






Name 


piTnnni9^ 11 n^i n p^q r\0 


rm . 


Method 


TBLASTX: Maize 






OLdll 


i — 
1 




End 


240 






PT 


none • 




Score. 


0 0 






Exons 


1 OA 9Q 9"3R. 9Q 990 

l . . z 4 , z y . . z oo , zy . . zzu, 


.4 O . . 


240, 84.. 


227 






Seq. No. 


48214 




Seq. ID 


OJ000125_11.0310 


.C39 




Gene No. 


102695 




Strand • 








otar t_ 






End 


240 






Name 


ujuuuiz j ii.Ujiu.tjy.oz. 




Method 


TBLASTX : Wheat 




i n 


Of 2 Y-+- 

o tar l 


i 




End 


235 




ru 


PT 


none 




Score 


4 u 






Exons 


1 9/1 1 C 9 1 £ 9Q 1"7>1 
1 . . Z 4 , ID. . ZlD/ Zo . .1/4/ 


9 Q 

z y . . 


235, 29.. 


220 






Seq. No. 


48214 




Seq. ID 


OJ000125_11.0310 


.C39 


w 


Gene No. 


102696 




Strand 










z / 0 




End 


926 






Name 


ujuuuiz o 11.ujiu.Ljy.01. 


4- t r 

tw 


Method 


TBLASTX: Wheat 




f ^ 


Of -j y~4- 

OLaiL 


z / o 




End 


801 




Ci 


P,T 


none 




Score 


coo 
JJJ 






Exons 


97c; . n ac. occ Ten c/t7 


7 £ R 
. / OO , 


766. .801 

- 








Seq. No. 


48214 




Seq. ID 


OJ000125_11.0310 


.C39 




Gene No. 


102696 




Strand 








Qt- a -r+- 
OLdl L. 


97 ^ 

Z / 3 




End 


92 6 






Name 


UJUUUIZj 11 .UjlU.Ljy.Ol. 


ts 


Method 


TBLASTX: Soybean 






o T_air l 


j y u 




End 


849 






PT 


none 




Score 


1 H R 
1 10 






Exons 


RQD 7£*3 SQR 7R£ 7 4 fi 


. 0 4 y , 


781. .846 








Seq. No. 


48214 




- 

Seq. ID 


OJ000125_11.0310 


.C39 




Gene No. 


102696 




Strand 








OLdi L 


9 7 r 

Z'/ 0 




End 


926 






Name 


riTfinm o*t; 11 min pqq ^1 
UJUUUIzj 11 . UjIU . LJy . Ol . 


4- -m 

Tim 


Method 


TBLASTX: Maize 






OLdlL 


£A Q 

04 y 




End 


926 






GI 


none 




Score 


157 






Exons 


649. .765, 650. .766, 766. 


.924, 


777. . 926 








Seq. No. 


48215 




Seq. ID 


OJ000125_11.0310, 


.C40 




Gene No. 


102697 




Strand 


+ 






Start 


1 




End 


540 






Name 


OJ000125 ll.0310.C40.ol. 


gp 


Method 


AAT/GAP 





49984 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



540 
525 



8873JL.R1084 
1..29, 138. .303, 411. .540 

'3319357 1.0e-133 (AF077407) contains similarity to 
phosphoenolpyruvate synthase (ppsA). (GB : AE001056) [Arabidopsis 
thaliana] 1 



Seq. No. 48216 Seq. ID OJ000125_11 . 0310 . C42 

Gene No. 102698 Strand 

Start 408 End 746 

Name OJ000125_11 . 0310 . C42 . ol . ts Method TBLASTX: Soybean 

Start ■ 408 End* 746 

GI none Score 68 

Exons 408. .530, 410..547, 534. .668, 580. .651, 684. .740, '684. .746 

Seq. No. 48217 Seq. ID OJ000125_11 . 0310 . C4 6 

Gene No. 102699 Strand + 

Start 1 End 223 

Name OJ000125_11 . 0310 . C4 6 . ol . gp Method AAT/GAP ,y "" 

Start 1 End 223 

GI LIB3433-003-Q6-K6-G8 Score ' 387 

Exons 1..223 

GI Descrip. • 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-25 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 48218 

Gene No. 102700 

Start 960 

Name OJ000125_11 . 0310 . C48 . ol . gp 

Start 960 

GI 8873_1.R1084 

Exons 960.. 1041, 1117.. 1203, 1288, 
GI Descrip. 



OJ000125 11.0310.C48 



Seq. ID 
Strand 

End 2747 
Method AAT/GAP 
End 2726 
Score 759 
,1374, 2445. .2562, 2656. .2726 
'3319357 1.0e-133 (AF077407) contains similarity to 
phosphoenolpyruvate synthase (ppsA) (GB : AE001056 ) [Arabidopsis 
thaliana] 1 ' 



Seq. No. 

Gene 'No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48218' Seq. ID 

102700 Strand 

960 End 

OJ000125_11 . 0310 . C48 . ol . tm Method 

964 End 

none Score 



OJ000125_11.0310.C48 
2747 

TBLASTX: Maize 

2731 

40 

.1204, 1117. .1206, 



964. .996, 964. .1044, 1000. .1044, 1115. 
1117. .1203, 1285. .1380, 1287. .1376, 1288. .1377, 1325. .1384, 
2430. .2561, 2440. .2565, 2442. .2567, 2617. .2727, 2618. .2722, 
2631.. 2726, 2660.. 2731 



48218 
102700 
960 

OJ000125_11.0310.C4 8.ol. tc 
975 
none 

975. .1043, 991. .1044, 1117 



'Seq. ID OJ000125_11.0310.C48 
Strand 

2747 

TBLASTX: Cress 
2747 
52 . 



End 

Method 
End 
Score 

1203, 1121.. 1246, 1285.. 1380, 
1346. .1378, 2433. .2567, 2440. .2547, 2469. .2564, 2586. .2726, 
2647.. 2721, 2658.. 2747 



49985 



Seq. No. 48219 

Gene No. 102701 

Start 153 

Name OJ000125_07 . 0303 . C4 . ol . gp 

Start .v 153 

GI 2310235 

Exons 153. . 323 

GI Descrip. 5852182/emb | CAB55420 . 1 i 9. 
sativa] 



Seq. ID 

Strand 

End- 

Method 

End 

Score 



OJ000125_07.0303.C4 
323 

AAT/GAP 

323' 

242 



0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 48220 Seq. ID 

Gene No. 102702 Strand 

Start 1612 End 

Name OJ000125_07 . 0303 . C7 . ol . gp Method 

Start 1612 End 

GI 38782_1.R1084 Score 

Exons 1612.. 2121 

GI Descrip. ? 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ000125_07.0303.C7 
+ 

2121 
AAT/GAP 
2121 
817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000125_07.0303.C7 

Strand + 

End 4 7 62 

Method AAT/GAP 

End 4762 

Score 396 



48220 
102703 
4498 

OJ000125 _07 . 0303 . C7 . o2 . gp 
4498 
•2310235 
4498. .4762 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48220 

102704 

4937 

OJ000125_07.0303.C7.ol. tw 

4937 

none 



Seq. ID OJ000125_07.0303.C7 
Strand 

End 5342 

Method TBLASTX : Wheat 

End 5342 

Score 64 



4937. .5209, 4939. .5079, 4941. .5177, 5172. .5342 



48221 
102705 
11812 

OJ000125_07.0303.C8.ol.gp 
11812 

61605_3.R1084 
11812. . 12109 

1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. ID OJ000125_07.0303.C8 

Strand + 

End 12109 

Method AAT/GAP 

End 12109 

Score 437 



Seq. No. 48221 Seq. ID 

Gene No. 102706 Strand 

Start 13084 End 

Name OJ000125_07 . 0303 . C8 . o2 . gp • Method 

Start 13084 . End 

GI 101153_;i..R1084 Score 

Exons 13084. .13333, 13719.. 13820 

GI Descrip. 1 5852 170/emb | AL1 17265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ000125_07.0303.C8 
+ 

13820 
AAT/GAP 
13820 
378 



49986 



Seq. No. 


48222 








Seq. ID 


OJ000125_07.0303.C12 


OCllC IN (J. 


/ U i 








OLI dilLl 




OLaiL 


( 1Z JO 










9 9^7 

Z Z J f 


Name 


Pj TO O 01 9 S 07 


070? 


PI 9 o9 
. LIZ • UZ 


. LW 


LYltr LIlOO. 


I DXirio 1A • i/vneaL 


OtcUL 


1Z JO 










1 A ft R 
X H O J 


VJ J. 


n on o 








JLUI C 


1 SO 

J. J u 


Exons 


1 9 Sft 1 d ft S 

16 JO . . IIO J; 


1 9 64 


1 d ft S 

> ■ X 4 O J 








Seq. No. 


48222 








Seq. ID 


OJ000125_07.0303.C12 


Gene No. 


102707 








Strand 




Cfa >-+" 
O Lai L 


1 9 Sft 

JO 








End 


2257 


Name 


O.T000 1 9 S 07 

UUuUUlZ J u / 


0707 

. UJUJ . 


PI 9 n1 

, LIZ . Ul 


■ Lill 


Method 


TBLASTX: Maize 


C -j- -j y~-J- 


1 9ft S _ 

X Z O J 








End 


1762 


bJ. 


none 








Score 


69 


y von c 


1 9 ft S 1 7 Sfi 

± Z. O J . t 1 J JUf 


1 9ft S 


1 7S0 

■ ■ X J J U / 


1 7S9 

X J J £ < 


,.1393, 1354.. 1392, 1379.. 1540, 




1 7Q0 1 7 fil 


1 7Q1 

X J _7 X , 


17 69 
> • X / oz 








Seq. No. 


48222 








Seq. ID 


OJ000125_07.0303.C12 


P a. t~\ a. NT o 

oene lnu . 


1 09707 
X U Z / u / 








Strand 




C 4- -j y~ +- 


1 9Sft 
1Z JO 








End 


2257 


Name 


n T0001 9 R 07 
UuUUUlZ J U / . 


0707 
. UjUj. 


PI 9 ol 

. LIZ . OX 


■f- Til 

. LW 


Method 


TBLASTX: Wheat 




1 A ft £ ~~ 
X 4 O O 








End 


1890 




none 








Score 


320 


Exons 


1 AQ(Z 1 ft QO 
X 4o O . . loyU, 


1 ROR 
X J U J • 


1 ftftft 
, . X O 0 0 








Seq. No. 


48222 








Seq. ID 


OJ000125_07.0303.C12 


Gene No. 


102707 








Strand 




o L arc. 


1Z JO 








End 


2257 


Name 


H T0001 9 R 07 


0 70 7 
. UjUj , 


PI 9 n? 
, LIZ . OZ 


. LIU 


Method 


TBLASTX : Maize 


OtalL 


1 7ft 0 








End 


2257 




none 








Score 


54 


Exons 


1 7ft 0 1 Q7« 
1 /OU. . iO / o, 


1 7ft0 
X / o u . 


1 Q1 d 

, . X .7 X 4 , 


1 ft 7 R 

X O J J . 


.1915, 1891.. 2103, 1914.. 2126, 




i 919 6 

l^JJ . . ZXZD/ 


91 96 


99 S7 

. Z Z J / / 


9 1 7Q 

Z X J _7 • 


.2237 




Seq. No. 


48223 








Seq. ID 


OJ000125_07.0303.C13 




i 0970R 
x u z / u o 








Strand 




O Lai. L 


7967 

JZD J 








End 


3742 


Name 


D.T0001 9S 07 

UUUUU1Z J U / « 


070? 
. UjUj • 


PI 7 ol 

L X J . OX 


• L-Itl 


Method 


TBLASTX: Maize 


o Lai L 


7967 — 

JZO J 








End 


3685 


\3 ± 


none 








Score 


95 


Hi AUl LZ3 


7967 7d97 
j Z O J . . j 4 Z / , 


796Q 
j Z D y . 


7d 1 ft 

• J 4 X O / 


7d 94 


.3684, 3437. .3685, 3437. .3685 


Seq. No. 


48223 








Seq. ID 


OJ000125_07.0303.C13 




1 0970ft 








Strand 




O Lax L. 


"39 £ 7 
jZDj 








End 


3742 


Name 


Pi TOflO 1 9 R n.7 
UJUUuXZj U / . 


fl 7H 7 
UjUj. 


PI 7 o9 
L X j . OZ 




Method 


TBLASTX: Wheat 


OLait 


7 0 QO 
jZ "U 








End 


3742 


PT 

LX 


none 








Score 


102 


Exons 


jz y u . . j4 z x , 


7 /I 9 /I 
j4 Z H . 


7 A Q Q 

. j4 o y / 


7 /I Q 7 

jfi y j . 


.3711, 3512. .3742 


Seq. No. 


48223 








Seq. ID 


OJ000125_07.0303.C13 


Gene No. 


102708 








Strand 




Start 


3263 








End 


3742 


Name 


OJ000125 07. 


0303. 


C13.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


3389 








End 


3663 


GI 


none 








Score 


136 



49987 



Exons 3389.. 3421, 3424.. 3663, 3427.. 3660, 3524.. 3661 



• IN CJ . 


4 ft 99 ^ 


Seq. ID 


OJ000125_07.0303.C13 


kjene ino • 


i n97HQ 


Strand 




OldlL 


J / J J 


End 


4185 ' 


Name 


nmnm m n^n*} pi ^ n>9 t-m 


Method 


TBLASTX: Maize 




^7 ^ — 


End 


4185 




none 


Score 


74 


Exons 


3735.. 3986, 3740.. 4051, 3748. 


.4065, 3776.. 4051, 4027.. 4185 


Con KT/"\ 

o 6 q . LN o . 


A ft 9 9 "3 


Seq. ID 


OJ000125_07.0303.C13 


bene ino . 


i n 9 7 n q 


Strand 




OLalL 


J / JJ 


End 


4185 


Name 


n.Tnnni 9^ 07 n*^n^ ti ^ nT -f-w 


Method 


TBLASTX: Wheat 


Of 3 v- 4- 

o tar l 


jOjo 


End 


4182 


C T 


none 


Score 


223 


Exons 


jOjo . . H LO£ 






Seq. No. 


48224 


Seq'. ID 


OJ000125_07.0303.C14 


Gene No. 


102710 


Strand 




OLait 


3771 


End 


3973 


Name 


OJ000125 07.0303.C14.ol.gp 


Method 


AAT/GAP 


Cf ayf 


3771 


End 


3973 


C T 


35479 1.R1084 


Score 


371 


Exons 


3771. .3973 






GJ- Descrip. 


'2982431/emb|CAA18239.1| 2.0e 


-31 (AL022224) leucine rich 




repeat-like protein [Arabidopsis thaliana] 1 


Seq. No. 


48225 


Seq. ID 


OJ000125_07 .0303.C15 


Gene No. 


102711 


Strand 




Start 


4309 


End 


4735 


Name 


OJ000125 07.0303.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


559 


End 


834 


GI 


none 


Score 


243 


Exons 


559. .834, 562. .753 







Seq. No. 48225 Seq. ID OJ000125_07 . 0303 . C15 

Gene No. 102711 Strand 

Start 4309 End 4735 ■ ~ 

Name OJ000125J37 . 0303 . C15 . ol . gp Method AAT/GAP 

Start 4309 End 4735 

GI 4878407 Score . 672 

Exons 4309.. 4735 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP00061 6 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



.^Seq. No. 
- l Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48226 ' Seq. ID 

102712 '•"'Strand 

419 End 
OJ000125_07 .0303.C16.ol.gp Method 

419 End 

2310235 Score 
419.. 456, 869.. 1008 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



OJ000125_07.0303.C16 
+ 

1008 
AAT/GAP 
1008 
299 



Seq. No. 48226 Seq. ID OJ000125_07 . 0303 . C16 

49988 



Gene No. 102713 Strand + 

Start 2089 End 2182 

Name OJ000125_07 . 0303 . C16. o2 . gp Method AAT/GAP 

Start 2089 End 2182 

GI 21474_1.R1084 Score 136 

Exons 2089.. 2182 

GI Descrip. 1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 48227 

Gene No. 102714 

Start 322 

Name OJ000125_07 . 0303 . C20 . ol . gp 

Start 322 

GI 38782_1.R1084 

Exons 322 . . 824 

GI Descrip. ■ 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa . genomic 
DNA, chromosome 6, clone : P0514G12 1 



. Seq. ID OJ000125_07.0303.C20 

Strand + 

End 824 

Method AAT/GAP 

End 824 

Score 780 



Seq. No. 48228 

Gene No. 102715 

Start 12844 

Name OJ000125_07 . 0303 . C26 . ol . tw 

Start 10457 

GI none 

Exons 10457. .10732, 10772... . 10951 



Seq. ID OJ000125_07.0303.C26 
Strand 

End 13240 

Method TBLASTX : Wheat 

End" 10951 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



48228-* 
102715 
12844 

OJ000125_07 .0303.C2 6.ol.gp 
12844 

LIB34 34-005-P1-K1-H8 
12844.. 13240 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ000125_07.0303.C26 
Strand 

13240 
AAT/GAP 
13240 
536 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48229 

102716 

1326 

OJ000125_07.0303.C29.ol.tw 

1326 

none 



Seq. ID OJ000125_07.0303.C29 
Strand 

End 1595 

Method TBLASTX : Wheat 

End 1595 

Score 190 



1326. .1490, 1346. .1456, 1347. .1478, 1488. .1595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000125_07.0303.C30 
Strand 

End 8 67 

Method AAT/GAP 

End 8 67 

Score 1313 



48230 
102717 
1 

OJ000125_07.0303.C30.ol.gp' 
1 

342_1.R1084 
1. .867 

•4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 
Gene No. 



48230 
102717 



Seq. ID OJ000125_07.0303.C30 
Strand 



49989 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 

GI Descrip. 



• 



OJ000125_07.0303.C30.ol. tw 
3 

none 



End 

Method 

End 

Score 



867 

TBLASTX: Wheat 

560 

141 



3. .170, 11. .154, 163. .204, 164. .211, 212. .307, 216. .275, 
2S4..394, 255. .395, 408. .488, 477. .560 



48230 
102717 
1 

OJ000125_07.0303.C30.o2.gp 

263 

LIB34 31-028-P1-N1-A10 
263.. 609, 637.. 707 

, 4680203/gb|AAD27566. 1 IAF114171J7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000125_07.0303.C30 

Strand 

End 867 

Method AAT/GAP 

End 707 

Score 762 



48231 

102718 

1 

OJ000125_02.0303.C4.o2.gp 
1 

342 1.R1084 



Seq. ID -'OJ000125_02.0303.C4 

Strand + 

End 928 

Method AAT/GAP 

End 928 

Score 1163 



1..77, 113. .132, 215. .312, 422. .928 

1 457 4 4 06/gb | AAD24042 . 1 1 0.0e+00 (AF121139) RIM2 protein , [Oryza 
sativa] 1 



48231 
102719 
1 

OJ000125_02.0303.C4.ol.gp 
1 

LIB34 31-028-P1-N1-A10 
1..68 

, 4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. ID OJ000125_02.0303.C4 

Strand 

End 68 

Method AAT/GAP 

End 68 

Score 136 



48232 
102720 
1405 

OJ000125_02.0303.C9.ol.gp 
1405 

LIB3477-003-P1-K1-E9 
1405.. 1461, 1523,,. 1546 

, 24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000125_02.0303.C9 

Strand + 

End 1546 

Method AAT/GAP 

End 154.6 

Score 96 



48233 
102721 
70 

OJ000125_02.0303.C12.ol.gp 
70 

1427_1.R1084 
70. .198 

1 450437 9/ re f | NP_003658 . 1 | pHG38 | 2.0e-13 G protein-coupled 
receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 



Seq. ID OJ000125__02.0303.C12 

Strand + 

End 198 

Method AAT/GAP 

End 198 

Score . 176 



49990 



receptor HG38 [Homo sapiens] ' 



O c q . IN O • 


48234 






ocq * iu 


riTnnni 9^; n*^m P17 




102722 






oi rana 






175 








^7 n 


Name 


*' OJ000125 02. 


0303.C17.ol 


. Lb 


neunoa 


i d_ho i a . ooyoean 


oLarL 


175 






Ejna 


A £ ^ 
fi O D 


C T 


none 






Score 


i n ^ 


Exons 


175. .240, 247. .465, 251 


. .457 






O /*t Mr\ 

oeq- in o . 


48234 






oeq . iu 


ninnni 9^ no mm n i 


taene wo . 


102722 






Strand 






175 






Ejna 


D / U 


Name 


OJ000125 02. 


0303.C17.ol 


+■ i*r 
. L W 


Xrf^ "f* V*\ /~\ 

txie luou 


i £3ij/io i a . wnea l 


jLait 


237 








S70 




none 






Score 


1 Q 7 
1 O / 


Exons 


237. .488, 247. .498, 248 


. .490, 


273. .497 


, 481. .570 


oeq . 1NO . 


48235 






Seq. ID 


OJ000125_02.0303.C18 


Gene No . 


102723 






Strand 


+ 




10604 






End 


10728 


Name 


OJ000125 02. 


0303.C18.ol 


. IS 


Method 


TBLASTX: Soybean 


Q -1- o V--I- 

otart. 


1662 






End 


2088 




none 






Score 


84 


Exons 


1662. .1826, 


1675. . 1827, 


1 QCC 


.1956, 19.51.. 2010, 2014.. 2088 


Seq. No. 


48235 






Seq. ID 


OJ000125_02.0303.C18 


bene jno . 


102723 






Strand 


+ 




10604 






End 


10728 


Name 


. OJ000125 02. 


0303.C18.ol 




Method 


TBLASTX: Wheat 


otarc 


2006 






End 


2371 


P T 


none 






Score 


142 


Exons 


2006. .2185, 


2013. .2189, 




.2179, 2020. .2199, 2171. .2236, 




2190. .2243, 


2193. .2363, 


2270. 


.2371 




Seq. No. 


48235 . 






Seq. ID 


OJ000125_02.0303.C18 


Gene No._ 


102723 






Strand 


+ 


Start 


10604 : ■ 






End 


10728 


Name 


OJ000125 02. 


0303.C18.ol 


.gp 


Method 


AAT/GAP 


Start 


10604 






End 


10728 


GI 


1427 1.R1084 






Score 


166 



Exons 10604 . . 10728 

GI Descrip. 1 4504379/ref | NP_003658 . 1 | pHG38 | 2.0e-13" G protein-coupled 



receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens] 1 



Seq. No. 


48235 


Seq. ID 


OJ000125_02.0303, 


.C18 


Gene No. 


102724 


Strand 






Start- 


14066 


End 


14434 




Name 


OJ000125 02.0303.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


14066 


End 


14293 




GI 


none 


Score 


125 




Exons 


14 066. . 142 93, 14 072. .142 93 








Seq. No. 


48235 


Seq. ID 


OJ000125_02.0303, 


■ C18 


Gene No. 


102724 


Strand 






Start 


14066 


End 


14434 





49991 





Name 


OJ000125 02 


.0303.C18.o2 


. ts 


Method 


TBLASTX: Soybean 






OLdll. 


, 14066 






End 


14434 








none 






Score 


193 






T* 1 von q 


14066. .14317, 14072. .14293, 14178 .. 14306, 14408.. 14434 






OC^ • LN L> . 


48236 






Seq. ID 


OJ000125_02.0303. 


PI Q 






102725 






Strand 








o Lai L 


618 






End 


1405 






Name 


OJ000125 02 


.0303.C19.o2 


. tm 


Method . 


TBLASTX: Maize 






Start 


618 






End 


' 1405 






GI 


none 






Score 


48 






CvAnc 
CtAUIlO 


618. .734, 643. .747, 646 


. .738, 


702. .737, 758. .919, 758. .6 








771. .908, 772. .900, 792 


. . 917, 


793. .891, 794. .916, 795. .£ 


178, 






801. .911, 8 


11. .930, 1015. .1071, 1021. . 


1071, 1024. .1101, 








lUJOi . X X z. o , 


ii9ft 

1UOD. . 1 1 Z. O , 


1 0Q0 


.1269, 1091. .1174, 1119. .1274, 








1 1 9Q 1 9P4 

I I Z, -7 . i l^OI f 


11^1 


.1277, 1186. .1242, 1295. .1405 




Seq. No. 


A ft 9 ^fi 






Seq. ID 


OJ000125_02.0303. 


C19 




Gene No. 


1 D979 
X u z. / z. u 






Strand 








o lqi l 


^61 

J Jul 






End 


3860 






Name 


OJ000125 02 


.0303.C19.ol 


.tm 


Method 


TBLASTX: Maize 








3361 






End 


3707 






VaX 


none 






Score 


236. 






Exons 


jjDI . . juij, 


J 4 -7Z, . . JDUOf 


^61 9 


.3707 








Seq. No. 


A ft9 "3 

ft O Z. O D 






Seq-. ID 


OJ000125_02.0303. 


C19 


iil 


Gene No. 


1 09796 

1U6 f Z. O 






Strand 








O Idl L 








End 


3860 ■ 




C3 




OJ000125 02 


.0303.C19.ol 


. tw 


Method 


TBLASTX: Wheat 








3382 






End 


3805 








none 






Score 


274 




? : : 


LAUIlo 






^A Q9 


.3626, 3621.. 3803, 3623.. 3805 


3 


Seq. No. 


d ft9^fi 






Seq. ID 


OJ000125_02.0303. 


C19 




Gene No. 


1 0.97 96 

X VJ Z. f Z.D 






Strand 








9t- a rt- 

O Lai L 


^61 






End 


3860 






Name 


a inn n i oc; no 


.0303-.C19.ol 


. ts 


Method 


TBLASTX : Soybean 






O Lai L 


3436 






End 


38 60' 






ox 


none 






Score 


185 




f ^ 


rynn q 

Ci AUi lo 


3436. .3624, 


3495. .3620, 


3633. 


.3860, 3671. .3703 






Seq. No. 


48236 






Seq. ID 


OJ000125_02.0303. 


C19 




Gene No. 


102727 






Strand 








O Lai L 


3809 






End 


4094 






Name 


OJ000125 02 


.0303.C19.o2, 


. tw 


Method 


TBLASTX: Wheat 






uLdl L 


3809 






End 


4094 






\J X 


none 






Score 


67 






Exon s 


3809. .3877, 


3810. .3878, 


3882. 


.4094, 3885. .4004, 3890. .40 


87 




oeq . no . 


48237 






Seq. ID 


OJ000125_02.0303. 


C25 




Gene No. 


102728 






Strand 








Start 


3840 






End 


4121 






Name 


OJ000125 02, 


.0303.C25.ol, 




Method. 


AAT/GAP 






Start 


3840 






End 


4121 






GI 


none 






Score 


444 






Exons 


3840. .4121 













49992 



Seq. No. 


48237 








Seq. ID 


OJ000125_02.0303.C25 


Gene No. 


102729 








Strand 




Start 


4083 








End 


4360 


Name 


• OJ00012S 02 


. 0303 


. C25 . o3 


. tm 


Mot - H f^nH 


TRT QQTY • Ms -i <7o 


Start 


4083.* " 








FnH 

EjI iU 


4 ^fin 


GI 


none 










7 

/ u 


Rxons 

J— J \s 1 1 <Jj 


4083 4169 


4085 


. .4159/ 


4232 , 


4 360 




Seq. No. 


48237 








Seq. ID 


OJ000125_02.0303.C25 


Gene No. 


102729 








Strand 




Start 


4083 








End 


4 36D 

1 J u u 


Name 


OJ000125 02 


0303 


C? 5 o2 




Mo -f- Hr^H 
lit; UllUU 


TRT ZIQTY* Q r^,\ /V\ q o n 
1 DXj/-io 1 A . OOyjJcaU 


Start 


4088 _ 








FnH 


4 ^^n 


GI 


none 










60 




4088 4159 


4092 


.4160, 


4229 


4360 49 


7ft 4 ? 1 Q 

, / O. . 4 Jl? 


Seq. No. 


48237 








Seq. ID 


OJ000125_02. 0303.C25 


Gene No. 


102730 - 








Strand 




Start 


4472 








End 


ST 70 


Name 


OJ00012 S 02 


. 0303 


. C25 . o2 , 


. tm 


fit; tiiuu 


± OXjrtO 1 A . fid X tr 


Start 


4472 _ 








FnH 


4 7 4 R 


GI 


none 








OL-Ui o 


14 0 

X rl \J 




4472 4 615 


4 477, 


4 SRI 


4 4 94 


4 6^4 4 4 


QQ 4RQ7 4^ft^ 474ft 


Seq. No. 


48237 








Seq. ID 


OJ000125_02.0303.C25 


Gene No. 


102730 








Strand 




Start 


4 472 








FnH 


SI 70 

D X / U 


LN dlllC 


o.toooi 9 s n? 


n ^o ^ 


r9 S n1 


. L o 


neunoa 


i rs Ij/\o i a : o o yo e a n 


O Lai L 


4 S^S ~ 








ijiia. 


SI 1 0 


GI 


none 








Score 


QS 

y D 


F.xnn ^ 


4535 4597 


4 566. 


. . 4 631 , 


4802 


4 Q66 4ft 


17 4QQ0 S049 S110 
X/. . H y y\J f DUQ £ . .JllU 


Qpa No 


48237 








octj. x u 


O.T0001 9S 09 fl^m P9S 


Gene No. 


102730 








Strand 




Start 


4472 








End 


5170 


Name 


OJ000125 02 


. 0303 . 


, C25 . ol . 


tm 


11C L. 1 ILJ^jI 


TRT.A^TY • Ms i ve* 
1 D Xjrio 1. A . I JalZ,c 


Start 


4811 _ 








FnH 


SI 70 
Ox / U 


GI 


none 








Score 


^S 


F.xnn ^ 
i_j \^ no 


4811 4876 


4 817. 


4 ft 61 


4 R SO 


A QQO 4ft 
• h y y u , i o 


SI 4QR9 S049 SI 1 A 
OX. * *i y O £ f JlfiZ . .OXXD, 




5117 5170 












Seq. No. 


48238 








Seq. ID 


OJ000125_02 . 0303 . C2 6 


Gene No . 


102731 








' Strand 




Start 


2402 








End 


S S 6^ 

J JUJ 


Name 








L W 


fit; LllOQ 


T R T Z\ Q T Y • TaTVi =a +■ 

i r>ijr\o i a . wneat 


Start 


2779 _ 








FnH 

JLil IvX 


^04 R 


GI 


none 








Score 


114 
111 


R>r on ^ 

J— I A. W 1 1 O 


2779 2814 


2828 


302 5 


9ft 

t. o o y . 


^04 ft 9ft 


QO ^04ft 


Sea No 


48238 








Q^rr TD 

JC^ . XL-/ 


O.T0001 9S 09 0^0^ T9fi 


Gene No. 


102731 








Strand 




Start 


2402 








End 


5563 


Name 


OJ000125 02. 


,0303. 


C2 6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5267 








End 


5563 


GI 


none. 








Score 


■284 


Exons 


5267. .5536, 


5267. 


.5563 









49993 



Seq. No. 48239 

Gene No. 102732 

Start ..304 

Name OJ000125_02 . 0303 . C27 . ol . gp 

Start 304 

GI 3761970 

Exons 304.. 585, 1696.. 1965 



• 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 1965 

Method AAT/GAP 

End 1965 

Score 1049 



Seq. No. 48239 

Gene No. 102733 

Start 2578 

Name OJ000125_02 . 0303 . C27 . o2 . tm 

Start 1726 

GI none 

Exons 1726.. 1932, 1729.. 1830, 1730. 
1884.. 1937 . 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 3129 

Method TBLASTX : Mai ze 

End 1940 

Score 47 
.1936, 1770. .1940, 1871. .1933, 



Seq. No. 48239 

Gene No. 102733 

Start * 2578 

Name OJ000125_02 . 0303 . C27 . o2 . ts 

Start 1741 

GI none 

Exons 1741.. "1944, 1772.. 1960, 2176. 

2291. .2404, 2321. .2455, 2384. 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 3129 

Method TBLASTX : Soybean 

End 2455 

Score 42 

.2208, 2242. .2406, 2243. .2407, 
.2455 



Seq. No. 48239 

Gene No. 102733 

Start 2578 

Name OJ000125_02 . 0303 . C27 . o4 . tm 

Start 2013 

GI none 

Exons 2013.. 2090, 2027.. 2095, 2105. 

2215. .2319, 2215. .2331, 2222. 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 3129 
Method TBLASTX : Mai ze 
End 2332 
Score 65 

.2152, 2113. .2202, 2115. .2153, 
.2332, 2231. .2332 



Seq. No. 48239 

Gene No. 102733 

Start 2578 

Name OJ000125_02 . 0303 . C27 ,ol .tw 

Start 2230 

GI none 

Exons 2230.. 2409, 2231.. 2410, 2243. 
2439.. 2576 



Seq.. ID OJ000125_02.0303.C27 
.Strand 

End 3129 

Method TBLASTX : Wheat 

End 2576 

Score 138 

.2410, 2318. .2569, 2408. .2569, 



Seq. No. 48239 

Gene No. 102733 

Start 2578 

Name OJ000125_02 . 0303 . C27 . ol . tm 
Start .. 2333 

GI none 

Exons 2333.. 2623, 2333.. 2617, 2621. 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 3129 

Method TBLASTX: Maize""' . 

End 2711 

Score 150 
.2710, 2622. .2711 



Seq. No. 48239 

Gene No. 102733 

Start " 2578 

Name OJ000125_02 . 0303 . C27 . ol . ts 

Start 2456 



Seq. ID OJ000125_02.0303.C27 
Strand 

End 3129 

Method TBLASTX : Soybean 

End 2693 



49994 



P T 


none 








Score 


QC 
_7 J 




TP \r /™v Y~\ (T 1 




9 4^7 

Z4 J / , 


9 R Q7 


9 69ft 
Z OZ 0 . 


9 6Q7 
. Z 0 _/ J 






Seq.'^NoV 


48239 








Seq. ID 


OJ000125_02.0303. 


C27 <• 


Gene No.- : 


102733 








Strand 






OLdl L 


9 ^7 ft 
z j / o 








Hi 11 Li 


71 9Q 

J 1 Z _/ 




Name 


n.iooni 9S 09 


0 707 


P97 n9 
v^z / . uz 


. gp 


4~ Wi j-A 


z\z\t /cap 






9 R7 PI ~~ 
z j / o 








EjilU. 


71 9ft 
JlZO 




pr 


none 








Score 


1 ORQ 




Exons 


OQTp o-i op 
Z j / O . . JlZO 














C /~\ r~r NT 

oeq, wo . 


/I O 9 "3 Q 








Seq. ID 


OJ000125_02.0303. 


C27 


bene no . 


lUi /jj 








Strand 






Start 


2578 








End 


3129 




Name 


OJ000125 02 


.0303. 


C27.o3 


tm 


Method 


TBLASTX: Maize 




Of arf 
O LdX L 


97 1 7 








End 


3129 






none 








Score 


47 




Exons 


9717 9776 
Z / 1 j . • Z / JO/ 


97 1 R 
Z / J. D . 


97 7^ 


9717 
Z / 1 / . 


.2788, 2802. .2858, 2808. .2987, 




9ft 0 Q 701ft 


9 ft S4 


7007 

• JUL) J/ 


9ft SR 

Z O J J . 


.3019, 2861.. 3022, 2865.. 3023, 




701 7 70ft ft 


701 ft 
jUIO . 


719ft 


701 Q 
j U 1 J . 


.3096, 3028. .3129 




Seq. No. 


48240 








Seq. ID 


OJ000125_02.0303. 


P9ft 


Gene No. 


102734 








Strand 


+ 




otdxt 


6ft 4 
00 4 








End 


791 




Name 


a to on 1 9 t; 0 9 
UJ U UU 1 z 0 Uz 


0 70 7 


P 9 ft ^ 1 
Lio . Ol 


gp 


Method 


AAT/GAP 




OtalL 


DO 4 








End 


791 




P T 


/! 9 6 R 0 0 








Score 


179 




XP V /"S V 4 * 


£.Q A 1 Q 1 

OO 4 . . / 1 














Seq. No. 


48241 








Seq. ID 


OJ000125_02.0303. 


P9 Q 


Gene No. 


102735 








Strand 








10 71 








End 


1362 




Name 




0 70 7 


no Q ^9 
_? . OZ « 


LIU 


Method 


TBLASTX: Maize 




O Ld.IT L. 


1 071 








End 


1362 




PT 


none 








Score 


79 




IT 1 v /m^ o 


1071 1177 


1 1 ft 7 
llo J . 


1 769 
. 1 j 0 Z / 


I 1 ft 7 

I I 0 j . 


.1308 






Seq. No. 


48241 








Seq. ID 


OJ000125_02.0303. 


C29 


Gene No. 


102736 








Strand 






O Cal L 


1 4 7 4 

14/4 








End 


2061 




Name 


Pi T000 1 9 S 09 
uuuuuiz j uz . 


0 707 
UjUj. 


POO ~ 1 
UZ y . 0 1 . 


liu 


Method 


TBLASTX: Maize 




OLail, 


1 A 7 4 _ 

-L ft / 4 








End 


1958 




P,T 
ol 


none 








Score 


546 




Exons 


1474 1 6 

14 / 4 . . l^JO/ 


1 4 ft ft 
14 0 0. 


1 77 R 
. 1 j / j / 


1 RQ4 
1 0 i? 4 . 


.1899, 1848. .1958 




Seq. No. 


48241 








Seq. ID 


OJ000125_02.0303. 


C2 9 


Gene No. 


102736 








Strand 






OT_d.IT L 


14 7 4 

14/4 








End 


2061 




Name 


Pi T000 1 9 R 09 


0 70 7 


P9 Q ^1 


IW 


Method 


TBLASTX: Wheat 




o l ar c 


1 R7 Q 








End 


2061 




GI 


none 








Score 


388 




Exons 


1579. .2061, 


1590. 


.2018, 


1699. 


.2058 






Seq. No. 


48241 








Seq." ID 


OJ000125_02.0303.. 


C29 


Gene No. 


102736 








Strand 






Start 


1474 








End 


2061 




Name 


OJ000125 02. 


0303. 


C29.ol. 


ts 


Method 


TBLASTX: Soybean 





49995 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1615 End 

none Score 
1615. .1929, 1729. .1923 

48242 " Seq. ID 

102737 Strand 
5 End 
OJ000125_02.0303.C30.o3.tm Method 
5 End 
none Score 
5. .175, 6. .176, 181. .324, 216. .293 

48242 Seq. ID 

102738 • Strand 
334 End 
OJ000125_02 . 0303.C30 .o4 . tm Method 
334 End 
none Score 
334. .558, 373. .522, 441. .536 

48242 Seq. ID 

102738 Strand 

334 End 

OJ000125_02 . 0303 . C30 . o3 . tw Method 

336 End 

none Score 

336. .398, 337. .564, 337. .546, 447. .563, 578. .691, 634 .. 690 

OJ000125 02.0303.C30 



1929 
236 



OJ000125_02 . 0303 . C30 
324 

TBLASTX: Maize 

324 

219 



OJ000125_02.0303.C30 
1171 

TBLASTX: Maize 

558 

181 



OJ000125_02. 0303.C30 
1171 

TBLASTX: Wheat 

691 

198 



48242 
102738 
334 

OJ000125_02.0303.C30.ol.ts 

560 

none 

560..931-, 577.. 930 

48242 ' 
102738 
334 

OJ000125_02.0303.C30.ol. tm 

578 

none 

578. .1159,' 611. .1129, 634 . . 

48242 

102738 

334 

OJ000125__02.0303.C30.o2.tw 

779 

none 

779. .1171, 871. .1158 

48242 

102739 

2343 

OJ000125_02 . 0303.C30 .o2 . tm 
2343 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand .. 
End 

Method 
End 
Score 
1158 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



1171 

TBLASTX: Soybean 

931 

345 



OJ000125_02.0303.C30 
1171 

TBLASTX: Maize 

1159 

729 



OJ000125_02.0303.C30 
1171 

TBLASTX: Wheat 

1171 

296 



OJ000125_02.0303.C30 
3162 

TBLASTX: Maize 
3162 



49996 



• 



• 





O X 






Score 


122 




J-jAUllO 


9^4^ 251 Q 9^7^ 24ft6 




.2518, 2536.-2835, 2565.. 2825, 






2566 2R26 2926 Sill 




.3080, 2953. .3108, _ 3121. .3162 






48242 




Seq. ID 


OJ000125_02.0303.C30 




Gene No. 


102739 




Strand 






Start 


2343 




End 


3162 




Name 


OJ00012S 02 0303 C30 ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2370 ~~ 




End 


2878 










Score 


53 




DAUllO 


2?7D 2540 2*371 24ft1 


Z. *i VJ U • 


.2519, 2536.. 2835, 2547. .2834, 






2560 2R35 26*3^ 2R7R 


2696 

U Zs \J . 


.2848 






Seq. No. 


48243 




Seq. ID 


OJ00012 5 02 0 303 P3 3 




Gene No. 


102740 




OL J. dilU 






Start 


81 




End 


7 53 




Name 


OJ000125 02 0303 P33 nl 


. tm 


Mo +" h nH 

L iC u 11UU 






Start 


81 ~~ 




End 


560 




CT 

\3 X 


n nn p> 
nunc 






?05 






81 461 128 457 300 


4 64 


4 6*3 54 Q 


465 56D 






4ft94 ^ 

*i O ^ <i J 




Seq. ID 


OJ000125_02.0303.C33 




Gene No. 


102740 




Strand 






Start 


81 




End 


753 


kJ 


Name 


0.70001 25 0? 0303 P33 nl 




Method 


TBLASTX: Wheat 


Vol 


O Lai u 


^7 5 _ 




End 


753' 




VJJ X 


n on o 




Score 


98 


? i = 

s is? 


p 1 yAn Q 


"47 5 45ft -^7 ft 4 61 4 65 

/ O • i 4 JO / J/O. • *3 U X , 4UJ 


5^0 

• i JJU/ 


466. .555 


, 579. .647, 580. .753, 


iJ 




60ff 749 








i J 


OClji IN w • 


4 ft24 4 




•Seq. ID 


OJ000125_02.0303.C34 


v3 




102741 




Strand 


+ 


ry 


Start 


466 




End 


912 


s 


Name 


OJ000125 02.0303.C34 .ol 


.gp 


Method 


AAT/GAP 


Q 


Start 


466 




End 


912 


a 


\J Xk. 


LIB3433-020-P1-K1-A6 




Score 


682 






466. .912 










Ul L^COOXX^. 


, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 


ii 




japonica BAC clone 34K24, complete sequence 1 






48245 




Seq. ID 


OJ000125_02.0303.C35 






102742 




Strand 


+ 




Start 


317 




End 


416 




Name 


OJ000125 02.0303.C35.ol 


.gp 


Method 


AAT/GAP 




Start 


317 




End 


416 




GI 


LIB34 77-003-P1-K1-E9 




Score 


144 




von q 


317. .416 










T O o c o v n o 
ox Ucouiip i 


f 24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S if 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 










Seq. No. 


48245 




Seq. ID 


OJ000125_02.0303.C35 




Gene No. 


102743 




Strand 


+ 




Start 


3114 




End 


5409 




Name 


OJ000125 02.0303.C35.o2 


.gp 


Method 


AAT/GAP 




Start 


3114 




End 


4132 




GI 


59728 1.R1084 




Score 


745 



49997 




Exon ^ 


3114 . .3225, 


3742, 


. .3824, 


3922 


• .4132 




GT Dp srriD 


1 523084 1/gb I AAD4 1039 . 1 1 


AF112538 1 7.0e 


-^1 ? AF1 "I ? S^R 1 arfin 




[Malva pusilla] ' 










Sea. No. 


48245 








Seq. ID 


OJ000125__02.0303.C35 


Gene No . 


102743 








Strand 


+ 


Start 


3114 








End 


5409 


Name 


OJ000125 02 


.0303. 


.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3711 








End 


5160 


GI 


none 








Score 


103 


F.ynnc 

U AVJ1U 


3711. .3824, 


3718. 


, . 3837, 


3764 


..3835, 3919. .4317, 3919. .4317, 




3921. .4328, 


4342. 


, . 5004, 


4379 


..4444, 4389. .5030, 4505:. 5002, 




5076 5159 


5091 . 


, . 5159, 


5092 


. .5160 




Sea No 


48245 








Seq. ID 


OJ000125___02.0303.C35 


Gene No. 


102743 








Strand 


+ 


Start 


3114 








End 


5409 


Name 


OJ000125 02 


.0303. 


,C35.o3 


.gp 


Method 


AAT/GAP 


Start 


3726 ■ 








End 


4653 


GI 


305 3.R1084 








Score 


868 


Exons 


3726. .3824, 


3922. 


.4315, 


4390 


. .4653 




GI Descrip. 


'1531674 1. 


Oe-97' 


(U68462) actin [Striga asiatica] ' 


Sea No 


48245 








Seq. ID 


OJ000125_02.0303.C35 


fjpnp No 


102743 








Strand 


+ 


Start 


3114 








End 


5409 


■Name 


OJ000125 02 


.0303. 


C35.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3762 








End 


5203 


GI 


none 








Score 


60 


Exons 


3762. .3800, 


3783. 


.3836, 


3803. 


..3835, 3919. .4317, 3919. .4317, 




3921. .4328, 


4379. 


.4447, 


4389, 


..5030, 4390. .4491, 4505. .5002, 




5076. .5168, 


5090. 


.5164, 


5093, 


. .5203 




Seq. No. 


48245 








Seq. ID 


OJ000125_02.0303.C35 


Gene No . 


102743 








Strand 


+ 


Start 


3114 








End 


5409 


Name 


OJ000125 02 


.0303. 


C35.ol 


. te 


Method 


TBLASTX: Cress 


Start 


3765 








End .." 


5159 


GI 


none 








Score 


108 


Exons 


3765. .3824, 


3765. 


.3836, 


3766. 


..3840, 3779. .3835, 3919. .4317, 






~J ZJ -L . 


.4328, 


4360. 


..4680, 4379. .4447, 4388. .5002, 




4389. .5030, 


4390. 


.4482, 


4508, 


..5002, 5076. .5159, 5090. .5158 


Seq. No. 


48245 








Seq. ID 


OJ000125_02.0303.C35 


Gene No. 


102743 








Strand 


+ 


Start 


3114 








End 


5409 


Name 


OJ000125 02 


.0303. 


C35.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3919 








End 


4328 


GI 


none 








Score 


688 


Exon 


3919. .4317, 


3919. 


.4317, 


3921, 


. .4328 




Seq. No. 


48245 








Seq. ID 


OJ000125_02.0303.C3'5 


Gene No. 


102743 








Strand 


+ 


Start 


3114 1 • 








End 


5409 


Name 


OJ000125 02 


.0303. 


C35.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


4345 








End 


4676 


GI 


none 








Score 


178 



49998 



UAUllO 


4345 4671 


4 379 


4 447 4 ^Rfi 


..4673, 4389. .4676, 4505. .4675 


Sea. No. 


48245 






Seq. ID 


OJ000125_02.0303.C35 


Gene No. 


102743 






Strand 


+ 


Start 


3114 






End 


5409 


Name 


OJ000125 02 


. 0303 . 


C35 o4 ar> 


Method 


AAT/GAP 


Start 


4525 ~~ 






End 


5409 


GI 


305 2 R1084 






Score 


1451 


Rvons 

i_ *\ \*/ 1 1 o 


4525 5003 


5094 , 


. .5409 






_l ,_. _/ O -1*. — » ' • 


'4139264 1 


Oe-83 


(AF1118 12 ) 


actin [Brassica napus]' 1 


kJ C • L y w . 


4824 5 






Seq. ID 


OJ000125_02.0303.C35 


Gene No. 


102743 






Strand 


+ 


Start 


3114 






End 


5409 


Name 


OJ000125 02 


. 0303 . 


C35 o2 tw 


Method 


TBLASTX: Wheat 


Start 


4677 ~ 






End 


5166 


GI 


none 






Score 


537 




4677 5030. 


4 679 . 


5002 4698 


..5006, 5076.. 5165, 5090.. 5164, 




5091 . .5165, 


5092 . 


, .5166 






Seq. No. 


48246 






Seq. ID 


OJ000125_09.0303.C2 


Gene No. 


102744 






Strand 




Start 


13 






End 


126 


Name 




■ y ju j < 


CO nl +-m 

\^ • <J J- • 1 ill 


Method 


TBLASTX: Maize 


Start 


13 ~~ 






End 


126 


GI 


none. 






Score 


180 


l_i AW 1 1 >3 


13 126 13 


. .120 










48247 






Seq. ID 


OJ000125_09.0303.C4 


Gene No. 


102745' 






Strand 


+ 


Start 


751 






End 


831 


Name 


OJ000125 09 


.0303. 


C4 .ol.gp 


Method 


AAT/GAP 


Start . 


751 






End 


831 


GI 


38012 1.R1084 




Score 


106 


tons 


751. .831 











GI Descrip. ' 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 


48248 




Seq. ID 


OJ000125_09.0303 


.C6 


Gene No. 


102746 




Strand 






Start 


2 




End 


184 




Name 


OJ000125 09.0303.C6.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


•2 - 




End 


184 




GI 


none 




Score 


227 




Exons 


2. .184, 3. .182 










Seq. No. 


48248 




Seq. ID 


OJ000125_09.0303 


.C6 


Gene No. 


102747 




Strand 






Start 


201 - 




. End 


593 




Name 


OJ000125 09.0303.C6.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


201 




End 


593 




GI 


none 




Score 


4 93 




Exons 


201. .593, 206. .589 










Seq. No. 


48248 




Seq. ID 


OJ000125_09.0303 


.C6 


Gene No. 


102747 




Strand 






Start 


201 




End 


593 





49999 



• * 



NcLIUG 


UuUUUIZj Uj.UjUj.LD.OI. 


L S 


fuf z^v 4— V"\ /™\ r*4 

L v ie unou 


TRT ZiCTY • CnwKaan 




C 4- -3 v~4- 






Ejno. 


c Q O 

d y j 




C T 


none 




Score 


^ ^ ^ 
jjo 




TP v f\ r*i o 


9ft1 RftQ 9ft9 RQ^ 










Seq. No. 


48248 




Seq.. ID 


OJ000125_09.0303. 


,C6 


Gene No. 


102748 




Strand 








680 




End 


JL U O J 




Name 


OJ000125 09.0303.C6.o2, 


tm 


Method 


1 DJurio 1 A . LYia 126 




C +- -> r~ +- 


680 




End 


J. u 0 z? 




r* T 


none 




Score 


7 A 






680. .742, 743. .1081, 817. .1080, 940..: 


J. U O -7 




Seq. No. 


48249 




Seq'. ID 


OJ000125__09.0303. 


C15 


Gene No. 


102749 




Strand 








390 




End 


U JU 




Name 


OJ000125_09.0303.C15.ol 


. tm 


Method 






Otall 


J V 




EjI IvJ. 


DjU 




C T 


none 




Score 


9 




Exons 


390. .629, 391. .630, 392 


. .628 








Seq. No. 


48250 




Seq. ID 


OJ000125__09.0303. 


C16 


Gene No. 


102750 




Strand 






olait 


1083 




End 


1 S 1 ft 

1010 




Name 


OJ000125_09.0303.C16.ol 


. tm 


Method 


1 djli/\o 1 a : Na 1 z e 






i nft^ 

IUOj 




End 


1 A^A 
X H O H 






none 




Score 


0/1 




Exons 


1083. .1265, 1144. .1434, 


1320. 


.1403 






Seq. No. 


48250 




Seq. ID 


OJ000125_09.0303. 


C16 


Gene No. 


102750 




Strand 






old IT T_ 


1083 




End 


101O 




Name 


OJ000125_09.0303.C16.ol 


,tc 


Method 


TRT Zi C TV • Ovci <=• a 

1 DJ_i/\o lAlLieSS 




OtdlL 


1144 




End 


1 "3 ft ^ 
IjOj 






none 




Score 


9 7 1 




Exons 


1144.. 1383, 1152.. 1262, 


1320. 


.1364 






Seq. No. 


48250 




Seq. ID 


OJ000125_09.0303. 


C16 


Gene No. 


102750 




Strand 






O Lai L 


1083 




End 


1518 




Name 


OJ000125 09.0303.C16.ol 


.ts 


Method 


TBLASTX: Soybean 






1144 




End 


1518 




PT 


none 




Score 


387 




Exons 


1144. .1518, 1155. .1262, 


1326. 


.1400, 1479. .1514 




Seq. No. 


48250 




Seq. ID 


OJ000125_09.0303. 


C16 


Gene No. 


102751 




Strand 






C +- -j 

O LalT L ■ 


1507 




End 


2276 ' 




Name 


OJ000125 09.0303.C16.o2 


.tm 


Method 


TBLASTX: Maize 






1507 




End 


2273 




GI 


none 




Score 


63 




Exons 


1507. .1581, 2058. .2099, 


2109. 


.2273, 2171. .2245 




Seq. No. 


48250 




Seq. ID 


OJ000125_09.0303. 


C16 


Gene No. 


102751 




Strand 






Start 


1507 




End 


2276 




Name 


OJ000125 09.0303.C16.o2 


.ts 


Method 


TBLASTX: Soybean 





50000 



